Start 


2643 




End 


GI 


none 




Score 


Exons 


2643.-2743 






Seq. No. 


49312 




Seq. ID 


Gene No. 


104949 




Strand 


Start 


160 




End 


Name 


OJ990713 07.0419.C18.ol.gp 




Method 


Start 


160 




End 


GI 


none 




Score 


Exons 


160. .568 






Seq. No. 


49313 




Seq. ID 


Gene No. 


104950 




Strand 


Start 


1087 




End 


Name 


OJ990713 07.0419.C19.ol.gs 




Method 


Start 


1087 




End 


GI 


none 




Score 


Exons 


1087. .1203 






Seq. No. 


49314 




Seq. ID 


Gene No. 


104951 




Strand 


Start 


1 




End 


Name 


OJ990713 07.0419.C20.ol.np 




Method 


Start 


1 




End 


GI 


7444451 




Score 


Exons 


1..1938, 2002. .2243, 2274.. 


3907 


GI Descrip. 


probable gag/pol polyprotein 


- long-st 




retrotransposon retrofit gi | 2586082 | gb 




retrofit [Oryza longistaminata] 


Seq. No. 


49314 




Seq. ID 


Gene No. 


104951 




Strand 


Start 


1 




End 


Name 


OJ990713 07.0419.C20.ol.gs 




Method 


Start 


6 




End 


GI 


none 




Score 


Exons 


6. .2356, 2660. .2945, 3022.. 


3397, 3466. 




4970. .5185 






Seq. No. 


49314 




Seq. ID 


Gene No. 


104952 




Strand 


Start 


5629 




End 


Name 


OJ990713 07.0419.C20.o2.gs 




Method 


Start 


5629 




End 


GI 


none 




Score 


Exons 


5629. .5847, 5901. .5981 






Seq. No. 


49314 




Seq. ID 


Gene No. 


104953 




Strand 


Start 


6978 




End 


Name 


OJ990713 07.0419.C20.ol.tw 




Method 


Start 


381 




End 


GI 


none 




Score 


Exons 


381. .770, 398. .667, 492. .764 




Seq. No. 


49314 




Seq. ID 



2743 
.91 



568 

AAT/GAP 

568 

611 



1203 
GENSCAN 
1203 
.75 



+ 

5185 
AAT/NAP 
3907 
3714 



+ 

5185 
GENSCAN 
5185 
.83 



5981 
GENSCAN 
5981 
.88 



8839 

TBLASTX: Wheat 

770 

413 



51001 




Gene No. 


104953 








Strand 








6978 








End 


8839 




M .a m o 


OJ990713 07. 


0419. 


C20.O4. 


tm 


Method 


TBLASTX: Maize 




Of- a r 4- 


477 








End 


779 




u J. 


none 








Score 


264 




DAUllO 


477. .779, 482. .700, 627 


.746 








Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






OLalL 


6978 








End 


8839 






OJ990713 07. 


0419. 


C20.O4 


ts 


Method 


TBLASTX : Soybean 




O Lai L 


864 








End 


1265 






none 








Score 


77 






864. .959, 963. .1070, 1092. .1265 






Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






OLaii 










End 


8839 




Name 


OJ990713 07. 


0419. 


C20.o3 


tm 


Method 


TBLASTX: Maize 




O l_d X. L. 


1269 








End 


1696 




rzT 

VJ J. 


none 








Score 


64 






1269. .1358, 


1380. 


.1694, 


1511. 


.1696 






Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






O Lai L 










End 


8839 




Name 


OJ990713 07. 


0419. 


C20.o3 


ts 


Method 


TBLASTX : Soybean 




DLdlL 


1272 








End 


1703 






none 








Score 


260 






1272. .1703 














Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






JLai L 


6978 








End 


8839 




Name 


OJ990713 07 


0419. 


C20.ol 


. tc 


Method 


TBLASTX : Cress 




OCal L 


1275 








End 


1724 






, none 








Score 


336 




IT" v /~\ ti o 


1275. .1724 














Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






Of a y-1- 
ij Lai L 


6978 








End 


8839 




Name 


OJ990713 07. 


0419. 


C20.o3 


.tw 


Method 


TBLASTX • Wheat 

X _ l_ 1 1 v V J X £ i • Till \^*» <— * w 




OLdlt 


1377 








End 


1733 






none 








Score 


287 




DAUllo 


1377. .1733, 


1394 . 


.1717 












49314 








Seq. ID 


OJ990713_07.0419 


.C20 


Gene No. 


104953 








Strand 






Start 


6978 








End 


8839 




Name 


OJ990713 07. 


0419. 


C20.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2383 








End 


2885 




GI 


5509260 








Score 


133 




Exons 


2383. .2598, 


2505. 


.2591, 


2583. 


.2885, 2708. .2872 




GI Descrip. 
















Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419 


.C20 



51002 




Gene No. 


104953 








Strand 






OLal L 










End 


8839 




Name 


O.TQQ071 ^ 07 


04 1 Q 


P90 r»7 


f m 

• L.UL 




TBLASTX * Maize 




OleiXL 


94 99 ~ 








End 


2678 




(Z T 










C /-^ /-\ y~ Ci 


135 




Exons 


9499 9^99 


94 ^0 

1 J w 


2S91 


2583 . 


.2678 






Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419. 


C20 


Gene No. 


104953 








Strand 






Of ar f 


6978 








End 


8839 




Name 


O.TQQ071 ? 07 


04 1 Q 


P90 n9 


. tc 


Method 


TBLASTX: Cress 




O C ai L 


9S0? — 








End 


2768 




01 










Score 


118 




LAUJ to 


9S03 2S92 


2514 


2591, 


2583 . 


.2768, 2597. .2749, 2691. .2759 


Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419. 


C20 


Gene No. 


104953 








Strand 






O Lai L 










End 


8839 




Name 


O.TQQ071 *3 07 


041 Q 

• VJ *i I ^ 


P90 n4 




Method 


TBLASTX: Wheat 




O Lai L 


9 R M _ 








End 


2894 






none 








Score 


53 




LAUilo 


9SS1 9604 


L JO J 




2733 . 


.2894, 2739.-2858 




Seq. No. 


49314 








Seq. ID 


OJ990713_07.0419. 


C20 


Gene No. 


104953 








Strand 






OLal L 


O Zs 1 U 








End 


8839 




Name 


O.TQQ071 ^ 07 


04 1 Q 

• U *i I _7 


P90 n9 


f- m 


Method 


TBLASTX: Maize 




c+- -a r-t- 


9fifi9 ~~ 








End 


3126 




bl 


i 1CI itr 








Score 


257 




Exons 




9709 


9Q9^ 


^. Zf *3 O • 


.2995, 3025. .3126 




Oc^. in u . 


4 Q^l 4 








Seq. ID 


OJ990713__07.0419. 


C20 


Gene No. 


104953 








Strand 






Start 


6978 








End 


8839 




Mania 


O.TQQ071 ^ 07 


041 Q 


P20 r>2 


• L. W 


Method 


TBLASTX: Wheat 




O Lai L 


9 fift 4 ~~ 








End 


3497 




01 


none 








Score 


363 




Exons 


9fifi4 97^1 


^061 


• • 0 ~j _? 0 , 




.3303, 3066. .3380, 3411. .3497, 




^4R7 ^4QS 














Seq. No. 


49314 








Seq. ID 


OJ990713__07.0419. 


C20 


Gene No. 


104953 








Strand 






u Lai L 










End 


8839 




Name 


O.TQQ071 ^ 07 


041 Q 


P90 oS 


• LIU 


Method 


TBLASTX: Maize 




Cf 3 r f 

jlaiL 


J J. 








End 


3411 




0 1 


none 








Score 


263 






11 "3404 


^1 Qfi 


^4 OS 


01 ^77 • 


.3411 






t»J ^ V-4 • LN W . 


4 9314 








Seq. ID 


OJ990713_07.0419. 


C20 


Gene No. 


104953 








Strand 






Start 


6978 








End 


8839 




Name 


OJ990713 07 


.0419 


.C20.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3262 








End 


3769 




GI 


none 








Score 


147 




Exons 


3262. .3411, 


3264 


. .3389, 


3411. 


.3761, 3455.-3649, 3459.-3761, 



3680. .3769 



51003 



Sea No 


49314 




Gene No. 


104953 




Start 


.6978 




Name 


OJ990713 07 


. 0419 


Start 


3428 ~~ 




GI 


none 




Exons 


3428 . . 3556, 


3435 




3761 . . 3850 




Sea No. 


49314 




Gene No. 


104953 




Start 


6978 




Name 


OJ990713 07 


.0419 


Start 


6978 




GI 


29364 1.R1084 




6978 7296. 


7465 


GI Descrip. 


'2760323 6 


Oe-32 


Sea No 


49314 




(ZpnP No 


104953 




Start 


6978 




Name 


OJ990713 07 


. 0419 


Start 


7088 ~~ 




GI 


none 




Exons 


7088 7150, 


7094 




7200 7229. 


7227 




7502. .7615, 


7513 




8584. .8685, 


8585 




8746. . 8826, 


8774 


Sea No 


49314 




Rone Mn 


104953 




Start 


6978 




Name 


OJ990713 07 


. 0419 


Start 


7441 ~~ 




GI 


none 




F.xon s 

X_ «*V x-/ 1 X O 


7441. .7602, 


7465 




8573. .8692, 


8585 




8595. .8693, 


8776 


Sea No 


49314 




Gene No. 


104953 




Start 


6978 




Name 


OJ990713 07 


.0419 


Start 


7465 




GI 


2760323 




Exons 


7465. .7619, 


8560 


\J M I— ' v^- kJ \— > X. -4» k-V * 


(AC002130) 


F1N21 


Sea No 


49315 




Gene No. 


104954 




Start 


1 




Name 


OJ990713 07 


.0419 


Start 


1 




GI 


2760323 




Exons 


1..27, 420. 


.714, 


GI Descrip. 


(AC002130) 


F1N21 



Seq. ID OJ990713_07.0419.C20 
Strand 

End 8839 

Method TBLASTX : Mai ze 

End 3850 

Score 141 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_07.0419.C20 

8839 
AAT/GAP 
8826 
1190 



,7616, 7827..7857, 8585. .8694, 8775. .8826 



Seq. ID 
Strand 
End 

:20.o6.tm Method 
End 
Score 

,7147, 7173. .7196, 7180 
.7331, 7230. .7313, 7231 
.7617, 7513. .7602, 7513 
.8695, 8586. .8696, 8592 
.8827, 8774.-8839 



OJ990713 07.0419.C20 



8839 

TBLASTX: Maize 
8839 
49 

7227, 7199. 
7338, 7462. 
7602, 8570. 



,7228, 
,7620, 
,8695, 



,8705, 8594. .8683, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 07.0419.C20 



8592. .8702, 



8839 

TBLASTX : Soybean 
8826 
121 

7514. .7612, 8567. .8683, 
8594. .8686, 8594. .8695, 



,8826 



,8686 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_07 .0419.C20 

8839 
AAT/NAP 
8686 
250 



OJ990713_07.0419.C21 

1257 
AAT/NAP 
1088 
317 



51004 



Seq. No. 49315 

Gene No. 104954 

Start 1 

Name OJ990713_07 . 0419. C21 . ol . tm 

Start 410 

GI none 
Exons 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method TBLASTX : Mai ze 

End 1070 

Score 206 



410. .679, 423. .668, 481. .669, 544. .681, 545. .682, 799. .903, 
799. .861, 810. .944, 810. .932, 819. .911, 822. .923, 823. .903, 
834. .926, 1018. .1068, 1020. .1070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 
U Start 
U GI 



49315 
104954 
1 

OJ990713_07.0419.C21.ol.gp 
422 

29364_1.R1084 
422. .512 

'2760323 6.0e-32 (AC002130) F1N21.8 [Arabidopsis thaliana] 1 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method AAT/GAP 

End 512 

Score 156 



49315 

104954 - . 
1 

OJ990713_07.0419.C21.ol.ts 

424 

none 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method TBLASTX : Soybean 

End 1070 

Score 80 



424. .492, 503. .553, 553. .612, 655.-726, 811. .903, 813. .932, 
816. .911, 822. .914, 828. .914, 1018. .1068, 1020. .1070 



Seq. No. 
^ Gene No. 
w Start 
\U Name 
7 Start 
U GI 

Exons 



49315 
104954 • 
1 

OJ990713_07.0419.C21.ol.gs 

426 

none 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method GENSCAN 

End 1190 

Score .96 



426. .711, 810. .922, 1022. .1067, 1188. .1190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49315 

104954 

1 

OJ990713_07.0419.C21.ol.tc 

811 

none 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method TBLASTX : Cress 

End 1071 

Score 75 



811. .903, 813. .932, 831. .941, 1020. .1070, 1021. .1071 



49315 

104954 

1 

OJ990713_07.0419.C21.o2.gp 
818 

97026 1.R1084 



Seq. ID OJ990713_07.0419.C21 
Strand 

End 1257 

Method AAT/GAP 

End 1257 

Score 259 



818. .922, 1022. .1076, 1193. .1257 

•2760323 2.0e-19 (AC002130) F1N21.8 [Arabidopsis thaliana] ' 



49316 

104955 

1548 



Seq. ID OJ990713_07.0419.C24 
Strand + 
End 2691 



51005 



Name 


OJ990713 07 0419 C24 ol 


y ° 


Method 


GENSCAN 




1548 ~~ 




End 


2691 


GI 


none 




Score 


.71 


P, von q 


1548 1654, 1678.. 2189. 


2264 . 


.2691 




Seer No 


49316 




Seq. ID 


OJ990713 07.0419.C24 


Gene No . 


104956 




Strand 




Start 


1367 




End 


2606 


Name 


OJ990713 07.0419.C24.ol. 


gp 


Method 


AAT/GAP 


Start 


1367 




End 


2012 


GI 


18766 1.R1084 




Score 


1202 




1367 ~2012 








GT Dpsrrin 

\J± 1-/ w *J> w -I- -1- Ks . 


, 2827528/emb|CAA16536. 1 | 


4 . Oe 


-17 (AL021633) predicted protein 




r ArahidoDs i s thalianal 1 








Seq. No. 


49316 




Seq. ID 


OJ990713_07.0419.C24 


Gene No. 


104956 




Strand 




Start 


1367 




End 


2606 


Name 


OJ990713 07.0419.C24.ol. 


np 


Method 


AAT/NAP 


Start 


1731 




End 


2512 


GI 


7486663 




Score 


578 


Exons 


1731. .2284, 2359. .2512 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F8F16.150 - Arabidopsis thaliana 
gi|2827528|emb[CAA16536.1| (AL021633) predicted protein 
[Arabidopsis thaliana] gi | 7270035 | emb | CAB79851 . 1 1 (AL161578) 
predicted protein [Arabidopsis thaliana] 



49316 

104956 

1367 

OJ990713_07.0419.C24 .o2.tm 

1760 

none 

1760. .1933, 1766. .1933 

49316 

104956 

1367 

OJ990713_07.0419.C24.o2.ts 

1784 

none 

1784. .1957, 1784. .1954 



Seq. ID OJ990713_07.0419.C24 
Strand 

End 2606 

Method TBLASTX : Mai ze 

End 1933 

Score 137 



Seq. ID OJ990713_07.0419.C24 
Strand 

End 2606 

Method TBLASTX : Soybean 

End 1957 

Score 112 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49316 

104956 

1367 

OJ990713_07.0419.C24 .ol.tc 

1790 

none 



Seq. ID OJ990713_07.0419.C24 
Strand 

End 2606 

Method TBLASTX: Cress 

End 2526 

Score 102 



1790. .1957, 1790. .1954, 1809. .2039, 2003. .2287, 2085. .2285, 
2359. .2526 



Seq. No. 49316 

Gene No. 104956 

Start 1367 

Name OJ990713_07 . 0419 . C24 . ol . ts 

Start 2135 



Seq. ID OJ990713_07.0419.C24 
Strand 

End 2606 

Method TBLASTX : Soybean 

End 2527 



51006 



GI 


none 








Score 


119 








Exons 


2135. .2287, 


2136. 


.2291, 


2357. 


.2527, 2359.. 2526 








Seq. No. 


49316 








Seq. ID 


OJ990713 


_07 


.0419. 


C24 




1 CiA Q ^ £ 








Strand 










Start 


1367 








End 


2606 








Name 


OJ990713 07 


.0419. 


C24.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


2186 








End 


2524 








GI 


none 








Score 


100 








Exons 


2186.. 2287, 


2187. 


.2282, 


2359. 


.2523, 2360. .2524 








Seq. No. 


49316 










n.TQQf)7 1 ^ 


_07 


0419. 


C24 


Ljene no. 


1 C\A Q R £ 








Of- r-a n H 










Start 


1367 








tna 


Z OU O 








Name 


OJ990713 07 


.0419. 


C24.o2 


.gp 


Method 


AAT/GAP 








Start 


2397 








End 


2606 








GI 


428385 








Score 


396 








Exons 


2397. .2606 


















Seq. No. 


49317 








Seq. ID 


OJ990713 


_07 


0419. 


C25 


taene no . 


1 DA QR1 








Strand 










Start 


1385 








End 


2037 








Name 


OJ990713 07 


.0419. 


C25.ol 


.gs 


Method 


GEN SCAN 








Start 


1385 








End 


2037 








GI 


none 








Score 


.46 








Exons 


1385. .1563, 


2031. 


.2037 














Seq. No. 


49318 








Seq. ID 


OJ990713 


_07 


0419. 


C27 


Gene No. 


104958 








Strand 


+ 








Start 


1 








End 


2776 









y Name 
3 Start 
IJ GI 
Exons 

^ GI Descrip. 



OJ990713_07.0419.C27.ol.gp 
1 

60 1.R1084 



Method AAT/GAP 
End 2751 

_ Score 1801 

1..151, 285. .468, 572. .663, 1020. .1172, 1566. .1642, 2220. .2361, 
2444. .2551, 2666. .2751 

1 3252794/dbj |BAA29041| 0.0e+00 (AB015615) isoamylase [Oryza 
sativa] 1 



3 Seq. No. 
- Gene No. 
:? Start 
^ Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49318 

104958 

1 

OJ990713_07.0419.C27.ol.np 
1 

3252794 



Seq. ID OJ990713_07.0419.C27 

Strand + 

End 2776 

Method AAT/NAP 

End 2776 

Score 1543 



1..151, 285. .467, 571. .663, 1020. .1172, 1566. .1642, 2220. .2361, 

2444.. 2551, 2666.. 2776 

(AB015615) isoamylase [Oryza sativa] 



49318 

104958 

1 

OJ990713_07.0419.C27.ol.gs 
276 
. none 



Seq. ID OJ990713_07.0419.C27 

Strand + 

End 2776 

Method GENSCAN 

End 2751 

Score .48 



-276. .467, 553.. 663, 1020.. 1172, 1566.. 1642, 2220.. 2361, 
2444. .2551, 2666. .2751 



51007 



Seq. No. 49318 
Gene No.. 104 958 
Start 1 

Name OJ990713_07 . 0419. C27 . ol . tm 

Start 1032 
GI none 
Exons 1032. 

1563. 

2441. 



Seq. ID OJ990713_07.0419.C27 

Strand + 

End 2776 

Method TBLASTX : Mai ze 

End 2755 

Score 174 



,1148, 1032. 

,1643, 1565. 

,2551, 2442. 

2663.. 2743, 2664. 



.1148, 1034. .1180, 1034. .1150, 1559. .1642, 

.1639, 2215. .2364, 2220. .2372, 2439. .2573, 

.2570, 2443.-2574, 2444. .2575, 2654. .2755, 

.2747, 2665. .2748 



Seq. No. 49318 

Gene No. 104958 

Start 1 

Name OJ990713_07 . 04 19 .C27 . ol . ts 

Start 2283 

GI none 
Exons 



Seq. ID OJ990713_07.0419.C27 

Strand + 

End 2776 

Method TBLASTX : Soybean 

End 2755 

Score 112 



2283. .2372, 2284. .2364, 2441. .2494, 2443. .2490, 2444. .2575, 
2461. .2550, 2654. .2755, 2665.-2748 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49319 
104959 
1 

OJ990713_07.0419.C28.ol.np 
1 

4929177 
1..45, 295. .449 

(AF142590) isoamylase 1 [Triticum aestivum] 



Seq. ID OJ990713_07.0419.C28 

Strand + 

End 44 9 

Method AAT/NAP 

End 4 49 

Score 138 



49319 

104959 

1 

OJ990713_07.0419.C28.ol.gs 

105 

none 

105. .119, 295. .387 



Seq. ID OJ990713_07.0419.C28 

Strand + 

End 44 9 

Method GENSCAN 

End 387 

Score .47 



Seq. No. 49319 

Gene No. 104959 

Start 1 

Name OJ990713_07 . 04 19 . C28 . ol . gp 

Start 295 

GI 60_1.R1084 

Exons 295.. 387 

GI Descrip. 1 3252794/dbj | BAA29041 | 0.0e+00 (AB015615) isoamylase [Oryza 
sativa] 1 



Seq. ID OJ990713_07.0419.C28 

Strand + 

End 4 49 

Method AAT/GAP 

End 387 

Score 142 



Seq. No. 49320 Seq. ID 

Gene No. 104960 Strand 

Start 1 End 1074 

Name OJ990713_07 . 04 19 . C30 . ol . np Method AAT/NAP 

Start 1 End 1074 

GI 7228456 Score 1339 

Exons 1..1074 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



OJ990713_07.0419.C30 
+ 



Seq. No. 



49320 



Seq. ID OJ990713 07.0419.C30 



51008 





Gene No. 


104960 


Strand 


+ 




^t art 


1 


End 


1074 






OJ990713 07 0419 C30 ol as 


Mf^t hoo* 


\3 4-J IN O V^r^lX 






106 ~~ 


End 


1059 






none 


Score 


. 86 




R v on q 


106 243. 276 881. 938 1059 








Seq. No. 


49321 


Seq. ID 


OJ990713 07. 0419. C3 4 




Gene No . 


104961 


Strand 


+ 




Start 


1 


End 


1236 




Name 


OJ990713 07.0419.C34.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


231 




GI 


3761696 


Score 


396 




R von 


1. .231 








VJ _. — / w O \*i> _- -1. k-/ # 


3047095 4.0e-37 (AF058826) similar to 


eukaryotic protein ki 






domains (Pfam: pkinase.hmm, score: 72. 


39) [Arabidopsis thai 




Sea No 


49321 


Seq. ID 


OJ990713 07.0419.C34 




Gene No. 


104961 


Strand 


+ ~~ 




Start 


1 


End 


1236 




Name 


OJ990713 07.0419.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1236 




GI 


498278 


Score 


487 


J 


R von ^ 


1..254, 309. .986, 1188. .1236 








(ti T DpqrT"ir) 

VJ J. L^COOJ — L ^ • 


(L27341) receptor kinase [Petunia inflata] 


n 


Seq. No. 


49321 


Seq. ID 


OJ990713_07.0419.C34 


lj 


Gene No. 


104961 


Strand 


+ 


3 


Start 


1 


End 


1236 


Name 


OJ990713 07.0419.C34.ol.gs 


Method 


GENSCAN 


y 


»-> U CX X. L 


114 


End 


808 


3 


GI 


none 


Score 


.81 


■ E 


R von 


114. .808 






-i 


Seq. No. 


49321 


Seq. ID 


OJ990713_07.0419.C34 




Gene No. 


104961 


Strand 


+ 




Start 


1 


End 


1236 




Name 


OJ990713 07.0419.C34.ol.tm 


Method 


TBLASTX: Maize 


1 


Start 


609 


End 


935 




GI 


none 


Score 


109 


J 


R von s 


609. .770, 671. .796, 777. .935, 


842. .934 






Seq. No. 


49321 


Seq. ID 


OJ990713_07.0419.C34 




Gene No. 


104961 


Strand 


+ 




Start 


1 


End 


1236 




Name 


OJ990713 07.0419.C34.ol.ts 


Method 


TBLASTX: Soybean 




O U a. -L C 


633 


End 


935 






none 


Score 


287 




R von ^ 


633.-935, 671.. 931 








Seq. No. 


49321 


Seq. ID 


OJ990713_07.0419.C34 




Gene No. 


104961 


Strand 


+ 




Start 


1 


End 


1236 




Name 


OJ990713 07.0419.C34.ol.tc 


Method 


TBLASTX: Cress 




Start 


642 


End 


935 




GI 


none 


Score 


108 




Exons 


642. .788, 786. .935 







51009 



IS 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49322 

104962 

1 

OJ990713_07. 
1 

7446370 
1..66, 523.. 



0419.C35.ol.np 



1159 



Seq. ID OJ990713_07.0419.C35 

Strand + 

End 1329 

Method AAT/NAP 

End 1159 

Score 411 



receptor^like protein kinase PRK2 - tomato 

gi|3015486|gb|AAC12253.1| (U58473) receptor-like protein kinase 
[Lycopersicon esculentum] 



49322 

104962 

1 

OJ9907 13_07 . 04 19 . C35 . ol . gs 

513 

none 

513. .1053, 1081. .1183 

49322 

104962 

1 

OJ990713_07 .0419.C35.ol.gp 
954 

89874_1.R1084 
954. .1329 

'3047095 4.0e-37 (AF058826) 
domains (Pfam: pkinase.hmm, 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_07.0419.C35 
+ 

1329 
GENSCAN 
1183 
.51 



OJ990713_07.0419.C35 
+ 

1329 
AAT/GAP 
1329 
684 



similar to eukaryotic protein kinase 
score: 72.39) [Arabidopsis 



49322 
104963 
1829 

OJ990713_07.0419.C35.o2.np 
1829 
5922623 
1829. .1939, 2362. .2448 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713 
+ 

2448 
AAT/NAP 
2448 
132 



07.0419.C35 



Seq. No. 


49322 






Seq. ID 


OJ990713_07.0419 


C35 


Gene No. 


104964 






Strand 






Start 


1482 






End 


2392 




Name 


OJ990713 


07.0419.C35.ol 


tc 


Method 


TBLASTX: Cress 




Start 


539 






End 


1093 




GI 


none 






Score 


50 




Exons 


539. .601, 


620.. 853, 983 


.1093 








Seq. No. 


49322 






Seq. ID 


OJ990713_07.0419 


C35 


Gene No. 


104964 






Strand 






Start 


1482 






End 


2392 




Name 


OJ990713 


07.0419.C35.ol 


ts 


Method 


TBLASTX: Soybean 




Start 


581 






End 


838 




GI 


none 






Score 


175 




Exons 


581. .718, 


592.. 717, 734 


.838, 


736. .837 







51010 



in 



F " 



Seq. No. 


49322 


Seq. ID 


OJ990713_07.0419.C35 


Gene No . 


104964 


Strand 




Start 


1482 


End 


2392. 


Name 


OJ990713 07 . 0419.C35 .ol . tm 


Method 


TBLASTX: Maize 


Start 


598 ~ 


End 


1114 


GI 


none 


Score 


402 


Exons 


598. .837, 599. .862, 848. .991, 


974. .1114 


Seq. No. 


49322 


Seq. ID 


OJ990713_07.0419.C35 


Gene No . 


104964 


Strand 




Start 


1482 


End 


2392 


Name 


OJ990713 07.0419.C35.o2.gs 


Method 


GENSCAN 


Start 


1482 ~~ 


End 


2392 


GI 


none 


Score 


.7 


Exons 


1482. .1568, 1862. .2032, 2303. 


.2392 




Seq. No. 


49323 


Seq. ID 


OJ990713_07.0419.C39 


Gene No. 


104965 


Strand 


+ 


Start 


4684 


End 


7591 


Name 


OJ990713 07.0419.C39.o3.np 


Method 


AAT/NAP 


Start 


4670 


End 


7588 


GI 


3834304 


Score 


1267 


Exons 


4670.. 5047, 5545.. 5726, 6098. 


.6247, 6321. .6437, 6561. .6662, 




6886. .7059, 7214. .7588 






GI Descrio. 


(AC005679) Contains similarity to gi 11786244 hypothetical 2 




kD protein in surA-hepA intergenic region yabO from Escheri 




coli genome gb|AE000116, and 


to hypothetical YABO family 




PF| 00849. [Arabidopsis thaliana] 




Seq. No. 


49323 


Seq. ID 


OJ990713_07.0419.C39 


Gene No. 


104965 


Strand 


+ 


Start 


4684 


End 


7591 


Name 


OJ990713 07.0419.C39.o2.gs 


Method 


GENSCAN 


Start 


4684 


End 


7591 


GI 


none 


Score 


.82 


Exons 


4684. .4998, 5405. .5476, 5568. 


.5726, 6098. .6226, 6321. .6437, 




6886.. 7044, 7217. .7591 






Seq. No. 


49323 


Seq. ID 


OJ990713_07.0419.C39 


Gene No. 


104966 


Strand 




Start 


310 


End 


3828 


Name 


OJ990713 07.0419.C39.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


1727 


GI 


none 


Score 


136 


Exons 


2. .142, 12. .143, 308. .439, 309. .440, 464. .547, 465. .581, 




814.. 1149, 830.. 1150, 953.. 1153, 1611.. 


1727, 1627. .1719 


Seq. No. 


49323 


Seq. ID 


OJ990713_07.0419.C39 


Gene No. 


104966 


Strand 




Start 


310 


End 


3828 


Name 


OJ990713 07.0419.C39.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


502 


GI 


none 


Score 


145 


Exons 


2. .142, 6. .143, 12. .143, 308. 


.502, 309. 


.476 


Seq. No. 


49323 


Seq. ID 


OJ990713_07.0419.C39 



51011 




Gene No. 


104966 




Strand 




Q-J- a r-f- 
OLdi U 






Hi i l\JL 


^ft 9ft 


Name 




07 Cid 1 Q r^Q 






OLdl C 


JlU 






"3ft ?ft 


Vj J. 






Q /"^ f~ O 




Exons 


S47 


O -L T • • J. U X U , 


1 OSfi 1147 ^SQD 


J U CJ 


Qpn No 


49323 




Seq. ID 


OJ990713 07. 0419. C3 9 


Gene No. 


104966 




Strand 




Start 


310 




End 


3828 


Name 


OJ990713 


07.0419.C39 


.ol.tm Method 


TBLASTX: Maize 


Start 


311 




End 


1724 


GI 


none 




Score 


289 


Exons 


311. .547, 


312. .548, 


415. .549, 423. .548, 


783..839, 814. .1152, 



814. .1149, 881. .1153, 894. .1154, 1611. .1724, 1626. .1718, 
1627. .1719 



Seq. No. 49323 Seq. ID OJ990713_07 . 0419 . C39 

Gene No. 104966 Strand 

Start 310 End 3828 

Name OJ990713_07 . 0419.C39.ol .gp Method AAT/GAP 

Start 787 End * 1697- 

GI 2310965 Score 732 

Exons 787.. 1147, 1627.. 1697 

GI Descrip. 4049342/emb | CAA22567 . 1 | 3.0e-14 (AL034567) adenylate 

translocator (brittle-1 ) -like protein [Arabidopsis thaliana] 



[L| Seq. No. 49323 

□ Gene No. 104966 

M Start 310 

b ~ Name OJ990713_07 . 04 19 . C39 . ol . ts 

li Start 814 

: - » GI none 

= Exons 



Seq. ID OJ990713__07.0419.C39 
Strand 

End 3828 

Method TBLASTX : Soybean 

End 1724 

Score 54 



814. .885, 814. .1176, 830. .889, 923. .1150, 946. .1152, 1611. .1724, 
1627. .1722 



Seq. No. 49323 

Gene No. 104967 

Start 4897 

Name OJ990713_07 . 04 19 . C39 . o3 . tm 

Start 4897 

GI none 

Exons 4897.. 5007, 
5559. .5723, 



4905. .5000, 5403. 
5567. .5728, 5567. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 07.0419.C39 



6178 

TBLASTX: Maize 
6178 
152 

5486, 5405.. 5491, 5559. 
5746, 6080.. 617-8, 6097. 



.5726, 
.6177 



Seq. No. 49323 

Gene No. 104968 

Start 6591 

Name OJ990713_07 . 0419 .C39. o3 . ts 

Start 6591 

GI 5606701 

Exons 6591.. 6665, 6883.. 7047, 
7348.-7434, 7358. .7435 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_07.0419.C39 
7435 

TBLASTX : Soybean 

7435 

79 



6885. .7040, 7214. .7324, 7216. .7350, 



3834304 4.0e-41 (AC005679) Contains similarity to gi__1786244 
hypothetical 24.9 kD protein in surA-hepA intergenic region yabO 
from Escherichia coli genome gb_AE000116, and to hypothetical 
YABO family PF_00849. [Arabidopsis thaliana] 



51012 




Seq. No. 


49323 








Seq. ID 


OJ990713_07.0419.C39 


Gene No . 


104968 








Strand 




Start 


6591 








End 


7435 


Name 


OJ990713 07 


.0419. 


C39.o4. 


tin 


Method 


TBLASTX: Maize 


Start 


6866 








End 


7344 


GI 


none 








Score 


182 


Exons 


6866.. 7051, 


6883. 


.7053, 


6885. 


.7052, 7211. .7342, 7213. .7344 


Seq. No. 


49323 








Seq. ID 


OJ990713_07.0419.C39 


Gene No. 


104969 








Strand 




Start 


7373 








End 


7593 


Name 


OJ990713 07 


.0419. 


C39.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7373 








End 


7593 


GI 


none 








Score 


340 


Exons 


7373. .7582, 


7373. 


.7591, 


7377. 


.7592, 7378. .7590, 7378. .7593 


Seq. No. 


49324 








Seq. ID 


OJ990713_07.0419.C40 


Gene No . 


104970 








Strand 


+ 


Start 


14 








End 


240 


Name 


OJ990713 07 


. 0419. 


C40.ol. 


QS 


Method 


GEN SCAN 


Start 


14 








End 


240 


GI 


none 








Score 


.48 


Exons 


14. .60, 93. 


.240 










Seq. No. 


49324 








Seq. ID 


OJ990713_07.0419.C40 


Gene No. 


104971 








Strand 




Start 


1224 








End 


6485 


Name 


OJ990713 07 


.0419. 


C40.ol. 


QP 


Method 


AAT/GAP 


Start 


898 








End 


1526 


GI 


19315 1.R1084 






Score 


1167 


Exons 


898. .1526 












GI Descrip. 


•4530509/gb IAAD22071.il 


2.0e- 


11 (AF124748) putative RNA-binding 




protein [Larix laricina] 


t 






Seq. No. 


49324 








Seq. ID 


OJ990713JD7. 0419.C4 0 


Gene No . 


104971 








Strand 




Start 


1224 








End 


6485 


Name 


OJ990713 07 


.0419. 


C40.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


948 








End 


4955 


GI 


none 








Score 


46 


Exons 


948. .980, 949. .1011, 1107. .1148, 1116. 


.1172, 1131. .1220, 




1224. .1277, 


1225. 


.1311, 


1226. 


.1252, 1234. .1299, 1241. .1438, 




1347. .1433, 


1348. 


.1434, 


1438. 


.1518, 1474. .1518, 1603. .1710, 




1606. .1782, 


1607. 


.1780, 


1635. 


.1784, 1957. .2058, 1958. .2050, 




2576. .2695, 


2580. 


.2696, 


2580. 


.2705, 2581.. 2703, 2796.. 2834, 




2797. .2847, 


2801. 


.2836, 


3459. 


.3545, 3466. .3543, 3468. .3545, 




3476. .3547, 


3791. 


.3904, 


3799. 


.3954, 3980. .4048, 3981. .4046, 




3984. .4049, 


3988. 


.4047, 


4131. 


.4217, 4137. .4217, 4869. .4955, 




4877. .4954 












Seq. No. 


49324 








Seq. ID 


OJ990713_07.0419.C40 


Gene No. 


104971 








Strand 




Start 


1224 








End 


6485 


Name 


OJ990713 07 


.0419. 


C40.O2. 


gs 


Method 


GENSCAN 


Start 


1224 








End 


6485 


GI 


none 








Score 


.87 



51013 



Exons 



1224. .1517, 1606. .1779, 1960. .2051, 2576. .2698, 3982. .4043, 
4138. .4214, 4877. .4979, 5257. .5318, 6324. .6485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



49324 

104971 

1224 

OJ9907 1 3_07 . 0 4 1 9 . C4 0 . ol . np 

1230 

6996560 



Seq. ID OJ990713_07.0419.C40 
Strand 

End 6485 

Method AAT/NAP 

End 6431 

Score 910 



1230. .1517, 1606. .1779, 1960. .2043, 2580. .2698, 2802. .2832, 
3470. .3545, 3800. .3887, 3982. .4043, 4138. .4214, 4877. .4979, 
5257.. 5321, 6345. .6431 

(AJ272011) oligouridylate binding protein [Nicotiana 
plumbagini folia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



m 

fU Seq. No. 

fl Gene No. 

sj Start 

"~ Name 

H Start 

ru gi 

= Exons 

Q 

v| GI Descrip. 



49324 

104971 

1224 

OJ990713_07.0419.C40.ol.ts 

1359 

none 



Seq. ID OJ990713_07.0419.C40 
Strand 

End 6485 

Method TBLASTX: Soybean 

End 5321 

Score 73 



1359. .1442, 1474. .1518, 1603. .1710, 1606. .1791, 1607. .1753, 

1957. .2067, 1958. .2035, 2601. .2705, 2656. .2712, 2801. .2839, 

3468.-3545, 3476. .3547, 3799. .3888, 3800. .3904, 3980. .4039, 

3981. .4046, 4137. .4217, 4877. .4978, 4878. .4976, 5251. .5319, 
5256. .5321 



49324 Seq. ID 

104971 Strand 

1224 End 

OJ9907 13_07 . 04 19 . C4 0 . o2 . gp Method 

1594 End 

27087 1.R1084 Score 



OJ990713_07.0419.C40 

6485 
AAT/GAP 
4223 
1201 



1594. .1779, 1960. .2051, 2576.-2698, 2802. .2832, 3470. .3545, 
3800. .3887, 3982. .4043, 4138. .4223 

, 4587549/gb|AAD25780.1|AC006577_16 5.0e-72 (AC006577) Similar to 
gb_U558 61 RNA binding protein nucleolysin (TIAR) from Mus 
musculus and contains several PF_0007 6 RNA recognition motif 
domains. ESTs gb_T21032 and gb_T44127 come from this gene. 
[Arabidopsis t 1 



Seq. No. 49325 Seq. ID 

Gene No. 104972 Strand 

Start 1274 End 

Name OJ990713_07 . 0419 . C4 1 . ol . gs Method 

Start 1274 End 

GI none Score 

Exons 1274.. 1451 



OJ990713_07.0419.C41 

1451 
GENSCAN 
1451 
.87 



Seq. No. 49326 Seq. ID 

Gene No. 104973 Strand 

Start 1113 End 

Name OJ990713_07 . 04 19 . C42 . ol . np Method 

Start 667 End 

GI 7406465 Score 

Exons 667.. 741, 1206.. 1623 

GI Descrip. (AL162875) putative protein [Arabidopsis thaliana] 



OJ990713_07.0419.C42 

1623 
AAT/NAP 
1623 
310 



51014 



Seq- No. 


49326 




Seq. ID 


OJ990713_07.0419.C42 


Gene No . 


104973 




Strand 




Start 


1113 




End 


1623 


Name 


OJ990713 07.0419.C42.ol. 


as 


Method 


GENSCAN 


Start 


1113 ~~ 




End 


1578 


GI 


none 




Score 


. 43 


Exons 


1113 . . 1578 








Seq. No. 


49327 




Seq. ID 


OJ990713_07.0419.C44 


Gene No. 


104974 




Strand 




Start 


31 




End 


330 


Name 


OJ990713 07 . 0419.C44 .ol . 


gp 


Method 


AAT/GAP 


Start 


31 ~~ 




End 


330 


GI 


38689 1.R1084 




Score 


548 


Exons 


31. . 330 








GI Descrip. 


1 404 9342/emb|CAA22567. 1 1 


3.0e 


-14 (AL034567) adenylate 




translocator (brittle-1) 


-like protein 


[Arabidopsis thaliana] 


Seq. No. 


49328 




Seq. ID 


OJ990713_07.0419.C47 


Gene No . 


104975 




Strand 


+ 


Start 


192 




End - 


743 


Name 


OJ990713 07 0419 C47 ol. 


gs 


Method 


GENSCAN 


Start 


192 ~~ 




End 


743 


GI 


none 




Score 


.64 


E von s 


192 484. 632 743 








Seq. No. 


49328 




Seq. ID 


OJ990713_07.0419.C47 


Gene No. 


104976 




Strand 




Start 


1420 




End 


4459 


Name 


OJ990713 07.0419.C47.o2. 


gs 


Method 


GENSCAN 


Start 


1420 




End 


4384 


GI 


none 




Score 


.87 


Exons 


1420. .1564, 1815. .1854, 


1902. 


.2211, 3092. .3161, 3419. .3485, 




3662.. 3783, 3990.. 4073, 


4260. 


.4384 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49328 

104976 

1420 

OJ990713_07.0419.C47.ol.np 

3062 

7487935 



OJ990713 07.0419.C47 



Seq. ID _ 
Strand 

End 4459 
Method AAT/NAP 
End 4459 
Score 374 
3062. .3161, 3670. .3783, 3990. .4073, 4260. .4459 

L-ascorbate peroxidase homolog F10M6.50 - Arabidopsis thaliana 
gi|2864612|emb|CAA16959.1| (AL021811) L-ascorbate peroxidase - 
like protein [Arabidopsis thaliana] gi I 404 9334 | emb | CAA22559 . 1 1 
(AL034567) L-ascorbate peroxidase-like protein [Arabidopsis 
thaliana] gi | 7270136 | emb | CAB79949 . 1 | (AL161581) L-ascorbate 
peroxidase-like protein [Arabidopsis thaliana] 



Seq. No. 49328 Seq. ID 

Gene No. 104976 Strand 

Start 1420 End 

Name OJ990713_07 . 0419 . C47 . ol . gp Method 

Start 3986 End 

GI LIB3432-042-P2-K1-E12 Score 

Exons 3986.. 4073 



OJ990713_07.0419.C47 

4459 
AAT/GAP 
4073 
118 



51015 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 2864612/emb|CAA16959| 4.0e-24 (AL021811) L-ascorbate peroxidase 
- like protein [Arabidopsis thaliana] 
>gi_4049334_emb_CAA22559.1_ (AL034567) L-ascorbate 
peroxidase-like protein [Arabidopsis thaliana] 1 



49329 Seq. ID 

104977 Strand 

457 End 
OJ9907 13_07 . 04 19 . C4 8 . ol . gs Method 

457 End 

none Score 
457. .682 



OJ990713_07.0419.C48 
+ 

682 

GENSCAN 

682 

.57 



Seq. ID OJ990713_07.0419.C49 
Strand + 
End 6821 
Method AAT/NAP 
End 6821 
Score 103 
6795. .6821 

precursor - beet gi | 488731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi| 829258 | emb | CAA56946 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 49330 

Gene No. 104978 

Start 1148 

Name OJ9907 13_07 . 04 19 . C4 9 . o2 . np 

Start 1148 

GI 2129478 

Exons 1148.. 1401, 3362. 
GI Descrip. chitinase (EC 3.2 



.3659, 
,1.14) 







49330 








Seq. ID 


OJ990713_07.0419 


.C49 






104978 








Strand 


+ 






Start 


1148 








End 


6821 




la 


Name 


OJ990713 07 


.0419. 


C49.o3 


.gp 


Method 


AAT/GAP 




s£ 


Start 


3534 








End 


3829 






GI 


5667407 








Score 


508 






Exons 


3534. .3829 
















Seq. No. 


49330 








Seq. ID 


OJ990713 07.0419 


.C49 




Gene No. 


104978 








Strand 


+ 




==. 


Start 


1148 








End 


6821 






Name 


OJ990713 07 


.0419. 


C49.o2 


.gs 


Method 


GENSCAN 






Start 


3776 








End 


5270 






GI 


none 








Score 


.68 






Exons 


3776. .3862, 


3944. 


.4003, 


5051. 


.5148, 5171. .5270 






Seq. No. 


49330 








Seq. ID 


OJ990713_07.0419 


.C49 




Gene No. 


104978 








Strand 


+ 






Start 


1148 








End 


6821 






Name 


OJ990713 07 


.0419. 


C49.o3 


.np 


Method 


AAT/NAP 






Start 


3776 








End 


6821 






GI 


6143904 








Score 


797 






Exons 


3776. .3862, 


3944. 


.4003, 


5066. 


.5148, 5400. .5559, 5732. .5861, 






6474. .6632, 


6746. 


.6821 












GI Descrip. 


(AC010718) 


putative DnaJ protein [Arabidopsis thaliana] 






Seq. No. 


49330 








Seq. ID 


OJ990713_07.0419 


.C49 




Gene No. 


104978 








Strand 


+ 






Start 


1148 








End 


6821 






Name 


OJ990713 07 


.0419. 


C49.o4 


.gp 


Method 


AAT/GAP 






Start 


5504 






End 


6821 






GI 


16416 1.R1084 






Score 


716 






Exons 


5504. .5559, 


5732. 


.5861, 


6474. 


.6632, 6746.. 6821 





51016 



GI Descrip. 1 2230757/emb | CAA72705 | 7.0e-70 (Y11969) dnaJ-like protein 
[Arabidopsis thaliana] f 

Seq. No. 49330 Seq. ID OJ990713_07 . 04 19 . C4 9 

Gene No. 104979 Strand 

Start 1 End 1393 

Name OJ990713_07 . 0419 . C49 . ol . gp Method AAT/GAP 

Start 1 End 4 37 

GI 75699_1.R1084 Score 619 

Exons 1..179, 275. .437 

GI Descrip. 1 1781042/emb | CAA71402 | 1.0e-30 (Y10373) chitinase [Medicago 
truncatula] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



49330 Seq. ID OJ990713_07 . 04 1 9 . C4 9 

104979 Strand 

1 End 1393 

OJ990713_07.0419.C4 9.ol.np Method AAT/NAP 

1 End 1393 

6850314 Score 784 

1..179, 275. .431, 1006. .1393 

(AC009999) Contains similarity to a basic endochitinase from 
Arabidopis thaliana gb|AB023448, and contains a Chitinases class 
I PF| 00182 domain. ESTs gb|AI995747, gb|AA728545, gb|Z26222, 
gb|Z25683, gb|T88386 / gb|Tl... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49330 

104979 

1 

OJ990713_07.0419.C4 9.ol.tc 
2 

none 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 1393 

Method TBLASTX : Cress 

End 1276 

Score 96 



2. .115, 3. .95, 6. .125, 98. .187, 99. .140, 274. .330, 275. .331, 
328. .438, 340. .426, 1004. .1171, 1005. .1148, 1166. .1243, 
1247. .1276 



Seq. No. 49330 

Gene No. 104979 

Start 1 

Name OJ990713_07 . 0419 . C4 9 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 1393 

Method TBLASTX : Mai ze 

End 1282 

Score 158 



2. .187, 3. .146, 89. .181, 274. .426, 275. .331, 392. .430, 
1004. .1087, 1004. .1171, 1008. .1157, 1166. .1282, 1167. .1247 



Seq. No. 49330 Seq. ID OJ990713_07 . 04 1 9 . C4 9 

Gene No. 104979 Strand 

Start 1 End 1393 

Name OJ990713_07 . 04 19 . C4 9 . ol . ts Method TBLASTX : Soybean 

Start 2 End 1276 

GI none Score 168 

Exons 2. .187, 3. .179, 274. .330, 284. .331, 343.-426, 348. .401, 

392. .421, 1004. .1171, 1005. .1157, 1166. .1243, 1188. .1235, 

1229. .1276 



Seq. No. 
Gene No. 
Start 



49330 

104979 

1 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 1393 



51017 



Name 

Start 

GI 

Exons 



OJ990713_07.0419.C4 9.o2.gp 

1058 

none 

1058. .1314 



Method AAT/GAP 
End 1314 
Score 4 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49330 

104980 

3775 

OJ990713_07.0419.C4 9.o2.tc 

3775 

none 

3775. .3861, 3776.-3874, 3941. 
5071. .5148, 5401. .5556, 5410, 
6499.. 6633, 6500. .6634, 6506. 

49330 

104980 

3775 

OJ990713_07.0419.C4 9.o2.ts 

3775 

none 

3775.-3858, 3776.-3874, 3941. 
5071.. 5148, S397..5429, 5401. 
5444.. 5560, 5712.. 5819, 5726. 
6464.. 6640, 6739. .6819, 6744. 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 6821 

Method TBLASTX : Cress 

End 6821 

Score 140 

.4006, 3943. .4005, 5057. .5161, 
.5535, 5735. .5812, 5804. .5857, 
.6670, 6739. .6819, 6744. .6821 

Seq. ID OJ990713_07.0419.C49 
Strand 

End 6821 

Method TBLASTX : Soybean 

End 6821 

Score 133 

.4006, 3943.. 4005, 5057.. 5161, 
.5559, 5401. .5556, 5412. .5561, 
.5866, 5759.-5863, 6457.-6633, 
.6821 



Seq. No. 49330 

Gene No. 104980 

Start 3775 

Name OJ990713_07 . 0419.C4 9.o2 . tw 

Start 3775 

GI none 

Exons 3775.. 3867, 3776.-3874, 3941, 
5063. .5140 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 6821 

Method TBLASTX : Wheat 

End 5140 

Score 133 

.4003, 3943.. 4005, 5059.. 5139, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49330 

104980 

3775 

0 J9907 13_07 . 04 1 9 . C4 9 . o2 . tm 

3775 

none 

3775.. 3867, 3776.-3862, 3793. 
3955.. 4005, 5059.. 5148, 5063. 
5404.. 5559, 5726.-5866, 5730. 
6470.. 6640, 6470. .6658, 6739. 

49330 

104980 

3775 

OJ990713_07.0419.C4 9.ol.tw 

6472 

none 

6472.. 6633, 6472.. 6633, 6473. 

49331 

104981 

2059 



Seq. ID OJ990713_07.0419.C49 
Strand 

End 6821 

Method TBLASTX: Maize 

End 6821 

Score 126 

.3867, 3941. .4003, 3943. .4005, 
.5161, 5400. .5561, 5401. .5562, 
.5861, 6468.-6569, 6469.-6633, 
.6819, 6744. .6821, 6744. .6821 

Seq. ID OJ990713_07.0419.C49 
Strand 

End 6821 

Method TBLASTX : Wheat 

End 67 8 6 

Score 98 

.6640, 6733.-6786, 6744.-6785 

Seq. ID OJ990713_07.0419.C50 
Strand + 
End 2224 



51018 



Name OJ990713_07 . 0419. C50 . ol . gp Method AAT/GAP 

Start 2059 End 2224 

GI 7406JL.R1084 Score 227 

Exons 2059.. 2224 

GI Descrip. ' 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 49331 
Gene No. 104982 
Start 2660 

Name OJ990713JD7 . 04 19 . C50 . ol . np 

Start 2660 
GI 7228442 
Exons 2660.. 3424 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID OJ990713_07.0419.C50 

Strand + 

End 3424 

Method AAT/NAP 

End 3424 

Score 1305 





Seq. No.- 


49331 






Seq. ID 


OJ990713 




Gene No . 


104982 






Strand 


+ 




Start 


2660 






End 


3424 




Name 


OJ990713 07. 


0419 


. C50.o2.gs 


Method 


GENS CAN 




Start 


2660 






End 


3327 




GI 


none 






Score 


.9 




Exons 


2660. .3327 










n 


Seq. No. 


49331 






Seq. ID 


OJ990713 


u 


Gene No . 


104983 






Strand 




i 


Start 


1062 






End 


1546 




Name 


OJ990713 07. 


0419 


.C50.ol.gs 


Method 


GENSCAN 


J 


Start 


1062 






End 


1546 




GI 


none 






Score 


. 8 




Exons 


1062. .1303, 


1471 


. .1546 








Seq. No. 


49332 






Seq. ID 


OJ990603 




Gene No. 


104984 






Strand 


+ 




Start 


242 






End 


382 




Name 


OJ990603 08. 


0419 


.C2.ol.gs 


Method 


GENSCAN 




Start 


242 






End 


382 




GI 


none 






Score 


.82 




Exons 


242. .382 












Seq. No. 


49333 






Seq. ID 


OJ990603 




Gene No. 


104985 






Strand 






Start 


59 






End 


184 




Name 


OJ990603 08. 


0419 


.C6.ol.gs 


Method 


GENSCAN 




Start 


59 






End 


184 




GI 


none 






Score 


.86 




Exons 


59. .184 












Seq. No. 


49333 






Seq. ID 


OJ990603 




Gene No. 


104986 






Strand 






Start 


602 






End 


823 




Name 


OJ990603 08. 


0419 


,C6.ol .tw 


Method 


TBLASTX : 




Start 


602 






End 


823 




GI 


none 






Score 


188 



Exons 



602. .823, 602. .811 



51019 



Seq. No. 49334 

Gene No. 104987 

Start 161 

Name OJ990603_08 . 0419 . Cll . ol . gs 

Start 161 

GI none 

Exons 161. .183, 858. .946, 1519. .1685 



Seq. ID OJ990603_08. 0419. Cll 

Strand + 

End 1685 

Method GENSCAN 

End 1685 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49334 

104988 

1 

OJ990603_08. 0419. Cll. ol.gp 
1 

13605 1.R1084 



Seq. ID OJ990603_08. 0419. Cll 
Strand 

End 1847 

Method AAT/GAP 

End 1847 

Score 649 



1..102, 192. .269, 350. .450, 538. .630, 1821. .1847 

f 3873647/emb|CAA94868.1| 2.0e-21 (Z71177) Similarity with 39.2kd 
yeast protein (Swiss Prot accession number P42836) 
[Caenorhabditis elegans] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49334 

104988 

1 

OJ990 603_08 . 04 19 . CI 1 . ol . np 
1 

6478924 



Seq. ID OJ990603_08. 0419. Cll 
Strand 

End 1847 

Method AAT/NAP 

End 1847 

Score 370 



1..175, 345. .450, 538. .630, 1821. .1847 

(AC011436) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49334 

104988 

1 

OJ990603_08.0419.Cll.ol.tm 
4 

none 



Seq. ID OJ990603J38. 0419. Cll 
Strand 

End 1847 

Method TBLASTX : Maize 

End 633 

Score 85 



4. .99, 5. .97, 190. .222, 191. .247, 219. .263, 345. .404, 362. .430, 
407. .457, 409. .450, 525. .632, 526. .633, 538 .. 633 



Seq. No. 49334 

Gene No. 104988 

Start 1 

Name OJ990603_08 . 0419. Cll . ol . tw 

Start 6 

GI none 
Exons 



Seq. ID OJ990603_08.0419.C11 
Strand 

End 1847 

Method TBLASTX : Wheat 

End 557 

Score 8 9 



6.-98, 7. .102, 8. .112, 187. .267, 194. .256, 216. .266, 344. .403, 
349. .420, 354. .410, 407. .442, 409. .450, 411. .452, 537. .557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49334 

104988 

1 

OJ990603_08. 0419. Cll. ol.ts 

347 

none 



Seq. ID OJ990603_08 .0419. Cll 
Strand 

End 1847 

Method TBLASTX : Soybean 

End 639 

Score 58 



347. .403, 412. .450, 526. .639, 536. .604 



Seq. No. 
Gene No. 



49335 
104989 



Seq. ID OJ990603_08.0419.C13 
Strand + 



51020 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



438 End 

OJ990603_08.0419.C13.ol.gs Method 

438 End 

none Score 
438.. 600, 628.. 1186 



1186 
GENSCAN 
1186 
.98 



49335 Seq. ID 

104989 Strand 

4 38 End 
OJ990603_08.0419.C13.ol.np Method 

598 End 

4056481 Score 
598. .836 

(AC005896) putative WRKY-type DNA-binding protein [Arabidopsis 
thaliana] 



OJ990603_08.0419.C13 
+ 

1186 
AAT/NAP 
836 
93 



Seq. No. 49336 Seq. ID 

Gene No. 104990 Strand 

Start 475 End 

Name OJ990603_08 . 0419 .C17 . ol .gs Method 

Start 475 End 

GI none Score 

Exons 475.. 803 



OJ990603_08.0419.C17 
+ 

803 

GENSCAN 
803 
. 6 



Seq. No. 49336 Seq. ID 

Gene No. 104991 Strand 

Start 1774 End 

Name OJ990603_08 .0419. C17 . o2 . gs Method 

Start 1774 End 

GI none Score 

Exons 1774.. 1974 



OJ990603_08.0419.C17 

1974 
GENSCAN 
1974 
. 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49337 Seq. ID OJ990603_08 . 04 19 . C24 

104992 Strand + 

1 End 1279 

OJ990603_08 .0419. C24 . ol .np Method AAT/NAP 

1 End 4 88 

7506276 Score 39 

1..147, 247. .488 

hypothetical protein R04E5.8 - Caenorhabditis elegans 
gi|1109849|gb|AAC48181.1| (U41538) proline rich [Caenorhabditis 
elegans] 

49337 Seq. ID OJ990603_08 . 04 19 . C24 

104992 Strand + 

1 End 1279 

OJ990603_08 .0419. C24 . ol . gs Method GENSCAN 

324 End 1279 

none Score . 97 

324. .386, 499. .703, 785. .853, 1230. .1279 



49338 Seq. ID 

104993 Strand 

123 End 

OJ990603_08 . 0419 . C28 . ol .gp Method 

123 End 

none Score 



OJ990603_08.0419.C28 
+ 

404 

AAT/GAP 

404 

451 



51021 



Exons 


123. .404 






Seq. No. 


49339 


.Seq. ID 


OJ990603_08.0419.C29 


Gene No. 


104994 


Strand 




Start 


1 


End 


1458 


Name 


OJ990603 08. 0419.C29.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


176 


GI 


2797152 


Score 


335 


Exons 


1. .176 






Seq. No. 


49339 


Seq. ID 


OJ990603_08.0419.C29 


Gene No. 


104994 


Strand 




Start 


1 


End 


1458 


Name 


OJ990603 08.0419.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1458 


GI 


7230673 


Score 


242 


Exons 


1..365, 441. .973, 1257. .1458 






GI Descrip. 


(AF236059) putative Myb-related domain [Papaver rhoeas] 


Seq. No. 


49339 


Seq. ID 


OJ990603_08.0419.C29 


Gene No. 


104994 


Strand 




Start 


1 


End 


1458 


Name 


OJ990603 08.0419.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


3 


End 


1387 


GI 


none 


Score 


115 


Exons 


3. .74, 198. .389, 238. .396, 426. .494, 


912.. 962, 1225.. 1353, 




1256.. 1291, 1256. .1387, 1257 


..1385, 1295.. 1387 


Seq. No. 


49339 


Seq. ID 


OJ990603_08.0419.C29 


Gene No. 


104994 


Strand 




Start 


1 


End 


1458 


Name 


OJ990603 08.0419.C29.o2.gp 


Method 


AAT/GAP 


Start 


719 


End 


1424 


GI 


uC-osflcyp037el2bl 


Score 


671 


Exons 


719. .973, 1257. .1424 






GI Descrip. 


, 2129953/pir| IJC5229 3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi_1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] ' 






Seq. No. 


49339 


Seq. ID 


OJ990603_08.0419.C29 


Gene No. 


104994 


Strand 




Start 


1 


End 


1458 


Name 


OJ990603 08.0419.C29.ol.tc 


Method 


TBLASTX: Cress 


Start 


90.3 . 


End 


1403 


GI 


none 


Score 


58 



Exons 



903. .962, 1228. .1353, 1255. .1350, 1256. .1387, 1257. .1403 



Seq. No. 49340 

Gene No. 104995 

Start 190 

Name OJ990603_08 . 0419 .C33 . ol . ts 

Start 180 

GI none 
Exons 



Seq. ID OJ990603_08.0419.C33 
Strand 

End 1347 

Method TBLASTX : Soybean 

End 1346 

Score '214 



180. .386, 203. .394, 204. .401, 461. .796, 461. .979, 517. .963, 
654. .971, 1137. .1271, 1137. .1208, 1248. .1346 



Seq. No. 



49340 



Seq. ID OJ990603_08.0419.C33 



51022 



Gene No. 104 995 Strand 

Start 190 End 1347 

Name OJ990603JD8 . 0419 .C33 . ol . np Method AAT/NAP 

Start 190 End 1347 

GI 7487874 Score 1229 

Exons 190.. 976, 1146.. 1347 

GI Descrip. hypothetical protein T9I4.16 - Arabidopsis thaliana 

gi|3461848|gb|AAC33234.1| (AC005315) putative AAA-type ATPase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49340 

104995 

190 

OJ990603_08.0419.C33.ol.tc 

198 

none 



Seq. ID OJ990603_08 .0419.C33 
Strand 

End 1347 

Method TBLASTX : Cress 

End 977 

Score 95 



198. .368, 203. .367, 461. .616, 474. .614, 653. .976, 657. .977 



49340 

104995 

190 

OJ990603_08.0419.C33.ol.tm 

203 

none 



Seq. ID OJ990603_08.0419.C33 
Strand 

End 1347 

Method TBLASTX : Mai ze 

End 1245 

Score 255 



203. .394, 204. .386, 205. .411, 461. .796, 461. .979, 654. .977, 
851. .979, 1134. .1235, 1138. .1245 



Seq. No. 49340 

Gene No. 104 995 

Start 190 

Name OJ990603_08 .0419. C33 . ol . gs 

Start 206 

GI none 

Exons 206.. 360, 466.. 976, 1146.. 1310 



Seq. ID OJ990603_08.0419.C33 
Strand 

End 1347 

Method GENSCAN 

End 1310 

Score .52 



Seq. No. 49340 
Gene No. 104995 
Start 190 

Name OJ990603_08 .0419. C33 . ol . gp 

Start 460 
GI uC-osflcyp065bllbl 
Exons 460.. 929 

GI Descrip. ' 2129953/pir | | JC5229 3.0e-39 laccase (EC 1.10.3.2) - common 
tobacco >gi_1685087 (U43542) diphenol oxidase [Nicotiana 
tabacum] ' 



Seq. ID OJ990603_08 .0419.C33 
Strand 

1347 
AAT/GAP 
929 
901 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49340 

104995 

190 

OJ990603_08.0419.C33.ol.tw 

494 

none 



Seq. ID OJ990603_08.0419.C33 
Strand 

End 1347 

Method TBLASTX : Wheat 

End 8 65 

Score 7 6 



494. .604, 495. .605, 653. .865, 720. .863 



49341 

104996 

531 



Seq. ID OJ990603_08.0419.C43 
Strand 

End 677 



51023 




Name 


OJ990603 


08.0419. 


C43.ol.gs 


Method 


GENSCAN 




Start 


531 






End 


677 




GI 


none 






Score 


.41 




Exons 


531. .677 












Seq. No. 


49342 






Seq. ID 


OJ990603_08.0419 


.C46 


Gene No. 


104997 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990603 


08.0419. 


C4 6.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


718 




GI 


1621463 






Score 


759 




Exons 


1..469, 619. .718 










GI Descrip. 


(U73104) 


laccase 


[Liriodendron tulipifera] 




Seq. No. 


49342 






Seq. ID 


OJ990603_08.0419 


.C46 


Gene No. 


104997 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990603 


08 .0419. 


C46.ol. ts 


Method 


TBLASTX: Soybean 




Start 


3 






End 


679 




GI 


none 






Score 


54 




Exons 


3.-68, 4. 


.69, 37. 


.114, 94.. 


468, 102.. 467, 620.. 679, 621 


. .67 


Seq. No. 


49342 






Seq. ID 


OJ990603_08.0419 


.C46 


Gene No. 


104997 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990603 


08 .0419. 


C46.ol.gs 


Method 


GENSCAN 




Start 


45 






End 


469 




GI 


none 






Score 


.94 




Exons 


45. .469 












Seq. No. 


49342 






Seq. ID 


OJ990603_08.0419 


.C46 


Gene No. 


104997 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990603 


08.0419. 


C46.ol. tm 


Method 


TBLASTX: Maize 




Start 


51 






End 


713 




GI 


none 






Score 


506 




Exons 


51. .473, 


55. .471, 


617. .685, 


618. .686, 


618. .686, 693. .713 


Seq. No. 


49342 






Seq. ID 


OJ990603_08.0419 


.C46 


Gene No. 


104997 






Strand 


+ 




Start 


1 






End 


718 




Name 


OJ990603 


08.0419. 


C46.ol.tc 


Method 


TBLASTX: Cress 




Start 


109 






End 


713 




GI 


none 






Score 


273 




Exons 


109. .315, 


117. .359, 309. .398, 370. .399 


, S87..679, 620.. 


685, 




621. .713, 


621. .713 








Seq. No. 


49343 






Seq. ID 


OJ990603_08.0419 


.C47 


Gene No. 


104998 






Strand 






Start 


950 






End 


1185 




Name 


OJ990603 


08.0419. 


C47.o2.gs 


Method 


GENSCAN 




Start 


950 






End 


1185 




GI 


none 






Score 


.99 




Exons 


950. .1185 












Seq. No. 


49343 






Seq. ID 


OJ990603_08.0419 


.C47 


Gene No. 


104998 






Strand 







51024 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



950 



End 

Method 
End 
Score 



1185 
AAT/NAP 
1081 
91 



OJ990603_08 . 04 1 9 . C47 . ol . np 
959 

4850407 
959. .1081 

(AC007357) EST gb|T21221 comes from this gene. [Arabidopsis 
thaliana] 



49344 

104999 

39 

OJ990603_08.0419.C56.ol.gs 
39 

none 

39. .68, 115. .822 

49345 

105000 

574 

OJ990723_03.0419.Cl.ol.gs 

574 

none 

574. .611 



Seq. ID OJ990603_08.0419.C56 
Strand 

End 822 

Method GENSCAN 

End 822 

Score .74 



Seq. ID OJ990723_03.0419.C1 
Strand 

End 611 

Method GENSCAN 

End 611 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49346 

105001 

607 

OJ990723JD3 . 04 19 . C3 . ol . gs 

607 

none 

607.. 615, 2638.. 2790 



Seq. ID OJ990723_03.0419.C3 

Strand + 

End 2790 

Method GENSCAN 

End 2790 

Score .81 



Seq. ID OJ990723_03.0419.C5 

Strand + 

End 508 

Method ■ AAT/NAP 



49347 
105002 
406 

OJ990723_03.0419.C5.ol.np 
406 

7106528 
406. .508 

(AP001278) EST D40774 (S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



End 
Score 



508 
80 



Seq. No. 


49348 




Seq. ID 


OJ990723 


Gene No. 


105003 




Strand 




Start 


6162 




End 


6655 


Name 


OJ990723 03.0419. 


C6.o2.gs 


Method 


GENSCAN 


Start 


6162 


End 


6655 


GI 


none 




Score 


.84 


Exons 


6162.. 6258, 6366. 


.6502, 6647.. 


6655 




Seq. No. 


49349 




Seq. ID 


OJ990723 


Gene No. 


105004 




Strand 


+ 


Start 


60 




End 


5342 


Name 


OJ990723 03.0419. 


C7 .ol.gp 


Method 


AAT/GAP 


Start 


60 




End 


1951 


GI 


12131 1.R1084 




Score 


810 


Exons 


60. .316, 813. .864 


, 1680. .1753, 


1869. . 


1951 



51025 



GI Descrip. * 2505868/emb | CAA72906 I 2.0e~21 (Y12227) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49349 

105004 

60 

OJ990723_03.0419.C7.ol.gs 

189 . 

none 



Seq. ID OJ990723_03.0419.C7 

Strand + 

End 5342 

Method GENSCAN 

End ' 3644 

Score .91 



189. .316, 1869. .1958, 2469. .2612, 3521. .3644 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
«, Name 
f Start 

i gi 

il Exons 



49349 
105004 
60 

OJ990723_03.0419.C7.ol.np 
218 

2505868 

218. .316, 813. .869, 1535. .1551 

(Y12227) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990723_03.0419.C7 

Strand + 

End 5342 

Method AAT/NAP 

End 1551 

Score 75 



49349 

105004 

60 

OJ990723_03.0419.C7.o2.np 

1361 

2065019 

1361.. 1399, 1676. .1753, 1869. 
4175. .4247, 4920. .5029 



Seq. ID OJ990723_03.0419.C7 

Strand + 

End 5342 

Method AAT/NAP 

End 5029 

Score 187 

.1970, 2469. .2612, 3521. .3572, 



^ GI Descrip. (Y09823) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49349 Seq. ID 

105004 Strand 

60 End 

OJ990723_03 . 04 19 . C7 . o2 . gp Method 

24 65 End 

2289 1.R1084 Score 



OJ990723_03.0419.C7 
+ 

5342 
AAT/GAP 
5342 
998 



2465. .2612, 3521. .3572, 4175. .4247, '4920. .5010, 5130. .5342 
'4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49349 Seq. ID 

105005 Strand 

5806 End 

OJ990723_03.0419.C7.o2.gs Method 

5806 End 

none Score 



OJ990723_03.0419.C7 

11412 
GENSCAN 
11412 
.52 



5806. .5900, 62S7..6483, 9722. .9766, 9816. .9897, 10346 10563, 
10581. .10794, 10878.. 11412 



Seq. No. 49349 

Gene No. 105006 

Start 11807 

Name OJ990723_03 . 04 19 . C7 . ol . tm 

Start 177 

GI none 
Exons 



Seq. ID OJ990723_03.0419.C7 



Strand 
End 

Method 

End 

Score 



12051 

TBLASTX: Maize 

5145 

156 



177. .323, 178. .318, 219. .317, 245. .319, 805. .867, 812. .865, 
814. .864, 1674. .1751, 1674. .1751, 1678. .1752, 1680. .1751, 



51026 



1682. .1753, 1682. .1753, 1825. .1965, 1867. .1938, 1867. .1926, 

2458.. 2652, 2461.. 2619, 2503.. 2655, 3522.. 3572, 3522.. 3572, 

3522. .3575, 4160. .4201, 4173. .4193, 4195. .4254, 4195. .4245, 

4200. .4265, 4203. .4256, 4917. .4955, 4920. .4955, 4953. .5081, 

4958. .5080, 4960. .5115, 5109. .5141, 5110. .5145 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49349 Seq. ID OJ990723_03 . 04 19 . C7 

105006 Strand 

11807 End 12051 

OJ990723_03.0419.C7.o3.gp Method AAT/GAP 

11807 End 12051 

LIB3432-012-P1-K1-B6 Score 479 

11807. .12051 

, 2130082/pir| IA57676 1.0e-13 protein kinase Xa21 (EC 2.7.1.-) - 
rice >gi_1122443 (U37133) receptor kinase-like protein [Oryza 
sativa] >gi_2586085 (U72723) receptor kinase-like protein [Oryza 

longistaminata] >gi_1586408_prf 2203451A receptor kinase-like 

protein [Oryza sativa] 1 

49350 Seq. ID OJ990723_03 . 04 19 . C8 

105007 Strand 

1 End 2756 

OJ990723_03.0419.C8.ol.np Method AAT/NAP 

1 End 2756 

7434424 Score 1434 

1..1894, 2330. .2756 

protein kinase Xa21 (EC 2.7.1.-) Al, receptor type - 
long-staminate rice gi | 2586083 | gb | AAB82755 . 1 | (U72725) receptor 
kinase-like protein [Oryza longistaminata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49350 

105008 

3833 

OJ990723_03.0419.C8.o2.gs 

3833 

none 

3833. .3925, 4075.. 4080 

49350 

105009 

4885 

OJ990723_03.0419.C8.o3.gs 

4885 

none 

4885. .5065, 5850. .6047, 6052, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_03.0419.C8 

4080 
GENSCAN 
4080 
.99 



Seq. ID OJ990723_03.0419.C8 
Strand 

End 6179 

Method GENSCAN 

End 6179 

Score .46 
.6179 



Seq. No. 49350 

Gene No. 105010 

Start 6297 

Name OJ990723_03 . 04 19 . C8 . o2 . tc 

Start 10 

GI none 

Exons 10.. 336, 30.. 341 



Seq. ID OJ990723_03.0419.C8 
Strand 

End 64 47 

Method TBLASTX: Cress 

End 341 

Score 140 



Seq. No. 
Gene No. 
Start 



49350 

105010 

6297 



Seq. ID 

Strand 

End 



OJ990723_03.0419.C8 
6447 



51027 



Name 

Start 

GI 

Exons 



0 J9 9 0 7 2 3_0 3 . 0 4 1 9 . C8 . o2 . tm Method 

24 End 

none Score 
24. .206, 25. .201 



TBLASTX: Maize 

206 

134 



Seq. No. 49350 Seq. ID 

Gene No. 105010 Strand 

Start 6297 End 

Name OJ990723_03 . 0419 .C8 .o2 . ts Method 

Start 36 End 

GI none Score 

Exons 36.. 233, 40.. 234, 281.. 313 



OJ990723J)3.0419.C8 
6447 

TBLASTX : Soybean 

313 

125 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49350 

10501 

6297 

OJ990 

540 

none 

540. . 

597. . 

600. . 

936. . 

1419. 

1608. 

1617. 

1902. 

1905. 

2325. 

2331. 



723 03.0419.C8.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_03.0419.C8 
6447 

TBLASTX: Cress 

2591 

120 



650, 

866, 

926, 

1118, 

.1601 

.2273 

.1907 

.2273 

.2273 

.2540 

.2525 



549. .932 
600. .941 
603. .926 
955. .12 
, 1470.. 
, 1611.. 
, 1620.. 
, 1905 
, 1906 
, 2325 
, 2334 



, 594.. 926 
, 600. .926 
, 610. .927 
03, 1182.. 
1601, 1473 
1892, 1611 
1907, 1623 
2270, 1905 
2082, 2035 
2534, 2325 
2525, 2394 



594. .926, 594. .92 
600. .932, 600. .92 
, 733. .927, 816. .88 
1304, 1290.. 1373, 1 
1577, 1578.. 1685, 
1907, 1611.. 1901, 
1901, 1830.. 2270, 
2225, 1905.. 2270, 
2148, 2313.. 2525, 
2534, 2325.. 2540, 
2504, 2556.. 2591 



6, 597. .926, 
6, 600. .869, 
1, 930. .1118, 
308. .1367, 
1605. .1901, 
1611. .1892, 
1899. .2243, 
1905. .2273, 
2325. .2534, 
2331. .2525, 



Seq. No. 49350 
Gene No. 105010 
Start 6297 

Name OJ990723_03 . 0419 . C8 . ol . ts 

Start 594 
GI none 
Exons 594. 

600. 

1272 

1608 

1623 

1905 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990723 03. 0419. C8 



926, 594. .863, 597. .926, 
926, 600. .926, 600. .728, 
.1373, 1419.. 1520, 1544. 
.1901, 1608.. 1907, 1611. 
.1901, 1830.. 2270, 1902. 
.2270, 1905.. 2270, 1905. 
2313.. 2525, 2325.. 2540, 2325. 
2331. .2525, 2343. .2534 



6447 

TBLASTX: Soybean 
2540 
131 

597. .926, 598. .921, 600. .941, 
810. .881, 930. .1289, 964. .1197, 
.1600, 1566. .1814, 1584. .1907, 
.1907, 1611. .1892, 1620. .1907, 
.2216, 1902.. 2105, 1905. .2270, 
.2177, 1906.. 2070, 2261. .2302, 
.2534, 2325.. 2534, 2331. .2525, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49350 Seq. ID 

105010 Strand 

6297 End 

OJ990723_03.0419.C8.ol.tm Method 

594 End 

none Score 



OJ990723_03.0419.C8 
6447 

TBLASTX: Maize 

2537 

80 



594. .926, 597. .926, 600. .797, 654. .926, 754. .924, 807. .920, 
936. .1118, 954. .1118, 1030. .1206, 1105. .1293, 1176. .1298, 
1176. .1283, 1176. .1280, 1179. .1304, 1179. .1301, 1467. .1568, 
1608. .1892, 1611. .2273, 1611. .1874, 1621. .1860, 1902. .2144, 
1902. .2081, 1903. .2004, 1905. .2273, 1905. .2015, 1905. .2216, 



51028 



1906. .2073, 1968. .2294, 1978. .2205, 2044. .2274, 2325.-2525, 
2325.-2447, 2331.. 2498, 2334.. 2537, 2334.. 2537 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49350 

105010 

6297 

OJ990723_03.0419.C8.ol.tw 

936 

none 



Seq. ID OJ990723_03.0419.C8 
Strand 

End 6447 
Method TBLASTX : Wheat 
End 1844 ' 

Score 140 

936. .1025, 1195. .1380, 1197. .1379, 1216. .1380, 1380. .1466, 
1385. .1474, 1387. .1470, 1494. .1685, 1752. .1844 



Seq. ID OJ990723_03.0419.C8 
Strand 

End 6447 

Method AAT/NAP 

End 6447 

Score 68 



49350 
105010 
6297 

OJ990723_03.0419.C8.o2 .np 
6297 
7488318 
6297. .6447 

RNA-directed DNA polymerase homolog F21E10.5 - Arabidopsis 
thaliana gi | 3047086 | gb | AAC13599 . 1 | (AF058914) similar to reverse 
transcriptase (Pfam: transcript_f act . hmm, score: 72.31) 
[Arabidopsis thaliana] 



49351 

105011 

8509 

OJ990723_03.0419.C9.o2.gs 

8509 

none 

8509. .8736 



Seq. ID OJ990723_03.0419.C9 
Strand 

End 8736 

Method GEN SCAN 

End 8736 

Score .86 



12 



Seq. No. 49352 

Gene No. 105012 

Start 1 

Name OJ990723_03 . 04 19 . C10 . ol . np 

Start 1 

GI 6815097 

Exons 1..1198, 1339.. 2050 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990723_03. 0419. C10 
Strand + 

2271 
AAT/NAP 
2050 
1662 



End 

Method 

End 

Score 



Seq. No. 


49352 








Seq. ID 


OJ990723_03.0419 


.C10 


Gene No. 


. 105012 








Strand 


+ 




Start 


1 








End 


2271 




Name 


OJ990723 


03. 0419. C10 


.ol 


. gs 


Method 


GENSCAN 




Start 


321 








End 


1067 




GI 


none 








Score 


.45 




Exons 


321. .918, 


952. .1067 












Seq. No. 


49352 








Seq. ID 


OJ990723_03.0419 


.C10 


Gene No. 


105012 








Strand 


+ 




Start 


1 








End 


2271 




Name 


OJ990723 


03. 0419. C10 


.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


726 








End 


1171 




GI 


5509260 








Score 


145 




Exons 


726. .911, 


729. .932, 


978 


. .1064, 


1091. . 


1171, 1092. .1163 





51029 



GI Descrip. 



Seq. No. 


49352 








Seq. ID 


OJ990723 


Gene No . 


105012 








Strand 


+ 


Start 


1 - 








End 


2271 


Name 


OJ990723 03 


.0419 


.ClO.ol 


.tw 


Method 


TBLASTX : 1 


Start 


781 








End 


1157 


GI 


none 








Score 


59 


Exons 


781. .897, 807. .1058, 813. .932, 


977. .1060, 1092. 


Seq. No. 


49352 








Seq. ID 


OJ990723 


Gene No . 


105012 








Strand 


+ 


Start 


1 








End 


2271 


Name 


OJ990723 03 


.0419 


.C10.O3 


.tm 


Method 


TBLASTX:] 


Start 


819 








End 


1229 


GI 


none 








Score 


141 


Exons 


819. .1052, 


1092. 


.1229 








Seq. No. 


49352 








Seq. ■ ID 


OJ990723 


Gene No . 


105012 








Strand 


+ 


Start 


1 








End 


2271 


Name 


OJ990723 03 


.0419 


.C10.o2 


.ts 


Method 


TBLASTX : ; 


Start 


1542 








End 


1904 


GI 


none 








Score 


188 


Exons 


1542. . 1904 












Seq. No. 


49352 








Seq. ID 


OJ990723 


Gene No . 


105012 








Strand 


+ 


Start 


1 








End 


2271 


Name 


OJ990723 03 


.0419 


.ClO.ol 


.tm 


Method 


TBLASTX:! 


Start 


1560 








End 


1883 


GI 


none 








Score 


346 


Exons 


1560. .1883, 


1571 


. .1882, 


1728. . 


1883 




Seq. No. 


49352 








Seq. ID 


OJ990723 


Gene No . 


105012 








Strand 


+ 


Start 


1 








End 


2271 


Name 


OJ990723 03 


.0419 


.C10.o2 


. tm 


Method 


TBLASTX:! 


Start 


1904 








End 


2271 


GI 


none 








Score 


54 


Exons 


1904. .1945, 


1914 


. .1946, 


2002. . 


2229, 2005.. 2202, 




2010. .2228, 


2236 


. .2271 








Seq. No. 


49353 








Seq. ID 


OJ990723_ 


Genp No 


105013 








Strand 


+ 


Start 


697 








End 


831 


Name 


OJ990723 03 


.0419 


.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


697 








End 


831 


GI 


none 








Score 


.92 


Exons 


697. .831 












Seq. No. 


49353 








Seq. ID 


OJ990723_ 


Gene No. 


105014 








Strand 




Start 


2433 








End 


2706 


Name 


OJ990723 03 


.0419 


.Cll.o2, 


.gs 


Method 


GENSCAN 


Start 


2433 








End 


2706 


GI 


none 








Score 


.54 



51030 



Exons 



2433.-2576, 2635.. 2706 





ft JJJ *i 




Seq. ID 


r\ TQQH7 9 "3 


03 


.0419 




Gene No. 


105015 




Strand 










Start 


238 




End 


2518 








Name 


OJ990723 03.0419.C12.ol 


.gs 


Method 


GENSCAN 








Start 


238 


End 


2518 








GI 


none 




Score 


.68 








Exons 


238. .567, 758. .874, 958 


. .1276-,, 1321. . 


1628, 1640. 


.1866, 






2062. .2518 














Seq. No. 


49355 




seq . x u 


OJ990723_ 


U «3 




C13 


Gene No. 


105016 




Strand 


+ 








Start 


841 




End 


1571 








Name 


OJ990723 03.0419.C13.ol 


.gs 


Method 


GENSCAN 








Start 


841 




End 


1571 








GI 


none 




Score 


.55 








Exons 


841. .1272, 1436. .1571 














Seq. No. 


49356 




Seq. ID 


OJ990723_ 


03 


.0419. 


C14 


Gene No. 


105017 




Strand 


+ 








Start 


529 




End 


603 








Name 


OJ990723 03.0419.C14.ol 


.gs 


Method 


GENSCAN 








Start 


529 


End 


603 








GI 


none 




Score 


.76 








Exons 


529. .603 














Con Mo 
Oct}. LN <J . 


49356 




Seq. ID 


OJ990723_ 


03 


0419. 


C14 


Gene No. 


105018 




Strand 










Start 


1 




End 


3648 








Name 


OJ990723 03.0419.C14.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


3648 








GI 


6721547 




Score 


99 








Exons 


1..42, 3564. .3648 














GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


49356 




Seq. ID 


OJ990723_ 


03 


0419. 


C14 


Gene No. 


105018 




Strand 










Start 


1 




End 


3648 








Name 


OJ990723 03.0419.C14.o2 


. gs 


Method 


GENSCAN 








Start 


1635 




End 


3648 








GI 


none 




Score 


.49 








Exons 


1635.. 1681, 3564.. 3648 














Seq. No. 


49357 




Seq. ID 


OJ990723_ 


03. 


0419. 


C16 


Gene No. 


105019 




Strand 










Start 


1020 




End 


1087 








Name 


OJ990723 03.0419.C16.ol 


.gs 


Method 


GENSCAN 








Start 


1020 




End 


1087 








GI 


none 




Score 


.62 








Exons 


1020. .1087 














Seq. No. 


49358 




Seq. ID 


OJ990723_ 


03. 


0419. 


C17 


Gene No. 


105020 




Strand 


+ 








Start 


387 




End 


3220 








Name 


OJ990723 03.0419.C17.ol 


.gs 


Method 


GENSCAN 








Start 


387 


End 


3220 









51031 



GI 

Exons 

Seq. No. 

Gene No.* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
387.. 459, 2655.. 2683, 3036.. 3220 



.59 



49359 
105021 
514 

OJ990723_03.0419.C18.ol.gp 
479 

LIB3475-007-P1-K1-G8 
479. .584, 661. .911 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. ID OJ990723_03.0419.C18 

Strand + 

End 1869 

Method AAT/GAP 

End 911 

Score 641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



y Seq. No. 

i Gene No. 

j Start 

z Name 

? Start 

U GI 
Exons 



49359 

105021 

514 

OJ990723_03.0419.C18.ol.np 
479 

5441880 



Seq. ID OJ990723_03.0419.C18 

Strand + 

End 1869 

Method AAT/NAP 

End 1869 

Score 1221 



479. .584, 661. .919, 1164. .1237, 1274. .1297, 1388. .1519, 
1635.. 1869 

(AP000367) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



49359 

105021 

514 

OJ990723_03.0419.C18.ol.gs 

514 

none 



Seq. ID OJ990723_03.0419.C18 

Strand + 

End 1869 

Method GENSCAN 

End 1837 

Score . 67 



514. .584, 661. .919, 1012. .1194, 1260. .1297, 1388. .1519, 
1583, .1630, 1635.. 1837 



Seq. No. 49360 

Gene No. 105022 

Start 1 

Name OJ990723_03 . 0419 .C20 . ol . np 

Start 1 

GI 6815097 

Exons 1..182, 297.. 894 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. ID OJ990723_03.0419.C20 
Strand 

End 894 

Method AAT/NAP 

End 894 

Score 799 



Seq. No. 49360 

Gene No. 105022 

Start 1 

Name OJ990723_03 . 04 19 . C20 . ol . gs 

Start 90 

GI none 

Exons 90.. 198, 301.. 821 

Seq. No. 49361 

Gene No. 105023 

Start 1260 

Name OJ990723JD3 . 04 19 . C21 . ol .np 



Seq. ID OJ990723_03.0419.C20 

Strand 

End 8 94 

Method GENSCAN 

End 821 

Score . 64 



Seq. ID OJ990723_03.0419.C21 

Strand + 

End 2938 

Method AAT/NAP 



51032 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1260 End 2938 

2213586 Score 383 

1260.. 1326, 2504. .2938. 

(AC000348) T7N9.6 [Arabidopsis thaliana] 



49361 

105024 

434 

OJ990723_03.0419.C21.ol.gs 

434 

none 



Seq. ID OJ990723_03.0419.C21 
Strand 

End 2938 

Method GENSCAN 

End 2931 

Score .71 



434. .445, 1335. .1403, 2007. .2107, 2129. .2359, 2748. .2931 



Seq. ID OJ990723_03. 0419.C21 
Strand 

End 2938 

Method AAT/GAP 

End 1039 

Score 147 



49361 
105024 
434 

OJ990723_03.0419.C21.ol.gp 
632 

LIB3477-003-P1-K1-E9 
632.. 674, 952.. 1039 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 49361 

Gene No. 105024 

Start 434 

Name OJ990723_03 . 0419 .C21 . ol . tc 

Start 2573 

GI none 
Exons 



Seq. ID OJ990723_03.0419.C21 
Strand 

End 2938 

Method TBLASTX: Cress 

End 2938 

Score 8 9 



2573. .2644, 2583. .2639, 2660. .2827, 2661. .2828, 2831. .2938, 
2833. .2937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



49361 

105024 

434 

OJ990723_03.0419.C21.ol.ts 

2660 

none 



Seq. ID OJ990723_03.0419.C21 
Strand 

End 2938 

Method TBLASTX : Soybean 

End . 2938 

Score 178 



2660. .2827, 2661. .2828, 2688. .2828, 2830. .2937, 2831. .2938 



49362 

105025 

1 

OJ990723_03.0419.C22.ol.gs 
1 

none 
1. .390 



Seq. ID OJ990723_03.0419.C22 

Strand + 

End 390 

Method GENSCAN 

End 390 

Score .99 



Seq. ID OJ990723_03.0419.C22 

Strand + 

End 390 

Method AAT/NAP 

End 384 

Score 479 



49362 
105025 
1 

OJ990723_03.0419.C22.ol.np 
1 

6358808 
1. .384 

(AC010675) nitrate transporter (NTL1) [Arabidopsis thaliana] 



51033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49362 
105026 
2050 

OJ990723_03.0419.C22.o2.np 
2050 
7523517 
2050. .2334 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ990723_03.0419.C22 

Strand + 

End 2334 

Method AAT/NAP 

End 2334 

Score 207 



Seq. ID OJ990723_03.0419.C22 
Strand 

End 669 

Method AAT/GAP 

End 669 

Score 1073 



49362 
105027 
1 

OJ990723_03.0419.C22.ol.gp 
1 

4715500 
1..21, 80. .669 

3377517/gb|AAC28086.1| 2.0e-25 (AF073361) nitrate transporter 
NTL1 [Arabidopsis thaliana] 



Q pry Mf") 


49362 








Seq. ID 


OJ990723 03 0419 


C22 


uCllC 1' U • 


105027 








Strand 






91- flrf 

O LCtl t 


1 








End 


669 






OJ990723 03.0419. 


C22 












Start 


1 








End 


383 




GI 


none 








Score 


420 






1..375, 3. .383 














Ce*rr Mo 


49362 








O CU • XL/ 


OJ990723 03 0419 


C22 


f!pna Mo 


105027 








O L. -L Cli IKJ. 






O Lai L 


1 










U D .7 




Name 


OJ990723 03.0419. 


C22 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3 








End 


186 




GI 


none 








Score 


222 




Exons 


3. .185, 7. .186 














Seq. No. 


49362 








Seq. ID 


OJ990723_03.0419. 


C22 


Gene No. 


105027 








Strand 






Start 


1 








End 


669 




Name 


OJ990723 03.0419. 


C22 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


37 








End 


366 




GI 


none 








Score 


152 




Exons 


37. .252, 259.-366 












Seq. No. 


49362 








Seq. ID 


OJ990723_03.0419. 


C22 


Gene No. 


105027 








Strand 






Start 


1 








End 


669 




Name 


OJ990723 03.0419. 


C22 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


76 








End 


380 




GI 


none 








Score 


363 




Exons 


76. .375, 78. .380 














Seq. No. 


49363 








Seq. ID 


OJ990723_03.0419. 


C23 


Gene No. 


105028 








Strand 


+ 




Start 


1422 








End 


1963 




Name 


OJ990723 03.0419. 


C23 


.ol 


. gs 


Method 


GENS CAN 




Start 


1422 








End 


1963 





51034 



GI 


none 


Score 


.73 




Exons 


1422. .1515, 1789. .1963 








Seq. No. 


49363 


Seq. ID 


OJ990723_03, 


.0419. C23 


Gene No. 


105029 


Strand 


+ 




Start 


2873 


End 


4527 




Name 


OJ990723 03.0419.C23.o2.gs 


Method 


GENSCAN 




Start 


2873 


End 


4527 




GI 


none 


Score 


.67 




Exons 


2873. .3086, 3457. .3644, 4358 


. .4527 






Seq. No. 


49364 


Seq. ID 


OJ990723_03. 


.0419. C25 


Gene No. 


105030 


Strand 


+ 




Start 


55 


End 


1081 




Name 


OJ990723 03.0419.C25.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


1081 




GI 


none 


Score 


.75 




Exons 


55. .202, 895. .916, 933. .1081 








Seq. No. 


49364 


Seq. ID 


OJ990723_03, 


,0419. C25 


Gene No. 


105031 


Strand 






Start 


178 


End 


3496 




Name 


OJ990723 03.0419.C25.ol.np 


Method 


AAT/NAP . 




Start 


178 


End 


3496 




GI 


6358808 


Score 


225 




Exons 


178.. 252, 2606.. 2823, 3439.. 


3496 






GI Descrip. 


(AC010675) nitrate transporter (NTL1) 


[Arabidopsis 


thaliana] 



i Li 



f T 



^ Seq. No. 
LJ Gene No. 
*3 Start 
Name 
Start 

'-^ Exons 

'-4 

i± Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



49364 Seq. ID 

105031 Strand 

178 End 
OJ990723_03 . 04 19 . C25 . o2 . gs Method 

2516 End 

none Score 

2516.. 2539, 2606.. 2823 

49364 Seq. ID 

105031 Strand 
178 End 
OJ990723_03 . 04 19 . C25 . ol . ts Method 
2606 End 
none Score 
2606.. 2818, 2712.. 2819 

49365 Seq. ID 

105032 Strand 
531 End 
OJ990723_03 . 0419 . C28 . ol . gs Method 
531 End 
none Score 
531. .600 



OJ990723__03.0419.C25 

3496 
GENSCAN 
2823 
.9 



OJ990723_03.0419.C25 
3496 

TBLASTX: Soybean 

2819 

105 



OJ990723_03.0419.C28 
+ 

600 

GENSCAN 

600 

.93 



Seq. No. 49365 Seq. ID 

Gene No. 105033 Strand 

Start 1 End 

Name 0 J9 9 0 7 2 3_0 3 . 0 4 1 9 . C2 8 . o 1 . np Method 

Start 1 End 



OJ990723_03.0419.C28 

2183 

AAT/NAP 

2183 



51035 




GI 7340884 Score 118 

Exons 1..20, 2042.. 2183 

GI Descrip. (AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 


49365 


Seq. ID 


OJ990723 03. 


0419. C28 


Gene No. 


105033 


Strand 






Start 


1 


End 


2183 




Name 


OJ990723 03.0419.C28.ol.gp 


Method 


AAT/GAP 




Start 


111 


End 


516 




GI 


7406 1.R1084 


Score 


694 




Exons 


111. . 516 








GI Descrip. 


■1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock 


protein 17.0 




[Pennisetum glaucum] 1 








Seq. No. 


49365 


Seq. ID 


OJ990723_03. 


0419. C28 


Gene No . 


105033 


Strand 






Start 


1 


End 


2183 




Name 


OJ990723 03.0419.C28.o2.gs 


Method 


GENSCAN 




Start 


1329 


End 


1754 




GI 


none 


Score 


.49 




Exons 


1329. .1377, 1729. .1754 








Seq. No. 


49366 


Seq. ID 


OJ990723J)3. 


0419. C29 


Gene No . 


105034 


Strand 


+ 




Start 


1 


End 


1367 




Name 


OJ990723 03.0419.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1364 




GI 


5902445 


Score 


1705 




Exons 


1. .1364 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


49366 


Seq. ID 


OJ990723_03. 


0419. C29 


Gene No . 


105034 


Strand 


+ 




Start 


1 


End 


1367 




Name 


OJ990723 03.0419.C29.ol.gs 


Method 


GENSCAN 




Start 


534 


End ■ 


1367 




GI 


none 


Score 


.97 




Exons 


534. .1367 








Seq. No. 


49366 


Seq. ID 


OJ990723_03. 


0419. C29 


Gene No . 


105035 


Strand 






Start 


1681 


End 


4310 




Name 


OJ990723 03.0419.C29.o2.tw 


Method 


TBLASTX: Wheat 


Start 


377 


End 


734 




GI 


none 


Score 


381 




Exons 


377. .733, 378. .734 








Seq. No. 


49366 


Seq. ID 


OJ990723_03. 


0419. C29 


Gene No. 


105035 


Strand 






Start 


1681 


End 


4310 




Name 


OJ990723 03.0419.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


389 


End 


772 




GI 


none 


Score 


206 





Exons 389. .646, 396. .662, 629.-772, 657. .770 

Seq. No. 49366 Seq. ID OJ990723_03 . 04 19 . C29 



51036 



Gene No. 


105035 






Strand 




Start 


1681 






End 


4310 


Name 


OJ990723 03 


.0419.C29.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


741 ~~ 






End 


1355 


GI 


none 






Score 


268 


Exons 

LJ Awl 1 hj 


741. . 1019, 


761. .850, 896. .1003, 1074.. 


1232, 1218 . . 1355 


Seq. No. 


49366 






Seq. ID 


OJ990723_03.0419.C29 


Gene No. 


105035 






Strand 




Start 


1681 






End 


4310 


Name 


OJ990723 03 


.0419.C29.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1083 ~ 






End 


1318 


GI 


none 






Score 


152 


Exons 


1083. . 1235, 


1214. .1318, 


1215. 


.1316 




Seq. No. 


49366 






Seq. ID 


OJ990723_03.0419.C29 


Gene No. 


105035 






Strand 




Start 


1681 






End 


4310 


Name 


OJ990723 03 


.0419.C29.o2 


. gs 


Method 


GENSCAN 


Start 


1681 ~ 






End 


4233 


GI 


none 






Score 


.74 


Exons 


1681. .2129, 


2202. .2306, 


2379. 


.2568, 2644. .2828, 2903. .3091, 




3343 3499. 


3718. .4233 








Sea No 


49366 






Seq. ID 


OJ9907'23_03. 0419.C29 


Cipne No 


105035 






Strand 




Start 


1681 






End 


4310 


Name 


OJ990723 03 


.0419.C29.o2 


.np 


Method 


AAT/NAP 


Start 


1684 






End 


4310 


GI 


6691716 






Score 


1936 


Exons 


1684. .2129, 


2202. .2306, 


2457. 


.2568, 2644. .2819, 2903. .3072, 




3149. .3261, 


3343. .3534, 


3732. 


.4310 






(AP000492) 


hypothetical 


protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105036 






Strand 


+ 


Start 


1 






End 


3424 


Name 


OJ990723 03 


.0419.C30.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


3103 


GI 


7248394 






Score 


1092 


Exons 


1..21, 636. 


.1700, 3079. 


.3103 







GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol- polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. ID OJ990723_03.0419.C30 



Seq. No. 49367 

Gene No. 105036 

Start 1 

Name OJ990723_03 .0419. C30 . o2 . gs 

Start' 996 

GI none 

Exons 996. .1171, 1326 .. 1359, 1807 2545, 2641. .3281 



Strand + 

End 3424 

Method GENSCAN 

End 3281 

Score .53 



51037 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990723_03.0419.C30 

Strand + 

End 3424 

Method AAT/NAP 

End 3424 

Score 448 



49367 
105036 
1 

OJ990723_03.0419.C30.o2.np 
2207 
629693 
2207.. 2305, 2392.. 3424 

probable integrase - common tobacco (fragment) 
gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



4 9367 
105037 
8994 

OJ990723_03.0419.C30.o3.np 
8828 
7248393 
8828.. 9213, 9277.. 9566 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ990723_03.0419.C30 

Strand + 

End 12922 

Method AAT/NAP 

End 9566 

Score 336 



49367 

105037 

8994 

OJ990723_03 .0419. C30 . o4 . gs 

8994 

none 



Seq. ID OJ990723_03.0419.C30 

Strand + 

End 12922 

Method GENSCAN 

End 12333 

Score . 5 



8994. .9346, 9517. .9599, 9705. .10034, 10093 11685, 11956 .. 12333 



Seq. ID OJ990723_03.0419.C30 

Strand + 

End 12922 

Method AAT/NAP 

End 12922 

Score 682 



49367 
105037 
8994 

OJ990723_03.0419.C30.o4.np 
12000 
7248394 
12000. . 12922 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 49367 

Gene No. 105038 

Start . 3815 

Name OJ990723_03 . 04 19 . C30 . ol . tw 

Start 602 

GI none 

Exons 602.. 883, 603.. 926, 606.. 926 

Seq. No. 49367 

Gene No. 105038 

Start 3815 

Name OJ990723_03 .0419. C30 . o2 . tm 

Start 602 

GI none 

Exons 602.. 778, 602.. 793, 603.. 794 



Seq. ID OJ990723_03.0419.C30 
Strand 

End 7784 

Method TBLASTX : Wheat 

End 926 

Score 406 



Seq. ID OJ990723_03.0419.C30 
Strand 

End 7784 

Method TBLASTX : Mai ze 

End 794 

Score 87 



Seq. No. 



49367 



Seq. ID OJ990723_03.0419.C30 



51038 




Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 




OJ990723 03 


.0419 


.C30.ol.tm 


Method 


TBLASTX: Maize 




795 ~~ 






End 


1253 




none 






Score 


527 


R von 


795 1253, 


795 . . 


1076, 947.. 1252 




Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ990723 03 


. 0419 


.C30.o2.tw 


Method 


TBLASTX: Wheat 


O L.Cli- U 


927 ~~ 






End 


1325 


GI 


none 






Score 


187 


Pvnn c 


927 1247 


1001 . 


.1207, 1242. 


.1325 




Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ990723 03 


. 0419 


.C30.ol. ts 


Method 


TBLASTX : Soybean 


Start 


978 ~ 






End 


1412 


GI 


none 






Score 


206 


R ynn q 

LiAUllO 


978 1223 


980 . . 


1072, 1224.. 


1412, 1268 


1375 


Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ990723 03 


.0419 


.C30.o2. ts 


Method 


TBLASTX: Soybean 


Start 


1561 ~ 






End 


1971 


GI 


none 






Score 


152 


Rvnn *^ 

i^J S\ Vw/ 110 


1561 1713. 


1562 


..1699, 1720 


..1806, 1721. .1804, 1819. .1971 


Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ990723 03 


. 0419 


.C30.o3.tm 


Method 


TBLASTX: Maize 


Start 


2260 _ 






End 


2592 


GI 


none 






Score 


215 


R von q 


2260 2592 










Seq. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ99072 3 0 3 


.0419 


.C30.o3. ts 


Method 


TBLASTX : Soybean 




2341 _ 






End 


2622 




none 






Score 


226 


Rvnns 

J— i x\\-/.L l o 


2341 2622 










Sea. No. 


49367 






Seq. ID 


OJ990723_03.0419.C30 


Gene No. 


105038 






Strand 




Start 


3815 






End 


7784 


Name 


OJ990723 03 


.0419 


.C30.o3.gs 


Method 


GENSCAN 


Start 


3815 






End 


7784 


GI 


none 






Score 


.71 


Exons 


3815. .4465, 


4575 


..4688, 4951 


..5304, 5384. .6003, 6099. .6479, 



6714.. 6855, 6955.. 7007, 7733.. 7784 



Seq. No. 49367 Seq. ID OJ990723_03 . 04 19 . C30 

51039 




Gene No. 


105039 


Strand 




Start 


12144 


End 


12482 


Name 


OJ990723 03 0419 C30 o4 ts 


Method 


TBLASTX : Sovbean 


JLal L 


12144 ~~ 


End 


12482 


GI 


none 


Score 


200 




12144 12482 








49368 


Seq. ID 


OJ990723_03.0419.C31 


Gene No . 


105040 


Strand 


+ 


Start 


117 


End 


2017 


Name 


OJ990723 03.0419.C31.ol.np 


Method 


AAT/NAP 


Start 


117 


End 


2017 


GI 


6907087 


Score 


947 


F, von 9 


117 340, 502 691. 732 1376 


, 1916.. 2017 




(AP001129) ESTs C7277 1 f E22 15 ) 


, AU082313 (E2215) correspond to a 




rpflion of thp Drpdirtpd crpnp 


; hypothetical protein [Oryza 




cat i va 1 






Cprf Ma 


49368 


Seq. ID 




Cpnp No 


105041 


Strand 




Start 


2485 


End 


2870 


Name 


OJ990723 03.0419.C31.ol.gp 


Method 


AAT/GAP 


9tar1- 

O U CI -L u 


2485 


End 


9ft i n 




uC-osflcyp033a04bl 


Score 


DD J 


Hi AUHO 


2485. .2870 








'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 






DNA, chromosome 1, clone : P0711E10 1 




Seq. No. 


49368 


Seq. ID 




Gene No. 


105042 


Strand 






557 


End 


1687 


Name 


OJ990723 03-0419. C31.ol.gs 


Method 




O L. CI -L U 


557 


End 


1 DO / 


GT 


none 


Score 




Rxon 


557. .1485, 1645. .1687 






Seq. No. 


49368 


Seq. ID 


OJ990723_03.0419.C31 


Gene No. 


105043 


Strand 




Start 


1889 


End 


3359 


Name 


OJ990723 03.0419.C31.o2.gs 


Method 


GENSCAN 


O Lai U 


1889 


End 


2525 


GT 


none 


Score 


.94 


F, von 


1889. .2016, 2465.-2525 






cipn Mo 


49368 


Seq. ID 


OJ990723_03.0419.C31 


Gene No. 


105043 


Strand 




Start 


1889 


End 


3359 


IN dllLC 


OJ990723 03.0419.C31.o2.np 


Method 


AAT/NAP 


O Lai L 


2414 


End 


3359 




4680186 


Score 


203 


Exons 


2414. .2618, 3313. .3359 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


49369 


Seq. ' ID 


OJ990723_03.0419.C32 


Gene No. 


105044 


Strand 


+ 


Start 


403 


End 


1227 


Name 


OJ990723 03.0419.C32.ol.gs 


Method 


GENSCAN 



51040 





Start 


403 


End 


1227 




GI 


none 


Score 


. 5 




Exons 


403. .522, 1006. .1160, 1206.. 


1227 






Seq. No. 


49369 


Seq. ID 


OJ990723 03.0419.C32 




Gene No. 


105045 


Strand 






Start 


1 


End 


1121 




Name 


OJ990723 03.0419.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1121 




GI 


7340868 


Score 


50 




Exons 


1..64, 993. .1121 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa ] 




Seq. No. 


49370 


Seq. ID 


OJ990603_03.0419.C4 




Gene No. 


105046 


Strand 


+ 




Start 


105 


End 


298 




Name 


OJ990603 03.0419.C4.ol.gs 


Method 


GENS CAN 




Start 


105 


End 


298 




GI 


none 


Score 


.46 




Exons 


105.. 298 








Seq. No. 


49371 


Seq. ID 


OJ990603_03.0419.C6 




Gene No. 


105047 


Strand 


+ 




Start 


112 


End 


509 




Name 


OJ990603 03.0419.C6.ol.gs 


Method 


GEN SCAN 




Start 


112 


End 


509 


cn 


GI 


none 


Score 


.75 


r | s 
? ^ 


Exons 


112. .264, 325. .509 








Seq. No. 


49371 


Seq. ID 


OJ990603 03. 0419. C6 




Gene No . 


105048 


Strand 






Start 


28 


End 


888 


ru 


Name 


OJ990603 03.0419.C6.ol.np 


Method 


AAT/NAP 


= 


Start 


28 


End 


888 




GI 


6069646 


Score 


452 


1 


Exons 


28 . .888 






M 


GI Descrip . 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj I BAA90639 


.11 (AP001129) Similar to 


^ =i 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 


f i 




putative non-LTR retroelement reverse 


transcriptase. (AC006248) 


~" 




[Oryza sativa] 








Seq. No. 


49371 


Seq. ID 


OJ990603 03. 0419. C6 




Gene No. 


105048 


Strand 






Start 


28 


End 


888 




Name 


OJ990603 03.0419.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


56 


End 


629 




GI 


none 


Score 


107 




Exons 


56. .241, 278. .493, 290. .493, 


303. .494, 


348. .494, 506. .616, 






507. .629 








Seq. No. 


49371 


Seq. ID 


OJ990603_03.0419.C6 




Gene No. 


105048 


Strand 






Start 


28 


End 


888 




Name 


OJ990603 03.0419.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


302 


End 


494 




GI 


none 


Score 


99 



51041 



Exons 



302. .490, 303. .494, 339. .494 



Seq. No. 49372 

Gene No. 105049 

Start 205 

Name OJ990603_03. 0419. C7 .ol.gs 

Start 205 

GI none 

Exons 205.. 259, 1015.. 1094 

Seq. No. 49373 

Gene No. 105050 

Start 797 

Name OJ990603_03 . 0419 . Cll . ol . gs 

Start 797 

GI none 

Exons 7 97.. 857 



Seq. ID . OJ990603_03.0419.C7 

Strand + 

End 1094 

Method GENSCAN 

End 1094 

Score .63 



Seq. ID OJ990603_03. 0419. Cll 

Strand 

End 857 

Method GENSCAN 

End 857 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49374 

105051 

561 

OJ990603JJ3. 0419. C14. ol.gs 

561 

none 

561. .680 



Seq. ID OJ990603_03.0419.C14 
Strand 

End 680 

Method GENSCAN 

End 680 

Score .81 



49375 
105052 
1 

OJ990603_03.0419.C15.ol.np 
1 

1786142 
1..61, 270. .602, 652. .886 

(AB000455) PEThy;ZPT4-l [Petunia x hybrida] 



Seq. ID OJ990603_03.0419.C15 
Strand + 

938 

AAT/NAP 
886 
135 



End 

Method 

End 

Score 



Seq. No. 


49375 








Seq. ID 


Gene No. 


105052 








Strand 


Start 


1 ■ 








End 


Name 


OJ990603 


03.0419.C15 


.ol 


.gs 


Method 


Start 


141 








End 


GI 


none 








Score 


Exons 


141. .938 










Seq. No. 


49375 








Seq. ID 


Gene No. 


105053 








Strand 


Start 


2358 








End 


Name 


OJ990603 


03.0419.C15 


.ol 


.ts 


Method 


Start 


293 








End 


GI 


none 








Score 


Exons 


293. .433, 


294. .434 








Seq. No. 


49375 








Seq. ID 


Gene No. 


105053 








Strand 


Start 


2358 








End 


Name 


OJ990603 


03.0419.C15 


.o2 


.gs 


Method 


Start 


2358 








End 


GI 


none 








Score 



+ 

938 

GENSCAN 

938 

.78 



2428 

TBLASTX : Soybean 

434 

192 



2428 
GENSCAN 
2428 
.75 



51042 



Exons 



2358. .2428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49376 Seq. ID 

105054 Strand 

484 End 
OJ990603_03 . 04 19 . C21 . ol . gs Method 

484 End 

none Score 

484. .541, 669. .812, 829. .1115 



49377 

105055 

448 

OJ990603_03.0419.C23.ol.gs 

448 

none 

448. .610, 879. .987 

49378 

105056 

343 

OJ990603_03.0419.C25.ol.gs 

343 

none 

343. .579 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990603_03.0419.C21 
+ 

1115 
GEN SCAN 
1115 
.77 



OJ990603_03.0419.C23 
+ 

987 

GENSCAN 

987 

.9 



OJ990603_03.0419.C25 
+ 

579 

GENSCAN 

579 

.96 



Seq. No. 49379 Seq. ID 

Gene No. 105057 Strand 

Start 160 End 

Name OJ990603_03 . 04 19 . C27 . ol . gs Method 

Start 160 End 

GI none Score 

Exons 160.. 291 



OJ990603_03.0419.C27 
+ 

291 

GENSCAN 

291 

.82 



Seq. No. 49380 Seq. ID 

Gene No. 105058 Strand 

Start 112 End 

Name OJ990603_03 . 04 19 . C28 . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 189, 290.. 301 



OJ990603_03.0419.C28 
+ 

301 

GENSCAN 

301 

.87 



Seq. No. 49381 Seq. ID 

Gene No. 105059 Strand 

Start 591 End 

Name OJ990603_03 .0419. C30 . ol . gs Method 

Start 591 End 

GI none Score 

Exons 591.. 1361 



OJ990603_03.0419.C30 

1430 
GENSCAN 
1361 
.67 



Seq. No. 49381 Seq. ID 

Gene No. 105059 Strand 

Start 591 End 

Name OJ990603_03 .0419. C30 . ol . np Method 

Start 594 End 

GI 7228457 Score 

Exons 594.. 1430 



OJ990603_03.0419.C30 

1430 
AAT/NAP 
1430 
1393 



51043 



GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 49381 Seq. ID 

Gene No. 105059 Strand 

Start 591 End 

Name OJ990603_03 . 0419 . C30 . ol .tw Method 

Start 1005 End 

GI none Score 
Exons 



OJ990603_03.0419.C30 
1430 

TBLASTX: Wheat 

1370 

92 



1005. .1271, 1011. .1370, 1240. .1368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49382 Seq. ID 

105060 Strand 

8 61 End 
OJ990603_03.0419.C32.ol.tm Method 

735 End 

none Score 

735. .914, 736. .915 



OJ990603_03.0419.C32 
+ 

981 

TBLASTX: Maize 

915 

208 



49382 Seq. ID 

105060 , Strand 
8 61 End 
OJ990603_03.0419.C32.ol.np Method 
861 End 
7485509 Score 
861. .981 

hypothetical protein F15B8.40 - Arabidopsis thaliana 
gi|4678270|emb|CAB41178.1| (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



OJ990603_03.0419.C32 
+ 

981 

AAT/NAP 
981 
109 



49383 Seq. ID 

105061 Strand 

1 End 

OJ990603_03.0419.C33.ol .np Method 

1 End 

4895241 Score 
1..85, 284. .570 

(AC007659) putative beta-expansin [Arabidopsis thaliana] 



OJ990603_03. 0419.C33 
+ 

576 

AAT/NAP 
570 
197 



49383 Seq. ID 

105061 Strand 

1 End 
OJ990603_03.0419.C33.ol.gs Method 

322 End 

none Score 
322. .576 



OJ990603_03.0419.C33 
+ 

576 . 
GEN SCAN 
576 
.94 



Seq. No. 49383 

Gene No. 105062 

Start 4 98 

Name OJ990603_03 . 0419 . C33 . ol . 

Start 304 

GI none 

Exons 304.. 390, 390.. 434, 391. 

454. .573, 676. .711, 677, 



tm 



,438, 
,712, 



Seq. ID OJ990603_03.0419.C33 
Strand 
End 

Method 
End 
Score 

438. .551, 438. .569, 439. .570, 



1007 

TBLASTX: Maize 

784 

130 

438. .569, 439. 



677. .712, 678. .713, 752. .784 



51044 




Seq. No. 


49383 






Seq. ID 


OJ990603_03.0419. 


C33 


Gene No. 


105062 






Strand 






Start 


498 






End 


1007 




Name 


OJ990603 03.0419.C33 


.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


304 ~ 






End 


576 




GI 


none 






Score 


76 




Exons 


304. .390, 391. .441, 


391. 


. 447, 


430. .576, 


453. . 563 




Seq. No. 


49383 






Seq. ID 


OJ990603_03.0419. 


C33 


Gene No. 


105062 . 






Strand 






Start 


498 






End 


1007 




Name 


OJ990603 03.0419.C33 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


304 ~~ 






End 


573 




GI 


none 






Score 


83 




Exons 


304. .381, 391. .444, 


481. 


.573 








Seq. No. 


49383 






Seq. ID 


OJ990603_03. 0419. 


C33 


Gene No . 


105062 






Strand 






Start 


498 






End 


1007 




Name 


OJ990603 03.0419.C33 


.ol. 


gp 


Method 


AAT/GAP 




Start 


498 






End 


1007 




GI 


36084 1.R1084 






Score 


960 




Exons 


498. .1007 












GI Descrip. 


, 5670155/gb|AF161269 


. 1|AF161269 2.0e-35 Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence* 




Seq. No. 


49384 






Seq. ID 


OJ990603_03.0419. 




Gene No. 


105063 






Strand 


+ 




Start 


207 






End 


671 




Name 


OJ990603 03.0419.C38 


.ol. 


gs 


Method 


GENSCAN 




Start 


207 






End 


671 




GI 


none 






Score 


.79 




Exons 


207. .468, 530. .671 












Seq. No. 


49385 






Seq. ID 


OJ990603_03.0419. 


C43 


Gene No. 


105064 






Strand 


+ 




Start 


242 






End 


350 




Name 


OJ990603 03.0419.C43 


.ol. 


gs 


Method 


GENSCAN 




Start 


242 






End 


350 




GI 


none 






Score 


.83 




Exons 


242. .350 












Seq. No. 


49386 






Seq. ID 


OJ990603JD3.0419. 


C44 


Gene No. 


105065 






Strand 


+ 




Start 


42 






End 


482 




Name 


OJ990603 03.0419.C44 


.ol. 


gs 


Method 


GENSCAN 




Start 


42 






End 


482 




GI 


none 






Score 


.99 




Exon *5 


42. .482 












Sea No 


49386 






Seq. ID 


OJ990603_03.0419. 


C44 


Gene No. 


105065 






Strand 


+ 




Start 


42 






End 


482 




Name 


OJ990603 03.0419.C44 


.ol. 


np 


Method 


AAT/NAP 




Start 


134 






End 


473 




GI 


1076486 






Score 


286 




Exons 


134. .473 













51045 




GI Descrip. ciml protein - soybean gi 1555616 (U03860) cytokinin induced 
message [Glycine max] 



Seq. No. 


49386 




Seq. ID 


OJ990603 03.0419 


.C44 


Ganp NO 


105066 




Strand 






Start 


1006 




End 


1295 




Name 


OJ990603 03 . 0419 .C44 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


122 ~ 




End 


467 




GI 


none 




Score 


59 




Exons 


122.. 190, 132.. 263, 132 


. .242, 


291. .467, 


293. .466, 330.. 


467 


Seq. No. 


49386 




Seq. ID 


OJ990603 03.0419 


.C44 


Cpnp No 


105066 




Strand 






Start 


1006 




End 


1295 




Name 


OJ990603 03. 0419.C44 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


132 ~~ 




End 


4 67 




GI 


none 




Score 


135 




Exons 


132. .263, 287. .466, 291 


. .341, 


378. .467 






Sea No 


49386 




Seq. ID 


OJ990603 03.0419 


.C4 4 


npnp No 


105066 

J- \J -J V/ V w 




Strand 






Start 


1006 




End 


1295 




Name 


OJ990603 03.0419.C44.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


132 ~~ 




End 


481 






none 




Score 


117 




Exons 


132. .263, 132. .239, 291 


. .338, 


351. .479, 


359. .481 




Spa No 


49386 




Seq. ID 


OJ990603 03.0419 


.C44 




105066 

_i_ w ^ vy w w 




Strand 






Start 


1006 




End 


1295 




Name 


OJ990603 03 0419 C44 o2 


as 


Method 


GENS CAN 




Start 


1006 ~~ 




End 


1295 




GI 


none 




Score 


.41 




Exons 


1006. .1295 










Sea No 


49387 




Seq. ID 


OJ990603 03.0419 


.C45 


Gene No . 


105067 




Strand 


+ 




Start 


201 




End 


1921 




Name 


OJ990603 03.0419.C45.ol 


.gs 


Method 


GENSCAN 




Start 


201 




End 


1921 




GI 


none 




Score 


.68 




Exons 


201. .354, 1086. .1229, 1788. .1921 






Sea No 


49388 




Seq. ID 


OJ990603 03.0419 


.C47 


UC11C INU • 


105068 




Strand 






Start 


10 




End 


1051 




Name 


OJ990603 03.0419.C47.ol 


.gs 


Method 


GENSCAN 






10 




End 


1051 




GI 


none 




Score 


.74 




Exons 


10.. 336, 379.. 598, 1002 


. .1051 








Seq. No. 


49389 




Seq. ID 


OJ990603_03.0419 


.C48 


Gene No. 


105069 




Strand 






Start 


1 




End 


1730 




Name 


OJ990603 03.0419.C48.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1730 




GI 


6466937 




Score 


1261 





51046 



£3 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .1730 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



% Seq. No. 
"]ff Gene No. 
I J Start 
1 3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49389 

105069 

1 

OJ990603_03.0419.C4 8;o2.ts 
5 

none 

5. .304, 15. .191 

49389 

105069 

1 

OJ990603_03.0419.C4 8.o3.tm 
50 

none 

50. .349, 51. .350 

49389 

105069 

1 

OJ990603_03.0419.C4 8.ol.tw 

161 

none 

161. .556, 162. .455 

49389 
105069 
1 

OJ990603_03.0419.C48.o4.tm 
353 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990603_03.0419.C48 
1730 

TBLASTX: Soybean 

304 

124 



OJ990603_03.0419.C48 
1730 

TBLASTX: Maize 

350 

232 



OJ990603_03.0419.C48 
1730 

TBLASTX: Wheat 

556 

151 



OJ990603_03.0419.C48 
1730 

TBLASTX: Maize 
754 
55 

353. .565, 363. .461, 545. .754, 591. .749, 605. .754 

OJ990603 03.0419.C48 



Seq. ID 

Strand 

End 

Method 

End 

Score 



49389 
105069 
1 

OJ990603_03.0419.C48.o3.ts 
752 
none 

752. .997, 788. .955, 798. .962 

49389 
105069 
1 

OJ990603_03.0419.C4 8.ol.tm 
755 
none 

755. .1276, 756. .1115, 976. .1287, 1203. .1274 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1730 

TBLASTX : Soybean 
997 
63 



OJ990603_03.0419.C48 
1730 

TBLASTX: Maize 
1287 
280 



49389 

105069 

1 

OJ990603_03.0419.C4 8.o3.tw 
905 



Seq. ID OJ990603_03.0419.C48 
Strand 

End 1730 

Method TBLASTX : Wheat 

End 1306 



51047 



GI 

Exons 



none 

905.. 1306, 939.. 1277 



Score 



Seq. No. 49389 Seq. ID 

Gene No. 105069 Strand 

Start 1 End 

Name OJ990603JD3 . 0419 . C48 . ol . ts Method 

Start 1019 End 

GI none Score 

Exons 1019.. 1348 



101 



OJ990603_03.0419.C48 
1730 

TBLASTX: Soybean 

1348 

271 



Seq. No. 49389 Seq. ID 

Gene No. 105069 Strand 

Start 1 End 

Name OJ990603_03 . 0419 . C4 8 . o2 . tm Method 

Start 1301 End 

GI none Score 

Exons 1301.. 1354, 1370.. 1726, 1374.. 1727 

Seq. No. 49389 Seq. ID 

Gene No. 105069 Strand 

Start 1 End 

Name OJ990603_03 . 04 19 . C4 8 . o2 . tw Method 

3 Start 1383 End 

I GI none Score 

i Exons 1383.. 1727, 1391.. 1726 

U Seq. No. 49390 Seq. ID 

3 Gene No. 105070 Strand 

?z Start 641 End 

5 Name OJ990603_03 . 0419 . C53 . ol . gs Method 

f. Start 641 End 

GI none Score 

Exons 641.. 772 



OJ990603_03.0419.C48 
1730 

TBLASTX: Maize 

1727 

196 



OJ990603_03.0419.C48 
1730 

TBLASTX: Wheat 

1727 

172 



OJ990603_03.0419.C53 
+ 

772 

GENSCAN 

772 

.75 



j Seq. No. 

2 Gene No. 
I Start 

£ Name 

3 Start 

3 gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49391 Seq. ID 

105071 Strand 

800 End 
OJ990603_03 . 04 19 . C58 . ol . gs Method 

800 End 

none Score 

800. .876, 1125. .1207, 1953. .2011 



OJ990603_03.0419.C58 

2011 
GENSCAN 
2011 
.57 



49392 Seq. ID 

105072 Strand 

1435 End 
OJ990603_03 . 0419 . C61 . ol . np Method 

1435 End 

6721547 Score 
1435. .1524 

(AP001073) Similar to Oryza sativa gene for Pib 



OJ990603_03.0419.C61 
+ 

1524 
AAT/NAP 
1524 
98 



49393 Seq. ID 

105073 Strand 

1 End 

OJ990603_03.0419.C63.ol.np Method 

1 End 



(AB013448) 

OJ990603_03.0419.C63 

1042 

AAT/NAP 

1042 



51048 




GI 7228457 Score 1488 

Exons 1..249, 372.. 1042 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


49393 




Seq. ID 


OJ990603_03.0419 


.C63 


Gene No . 


105073 




Strand 






Start 


1 




End 


1042 




Name 


OJ990603 03.0419.C63. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


178 




End 


549 




GI 


none 




Score 


90 




Exons 


178. .549, 389. .532 










Seq. No. 


49393 




Seq. ID 


OJ990603_03.0419 


.C63 


Gene No. 


105073 




Strand 






Start 


1 




End 


1042 




Name 


OJ990603 03.0419.C63. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


208 




End 


628 




GI 


none 




Score 


310 




Exons 


208. . 627, 215. . 628 










Seq. No. 


49393 




Seq. ID 


OJ990603_03.0419 


,C63 


Gene No . 


105073 




Strand 






Start 


1 




End 


1042 




Name 


OJ990603 03.0419.C63. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


301 




End 


645 




GI 


none 




Score 


194 




Exons 


301. . 645, 320. . 634 










Seq. No. 


49393 




Seq. ID 


OJ990603JD3.0419 


.C63 


Gene No . 


105073 




Strand 






Start 


1 




End 


1042 




Name 


OJ990603 03.0419.C63. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


711 




End 


1032 




GI 


none 




Score 


64 




Exons 


711. .827, 711. .1031, 


721. . 


L032 






Seq. No. 


49393 




Seq. ID 


OJ990603 03.0419 


.C63 


Gene No . 


105073 




Strand 






Start 


1 




End 


1042 




Name 


OJ990603 03.0419.C63. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


735 




End 


1042 




GI 


none 




Score 


152 




Exons 


735. .1037, 741. .1001, 


742. 


.1041, 755.. 


1042 




Seq. No. 


49394 




Seq. ID 


OJ990603_03.0419 


.C64 


Gene No. 


105074 




Strand 






Start 


1 




End 


2511 




Name 


OJ990603 03.0419.C64. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


2511 




GI 


7228457 




Score 


2042 





Exons 1..62, 1013. .2076, 2138. .2511 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



51049 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49394 

105074 

1 

OJ990603_03.0419.C64.ol.gs 

290 

none 



Seq. ID OJ990603_03.0419.C64 
Strand 

End 2511 

Method GENSCAN 

End 2472 

Score . 67 



290. .361, 683. .752, 1030. .1577, 1702. .2472 



49394 

105074 

1 

OJ990603_03.0419.C64.ol.tw 

1525 

none 



Seq. ID OJ990603_03.0419.O64 
Strand 

End 2511 

Method TBLASTX : Wheat 

End 1857 

Score 90 



1525. .1722, 1544. .1738, 1705. .1800, 1706. .1798, 1810. .1857 



Seq. No. 49394 

Gene No. 105074 

Start 1 

Name OJ990603_03.0419.C64 .ol.tm 

Start 1567 

GI none 

Exons 1567.. 1815, 1568.. 1852 



Seq. ID OJ990603_03. 0419.C64 
Strand 

End 2511 

Method TBLASTX: Maize 

End 1852 

Score 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49395 
105075 
339 

OJ990603_03.0419.C74.ol.gp 

339 

5455384 
339. .520 

3169171/gb|AAC17814.1| 9.0e-31 (AC004401) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 



Seq. ID OJ990603_03.0419.C74 
Strand + 

520 

AAT/GAP 
520 
239 



End 

Method 

End 

Score 



49395 

105076 

1223 

OJ990603_03.0419.C74.ol.gs 

1223 

none 

1223. .1292 



Seq. ID OJ990603_03.0419.C74 

Strand + 

End 1292 

Method GENSCAN 

End 1292 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



49395 
105077 
1 

OJ990603_03.0419.C74.ol.np 
1 

6721547 
1..44, 775. .859 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990603_03.0419.C74 
Strand 

859 

AAT/NAP 
859 
83 



End 

Method 

End 

Score 



49395 

105078" 

3048 

OJ990603_03.0419.C74.o2.gp 



Seq. ID OJ990603_03.0419.C74 
Strand 

End 3236 

Method AAT/GAP 



51050 



Start 3048 End 3236 

GI 2798151 Score 164 

Exons 3048.. 3125, 3168.. 3236 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


49396 


Seq. ID 


OJ990603 


Gene No. 


105079 


Strand 


+ 


Start 


196 


End 


417 


Name 


OJ990603 03.0419.C75.ol.gs 


Method 


GEN SCAN 


Start 


196 


End 


417 


GI 


none 


Score 


.76 


Exons 


196. .417 






Seq. No. 


49397 


Seq. ID 


OJ990323_ 


Gene No. 


105080 


Strand 




Start 


1 


End 


690 


Name 


OJ990323 01.0420.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


690 


GI 


3860274 


Score 


115 


Exons 


1..27, 185. .269, 423. .690 






GI Descrip. 


(AC005824) unknown protein 


[Arabidopsis 


; thaliana 



fg Seq. No. 

. 2 Gene No. 

}% Start 

:;i Name 

Start 

C3 GI 

!i! Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49397 
105080 
1 

OJ990323_01.0420.Cl.ol.gs 
50 

none 

50. .79, 242. .655 

49398 
105081 
1 

OJ990323_01 . 0420 . C2 . ol . np 
1 

4006864 

1..108, 1167. .1607, 1860. .2343, 2872. .2989 

(Z99707) nucleoporin-like protein [Arabidopsis thaliana] 



Seq. ID OJ990323_01-.0420.C1 
Strand 

End 690 

Method GEN SCAN 

End 655 

Score .69 



Seq. ID OJ990323_01.0420.C2 

Strand + 

End 2989 

Method AAT/NAP 

End 2989 

Score 630 



3 Seq. No. 


49398 








Seq. ID 


OJ990323_01.0420.C2 


Gene No. 


105081 








Strand 


+ 


Start 


1 








End 


2989 


Name 


OJ990323 01. 


,0420. 


,C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1164 








End 


1437 


GI 


none 








Score 


203 


Exons 


1164. .1304, 


1165, 


. .1353, 


1165. 


.1302, 1166.. 1303, 1236.. 1304, 




1318. .1353, 


1392, 


. .1436, 


1394. 


.1435, 1395.. 1436, 1396.. 1437 


Seq. No. 


49398 








Seq. ID 


OJ990323_01.0420.C2 


Gene No. 


105081 








Strand 


+ 


Start 


1 








End 


2989 


Name 


OJ990323 01, 


,0420, 


,C2.ol. 


gs 


Method 


GENSCAN 


Start 


1188 








End 


2903 


GI 


none 








Score 


.69 


Exons 


1188. .1607, 


1860. 


. .2364, 


2863. 


.2903 





51051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990323_01.0420.C2 
Strand 
End 

Method 
End 
Score 

1502. .1609, 1503. .1619, 1849. .2142, 1852. .1947, 1854. .2078, 
1859.. 2239, 2196.. 2237 



49398 

105081 

1 

OJ990323_01 . 0420 . C2 . ol . tm 

1502 

none 



+ 

298.9 

TBLASTX: Maize 

2239 

162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49398 

105081 

1 

OJ990323_01.0420.C2.ol.ts 

1529 

none 

1529. .1609, 1536.. 1610, 1854, 



Seq. ID OJ990323_01.0420.C2 

Strand + 

End 2989 

Method TBLASTX : Soybean 

End 2327 

Score 95 

.2051, 1858.. 2052, 1859.. 2053, 



1860. .2087, 2069. .2185, 2109. .2186, 2249. .2326, 2250. .2327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49399 

105082 

79 

OJ990323_01.0420.C4.ol.gs 
79 

none 



Seq. ID OJ990323_01.0420.C4 



Strand 
End 

Method 

End 

Score 



+ 

3556 
GEN SCAN 
3343 
.74 



79. .242, 1317. .1855, 1991. .2110, 2241. .2350, 2440. .2508, 
2600. .2668, 2784. .2870, 3246. .3343 



^ Seq. No. 

Q Gene No. 

id Start 

■^2 Name 

?7s Start 

l f GI 

5 Exons 

S3 



49399 
105082 
79 

OJ990323_01.0420.C4.ol.ts 
1506 



Seq. ID OJ990323_01.0420.C4 
Strand + 

3556 

TBLASTX : Soybean 
3509 
89 



End 

Method 
End 

none Score 
1506. .1598, 1525. .1611, 1958. .2017, 2183. .2353, 2212. .2367, 
2437. .2508, 2594. .2671, 2784. .2873, 3276. .3344, 3277. .3345, 
3277. .3342, 3426. .3509, 3426. .3491, 3434. .3508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49399 

105082 

79 

OJ990323_01.0420.C4.ol.np 

1933 

1946373 

1933.. 2014, 2105.. 2350, 2440. 
3276.. 3343, 3434.. 3556 



Seq. ID OJ990323_01.0420.C4 

Strand + 

End 3556 

Method AAT/NAP 

End 3556 

Score 565 
.2506, 2589.. 2668, 2784.. 2870, 



GI Descrip. (U93215) putative signal peptidase I [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49399 

105082 

79 

OJ990323 
1958 
none 
1958 
2093 
2439 
2606 



01.0420.C4.ol.tm 



.2026, 
.2350, 
.2510, 
.2671, 



1959. 
2096. 
2592. 
2784. 



.2036, 
.2362, 
.2669, 
.2873, 



1960. 
2209. 
2593. 
2784. 



Seq. ID OJ990323_01.0420.C4 

Strand + 

End 3556 

Method TBLASTX : Maize 

End 3521 

Score 112 

.2034, 2079. .2117, 2080. .2154, 
.2352, 2437. .2511, 2437. .2508, 
.2670, 2594.. 2671, 2598.-2693, 
.2870, 3272.. 3337, 3274.. 3342, 



51052 





3276. .3344, 


3276 


. . 3344, 


3277. 


.3348, 3426.. 3521, 


3434 . .3520 


Seq. No. 


49399 








Seq. ID 


OJ990323 


_01. 0420.C4 


Gene No . 


105082 








Strand 


+ 




Start 


79 








End 


3556 




Name 


OJ990323 01. 


0420 


C4 .ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


2186 








End 


3531 




GI 


none 








Score 


194 




Exons 


2186. .2353, 


2209 


.2352, 


2437. 


.2505, 2439.. 2513, 


2600. .2671, 




2784. .2870, 


3276 


.3344, 


3279. 


.3344, 3426. .3527, 


3427. .3531, 




3434. .3514 














Seq. No. 


49399 








Seq. ID 


OJ990323 


_01.0420.C4 


Gene No. 


105082 








Strand 


+ 




Start 


79 








End 


3556 




Name 


OJ990323 01. 


0420 


C4 .ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2814 








End 


3526 




GI 


none 








Score 


90 




Exons 


2814. .2873, 


2814 


.2864, 


3274. 


.3342, 3275.-3343, 


3276. .3344, 




3277. .3345, 


3426 


.3515, 


3427. 


.3519, 3434.. 3526, 


3434 . .3514 


Seq. No. 


49400 








Seq. ID 


OJ990323 


_01.0420.C5 


Gene No. 


105083 








Strand 


+ 




Start 


697 








End 


1065 




Name 


OJ990323 01. 


0420 


C5 . ol . 


as 


Method 


GEN SCAN 




Start 


697 








End 


1065 




GI 


none 








Score 


.63 




Exons 


697. . 1065 














Seq. No. 


49400 








Seq. ID 


OJ990323 


_01.0420.C5 


Gene No. 


105084 








Strand 


+ 




Start 


1937 








End 


3395 




Name 


OJ990323 01. 


0420 


C5.ol. 




Method 


AAT/GAP 




Start 


1937 








End 


2253 




GI 


4878212 








Score 


522 




Exons 


1937. .2253 














Seq. No. 


49400 








Seq. ID 


OJ990323 


_01.0420.C5 


Gene No. 


105084 








Strand 


+ 




Start 


1937 








End 


3395 




Name 


OJ990323 01. 


0420. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


2020 








End 


3395 




GI 


2467253 








Score 


175 




Exons 


2020. .2209, 


2303. 


.2538, 


2649. 


.2867, 3021. .3104, 


3190. .3395 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



(Y14972) 
(Y17502) 

49400 
105084 
1937 

OJ990323_01.0420.C5.o2.gs 
2020 
none 

2020. .2229, 2311. .2538, 2649. .2867, 3015. .3104, 3190. .3372 

49400 
105085 



annexin [Nicotiana tabacum] gi | 3219616 | emb | CAA76769 | 
p32 . 1 annexin [Nicotiana tabacum] 

Seq. ID OJ990323_01.0420.C5 

Strand + 

End 3395 

Method GENS CAN 

End 3372 

Score .74 



Seq. ID 
Strand 



OJ990323 01. 0420. C5 



51053 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3696 End 

OJ990323_01.0420.C5.ol. ts Method 

2107 End 

none Score 



4148 

TBLASTX: Soybean 

2777 

64 



2107. .2199, 2317. .2391, 2401. .2523, 2643. .2777 



49400 

105085 

3696 

OJ990323_01-0420.C5.ol.tm 

3651 

none 



Seq. ID OJ990323_01.0420.C5 
Strand 
End 

Method 
End 
Score 



4148 

TBLASTX: Maize 

4148 

125 



3651. .3845, 3697. .3840, 3938. .4018, 4080. .4148 



49400 

105085 

3696 

OJ990323_01.0420.C5.o2.ts 

3672 

none 



Seq. ID OJ990323_01.0420.C5 



Strand 
End 

Method 

End 

Score 



4148 

TBLASTX: Soybean 

4148 

108 



3672. .3839, 3673. .3840, 3938. .4018, 4080. .4148 



49400 

105085 

3696 

OJ990323_01.0420.C5.ol.tc 

3693 

none 



Seq. ID OJ990323_01.0420.C5 
Strand 
End 

Method 
End 
Score 



4148 

TBLASTX: Cress 

4148 

134 



3693. .3839, 3697. .3840, 3938. .4018, 4098. .4148 



49400 Seq. ID 

105085 Strand 

3696 End 

OJ.990323JD1 . 0420 . C5 . o2 .np Method 

3696 End 

6630552 Score 



OJ990323JD1 .0420.C5 

4148 
AAT/NAP 
4148 
173 



3696. .3837, 3939. .4015, 4098. .4148 

(AC011708) putative membrane protein [Arabidopsis thaliana] 

Seq. ID OJ990323_01.0420.C6 



49401 

105086 Strand 
1 End 
OJ990323_01 . 0420 . C6 . ol . np Method 
1 End 
6069646 Score 
1. .745 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90 63 9 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



+ 

745 

AAT/NAP 
745 
420 

transcriptase 
.11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 49401 Seq. ID 

Gene No. 1-0508 6 . Strand 

Start 1 End 

Name OJ990323_01 . 0420 . C6 . o2 . tm Method 

Start 50 End 



OJ990323_01.0420.C6 
+ 

745 

TBLASTX: Maize 
391 



51054 



4 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

]f Exons 

fy Seq. No. 

f2 Gene No. 

r : 1 Start 

Name 

^3 Start 

fU GI 

s Exons 

J" 3 GI Descrip. 

?~ Seq. No. 
Q Gene No. 
p Start 
?4 Name 
%B * Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

50. .112, 116. .241, 266. .391 

49401 

105086 

1 

OJ990323_01.0420.C6.ol.tm 

409 

none 



Score 



48 



Seq. ID OJ990323_01.0420.C6 

Strand + 

End 745 

Method TBLASTX : Mai ze 

End 745 

Score 91 



409. .531, 422. .532, 544. .690, 544. .735, 545. .745 



49401 

105086 

1 

OJ990323_01.0420.C6.ol.tw 

476 

none 



Seq. ID OJ990323_01.0420.C6 

Strand + 

End 745 

Method TBLASTX : Wheat 

End 736 

Score 37 



476. .523, 525. .563, 544. .699, 544. .735, 548. .736 



49402 

105087 

505 

OJ990323_01.0420.C9.ol.gs 

505 

none 



Seq. ID OJ990323_01.0420.C9 

Strand + 

End 1210 

Method GEN SCAN 

End' 1210 

Score .87 



505. .741, 914. .1013, 1094. .1210 



49403 

105088 

1 

OJ990323_01. 0420. C10. ol.np 
1 

4138265 



Seq. ID OJ990323_01. 0420. C10 

Strand + 

End 2048 

Method AAT/NAP 

End 2048 

Score 880 



1..221, 638. .701, 1122. .1194, 1328. .1448, 1524. .1611, 
1710. .1835, 1931. .2048 

(AJ006228) Avr9 elicitor response protein [Nicotiana tabacum] 



49403 

105088 

1 

OJ990323_01. 0420. C10. ol.gs 
65 

none 



Seq. ID OJ990323_01. 0420. C10 

Strand + 

End 2048 

Method GENSCAN 

End 2040 

Score .87 



65. .221, 638. .701, 1710. .1835, 1931. .2040 



49403 

105088 

1 

OJ990323_01. 0420. C10. ol.tm 

131 

none 



Seq. ID OJ990323_01. 0420. C10 

Strand + 

End 2048 

Method TBLASTX : Mai ze 

End 2039 

Score 105 



131. .223, 1328. .1450, 1328. .1450, 1522. .1605, 1523. .1606, 
1558. .1611, 1717. .1836, 1719. .1835, 1930. .2028, 1934. .2038, 
1941. .2039 



Seq. No. 
Gene No. 



49403 
105088 



Seq. ID OJ990323_01. 0420. C10 
Strand + 



51055 



Start 
Name 
Start 
GI 

Exons 



1 End 2048 

OJ990323J31. 0420. CIO. ol.ts Method TBLASTX : Soybean 
143 End 2039 

none Score 136 

143. .223, 143. .232, 1117. .1194, 1327. .1398, 1328. .1456, 
1331. .1450, 1522. .1602, 1523. .1612, 1529. .1615, 1680. .1835, 
1698. .1832, 1708. .1836, 1712. .1861, 1931. .2038, 1936. .2031, 
1941. .2039 



Seq. No. ... 49403 

Gene No. 105088 

Start 1 

Name OJ990323_01. 0420. C10. ol.tc 

Start 1311 

GI none 
Exons 



Seq. ID OJ990323_01.0420.C10 

Strand + 

End 2048 

Method TBLASTX : Cress 

End 1838 

Score 72 



1311. .1439, 1326. .1412, 1327. .1443, 1328. .1456, 1328. .1438, 
1541. .1630, 1558. .1605, 1708. .1833, 1713. .1838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49404 Seq. ID 

105089 Strand 

1 End 

OJ990323_01.0420.Cll.ol.np Method 

1 End 

5902444 Score 
1..44, 1578. .1804 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990323_01.0420.C11 
+ 

1804 
AAT/NAP 
1804 
209 



49404 Seq. ID 

105089 Strand 

1 End 
OJ990323_01.0420.Cll.ol.gs Method 

199 End 

none Score 
199. .340 



OJ990323_01.0420.C11 
+ 

1804 
GEN SCAN 
340 
.52 



Seq. No. 49404 Seq. ID 

Gene No. 105090 Strand 

Start 1542 End ■ 

Name OJ990323_01 . 0420 . Cll . o2 . gs Method 

Start 1542 End 

GI none Score 

Exons 1542.. 1666 



OJ990323_01. 0420. Cll 

1666 
GEN SCAN 
1666 
.95 



Seq. No. 49404 

Gene No. 105091 

Start 1578 

Name OJ990323_01 . 0420 .Cll . ol . tw 

Start 1578 

GI none 

Exons 1578.. 1802, 1580.. 1687 

Seq. No. 49405 

Gene No. 105092 

Start 291 

Name OJ990323_01 . 0420 . C12 . ol . gs 

Start 291 

GI none 



Seq. ID OJ990323_01. 0420. Cll 
Strand 

End 1802 

Method TBLASTX : Wheat 

End 1802 

Score 177 



Seq. ID OJ990323_01.0420.C12 

Strand + 

End 2 67 0 

Method GEN SCAN 

End 2635 

Score .87 



51056 




Exons 


291. .419, 1054.. 


1303, 1341.. 


1638, 1738 


..1845, 2044. .2635 


Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1008 








End 


1456 


GI 


none 








Score 


139 


Exons 


1008. . 1175, 


1009 


. . 1140, 


1120 


..1455, 1150. .1374, 1154. .1456 


Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1063 








End 


2670 


GI 


5902445 








Score 


1665 


Exons 


1063. .2670 












GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1166 








End 


1486 


GI 


none 








Score 


381 


Exons 


1166. .I486, 


1184 


. .1435, 


1192 


. . 1464 




Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1514 








End 


1897 


GI 


none 








Score 


311 


Exons 


1514 . .1897, 


1618 


. .1896 








Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.o2 


tw 


Method 


TBLASTX: Wheat 


Start 


1571 








End 


1990 


GI 


none 








Score 


447 


Exons 


1571. .1990, 


1581 


. .1727, 


1618 


. .1953 




Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1655 








End 


2050 


GI 


none 








Score 


294 


Exons 


1655. .2050, 


1657 


. .1809 








Seq. No. 


49405 








Seq. ID 


OJ990323_01.0420.C12 


Gene No. 


105092 








Strand 


+ 


Start 


291 








End 


2670 


Name 


OJ990323 01 


.0420 


.C12.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


2140 








End 


2548 


GI 


none 








Score 


208 



51057 



Exons 2140. .2367, 2141. .2365, 2245. .2367, 2375. .2548 



Seq. No. 


49406 




Seq. ID 


OJ990323 


_01 


0420 


.C14 


Gene No. 


105093 




Strand 


+ 








Start 


804 




End 


1765 








Name 


OJ990323 


01.0420.C14.ol.gs 


Method 


GENSCAN 








Start 


804 




End 


1765 








GI 


none 




Score 


.42 








Exons 


804. .871, 


1062.. 1322, 1648. 


.1765 










Seq. No. 


49407 




Seq. ID 


OJ990323 


_01 


0420 


.C15 


Gene No. 


105094 




Strand 










Start 


783 




End 


1039 








Name 


OJ990323 


01.0420.C15.ol.np 


Method 


AAT/NAP 








Start 


450 




End 


989 








GI 


7523517 




Score 


319 








Exons 


450. .546, 


691. .989 












GI Descrip. 


(AP001633 


) hypothetical protein [Oryza 


sativa] 









Seq. No. 49407 Seq. ID 

Gene No. 105094 Strand 

Start 783 End 

Name OJ990323_01 . 0420 . C15 . ol . gs Method 

Start 783 End 

GI none Score 

Exons 783.. 1039 



OJ990323_01.0420.C15 

1039 
GENSCAN 
1039 
.66 



1:1 



LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990323_01.0420.C16 
+ 

3050 
AAT/NAP 
2162 
1146 



49408 Seq. ID 

105095 Strand 
1 End 
OJ99032 3_01 . 0420 . CI 6 . o2 . np Method 
1 End 
6721561 Score 
1..70, 1003. .1193, 1264. .1323, 1397. .2162 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68150861 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49408 * Seq. ID 

105095 Strand 

I End 
OJ990323_01.0420.C16.ol.gs Method 

II End 
none Score 



OJ990323_01.0420.C16 
+ 

3050 
GENSCAN 
3050 
.52 



11. .110, 267. .300, 444. .643, 810. .934, 1002. .1193, 1568. .2031, 
2281. .2426, 2534. .2904, 2913. .3050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49408 
105095 
1 

OJ990323_01.0420.C16.ol.np 
11 

6721558 

11. .110, 810. .934, 1448. .1657 

(AP001073) hypothetical protein [Oryza sativa] 



Seq. ID OJ990323_01.0420.C16 

Strand + 

End 3050 

Method AAT/NAP 

End 1657 

Score 278 



51058 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



49409 Seq. ID 

105096 Strand 
382 End 
OJ990323_01.0420.C17.ol.np Method 
382 End 
7487145 Score 
382. .496, 565. .1295 

hypothetical protein T18E12.13 - Arabidopsis thaliana 
gi|3548810|gb|AAC34482.1| (AC005313) putative chloroplast 
nucleoid DNA-binding protein [Arabidopsis thaliana] 



OJ990323_01.0420.C17 
+ 

1295 
AAT/NAP 
1295 
335 



49409 Seq. ID 

105096 Strand 

382 End 
OJ990323_01.0420.C17.ol.gs Method 

4 96 End 

none Score 
496. .1280 



OJ990323_01.0420.C17 
+ 

1295 
GENSCAN 
1280 
.57 



Seq. No. 
^ Gene No. 
^ Start 
%4 Name 
CfS Start 

Exons 

v, t Seq. No. 
\J Gene No. 
fLJ Start 

Name 

Start 

"~ 4 Exons 

%J Seq. No. 
f=i Gene No. 
}Z z Start 
h ~ Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49409 

105096 

382 

OJ990323_01.0420.C17.ol.ts 

772 

none 



Seq. ID OJ990323_01.0420.C17 

Strand + 

End 1295 

Method TBLASTX : Soybean 

End 1295 

Score 206 



772. .969, 774. .953, 1003. .1146, 1158. .1295, 1159. .1287 



49409 

105096 

382 

OJ990323_01.0420.C17.ol.tc 

775 

none 



Seq. ID OJ990323_01.0420.C17 

Strand + 

End 1295 

Method TBLASTX : Cress 

End 1287 

Score 153 



775. .969, 976. .1089, 1114. .1287 



49409 

105096 

382 

OJ990323_01.0420.C17.ol.tm 

805 

none 



Seq. ID OJ990323_01.0420.C17 

Strand + 

End 1295 

Method TBLASTX : Mai ze 

End 12 95 

Score 143 



805. .978, 807. .974, 838. .975, 1009. .1092, 1114. .1290, 
1120. .1290, 1122. .1295 



49410 
105097 
1 

OJ990323_01.0420.C18.ol.np 
1 

7487145 
1. .320 

hypothetical protein T18E12.13 - Arabidopsis thaliana 

gi I 3548810 | gb| AAC34482.il (AC005313) putative chloroplast 

nucleoid DNA-binding protein [Arabidopsis thaliana] 



Seq. ID OJ990323_01.0420.C18 

Strand + 

End 4 67 

Method AAT/NAP 

End 320 

Score 166 



51059 



Seq. No. 


49410 


Seq. ID 


OJ990323 01.0420 


.C18 


Gene No . 


105097 


Strand 


+ 




Start 


1 


End 


467 




Name 


OJ990323 01.0420.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


314 




GI 


none 


Score 


77 




Exons 


2. .61, 2. .61, 3. .62, 75. .314, 


92. .313 






Seq. No. 


49410 


Seq. ID 


OJ990323_01.0420 


.C18 


Gene No. 


105097 


Strand 


+ 




Start 


1 


End 


467 




Name 


OJ990323 01.0420.C18.ol.gs 


Method 


GENSCAN 




Start 


84 


End 


467 




GI 


none 


Score 


.76 




Exons 


84. .302, 375. .467 








Seq. No. 


49411 


Seq. ID 


OJ990323_01.0420 


.C19 


Gene No . 


105098 


Strand 


+ 




Start 


334 


End 


1531 




Name 


OJ990323 01.0420.C19.ol.gs 


Method 


GENSCAN 




Start 


334 


End 


1531 




GI 


none 


Score 


.41 




Exons 


334. .441, 515. .636, 1476. .1531 






Seq. No. 


49411 


Seq. ID 


OJ990323_01.0420 


.C19 


Gene No . 


105098 


Strand 


+ 




Start 


334 


End 


1531 




Name 


OJ990323 01.0420.C19.ol.tm 


Method 


TBLASTX : Maize 




Start 


1337 


End 


1520 




GI 


none 


Score 


195 




Exons 


1337. .1519, 1338. .1520 








Seq. No. 


49412 


Seq. ID 


OJ990323_01.0420 


.C21 


Gene No. 


105099 


Strand 






Start 


1 


End 


1878 




Name 


OJ990323 01.0420.C21.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


876 




GI 


294 7.R1084 


Score 


446 




Exons 


1..34, 199. .243, 464. .541, 664 


:. .876 







GI Descrip. ' 322750/pir | | S28420 2.0e-33 ubiquitin / ribosomal protein CEP52 
- wood tobacco >gi__170217 (M74100) ubiquitin fusion protein 
[Nicotiana sylvestris] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49412 Seq. ID 

105099 Strand 

1 End 

OJ990323_01 . 0420 . C21 . ol . gs Method 

211 End 

none Score 



OJ990323_01.0420.C21 

1878 
GENSCAN 
1576 
.87 



211. .252, 475. .517, 664. .874, 1555. .1576 



Seq. No. 49412 Seq. ID 

Gene No. 105099 Strand 

Start 1 End 

Name OJ990323_01 . 0420 . C21 . ol . np Method 

Start 451 End 



OJ990323_01.0420.C21 

1878 

AAT/NAP 

1878 



51060 



GI 7510857 Score 431 

Exons 451.. 541, 664.. 874, 1784.. 1878 

GI Descrip. hypothetical protein ZK1010.1 - Caenorhabditis elegans 

gi|468272|gb|AAC37252.1| (L31492) ubiquitin/ribosomal fusion 
protein [Caenorhabditis elegans] gi | 3881474 | emb | CAB04 967 . 1 1* 
(Z82083) UBQ-2 ubiquitin; cDNA EST EMBL:C08020 comes from this 
gene; cDNA EST EMBL:C09601 comes from this gene; cDNA EST 
EMBL:C13305 comes from this gene; cDNA EST EMBL:C11253 comes 
from this gene; cD 



Seq. No. 49412 

Gene No. 105100 

Start 1782 

Name OJ990323_01 . 0420 . C21 . ol . ts 

Start 368 

GI none 

Exons 368. .448, 472. .543, 479. .550, 
780. .875, 1779. .1877 



Seq. ID OJ990323_01.0420.C21 
Strand 
End 

Method 
End 
Score 
663. .725, 



1878 

TBLASTX : Soybean 

1877 

72 

728. .823, 769.-879, 



Seq. No. 49412 

Gene No. 105100 

Start 1782 

Name OJ990323_01 . 0420 . C21 . ol . tm 

Start 395 

GI none 

Exons 395.. 433, 472.. 543, 479.. 550, 



Seq. ID OJ990323_01.0420.C21 
Strand 

1878 

TBLASTX: Maize 
1878 
92 



End 

Method 
End 
Score 

480. .566, 480. .581, 663. .725, 
665. .706, 722. .823, 768. .872, 769. .879, 780. .875, 1779. .1877, 
1780. .1878 



Seq. No. 49412 

Gene No. 105100 

Start 1782 

Name OJ990323_01 . 0420 . C21 . ol . tc 

Start 472 

GI none 
Exons 



Seq. ID OJ990323_01.0420.C21 
Strand 
End 

Method 
End 
Score 



1878 

TBLASTX: Cress 

1878 

64 



472. .543, 479. .550, 479. .550, 663. .725, 768. .875, 769. .879, 
780. .875, 1779. .1877, 1780. .1878 



Seq. No. 49412 

Gene No. 105100 

Start 1782 

Name OJ990323_01 . 0420 . C21 . ol , 

Start 472 

GI none 

Exons 472.. 543, 474.. 545, 476, 
665. .748, 736. .876, 768. 



tw 



.550, 
.875, 



Seq. ID OJ990323_01.0420.C21 
Strand 
End 

Method 
End 
Score 
477. .560, 
769. .879 



1878 

TBLASTX: Wheat 

879 

129 

662. .766, 663. .737, 



Seq. No. 49412 Seq. ID OJ990323J31 . 0420 . C2 1 

Gene No. 105100 Strand 

Start 1782 End 1878 

Name OJ990323_01 . 0420 . C21 . o2 . gp Method AAT/GAP 

Start 1782 End 1878 

GI 3762192 Score 165 

Exons 1782.. 1878 

GI Descrip. 322750/pir | | S28420 2.0e-33 ubiquitin / ribosomal protein CEP52 
wood tobacco >gi_170217 (M74100) ubiquitin fusion protein 
[Nicotiana sylvestris] 



51061 



Seq. No. 49413 

Gene No. 105101 

Start 22 

Name OJ990323_01 . 0420 . C23 . ol . gs 

Start 22 

GI none 

Exons 22.. 525 



Seq. ID OJ990323_01.0420.C23 

Strand 

End 525 

Method GEN SCAN 

End 525 

Score .56 



Seq. No. .49414 

Gene No. 105102 

Start 1 

Name 0 J 9 9 0 3 2 3_0 1.0420.C24.ol.np 

Start 1 

GI 6552732 

Exons 1..298 

GI Descrip. (AC013482) T26F17.10 [Arabidopsis thaliana] 



Seq^:. ID- OJ990323_01.0420.C24 
Strand + 

305 

AAT/NAP 
298 
223 



End 

Method 

End 

Score 



Seq. No. 49414 

Gene No. 105102 

Start 1 

Name OJ990323_01 . 0420 . C24 . ol . tm 

Start 12 

GI none 

S Exons 12.. 248, 65.. 247 



Seq. ID OJ990323_01.0420.C24 

Strand + 

End 305 

Method TBLASTX : Maize 

End 248 

Score 186 



Seq. No. 49414 

Gene No. 105102 

Start 1 

Name OJ990323_01 . 0420 . C24 . ol . gs 

Start 44 

GI none 

Exons 4 4.. 305 



Seq. ID OJ990323_01.0420.C24 

Strand + 

End 305 

Method GENSCAN 

End 305 

Score .99 



Seq. No. 49415 

Gene No. 105103 

Start 1 

Name OJ990323_01 . 0420 . C25 . ol . np 

Start 1 

GI 6382507 

Exons 1..206, 382. .501, 615. .646, 734. .1030 
GI Descrip. (AC010704) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990323_01.0420.C25 

Strand + 

End 1160 

Method AAT/NAP 

End 1030 

Score 234 



Seq. No. 


49415 








Seq. ID 


OJ990323 


Gene No. 


105103 








Strand 


+ 


Start 


1 








End 


1160 


Name 


OJ990323 


_01. 


0420.C25.ol 


.gp 


Method 


AAT/GAP 


Start 


37 








End 


873 


GI 


none 








Score 


915 


Exons 


37. .206, 


337 


..501, 615. 


.646, 


734. .873 




Seq. No. 


49415 








Seq. ID 


OJ990323 


Gene No. 


105103 








Strand 


+ 


Start 


1 








End 


1160 


Name 


OJ990323 


_01. 


0420.C25.ol 


.gs 


Method 


GENSCAN 


Start 


52 








End 


1160 


GI 


none 








Score 


.86 



51062 




Exons 


52. .170, 337. .501, 734. 


.1160 








Seq. No. 


49416 




Seq. . ID 


OJ990323_01.0420 


.C27 


Gene No. 


105104 




Strand 






Start 


1 




End 


323 




Name 


OJ990323 01.0420.C27.ol 




Method 


AAT/GAP 




Start 


1 




End 


323 




GI 


none 




Score 


638 




Exons 


1. .323 










Seq. No. 


49417 




Seq. ID 


OJ990323JD1.0420 


.C28 


Gene No. 


105105 




Strand 


+ 




Start 


1288 




End 


1366 




Name 


OJ990323 01.0420.C28.ol 


. crp 


Method 


AAT/GAP 




Start 


1288 




End 


1366 




GI 


2442960 




Score 


127 




Exons 


1288. . 1366 










Seq. "No. 


49417 




Seq. ID 


OJ990323JD1.0420 


-C28 


Gene No. 


105106 




Strand 






Start 


1287 




End 


1408 




Name 


OJ990323 01.0420.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1287 ~~ 




End 


1407 




GI 


none 




Score 


144 




Exons 


1287. .1406, 1290. .1406, 


1291. 


.1407 






Seq. No. 


49417 




Seq. ID 


OJ990323_01.0420 


.C28 


Gene No. 


105106 




Strand 






Start 


1287 




End 


1408 




Name 


OJ990323 01.0420.C28.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1287 




End 


1408 




GI 


none 




Score 


133 




Exons 


1287 . . 1406, 1290. .1406, 


1291. 


.1407, 1292. .1408 




Seq. No. 


49418 




Seq. ID 


OJ990323_01.0420 


.C29 


Gene No. 


105107 




Strand 


+ 




Start 


1 




End 


1357 




Name 


OJ990323 01.0420.C29.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1357 




GI 


5902445 




Score 


1781 




Exons 


1. .1357 










GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


49418 




Seq. ID 


OJ990323_01.0420 


.C29 


Gene No. 


105108 




Strand 






Start 


1690 




End 


2155 




Name 


OJ990323 01.0420.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


252 




End 


549 




GI 


none 




Score 


178 




Exons 


252. .401, 253.-399, 402 


. .548, 


403. .549 






Seq. No. 


49418 




Seq. ID 


OJ990323_01.0420 


.C29 


Gene No. 


105108 




Strand 






Start 


1690 




End 


2155 




Name 


OJ990323 01.0420.C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


258 




End 


621 




GI 


none 




Score 


163 





51063 



Exons 



258. .392, 2S9..396, 397. .576, 426. .542, 427. .543, 518. .619, 
583. .621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
fi Name 
*1 Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49418 

105108 

1690 

OJ990323_01.0420.C29.o3.tm 

691 

none 



Seq. ID OJ990323_01.0420.C29 
Strand 

End 2155 

Method TBLASTX : Mai ze 

End 964 

Score 101 



691. .789, 692. .790, 781. .855, 785.-868, 878. .964 



49418 

105108 

1690 

OJ990323_01.0420.C29.ol.tw 

734 

none 



Seq. ID OJ990323_01.0420.C29 
Strand 

End 2155 

Method TBLASTX : Wheat 

End 1348 

Score 361 



734. .1192, 754. .843, 895. .1023, 1217. .1348 



49418 

105108 

1690 

OJ990323_01.0420.C29.o2.tm 

1046 

none 



Seq. ID OJ990323_01.0420.C29 
Strand 

End 2155 

Method TBLASTX : Maize 

End 1309 

Score 163 



1046. .1228, 1168. .1227, 1207. .1308, 1208. .1309 



49418 

105108 

1690 

OJ990323_01.0420.C29.o2.gs 

1690 

none 

1690. .2120 



Seq. ID OJ990323_01.0420.C29 
Strand 

End 2155 

Method GEN SCAN 

End 2120 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990323_01.0420.C29 
Strand 

End 2155 

Method AAT/NAP 

End 2155 

Score 621 



49418 
105108 
1690 

OJ990323_01.0420.C29.o2.np 
1693 
5902446 
1693. .2155 

(AB030283) orf5 [Oryza sativa] 

49419 
105109 
1 

OJ990323_01.0420.C30.ol.np 
1 

6691716 

1..176, 251. .438, 518. .697, 776. .876, 953. .1130, 1328. .2216 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ990323_01.0420.C30 
Strand 

End 2255 

Method AAT/NAP 

End 2216 

Score 1805 



49419 
105109 



Seq. ID OJ990323_01.0420.C30 
Strand 



51064 




Start 


1 




End 


2255 


Name 


OJ990323 01.0420.C30.ol 


. as 


Method 


GEN SCAN 


Start 


21 




End 


2255 


GI 


none 




Score 


.7 


Exons 


21. .176, 251. .450, 506. 


.876, 


953. . 1245, 


1332. . 1535, 1914 . .2255 


Seq. No. 


49419 




Seq. ID 


OJ990323_01.0420.C30 


Gene No. 


105109 




Strand 




Start 


1 




End 


2255 


Name 


OJ990323 01.0420.C30.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1806 




End 


2096 


GI 


none 




Score 


203 


Exons 


1806. .2096 








Seq. No. 


49420 




Seq. ID 


OJ990323_01.0420.C32 


Gene No. 


105110 




Strand 


+ 


Start 


813 




End 


953 


Name 


OJ990323 01.0420.C32.ol 


. as 


Method 


GENSCAN 


Start 


813 




End 


953 


GI 


none 




Score 


. 53 


Exons 


813. . 953 








Seq. No. 


49421 




Seq. ID 


OJ990323_01.0420.C33 


Gene No. 


105111 




Strand 


+ 


Start 


209 




End 


904 


Name 


OJ990323 01.0420.C33.ol 


. gs 


Method 


GENSCAN 


Start 


209 ~ 




End 


904 


GI 


none 




Score 


.86 


Exons 


209. . 904 








Seq. No. 


49421 




Seq. ID 


OJ990323 01.0420.C33 


Gene No. 


105111 




Strand 


+ 


Start 


209 




End 


904 


Name 


OJ990323 01.0420.C33.ol 


. np 


Method 


AAT/NAP 


Start 


209 




End 


841 


GI 


6553882 




Score 


396 


Exons 


209. .841 








GI Descrip. 


(AC012563) unknown protein [Arabidopsis 


thaliana ] 


Seq. No. 


49421 




Seq. ID 


OJ990323 01.0420.C33 


Gene No. 


105112 




Strand 




Start 


981 




End 


1266 


Name 


OJ990323 01.0420.C33.ol 


-ts 


Method 


TBLASTX : Soybean 


Start 


305 




End 


763 


GI 


none 




Score 


226 


Exons 


305. .472, 319. .471, 338 


. .472, 


339. .476, 


491. .763, 518. . 658, 




532. .738 








Seq. No. 


49421 




Seq. ID 


OJ990323_01.0420.C33 


Gene No. 


105112 




Strand 




Start 


981 




End 


1266 


Name 


OJ990323 01.0420.C33.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


320 




End 


789 


GI 


none 




Score 


183 


Exons 


320. .472, 349. .468, 524 


. .784, 


532. .789 




Seq. No. 


49421 




Seq. ID 


OJ990323_01.0420.C33 



51065 




Gene No. 


105112 




Strand 






Start 


981 




End 


1266 




Name 


OJ990323 01.0420.C33.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


362 




End 


796 




GI 


none 




Score 


180 




Exons 


362.. 472, 362.. 475, 367 


. .477, 


500. .796 


, 515. .661, 532.. 


762 


Seq. No. 


49421 




Seq. ID 


OJ990323_01.0420 


.C33 


Gene No. 


105112 




Strand 






Start 


981 




End 


1266 




Name 


OJ990323 01.0420.C33.ol 




Method 


AAT/GAP 




Start 


981 




End 


1266 




GI 


none 




Score 


454 




Exons 


981. . 1266 










Seq. No. 


49422 




Seq. ID 


OJ990323_01.0420 


.C36 


Gene No. 


105113 




Strand 


+ 




Start 


154 




End 


1173 




Name 


OJ990323 01.0420.C36.ol 


. as 


Method 


GENSCAN 




Start 


154 ~ 




End 


1069 




GI 


none 




Score 


.52 




Exons 


154. .514, 521. .705, 791 


. . 1069 








Seq. No. 


49422 




Seq. ID 


OJ990323 01.0420 


.C36 


Gene No. 


105113 




Strand 


+ 




Start 


154 




End 


1173 




Name 


OJ990323 01.0420.C36.ol 


.np 


Method 


AAT/NAP 




Start 


160 ~ 




End 


1173 




GI 


7523506 




Score 


339 




Exons 


160. .270, 768 . . 1173 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49423 




Seq. ID 


OJ990323JD1.0420 


.C37 


Gene No. 


105114 




Strand 


+ 




Start 


218 




End 


596 




Name 


OJ990323 01.0420.C37.ol 


.gs 


Method 


GENSCAN 




Start 


218 ~ 




End 


596 




GI ■ 


none 




Score 


. 69 




Exons 


218. .338, 454. .596 










Seq. No. 


49423 




Seq. ID 


OJ990323 01.0420 


.C37 


Gene No. 


105115 




Strand 


+ ~~ 




Start 


1852 




End 


2046 




Name 


OJ990323 01.0420.C37.ol 


■ gp 


Method 


AAT/GAP 




Start 


1852 




End 


2046 




GI 


34229 1.R1084 




Score 


312 




Exons 


1852. .2046 










GI Descrip. 


•2702281 3.0e-54 (AC003033) putative protein disulfide 


i somerase 




precursor [Arabidopsis thaliana] 1 






Sea. No. 


49423 




Seq. ID 


OJ990323_01.0420 


.C37 


Gene No. 


105116 




Strand 






Start 


1601 




End 


1768 




Name 


OJ990323 01.0420.C37.o2 


.gs 


Method 


GENSCAN 




Start 


1601 




End 


1768 




GI 


none 




Score 


.53 




Exons 


1601. .1768 











51066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49424 

105117 

1 

OJ990323_01.0420.C38.ol.np 
1 

7437395 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method AAT/NAP 

End 1395 

Score 394 



1..23, 380. .524, 614. .790, 1366. .1395 

hypothetical protein T21L14.14 - Arabidopsis thaliana 

gi I 2702281 1 gb | AAB91984.il (AC003033) putative protein disulfide 

isomerase [Arabidopsis thaliana] 



49424 

105117 

1 

OJ990323_01.0420.C38.ol.tm 

367 

none 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method TBLASTX : Maize 

End 7 93 

Score 218 



367. .525, 380. .535, 381. .524, 600. .791, 613. .792, 614. .793, 
617. .793, 653.-727, 728. .793 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49424 

105117 

1 

OJ990323_01.0420.C38.ol.tc 

381 

none 

381. .524, 385. .525, 431. .532 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method TBLASTX : Cress 

End 532 

Score 182 



49424 
105117 
1 

OJ990323_01.0420.C38.ol.gp 
396 

21291_1.R1084 
396. .524, 614. .790, 1366. .1395 

'2702281 2.0e-70 (AC003033) putative protein disulfide isomerase 
precursor [Arabidopsis thaliana] 1 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method AAT/GAP 

End 1395 

Score 606 



49424 
105117 
1 

OJ990323_01.0420.C38.ol.gs 
433 
none 

433. .524, 614. .790, 970. .1011 

49424 
105117 
1 

OJ990323_01.0420.C38.ol.ts 
471 
none 

471. .524, 472. .525, 600. .791, 614. .793, 614. .793, 653. .736 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method GENSCAN • . 

End 1011 

Score .82 



Seq. ID OJ990323_01.0420.C38 
Strand 

End 1395 

Method TBLASTX: Soybean 

End 793 

Score 61 



49425 
105118 



Seq. ID OJ990323_01.0420.C39 
Strand 



51067 



ru 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990323_01.0420.C39.ol.np 
1 

7211992 



End 

Method 

End 

Score 



1944 
AAT/NAP 
1944 
236 



1..42, 973. .1131, 1235. .1298, 1886. .1944 
(AC004809) Strong simialrity to the disulfide isomerase 
precursor homolog T21L14.14 gi 12702281 from A. thaliana on BAC 
gb|AC003033. [Arabidopsis thaliana] 



49425 

105118 

1 

OJ990323_01.0420.C39.o2.gs 

695 

none 



Seq. ID OJ990323_01.0420.C39 
Strand 

End 194 4 

Method GENSCAN 

End 1360 

Score .99 



695. .778, 973. .1131, 1235. .1360 



Seq. ID OJ990323_01.0420.C39 
Strand 

End 194 4 

Method AAT/GAP 

End 1403 

Score 608 



49425 
105118 
1 

OJ990323_01.0420.C39.ol.gp 
972 

10695_1.R1084 
972. .1131, 1235. .1403 

'2702281 4.0e-48 (AC003033) putative protein disulfide isomerase 
precursor [Arabidopsis thaliana] 1 



49425 

105118 

1 

OJ990323_01 . 0420 . C39 . ol . tc 

973 

none 



Seq. ID OJ990323_01.0420.C39 
Strand 

End 1944 

Method TBLASTX : Cress 

End 1276 

Score 123 



973. .1134, 1016. .1132, 1232. .1276 



49425 

105118 

1 

OJ990323_01.0420.C39.ol.ts 

973 

none 



Seq. ID OJ990323_01.0420.C39 
Strand 

End 1944 

Method TBLASTX : Soybean 

End 1276 

Score 150 



973. .1134, 979. .1131, 1016. .1132, 1025. .1105, 1232. .1276 



49425 

105118 

1 

OJ990323_01.0420.C39.ol. tm 

973 

none 



Seq. ID OJ990323_01.0420.C39 
Strand 

End 1944 

Method TBLASTX : Mai ze 

End 1279 

Score 201 



973. .1134, 973. .1134, 979. .1131, 1025. .1105, 1232. .1279, 
1235. .1267 



Seq. No. 49426 

Gene No. 105119 

Start 438 

Name OJ990323_01 . 0420 . C40 . ol . np 

Start 438 



Seq. ID OJ990323_01.0420.C40 

Strand + 

End 2371 

Method AAT/NAP 

End 2371 



51068 




GI 7487145 Score 451 

Exons 438.. 510, 1581.. 2371 

GI Descrip. hypothetical protein T18E12.13 - Arabidopsis thaliana 

gi|3548810|gb|AAC34482.1| (AC005313) putative chloroplast 
nucleoid DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 


49426 








Seq. ID 


OJ990323__01.0420.C40 


Gene No. 


105119 








Strand 


+ 


Start 


438 








End 


2371 


Name 




■ U *i £ u 


• ^4 U . Ul 


. gs 


Method 


GENSCAN 


Start 


1507 








End 


2339 


GI 


none 








Score 


.94 


Exons 


1507. .2339 












Seq. No. 


49426 








Seq. ID 


OJ990323_01.0420.C40 


Gene No. 


105119 








Strand 


+ 


Start 


438 








End 


2371 


Name 


OJ990323_01 


.0420 


.C40.ol 


.tc 


Method 


TBLASTX: Cress 




JL f jZ 








End 


2253 


GI 


none 








Score 


259 


Exons 


1752. .2054, 


1753 


. .2058, 


2074. 


.2253, 2079.. 2174 


Seq. No. 


49426 








Seq. ID 


OJ990323_01.0420.C40 


Gene No. 


105119 








Strand 


+ 


Start 


438 








End 


2371 


Name 


OJ990323 01 


.0420 


.C40.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1752 








End 


2370 




none 








Score 


238 


Exons 


1752. .1955, 


1753 


. .1965, 


1972. 


.2124, 2019. .2114, 2130. .2210, 




2131. .2310, 


2296 


. .2370 








Seq. No. 


49426 








Seq. ID 


OJ990323_01.0420.C40 


Gene No. 


105119 








Strand 


+ 


Start 


438 








End 


2371 


Name 


OJ990323 01 


.0420 


.C40.ol 


. tm 


Method 


TBLASTX: Maize 


Cf 2 -v~+- 


1774 








End 


2283 


GI 


none 








Score 


159 


Exons 


1774. .1845, 


1777 


. .1965, 


1779. 


.1892, 1975. .2061, 1978. .2049, 




2073. .2264, 


2074 


. .2283 








Seq. No. 


49427 








Seq. ID 


OJ990323_01.0420.C41 


Gene No. 


105120 








Strand 


+ 


Start 


197 








End 


1068 


Name 


OJ990323 01 


.0420 


.C41.ol 


. gs 


Method 


GENSCAN 


Start 


197 








End 


1068 


GI 


none 








Score 


.55 


Exons 


197. .253, 958. .1068 








Seq. No. 


49427 








Seq. ID 


OJ990323_01.0420.C41 


Gene No. 


105121 








Strand 




Start 


1056 








End 


1219 


Name 


OJ990323 01 


.0420 


.C41.ol 


.np 


Method 


AAT/NAP 


Start 


1056 








End 


1219 


GI 


6907106 








Score 


128 



Exons 1056.. 1219 

GI Descrip. (AP001129) EST AU068291 (C12960 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



51069 





4 942fl 

*± J *i £. O 




JC^ ■ J. u 




. C42 


Gene No. 


105122 




Strand 






Start 


673 




End 


910 




Name 


OJ990323 01.0420.C42. 


ol . gs 


Method 


GEN SCAN 




Start 


673 




End 


910 




GI 


none 




Score 


.89 




Exons 


673. .781, 876. .910 










Can Mo 










. C43 


Gene No . 


105123 




Strand 






Start 


931 




End 


2260 




Name 


OJ990323 01.0420.C43. 


ol.gp 


Method 


AAT/GAP 




Start 


838 




End 


1069 




GI 


6025058 




Score 


365 




Exons 


838. .1069 










Seq. No. 


49429 




Seq. ID 


OJ990323_01.0420 


.C43 


Cqrip Mo 
uCllC LN U . 


105123 




Strand 






Start 


931 




End 


2260 




Name 


OJ990323 01.0420.C43. 


ol . tm 


Method 


TBLASTX : Maize 




Start 


923 




End 


1338 




GI 


none 




Score 


106 




Exons 


923.. 1138, 927.. 1034, 


928.. 1140, 928.. 


1143, 966. .1145, 






107:9.. 1180, 1266.. 1337, 1267. 


.1338 








49429 




Seq. ID 


OJ990323_01.0420 


T4 ^ 


Gene No. 


105123 




Strand 






Start 


931 




End 


2260 




Name 


OJ990323 01.0420.C43. 


ol .gs 


Method 


GENSCAN 




Start 


931 




End 


2251 




GI 


none 




Score 


.94 




Exons 


931. .1128, 1278. .1392 


, 1854.. 


1942, 2162.. 2251 




Seq. No. 


49429 




Seq. ID 


OJ990323_01.0420 


.C43 


Gene No. 


105123 




Strand 






Start 


931 




End 


2260 




Name 


OJ990323 01.0420.C43. 


ol .np 


Method 


AAT/NAP 




Start 


940 




End 


2260 




GI 


4056428 




Score 


451 




Exons 


940. .1152, 1278. .1392 


, 1854.. 


1942, 2162. .2260 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



(AC005322) Similar to gb|U43629 integral membrane protein from 
Beta vulgaris and a member of sugar transporter family PF 100083, 
[Arabidopsis thaliana] 



49429 

105123 

931 

OJ990323_01 . 0420 . C43 . o2 . gp 
1067 

LIB3432-015-P1-K1-E10 

1067. .1128, 1278. .1392, 1854. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1942, 2162.. 2260 



OJ990323_01.0420.C43 

2260 
AAT/GAP 
2260 
595 



'4056428 2.0e-43 (AC005322) Similar to gb_U43629 integral 
membrane protein from Beta vulgaris and a member of sugar 
transporter family PF_00083. [Arabidopsis thaliana] ' 



49430 



Seq. ID OJ000108_55.0426.C1 



51070 



Gene No. 105124 Strand 

Start 1 End 24 98 

Name OJ000108_55.0426.Cl.ol.np Method AAT/NAP 

Start 1 End 24 98 

GI 6466937 Score 1537 

Exons 1..24 98 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 49430 Seq. ID 

Gene No. 105124 Strand 

Start 1 End 

Name OJ000108_55 . 0426 .CI . o2 . ts Method 

Start 58 End 

GI none Score 

Exons 58.. 354, 62.. 238 



OJ000108_55.0426.C1 
2498 

TBLASTX: Soybean 

354 

98 



Seq. No. 49430 Seq. ID 

Gene No. 105124 Strand 

Start 1 End 

Name OJ000108_55.042 6.Cl.o3.tm Method 

Start 124 End 

GI none Score 

Exons 124.. 357, 149.. 322 



OJ000108_55.0426.C1 
2498 

TBLASTX: Maize 

357 

134 



Seq. No. 49430 Seq. ID 

Gene No. 105124 Strand 

Start 1 End 

Name OJ000108_55 . 042 6 . CI . o4 . tm Method 

Start 361 End 

GI none Score 

Exons 361.. 681 



OJ000108_55.0426.C1 
2498 

TBLASTX: Maize 

681 

206 



s Seq. No. 49430 Seq. ID 

fi Gene No. 105124 Strand 

Start 1 End 

; 7 Name OJ000108_55 . 0426. CI .o2 . tw Method 

f Z Start 589 End 

W GI none Score 

tj Exons 589.. 978 



OJ000108_55.0426.C1 
2498 

TBLASTX: Wheat 

978 

228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49430 
105124 
1 

OJ000108_55.0426.Cl.o2.tm 
790 
none 

790. .1056, 881. .979, 1063. .1314, 1166. .1315 



Seq. ID OJ000108_55.0426.C1 
Strand 

2498 

TBLASTX: Maize 
1315 
71 



End 

Method 

End 

Score 



49430 

105124 

1 

OJ000108_55.0426.Cl.ol.ts 

1060 

none 

1060. .1410 



Seq. ID OJ000108_55. 0426. CI 
Strand 

End 24 98 

Method TBLASTX : Soybean 

End 1410 

Score 303 



51071 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49430 

105124 

1 

OJ000108_55.0426.Cl.o3.tw 

1060 

none 



Seq. ID OJ000108_55.0426.C1 
Strand 

End 2498 

Method TBLASTX : Wheat 

End 1338 

Score 54 



1060. .1338, 1105. .1215, 1172. .1306 



49430 
105124 . 
1 

OJ000108_55.0426.Cl.ol.tm 

1333 

none 



Seq. ID OJ000108_55.0426.C1 
Strand 

End 2498 

Method TBLASTX : Mai ze 

End 1818 

Score 136 



1333. .1641, 1346. .1582, 1630. . 1818, 1641. .1817 



49430 

105124 

1 

OJ000108_55.0426.Cl.ol.tw 

1387 

none 



Seq. ID OJ000108_55.0426.C1 
Strand 

End 2498 

Method TBLASTX : Wheat 

End 1868 

Score 119 



1387. .1641, 1390. .1632, 1448. .1639, 1644. .1868 



49430 

105124 

1 

OJ000108_55.0426.Cl.o3.ts 

1519 

none 

1519. .1641, 1644. .1826 



Seq. ID OJ000108_55.0426.C1 
Strand 

End 2498 

Method TBLASTX : Soybean 

End 1826 

Score 107 



Seq. No. 49431 

Gene No. 105125 

Start 111 

Name OJ000108_55 . 0426 . C15 . ol . gs 

Start 111 

GI none 

Exons 111.. 227 



Seq. ID OJ000108_55.0426.C15 

Strand + 

End 227 

Method GENSCAN 

End 227 

Score .73 



Seq. No. 49432 

Gene No. 105126 

Start 1 

Name OJ000108_55 . 0426 . C19 . ol . gs 

Start 1 

GI none 

Exons 1..175, 267. .430, 474. .629 



Seq. ID OJ000108_55.0426.C19 

Strand + 

End 711 

Method GENSCAN 

End 629 

Score . 64 



Seq. No. 49432 

Gene No. 105126 

Start 1 

Name OJ000108_55 . 042 6 . C19 . ol . np 

Start 1 

GI 7302542 

Exons 1..175, 264.. 430, 521.. 711 

GI Descrip. (AE003798) CG15084 gene product [Drosophila melanogaster ] 



Seq. ID OJ000108_55.0426.C19 
Strand + 

711 

AAT/NAP 
711 
133 



End 

Method 

End 

Score 



51072 



Seq. No. 49432 

Gene No. 105126 

Start 1 

Name OJ000108_55. 0426.C19.ol. tm 

Start 33 

GI none 
Exons 



Seq. ID OJ000108_55.0426.C19 

Strand + 

End . 711 

Method TBLASTX: Maize 

End 711 

Score 233 



33. .110, 34. .174, 35. .181, 244. .354, 264. .428, 266. .430, 
270. .443, 338. .430, 521. .709, 525. .710, 526. .711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

~^ Exons 

I* Seq. No. 
V* Gene No. 
fjj Start 

Name 
" Start 

w Exons 

= Seq. No. 

fj Gene No. 

^1 Start 

- ; Name 

Start 

\J GI 

£3 Exons 

H GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49432 

105126 

1 

OJ000108_55.0426.C19.ol.ts 
33 

none 



Seq. ID OJ000108_55.0426.C19 

Strand + 

End 711 

Method TBLASTX : Soybean 

End 430 

Score 202 



33. .110, 34. .174, 80. .184, 107. .160, 265. .354, 266. .430 



49432 

105126 

1 

OJ000108_55.0426.C19.ol.gp 

140 

none 

140. .175, 267. .430, 521. .711 

49432 

105126 

1 

OJ000108_55.0426.C19.o2.ts 

511 

none 

511. .711, 512. .709 



Seq. ID OJ000108_55.0426.C19 

Strand + 

End 711 

Method AAT/GAP 

End 711 

Score 722 



Seq. ID OJ000108_55.0426.C19 

Strand + 

End 711 

Method TBLASTX : Soybean 

End 711 

Score 179 



49433 
105127 
1 

OJ000108_55.0426.C21.ol.gp 
1 

32697_1.R1084 
1. .202 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ000108_55.0426.C21 
Strand + 

341 

AAT/GAP 
202 
355 



End 

Method 

End 

Score 



49433 

105127 

1 

OJ000108_55.0426.C21.ol.gs 
62 

none 

62. .201, 279. .341 



Seq. ID OJ000108_55.0426.C21 

Strand + 

End 341 

Method GEN SCAN 

End 341 

Score .54 



Seq. No. 49433 

Gene No. 105128 

Start 859 

Name OJ000108_55 . 04 26 . C21 . o2 . gp 

Start 859 

GI none 



Seq. ID OJ000108_55.0426.C21 

Strand 

End 939 

Method AAT/GAP 

End 939 

Score 132 



51073 




Exons 


859. . 939 










Seq. No. 


49434 


Seq. ID 


OJ000108_ 


55.0426. 


C28 


Gene No. 


105129 


Strand 


+ 






Start 


513 


End 


658 






Name 


OJ000108 55.0426.C28.ol.gs 


Method 


GEN SCAN 






Start 


513 


End 


658 






GI 


none 


Score 


.87 






Exons 


513. .658 










Seq. No. 


49435 


Seq. ID 


OJ000108_ 


55.0426. 


C29 


Gene No. 


105130 


Strand 


+ 






Start 


241 


End 


499 






Name 


OJ000108 55.0426.C29.ol.gs 


Method 


GENSCAN 






Start 


241 


End 


499 






GI 


none 


Score 


.51 






Exons 


241. .311, 444. .499 










Seq. No. 


49435 


Seq. ID 


OJ000108 


55.0426. 


C29 


Gene No. 


105131 


Strand 








Start 


282 


End 


486 






Name 


OJ000108 55.0426.C29.ol.np 


Method 


AAT/NAP 






Start 


282 


End 


486 






GI 


6815070 


Score 


38 






Exons 


282. .486 










GI Descrip. 


(AP001080) EST AU070319 (S10788) corresponds to a 


region 


of the 



predicted gene.; Similar to RING-H2 finger protein RHA2b 
(AC006200) [Oryza sativa] 



Seq. No. 


49436 


Seq. ID 


OJ000108_55.0426. 


C30 


Gene No. 


105132 


Strand 


+ 




Start 


54 


' End 


456 




Name 


OJ000108 55.0426.C30.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


456 




GI 


none 


Score 


.45 




Exons 


54. .103, 278. .456 








Seq. No. 


49437 


Seq. ID 


OJ000108_55.0426. 


C32 


Gene No. 


105133 


Strand 






Start 


1 


End 


355 




Name 


OJ000108 55.0426.C32.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


339 




GI 


8489 1.R1084 


Score 


606 




Exons 


1. .339 








GI Descrip. 


• 3135751/embl CAA06853 | 1 . Oe 


-38 (AJ006095) 26S protease 






regulatory subunit 6 [Cicer 


arietinum] 






Seq. No. 


49437 


Seq. ID 


OJ000108_55.0426. 


C32 


Gene No. 


105133 


Strand 






Start 


1 


End 


355 




Name 


OJ000108 55.0426.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


124 


End 


340 




GI 


none 


Score 


206 




Exons 


124. .339, 200. .340 








Seq. No. 


49437 


Seq. ID 


OJ000108_55.0426. 


C32 


Gene No. 


105133 


Strand 







51074 



t J 



: "3 

ry 

V I 

Ls. 
f 1 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000108_55.0426.C32.ol.tc 

200 

none 

200. .340, 205. .342, 206. .340 

49437 

105133 

1 

OJ000108_55.0426.C32.ol.ts 

202 

none 

202. .333, 205. .342, 206. .340 

49437 

105133 

1 

OJ000108_55.042 6.C32.ol.gs 

205 

none 

205. .339 



End 

Method 

End 

Score 



355 

TBLASTX: Cress 

342 

175 



Seq. ID OJ000108_55.0426.C32 
Strand 

End 355 

Method TBLASTX : Soybean 

End 342 

Score 121 



Seq. ID OJ000108_55.0426.C32 
Strand 

End 355 

Method GENSCAN 

End 339 

Score .98 



Seq. ID OJ000108_55.0426.C32 
Strand 

355 

AAT/NAP 
355 
199 



49437 
105133 
1 

OJ000108_55.0426.C32.ol.np 
208 

3135751 
208. .355 

(AJ006095) 26S protease regulatory subunit 6 [Cicer arietinum] 



End 

Method 

End 

Score 



Seq. ID OJ000108_55.0426.C33 
Strand 

End 717 

Method AAT/NAP 

End 717 

Score 336 



49438 
105134 
1 

OJ000108_55.0426.C33.ol.np 
1 

1709798 
1..41, 542. .717 

26S PROTEASE REGULATORY SUBUNIT 6B HOMOLOG 

gi I 7435738 Ipir | IT07110 vacuolar proton-ATPase chain E - potato 
gi 1 1155334 | gb IAAB67835.il (U43398) POTATP1 [Solanum tuberosum] 



Seq. No. 


49438 






Seq. ID 


OJ000108_55.0426. 


C33 


Gene No. 


105134 






Strand 






Start 


1 






End 


717 




Name 


OJ000108 


_55.0426.C33.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


715 




GI 


none 






Score 


68 . 




Exons 


1..42, 3 


..41, 540. .710, 


542. 


.715, 543. 


.710, 607. .711 




Seq. No. 


49438 






Seq. ID 


OJ000108_55.0426. 


C33 


Gene No. 


105134 






Strand 






Start 


1 






End 


717 




Name 


OJ000108 


_55.0426.C33.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


715 




GI 


none 






Score 


59 




Exons 


1..42, 3 


..41, 540. .710, 


542. 


.715, 543. 


.707, 613. .708 





51075 



Seq. No. 49438 

Gene No. 105134 

Start 1 

Name OJ000108_55 . 0426 . C33 . ol . tc 

Start 3 

GI none 

Exons 3.. 41, 542.. 715, 543.. 704 



Seq. ID OJ000108_55.0426.C33 

Strand 

End 717 

Method TBLASTX : Cress 

End 715 

Score 196 



Seq. No. 49438 

Gene No. 105134 

Start 1 

Name OJ000108_55 . 0426 . C33 . ol . gs 

Start 542 

GI none 

Exons 542.. 628 



Seq. ID OJ000108_55.0426.C33 
Strand 

End 717 

Method GENSCAN 

End 628 

Score .53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49438 

105134 

1 

OJ000108_55.0426.C33.ol.tw 

542 

none 

542. .715, 543. .704 

49439 

105135 

1 

OJ000108_55.0426.C38.ol.np 
1 

218179 



Seq. ID OJ000108_55.0426.C33 
Strand 

End 717 

Method TBLASTX : Wheat 

End 715 

Score 156 



Seq. ID OJ000108_55.0426.C38 
Strand 

End 1550 

Method AAT/NAP 

End 1550 

Score 260 



1..45, 667. .801, 903. .1001, 1132. .1167, 1516. .1550 
(D10207) H-ATPase [Oryza sativa] gi | 444339 | prf M 1906387A H 
ATPase [Oryza sativa] 



Seq. No. 49439 

Gene No. 105135 

Start 1 

Name OJ000108_55 . 0426 . C38 . ol . gs 

Start 278 

GI none 

Exons 278. .434, 667. .801, 903. .947 

Seq. No. 49439 

Gene No. 105135 

Start 1 

Name OJ000108_55 . 0426 . C38 . ol . tm 

Start 662 

GI none 
Exons 



Seq. ID OJ000108_55.0426.C38 
Strand 

End 1550 

•Method GENSCAN 

End 947 

Score .6 



Seq. ID OJ000108_55.0426.C38 
Strand 

End 1550 

Method TBLASTX : Mai ze 

End 1163 . 

Score 51 



662. .724, 667. .726, 699. .797, 700. .798, 725. .802, 769. .801, 
879. .1004, 903. .1004, 1130. .1162, 1131. .1163 



Seq. No. 49440 

Gene No. 105136 

Start 16 

Name OJ000108_54 . 0426. CI . ol . gs 

Start 16 



Seq. ID OJ000108_54.0426.C1 

Strand + 

End 374 

Method GENSCAN 

End 374 



51076 



GI 

Exons 



none 

16. .115, 262. .374 



Score 



93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
f3 Start 
"f Name 

Start 

cn gi 

f[j Exons 
f ^ 

\ M Seq. No. 

'I? Gene No. 

'lf s Start 

i W s Name 

a Start 

□ GI 
Exons 

f ^ Seq. No. 

□ Gene No. 
[3 Start 

rj Name 
= ~ Start 
GI 

Exons 



49440 
105137 
1854 

OJ000108_54 .0426.Cl.ol.gp 

1767 

717_2.R1084 
1767.. 1980, 2061.. 2213 

'3264596 9.0e-98 (AF057183) putative tonoplast aquaporin [Zea 
mays] ' 



Seq. ID OJ000108_54 .0426. CI 

Strand + 

End 2213 

Method AAT/GAP 

End 2213 

Score 680 



49440 

105137 

1854 

OJ000108_54 .0426.Cl.ol.tw 

1835 

none 



Seq. ID OJ000108_54 . 0426. CI 

Strand + 

End 2213 

Method TBLASTX : Wheat 

End 2212 

Score 211 



1835. .1990, 1836. .1988, 2021. .2212, 2059. .2211 



49440 

105137 

1854 

OJ000108_54 .0426.Cl.ol.tc 

1845 

none 



Seq. ID OJ000108_54.0426-C1 

Strand + 

End 2213 

Method TBLASTX : Cress 

End 2212 

Score 180 



1845. .2006, 1853. .1975, 2021. .2212, 2080. .2211 



49440 

105137 

1854 

OJ000108_54.0426.Cl.ol.tm 

1847 

none 



Seq. ID OJ000108_54.0426.C1 

Strand + 

End 2213 

Method TBLASTX : Mai ze 

End 2212 

Score 213 



1847. .1990, 1851. .1988, 2021. .2212, 2059. .2211 



49440 

105137 

1854 

OJ000108_54.0426.Cl.ol.ts 

1853 

none 



Seq. ID OJ000108_54.0426.C1 

Strand + 

End 2213 

Method TBLASTX : Soybean 

End 2212 

Score 170 



1853. .2005, 1854. .2006, 2021, .2212, 2065. .2211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49440 
105137 
1854 

OJ000108_54.0426.Cl.ol.np 
1854 
7441255 
1854. .1980, 2061. .2213 

probable tonoplast aquaporin - maize gi | 3264596 | gb | AAC24569 . 1 1 
(AF057183) putative tonoplast aquaporin [Zea mays] 



Seq. ID OJ000108_54.0426.C1 

Strand + 

End 2213 

Method AAT/NAP 

End 2213 

Score 360 



49440 
105137 



Seq. ID OJ000108_54 .0426. CI 
Strand + 



51077 



Start 


1854 


End 


2213 


Name 


OJ000108 54.0426.Cl.o2.gs 


Method 


GENSCAN 


Start 


1854 


End 


2188 


GI 


none 


Score 


.7 


Exons 


1854 . . 1980, 2061. .2188 






Seq. No. 


49441 


Seq. ID 


OJ000108 


Gene No. 


105138 


Strand 


+ 


Start 


1 


End 


316 


Name 


OJ0.00108 54.0426.C2.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


316 


GI 


717 4.R1084 


Score 


625 


Exons 


1. .316 






GI Descrip. 


•3264596 1.0e-38 (AF057183 


) putative tonoplast 




mays] ' 






Seq. No. 


49441 


Seq. ID 


OJ000108 


Gene No. 


105139 


Strand 




Start 


553 


End 


1359 


Name 


OJ000108 54.0426.C2.ol.np 


. Method 


AAT/NAP 


Start 


553 


End 


1359 


GI 


1022918 


Score 


122 


Exons 


553. . 1056, 1155. . 1359 






GI Descrip. 


(U38184) ATPase subunit 6 


[Trypanosoma 


cruzi] 


Seq. No. 


49442 


Seq. ID 


OJ000108 


Gene No. 


105140 


Strand 


+ 


Start 


885 


End 


1004 


Name 


OJ000108 54.0426.C4.ol.gs 


Method 


GENSCAN 


Start 


885 


End 


1004 


GI 


none 


Score 


.5 


Exons 


885. .1004 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49442 
105141 
945 

OJ000108_54.0426.C4.ol.np 
945 

1786142 
945. .1087 

(AB000455) PEThy;ZPT4-l [Petunia x hybrida] 



Seq. ID OJ000108_54.0426.C4 

Strand + 

End 1087 

Method AAT/NAP 

End 1087 

Score 128 



49443 
105142 
1 

OJ000108_54 .0426.C5.ol.np 
1 

1786142 

1..345, 554. .886, 936. .1171 

(AB000455) PEThy;ZPT4-l [Petunia x hybrida] 



Seq. ID OJ000108_54 . 0426.C5 

Strand + 

End 1183 

Method AAT/NAP 

End 1171 

Score 277 



49443 

105142 

1 

OJQ00108^54.042 6.C5.ol.gs 

ITT" 
none 



Seq. ID OJ000108_54.0426.C5 

Strand + 

End 1183 

Method GENSCAN 

End 1183 

Score . 63 



51078 



Exons 



137. .1183 



Seq. No. 49443 

Gene No. 105142 

Start 1 

Name OJ000108_54 . 0426 . C5 . ol . ts 

Start 212 

GI none 
Exons 



Seq. ID OJ000108_54 .0426.C5 

Strand + 

End 1183 

Method TBLASTX : Soybean 

End 718 

Score 71 



212. .277, 269. .316, 577. .717, 578. .718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49444 
105143 
1 

OJ000108_54 .0426.C6.ol.np 
1 

7340868 
1..192, 777. .926 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000108_54 .0426.C6 

Strand + 

End 926 

Method AAT/NAP 

End 926 

Score 195 



49445 

105144 

120 

OJ000108_54 .0426.C7.ol.gs 

120 

none 

120. .238, 350. .388 



Seq. ID OJ000108_54.0426.C7 
Strand 

End - 388 

Method GENS CAN 

End 388 

Score . 65 



Seq. No. 49446 

Gene No. 105145 

Start 213 

Name OJ000108_54 . 0426 . C8 . ol . gs 

Start 213 

GI none 

Exons 213.. 532 



Seq. ID OJ000108_54 .0426.C8 

Strand + 

End 532 

Method GEN SCAN 

End 532 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49447 

105146 

203 

OJ000108_54 .0426.C9.ol.gs 

203 

none 



Seq. ID OJ000108_54.0426.C9 

Strand + 

End 935 

Method GENSCAN 

End 935 

Score .85 



203. .449, 493. .573, 610. .730, 926. .935 



49447 

105147 

683 

OJ000108_54 .0426.C9.ol.np 
683 

4680492 



Seq. ID OJ000108_54 .0426.C9 
Strand 

End 3171 

Method AAT/NAP 

End 3171 

Score 100 



683.. 755, 1814.. 2142, 3151.. 3171 

(AF119222) putative reverse transcriptase [Oryza sativa] 



49447 

105147 

683 

OJ000108_54 .0426.C9.o2.gs 
2080 



Seq. ID OJ000108_54.0426.C9 
Strand 

End 3171 

Method GENSCAN 

End 2485 



51079 



GI 


none 


Score 


. 97 








Hi AUl 1 o 


2080 2093 2371 2485 












Seq. No. 


49447 


Seq. ID 


OJ000108 


_54 


0426. 


C9 


Gene No. 


105147 


Strand 










Start 


683 


End 


3171 








Name 


OJ000108 54 0426 C9 ol ao 


Method 


AAT/GAP 








Start 


2898 ~~ 


End 


3171 








\j ±. 


568867 
*j \j \j \j \j i 


Score 


263 








Rxon s 


2898. .3082, 3145. .3171 












Seq. No. 


49448 


Seq. ID 


OJ000108 


_54 


0426. 


Cll 


Gene No. 


105148 


Strand 


+ 








Start 


164 


End 


1619 








Name 


OJ000108 54 0426 Cll ol as 


Method 


GEN SCAN 








Start 


164 ~~ 


End 


1619 








GI 


none 


Score 


.46 








P von ^ 


164 381, 527 604. 709 841. 


1240. .1619 








Seq. No. 


49449 


Seq. ID 


OJ000108 


_54 


.0426. 


C13 


Gene No. 


105149 


Strand 


+ 








Start 


1 


End 


1251 








Name 


OJ000108 54.0426.C13.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1243 








GI 


7485185 


Score 


466 








Exons 


1..509, 610. .693, 773. .1028, 


1062. .1243 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein - Arabidopsis thaliana 
gi|2245094 | emb | CAB10516 . 1 | (Z97343) hypothetical protein 
[Arabidopsis thaliana] gi | 7268487 | emb | CAB78738 . 1 | (AL161546) 
hypothetical protein [Arabidopsis thaliana] 



49449 Seq. ID 

105149 Strand 
1 End 
OJ000108_54 .0426.C13.ol.gs Method 
34 4 End 
none Score 
344. .509, 591. .717, 873. .1251 

49450 Seq. ID 

105150 Strand 
52 End 
OJ000108_54 . 0426 .C14 . ol . gs Method 
52 End 
none Score 
52. .597 



OJ000108_54.0426.C13 
+ 

1251 
GENSCAN 
1251 
.82 



OJ000108_54.0426.C14 
+ 

597 

GENSCAN 
597 
. 91 



Seq. No. 49450 Seq. ID OJ000108_54 . 0426 . C14 

Gene No. 105151 Strand 

Start 1 End 2069 

Name OJ000108_54 . 0426 . C14 . ol . np Method AAT/NAP 

Start 1 End 1676 

GI 7485509 Score 97 

Exons 1..40, 1598.. 1676 

GI Descrip. hypothetical protein F15B8.40 - Arabidopsis thaliana 

gi I 4678270 | emb | CAB41178.il (AL049660) protein kinase-like 
protein [Arabidopsis thaliana] 



51080 



Seq. No. 49450 Seq. ID 

Gene No. 105151 Strand 

Start 1 End 

Name OJ000108_54 . 0426. C14 . o2 . gs Method 

Start 856 End 

GI none Score 

Exons 856.. 926, 1202.. 1270, 2006.. 2069 



OJ000108_54.0426.C14 

2069 
GEN SCAN 
2069 
.55 



Seq. No. 49450 

Gene No. 105151 

Start 1 

Name OJ000108_54 . 0426. C14 . ol . tm 

Start 1621 

GI none 

Exons 1621.. 1713, 1622.. 1714, 1702. 
1704. .1802 



OJ000108_54.0426.C14 
2069 

TBLASTX: Maize 

1810 

135 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1803, 1702. .1800, 1703. .1810, 



Seq. No. 49451 Seq. ID 

Gene No. 105152 Strand 

Start 61 End 

Name OJ000108_54 . 042 6. CI 6 . ol . gs Method 

Start 61 End 

fj GI none Score 

Exons 61.. 123 

Seq. No. 49451 Seq. ID 

Gene No. 105153 Strand 

Start 523 End 

Name OJ000108_54 . 0426 . C16 . o2 . gs Method 

Start 523 End 

GI none Score 

Exons 523.. 727 



Cil 



: : : 



OJ000108_54.0426.C16 
+ 

123 

GENSCAN 
123 
. 65 



OJ000108_54.0426.C16 
727 

GENSCAN 

727 

.63 



Seq. No. 49452 Seq. ID 

Gene No. 105154 Strand 

.Start 95 End 

Name OJ000108_54 . 0426 . C19 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 481 



OJ000108_54.0426.C19 
+ 

481 

GENSCAN 

481 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49453 Seq. ID 

105155 Strand 
123 End 
OJ000108_54. 0426.C20.ol.np Method 
123 End 
7488386 Score 
123. .186, 403. .1064 

transcription factor TINY homolog T13E15.5 - Arabidopsis 
thaliana gi | 4895256 | gb I AAD32841 . 1 | AC007 659_23 (AC007659) 
putative AP2 domain transcription factor [Arabidopsis thaliana] 



OJ000108_54.0426.C20 
+ 

1064 
AAT/NAP 
1064 
377 



Seq. No. 
Gene No. 
Start 
Name 



49453 Seq. ID 

105155 Strand 

123 End 

OJ000108_54 . 0426 . C20 . ol . gs Method 



OJ000108_54,.0426.C20 
+ 

1064 
GENSCAN 



51081 




ULCti L 


483 

*i O J 




End 


1057 






n on o 




Score 


. 98 






483 1057 










Seq. No. 


49453 




Seq. ID 


OJ000108_54.0426 


.C20 


Gene No. 


105155 




Strand 


+ 




Start 


123 




End 


1064 




tNallLC 


OJ000108 54 0426 C20 ol 


. tc 


Method 


TBLASTX : Cress 




Cf-a r f 
Jldl L 


591 — 




End 


827 






none 




Score 


326 




T** von 4r 


591 827 614 823 










Seq. No. 


49453 




Seq. ID 


OJ000108_54 .0426 


.C20 


Gene No. 


105155 




Strand 


+ 




Start 


123 




End 


1064 




Hamp 
Vi dlUC 


OJ000108 54 0426 C20 ol 


. tm 


Method 


TBLASTX: Maize 




O L. CiX, u 


591 "~ 




End 


839 






none 




Score 


290 






591 782, 608 781, 708 


. . 839 








Seq. No. 


49453 




Seq. ID 


OJ000108_54 .0426 


.C20 


Gene No. 


105155 




Strand 


+ 




O L.C1I L. 


123 




End 


1064 




in ctnic 


OJ000108 54 0426 C20 ol 


. ts 


Mpt hod 


TBLASTX : Soybean 




O Lai U 


U C. x 




End 


827 




w -L 


none 




Score 


322 




p* vnn q 


621 827, 635 823 










Seq. No. 


49453 




Seq. ID 


OJ000108_54 .0426 


.C20 


Gene No. 


105155 




Strand 


+ 




Start 


123 




End 


1064 




L>) CJ.1LIG 


OJ000108 54 0426 C20 ol 


. tw 


Mpt h od 


TBLASTX : Wheat 




Cfarf 
O Lai L. 


630 ~~ 




End 


820 




V31 


none 




Score 


188 




F* von 


630 800 632 820 










Seq. No. 


49454 




Seq. ID 


OJ000108_54.0426 


.C21 


Gene No. 


105156 




Strand 


+ 




*j Lai l. 


121 




End 


204 




Naine 


OJ000108 54 0426 C21 ol 


. yo 


Mp t hod 


GENSCAN 






121 ~~ 

X £. X 




End 


204 




r;T 

ul 


n on p 

ilUllC 




Score 


. 45 




DAUllO 


121 204 










Seq. No. 


49454 




Seq. ID 


OJ000108_54 .0426 


.C21 


Gene No. 


105157 




Strand 






Start 


3793 




End 


3974 




Name 


OJ000108 54 0426 C21 o2 


. y ^ 


Mp1~ hod 


GENSCAN 




Cf ar-f 

O L. O.X. L. 


37 93 ~ 




End 


3974 






none 




Score 


. 52 




T7 1 von c: 












Seq. No. 


49455 




Seq. ID 


OJ000108_54 .0426 


.C22 


Gene No. 


105158 




Strand 






Start 


964 




End 


1046 




Name 


OJ000108 54.0426.C22.ol 


.gs 


Method 


GENSCAN 




Start 


964 




End 


1046 





51082 



57 



GI 


none 




Score 


. 92 


Exons 


964 . . 1046 








Seq. No. 


49456 




Seq. ID 


OJ000108_54. 


Gene No. 


105159 




Strand 


+ 


Start 


336 




End 


751 


Name 


OJ000108 54.0426.C23.ol 


. as 


Method 


GENSCAN 


Start 


336 ~~ 




End 


751 


GI 


none 




Score 


. 57 


Exons 


336. .443, 638 . . 751 








Seq. No. 


49457 




Seq. ID 


OJ000108_54. 


Gene No. 


105160 




Strand 


+ 


Start 


1 




End 


115 


Name 


OJ000108 54.0426.C24.ol 


an 


Method 


AAT/GAP 


Start 


1 ~ 




End 


115 


GI 


4879971 




Score 


116 


Exons 


1. . 115 








Seq. No. 


49457 




Seq. ID 


OJ000108 54. 


Gene No. 


105161 




Strand 


+ ~~ 


Start 


1545 




End 


3044 


Name 


OJ000108 54 .0426.C24.ol 


np 


Method 


AAT/NAP 


Start 


1545 




End 


3044 


GI 


6686395 




Score 


157 


Exons 


1545. .1646, 2565..26S5, 


2760. 


.3044 




GI Descrit). 


(AC007234) F1E22.6 [Arabidopsis thaliana] 


Sea No. 


49457 




Seq. ID 


OJ000108_54. 


Gene No. 


105161 




Strand 


+ 


Start 


1545 




End 


3044 


Name 


OJ000108 54.0426.C24.o2 


gp 


Method 


AAT/GAP 


Start 


2320 




End 


2927 


GI 


28997 1.R1084 




Score 


851 


Exons 


2320. .2655, 2760. .2927 








GI Descrip. 


•3169171/gb IAAC17814.il 


9.0e- 


31 (AC004401) putative 



carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC32443.1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 1 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49457 
105161 
1545 

OJ000108_54 .0426.C24 .ol.tm 
2400 
none 

2400. .2429, 2401 
2759.-2875, 2774 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2433, 2429.. 2578, 2442.. 2510, 2634 
2875, 2776.. 2877 



OJ000108_54.0426.C24 
+ 

3044 

TBLASTX: Maize 
2877 
48 

2657, 



Seq. No. 49457 Seq. ID 

Gene No. 105161 Strand 

Start 1545 End 

Name OJ000108_54 . 0426 . C24 . ol . gs Method 

Start 2412 End 

GI none Score 

Exons 2412.. 2655, 2692.. 2813 



OJ000108_54 .0426.C24 
+ 

3044 
GENSCAN 
2813 
.91 



51083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49458 

105162 

1539 

OJ000108_54.0426.C25.ol.gs 

1539 

none 



Seq. ID OJ000108_54 .0426..C25 

Strand + 

End 2624 

Method GEN SCAN 

End 2624 

Score .61 



1539. .1596, 1724. .1867, 1884. .2148, 2162. .2245, 2507. .2624 



49459 

105163 

243 

OJ000108_54.0426.C26.ol.gs 

243 

none 

243. .315 



Seq. ID OJ000108_54 .0426.C26 

Strand + 

End 315 

Method GEN SCAN 

End 315 

Score .55 



Seq. No. 49460 

Gene No. 105164 

Start 98 

Name OJ000108__54 . 0426 . C28 . ol . gs 

Start 98 

GI none 

Exons 98.. 146, 366.-655 

Seq. No. 49461 

Gene No. 105165 

Start 309 

Name OJ000108_54 . 0426 . C32 . ol . gs 

Start 309 

GI none 

Exons 309.. 522, 1048.. 1094 



Seq. ID OJ000108_54 .0426.C28 

Strand + 

End 655 

Method GEN SCAN 

End 655 

Score .49 



Seq. ID OJ000108_54.0426.C32 
Strand 

End 1094 

Method GEN SCAN 

End 1094 

Score .82 



Seq. No. 49462 

Gene No. 105166 

Start 1068 

Name OJ000108_54 . 0426 . C33 . ol . gs 

Start 1068 

GI none 

Exons 1068.. 1206 



Seq. ID OJ000108_54 .0426.C33 

Strand + 

End 1206 

Method GENS CAN 

End 1206 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49463 
105167 
2633 

OJ000108_54 .0426.C34 .o3.np 
2633 
7523512 
2633. .2685, 3784. .3908 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000108_54 .0426.C34 

Strand + 

End 3908 

Method AAT/NAP 

End 3908 

Score 101 



49463 

105168 

1 

OJ000108_54.0426.C34.ol.np 
1 

7228457 



Seq. ID OJ000108_54.0426.C34 
Strand 

End 2775 

Method AAT/NAP 

End 2775 

Score 4184 



1..349, 413. .2347, 2409. .2775 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



51084 




retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


49463 


Seq. ID 


OJ000108_54.0426 


.C34 


Gene No. 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54.0426.C34.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


175 




GI 


none 


Score 


84 




Exons 


1..102, 3. .101, 104. .175 








Seq. No. 


49463 


Seq. ID 


OJ000108_54 .0426 


.C34 


Gene No . 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54.0426.C34.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


220 




GI 


none 


Score 


99 




Exons 


1..105, 3. .104, 104. .220, 108 


. .218 






Seq. No. 


49463 


Seq. ID 


OJ000108_54 .0426 


.C34 


Gene No . 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54.0426.C34.ol.tw 


Method 


TBLASTX: Wheat 




Start 


221 


End 


992 




GI 


none 


Score 


161 




Exons 


221. .418, 222. .365, 533. .991, 


537. .797, 


855. . 992 




Seq. No. 


49463 


Seq. ID 


OJ000108_54.0426 


.C34 


Gene No . 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54 .0426.C34 .o2 .tw 


Method 


TBLASTX: Wheat 




Start 


1729 


End 


2121 




GI 


none 


Score 


96 




Exons 


1729.. 1986, 1763.. 2002, 1969. 


.2067, 1970. .2062, 2074. .2121 


Seq. No. 


49463 


Seq. ID 


OJ000108_54.0426 


.C34 


Gene No . 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54.0426.C34.o2.tm 


Method 


TBLASTX: Maize 




Start 


1831 


End 


2116 




GI 


none 


Score 


107 




Exons 


1831. .2079, 1832. .2116 








Seq. No. 


49463 


Seq. ID 


OJ000108_54.0426 


.C34 


Gene No. 


105169 


Strand 






Start 


3007 


End 


4343 




Name 


OJ000108 54.0426.C34.o2.np 


Method 


AAT/NAP 




Start 


3007 


End 


4343 




GI 


5042454 


Score 


214 




Exons 


3007.. 3060, 3314.. 3495, 4173. 


.4343 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


49464 


Seq. ID 


OJ000108_54.0426 


.C35 


Gene No. 


105170 


Strand 


+ 




Start 


1 


End 


1386 




Name 


OJ000108 54.0426.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1386 





51085 



GI 

Exons 

GI Descrip. 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5803259 Score 2013 

1..851, 947. .1386 

(AP00039.9) hypothetical protein [Oryza sativa] 



49464 

105170 

1 

OJ000108_54 .0426.C35.ol.gs 

52 

none 

52. .851, 947. -.1361 



Seq. ID OJ000108_54.0426.C35 

Strand + 

End 1386 

Method GENSCAN 

End 1361 

Score .99 





Seq. No. 


49465 




Seq. ID 


OJ000108 




Gene No. 


105171 




Strand 


+ 




Start 


1 




End 


616 




Name 


OJ000108 54 


.0426.C36.ol 


, np Method 


AAT/NAP 




Start 


1 




End 


616 




GI 


5803259 




Score 


950 




Exons 


1. .616 










GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49465 




Seq. ID 


OJ000108 




Gene No. 


105172 




Strand 




13. 


Start 


1245 




End 


2466 




Name 


OJ000108 54 


.0426.C36.o2 


gs Method 


GENSCAN 




Start 


1245 




End 


2422 




GI 


none 




Score 


.98 




Exons 


1245. .2422 









Seq. No. 49465 
Gene No. 105172 
Start 1245 

Name OJ000108_54 . 042 6 . C36 . o2 . np 

Start 1248 
GI 7228457 
Exons 1248.. 2466 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000108_54 .0426.C36 
Strand 

End 2466 

Method AAT/NAP 

End 2466 

Score 2043 



Seq. No. 49465 

Gene No. 105172 

Start 1245 

Name OJ000108_54 . 0426 . C36 . o2 . tw 

Start 1257 

GI none 
Exons 



Seq. ID OJ000108_54 .0426.C36 
Strand 

End 2466 

Method TBLASTX : Wheat 

End 1859 

Score 81 



1257. .1382, 1261. .1383, 1575. .1859, 1576. .1719, 1756. .1854, 
1784. .1855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 9465 

105172 

1245 

OJ000108_54.0426.C36.ol.tw 

1860 

none 



Seq. ID OJ000108_54 . 0426.C36 
Strand 

End 2466 

Method TBLASTX : Wheat 

End 2241 

Score 163 



1860. .2240, 1891. .2139, 1899. .2240, 2185. .2241 



51086 



Seq. No. 


49465 




Seq. ID 


OJ000108_54.0426 


.C36 


Gene No. 


105172 




Strand 






Start 


1245 




End 


2466 




Name 


OJ000108 54.0426.C36.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2016 




End 


2378 




GI 


none 




Score 


198 




Exons 


2016.. 2063, 2055.. 2378, 


2068. 


.2349 






Seq. No. 


49466 




Seq. ID 


OJ000108_54.0426 


.C40 


Gene No. 


105173 




Strand 


+ 




Start 


425 




End 


1222 




Name 


OJ000108 54.0426.C40.ol 


.np 


Method 


AAT/NAP 




Start 


425 




End 


1222 




GI 


6907086 




Score 


993 




Exons 


425. . 1222 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49466 




Seq. ID 


OJ000108_54.0426 


.C40 


Gene No. 


105173 




Strand 


+ 




Start 


425 




End 


1222 




Name 


OJ000108 54 .0426.C40.ol 


. gs 


Method 


GENSCAN 




Start 


685 




End 


1125 




GI 


none 




Score 


.51 




Exons 


685. . 1125 










Seq. No. 


49467 




Seq. ID 


OJ000108_54.0426 


.C41 


Gene No. 


105174 




Strand 


+ 




Start 


1 




End 


774 




Name 


OJ000108 54.0426.C41.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


774 




GI 


1076486 




Score 


170 




Exons 


1..53, 480. .557, 667. .774 








GI Descrip. 


ciml protein - soybean 


gi 1555616 (U03860) cytokinin induced 




message [Glycine max] 










Seq. No. 


49467 




Seq. ID 


OJ000108_54.0426 


.C41 


Gene No. 


105174 




Strand 


+ 




Start 


1 




End 


774 




Name 


OJ000108 54.0426.C41.ol 


. gs 


Method 


GENSCAN 




Start 


392 




End 


631 




GI 


none 




Score 


.72 




Exons 


392. . 631 










Seq. No. 


49467 




Seq. ID 


OJ000108_54.0426 


.C41 


Gene No. 


105174 




Strand 


+ 




Start 


1 




End 


774 




Name 


OJ000108 54.0426.C41.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


469 




End 


773 




GI 


none 




Score 


99 




Exons 


469. .558, 470. .538, 497 


. .559, 


636. .770, 


662. .772, 666.. 


773 


Seq. No. 


49467 




Seq. ID 


OJ000108_54.0426 


.C41 


Gene No. 


105174 




Strand 


+ 




Start 


1 




End 


774 




Name 


OJ000108 54.0426.C41.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


496 




End 


773 




GI 


none 




Score 


62 





51087 



Exons 


496. .558, 497. .541, 


662 


. .772, 


666. .773 




Seq. No. 


49468 






Seq. ID 


OJ000108 


Gene No. 


105175 






Strand 




Start 


409 






End 


684 


Name 


OJ000108 54.0426.C44 


.ol 


gs 


Method 


GENSCAN 


Start 


409 






End 


684 


GI 


none 






Score 


.45 


Exons 


409. .520, 560. .684 










Seq. No. 


49469 






Seq. ID 


OJ000108 


Gene No. 


105176 






Strand 


+ 


Start 


68 






End 


252 


Name 


OJ000108 54.0426.C45 


.ol 


QS 


Method 


GENSCAN 


Start 


68 






End 


252 


GI 


none 






Score 


. 98 


Exons 


68. .252 










Seq. No. 


49469 






Seq. ID 


OJ000108 


Gene No. 


105177 






Strand 




Start 


555 






End 


719 


Name 


OJ000108 54.0426.C45 


.o2 


QS 


Method 


GENSCAN 


Start 


555 






End 


719 


GI 


none 






Score 


. 87 


Exons 


555. .719 










Seq. No. 


49470 






Seq. ID 


OJ000108 


Gene No. 


105178 






Strand 


+ 


Start 


647 






End 


1139 


Name 


OJ000108 54.0426.C46 


.ol 


np 


Method 


AAT/NAP 


Start 


647 






End 


1139 


GI 


7288000 






Score 


150 


Exons 


647. .747, 869. .1139 










GI Descrip. 


(AL138646) putative protein [Arabidopsis thalia 


Seq. No. 


49470 






Seq. ID 


OJ000108 


Gene No. 


105179 






Strand 




Start 


1687 






End 


1928 


Name 


OJ000108 54.0426.C46 


.ol 


ts 


Method 


TBLASTX: 


Start 


634 






End 


983 


GI 


none 






Score 


156 


Exons 


634. .750, 647. .751, 


867 


.908, 


921. .983 




Seq. No. 


49470 






Seq. ID 


OJ000108 


Gene No. 


105179 






Strand 




Start 


1687 






End 


1928 


Name 


OJ000108 54.0426.C46 


.o2 


gs 


Method 


GENSCAN 


Start 


1687 






End 


1928 


GI 


none 






Score 


. 9 


Exons 


1687. .1928 










Seq. No. 


49471 






Seq. ID 


OJ000108 


Gene No. 


105180 






Strand 


+ 


Start 


383 






End 


449 


Name 


OJ000108 54.0426.C47 


.ol. 


gs 


Method 


GENSCAN 


Start 


383 






End 


449 


GI 


none 






Score 


.5 



51088 



Exons 


383. .449 






Seq. No. 


49472 


Seq. ID 


OJ000108_54.0426.C48 


Gene No . 


105181 


Strand 


+ 


Start 


610 


End 


1411 


Name 


OJ000108 54.0426.C48.ol.np 


Method 


AAT/NAP 


Start 


610 


End 


1411 


GI 


6721547 


Score 


92 


Exons 


610. .694, 1308. .1411 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


49472 


Seq. ID 


OJ000108_54.0426.C48 


Gene No. 


105182 


Strand 




Start 


949 


End 


1130 


Name 


OJ000108 54.0426.C48.ol.gp 


Method 


AAT/GAP 


Start 


949 


End 


1130 


GI 


5455384 


Score 


243 


Exons 


949. .1130 






GI Descrip. 


3169171/gb|AAC17814.1| 9.0e- 


31 (AC004401) putative serine 



Seq. No. 

5 Gene No. 
3 Start 
f| Name 
\l Start 

i gi 

Exons 



carboxypeptidase I [Arabidopsis thaliana] 
>gi_3445213_gb_AAC324 4 3. 1_ (AC004786) putative serine 
carboxypeptidase I [Arabidopsis thaliana] 



49473 

105183 

454 

OJ000108_54 .0426.C4 9.ol.gs 

454 

none 

454. .686 



Seq. ID OJ000108_54.0426.C49 

Strand + 

End 68 6 

Method GENSCAN 

End 68 6 

Score . 64 



Seq. No. 
Gene No. 
Start 
Name 

Start - "> 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49474 Seq. ID 

105184 Strand 
1 End 
OJ000108_52.0426.Cl.ol.gp Method 
!"■ End 
101153_1.R1084 Score 
1. .258 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000108_52.0426.C1 
+ 

862 

AAT/GAP 
258 
412 



49474 



105184 
1 

OJ000108_52.0426.Cl.ol.np 
1 

6063554 
1..55, 688. .862 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000108_52.0426.C1 
+ 

862 

AAT/NAP 
862 
285 



,C98611(E0464) 
hypothetical 



49474 Seq. ID 

105184 Strand 

1 End 

OJ000108_52 . 0426 .CI .o2 . gp Method 

274 End 



OJ000108_52.0426.C1 
+ 

862 

AAT/GAP 
702 



51089 




GI 


2428185 


Score 


648 


l_i *\ 1 1 J 


274. .702 






Ul !_/ ^ fcJ *w J- -1- • 


5852170/einb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone :t!7804 


Sea No 


49474 


Seq. ID 


OJ000108_52.0426.C1 


Gene No . 


105185 


Strand 


+ 


Start 


1224 


End 


1489 


Name 


OJ000108 52.0426.Cl.o4.gp 


Method 


AAT/GAP 


Start 


1224 


End 


1489 


GI 


61605 3.R1084 


Score 


375 


P von s 

X.J <*k \S X X *J 


. 1224. .1489 






GI Descrip. 


, 1402920/emb|CAA66965 | 2.0e- 


20 (X98321) 


peroxidase [Arabid< 




thaliana] 1 






Sea No 


49474 


Seq. ID 


OJ000108_52.0426.C1 


Gene No . 


105186 


Strand 




Start 


1012 


End 


4595 


Name 


OJ000108 52.0426.Cl.o2.np 


Method 


AAT/NAP 


Start 


1012 


End 


4595 


GI 


6983860 


Score 


448 


F! von s 


1012 1091. 3707 3844 4051 


. .4595 






(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy ty] 




(AF061282) [Oryza sativa] 






Seq. No. 


49474 


Seq. ID 


mnnniofi 0496 c\ 

VUUUUIUO ~J Z, • U4 t U . ^ -L 


Gene No. 


105186 


Strand 




Start 


1012 


End 




Name 


OJ000108 52.0426.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


4187 


End 


4486 


GI 


none 


Score 


70 


U^Vvt X O 


4187. .4486, 4383. .4472 






Seq. No. 


49474 


Seq. ID 


OJ000108_52.0426.C1 


Gene No. 


105186 


Strand 




Start 


1012 


End 


4595 


Name 


OJ000108 52.0426.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4190 


End 


4486 


GI 


none 


Score 


107 


P, von s 


4190. .4486, 4286. .4474 






Qpn Mo 

lj ^ M * i"' V . 


49475 


Seq. ID 


OJ000108_52.0426.C2 


Gene No. 


105187 


Strand 


+ 


Start 


1 


End 


1938 


Name 


OJ000108 52.0426.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1938 


GI 


4680186 


Score 


240 


F.von 


1..24, 1734. .1938 






vj J. 1— ' vZ^ O -1- -1- k> • 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




49475 


Seq. ID 


OJ000108_52.0426.C2 


Gene No. 


105188 


Strand 




Start 


1486 


End 


1867 


Name 


OJ000108 52.0426.C2.ol.gp 


Method 


AAT/GAP 


Start 


1486 


End 


1867 


GI 


uC-osflcyp033a04bl 


Score 


663 


Exons 


1486. .1867 







51090 



GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 49475 
Gene No. 105189 
Start 2334 

Name OJ000 108_52 . 0426 . C2 . o2 . np 

Start 2334 
GI 6907087 
Exons 2334.. 2435, 2987.. 3517 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000108_52.0426.C2 
Strand 

End 3517 

Method AAT/NAP 

End 3517 

Score 645 



Seq. No. 49475 Seq. ID 

Gene No. 105189 Strand 

Start 2334 End 

Name OJ000108_52 . 0426.C2 ,o2 .gs Method 

Start 2862 End 

GI none Score 

Exons 2862.. 3437 



OJ000108_52.0426.C2 

3517 
GENSCAN 
3437 
.6 



Seq. No. 49476 Seq. ID 

3 Gene No. 105190 Strand 

i Start 627 End 

t Name OJ000108_52 . 0426.C4 .ol .gs Method 

\\ Start 627 End 

U GI none Score 

3 Exons 627.. 748 



OJ000108_52.0426.C4 
+ 

748 

GENSCAN 

748 

.66 



Seq. No. 49477 Seq. ID 

Gene No. 105191 Strand 

Start 6 End 

Name OJ000108_52 . 0426 . C5 . ol . gs Method 

Start 6 End 

GI none Score 

Exons 6.-33, 271.. 338 



OJ000108_52.0426.C5 
+ 

338 

GENSCAN 

338 

.65 



Seq. No. 49478 Seq. ID 

Gene No. 105192 Strand 

Start 217 End 

Name OJ000108_52 . 0426 . C6 . ol . tm Method 

Start 216 End 

GI none Score 

Exons 216.. 395, 216.. 395, 217.. 396 



OJ000108_52.0426.C6 
+ 

748 

TBLASTX: Maize 

396 

170 



Seq. No. 49478 Seq. ID 

Gene No. 105192 Strand 

Start 217 End 

Name OJ000108_52 .0426.C6.ol .ts Method 

Start 216 End 

GI none Score 

Exons 216.. 395, 216.. 395, 217.. 396 



OJ000108_52.0426.C6 
+ 

748 

TBLASTX: Soybean 

396 

154 



Seq. No. 
Gene No. 
Start 



49478 

105192 

217 



Seq. ID OJ000108_52.0426.C6 
Strand + 
End 74 8 



51091 



Name OJ000108_52 . 0426.C6. ol .gp Method AAT/GAP 

Start 217 End 398 

GI 17442_1.R1084 Score 314 

Exons 217.. 398 

GI Descrip. 1 118304/sp | P19572 | DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77626_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa 1 



Seq. No. 49478 Seq. ID 

Gene No. 105192 Strand 

Start 217 End 

Name OJ000108_52 . 0426 . C6 . ol . gs Method 

Start 219 End 

GI none Score 

Exons 219.. 393 



OJ000108_52.0426.C6 
+ 

748 

GEN SCAN 

393 

.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49478 Seq. ID 

105192 Strand 
217 End 
OJ000108_52.0426.C6.ol.np Method 
222 End 
7428336 Score 
222. .399, 681. .748 

diaminopimelate decarboxylase (EC 4.1.1.20) - Archaeoglobus 
fulgidus gi | 2649806 | gb| AAB90438.il (AE001049) diaminopimelate 
decarboxylase (lysA) [Archaeoglobus fulgidus] 



OJ000108_52.0426.C6 
+ 

748 

AAT/NAP 

748 

63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49479 Seq. ID 

105193 Strand 

1382 End 

OJ000108_52 . 0426 . C7 . ol . gs Method 

1382 End 

none Score 
1382.. 1474 



OJ000108_52.0426.C7 

1474 
GENSCAN 
1474 
.81 



Seq. No. 49480 

Gene No. 105194 

Start 515 

Name OJ000108_52 . 0426 . C8 . ol . tm 

Start 499 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

499. .684, 506. .679, 516. .680, 517. .690, 827. .1009, 828. .1073, 
828. .1013, 1327. .1446, 1328. .1351, 1349. .1450, 1360. .1467, 
1364. .1456, 1517. .1609, 1518. .1616, 1518. .1610, 1520. .1621, 
1555.. 1620, 1729.. 1818, 1734.. 1823, 1737.. 1859 



OJ000108_52.0426.C8 
+ 

2044 

TBLASTX: Maize 

1859 

181 



Seq. No. 49480 Seq. ID 

Gene No. 105194 Strand 

Start 515 End 

Name OJ000108_52 . 0426 . C8 . ol . gp Method 

Start 515 End 

GI 17442_1.R1084 Score 

Exons 515. .678, 828. . 1013, 1331. .1450, 1520. .1609-, 1734. .2044 

GI Descrip. 1 118304/sp | P19572 | DCDA_PSEAE 6;0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE ) >gi_77626jpir A3 1133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 



OJ000108_52.0426.C8 
+ 

2044 
AAT/GAP 
2044 
1572 



51092 



aeruginosa ' 



Seq. No. 49480 

Gene No. 105194 

Start 515 

Name OJ000108_52 . 0426.C8 . ol . ts 

Start 516 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

516. .680, 516. .680, 517. .690, 827. .1012, 828. .1013, 828. .1013, 
1327. .1449, 1328. .1357, 1358. .1450, 1517. .1609, 1518. .1619, 
1518. .1610, 1520. .1621, 1555. .1620, 1709. .1816, 1734. .1811 



OJ000108_52.0426.C8 

+ 

2044 

TBLASTX : Soybean 

1816 

73 



Seq. No. 49480 

Gene No. 105194 

Start 515 

Name OJ000108_52 .0426.C8 .ol.gs 

Start 517 

GI none 
Exons 



Seq. ID OJ000108_52.0426.C8 

Strand + 

End 2044 

Method GENSCAN 

End 1820 

Score .93 



517. .678, 828. .1013, 1331. .1450, 1520. .1609, 1734. .1820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49480 Seq. ID 

105194 Strand 

515 End 

OJ000108_52.0426.C8.ol.np Method 

870 End 

6562332 Score 

870. .1013, 1331. .1450, 1520. .1609, 1734 



OJ000108_52.0426.C8 
+ 

2044 
AAT/NAP 
1811 
556 
1811 



(AJ249960) diaminopimelate decarboxylase [Arabidopsis thaliana] 



49480 Seq. ID 

105194 Strand 

515 End 

OJ000108_52 . 0426 . C8 . ol . tc Method 

933 End 

none " Score 

933. .977, 978. .1013, 1327. .1428, 1328. 



OJ000108_52.0426.C8 
+ 

2044 

TBLASTX: Cress 

1811 

56 

.1357, 1349. .1429, 



1517, 
1734, 



1609, 1518. 
1811 



.1610, 1520.. 1621, 1555.. 1620, 1715.. 1810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49481 
105195 
1 

OJ000108_52.0426.C12.ol.np 
1 

4416301 
1. .193 

(AF105716) gag protein [Zea mays] 



Seq. ID OJ000108_52.0426.C12 

Strand + 

End 193 

Method AAT/NAP 

End 193 

Score 104 



49481 
105196 
280 

OJ000108_52.0426.C12.o3.np 
280 

6630685 
280. .1290, 
(AP000969) 



Seq. ID OJ000108_52.0426.C12 



Strand + 

End 1677 

Method AAT/NAP 

End 1677 

Score 1378 

1410. .1677 

Similar to copia-type pol polyprotein. 



(AF105716) 



[Oryza sativa] 



51093 



^ 5 



Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No . 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


363 ~ 




End 


486 


GI 


none 




Score 


177 


Exons 


363. .485, 364. .486 








Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No. 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.o2 


.np 


Method 


AAT/NAP 


Start 


364 




End 


1677 


GI 


7489803 




Score 


1223 


Exons 


364. .1352, 1440. .1677 








GI Descrip. 


pol protein homolog - maize 


retrotransposon Opie-2 




gi | 3645899 | gb | AAC4 9502 . 


1| (U68408) 5' end not determined 




experimentally [Zea mays] 






Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No. 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.ol 


.tw 


Method 


TBLASTX : Wheat 


Start 


364 




End 


822 


GI 


none 




Score 


154 


Exons 


364. .498, 372.. 479, 510 


. .536 


, 511 . . 534 , 


534 . . 821, 538 . . 822 


Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No . 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.ol 


.gs 


Method 


GENSCAN 


Start 


430 




End 


1537 


GI 


none 




Score 


.4 


Exons 


430. .846, 1017. .1144, 1184.. 


1320, 1335. 


.1537 


Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No. 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


486 




End 


1178 


GI 


none 




Score 


106 


Exons 


486. .560, 487. .558, 558 


. .986 


, 559. .903, 


896. .1135, 897. .113! 




898. .1173, 900. .1178 








Seq. No. 


49481 




Seq. ID 


OJ000108_52.0426.C12 


Gene No . 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


667 




End 


1127 


GI 


none 




Score 


176 


Exons 


667. .876, 687. .872, 900 


. .977 


, 1026.. 1127 


Seq. No. 


49481 




Seq. ID 


OJ000108_52 .0426.C12 


Gene No. 


105196 




Strand 


+ 


Start 


280 




End 


1677 


Name 


OJ000108 52.0426.C12.o2 


.tw 


Method 


TBLASTX: Wheat 



51094 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
f Name 
^ Start 

n gi 

y Exons 

,j Seq. No. 
? Gene No. 
3 Start 
U Name 
Start 

3 GI 

j Exons 

; GI Descrip. 

3 Seq. No. 
3 Gene No. 
1 Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 




909 
none 

909. .980, 986. .1135, 




End 1139 
Score 100 
999. .1139, 1023.. 1139 



49481 Seq. ID 

105196 Strand 

280 End 
OJ000108_52 . 0426 . C12 . o2 . tm Method 

14 62 End 

none Score 

1462. .1677, 1476. .1676 



OJ000108_52.0426.C12 
+ 

1677 

TBLASTX: Maize 

1677 

285 



49481 Seq. ID 

105196 Strand 

280 End 
OJ000108_52.0426.C12.o2.ts Method 

1500 End 

5509260 Score 

1500.. 1550, 1501. .1674, 1501. .1662 



OJ000108_52.0426.C12 
+ 

1677 

TBLASTX : Soybean 

1674 

65 



49482 Seq. ID 

105197 Strand 

354 End 
OJ000108_52.0426.C14.ol.gs Method 

354 -End 

none Score 

354. .472, 615. .658, 817. .945 



OJ000108_52.0426.C14 
+ 

945 

GEN SCAN 

945 

.69 



49482 Seq. ID OJ000108_52 . 0426 . C14 

105198 Strand 

1035 End 1342 

OJ000108_52.0426.C14 .ol.np Method AAT/NAP 

1035 End 1342 

7293084 Score 179 

1035. .1342 

(AE0034 99) CG12706 gene product [Drosophila melanogaster] 



49483 Seq. ID 

105199 Strand 

4 67 End 
OJ000108_52 . 0426 . C15 . ol . gs Method 

4 67 End 

none Score 
467. . 639 



OJ000108_52.0426.C15 
639 

GENSCAN 

639 

.65 



49484 Seq. ID 

105200 Strand 
1 End 
OJ000108_52. 0426. C17 . ol.np Method 
1 End 
7228450 Score 
1..51, 97. .285, 386. .462, 1327. .1367 
(AP001366) hypothetical protein [Oryza sativa] 



OJ000108_52.0426.C17 
+ 

1367 
AAT/NAP 
1367 
123 



49484 
105201 



Seq. ID OJ000108_52.0426.C17 
Strand + 



51095 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1344 End 

OJ000108_52 . 0426 . C17 . ol . gs Method 

1344 End 

none Score 
1344. .1446, 1847. .2128 



2128 
GENSCAN 
2128 
.84 



OJ000108 52.0426.C17 



49484 Seq. ID 

105202 Strand 
1686 End 2277 

OJ000108_52 . 0426 . C17 . o2 . np Method AAT/NAP 
1686 End 2277 

119110 Score 108 

1686. .2277 

EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir | | QQBE31 probable nuclear 
antigen - human herpesvirus 4 (strain B95-8) 
gi 1 1334880 | embl CAA24816.il (V01555) BKRF1 encodes EBNA-1 
protein, latent cycle gene. [Human herpesvirus 4] 



49485 Seq. ID 

105203 Strand 

6410 End 
OJ000108_52.042 6.C19.ol.gp Method 

6361 End 

uC-osflM202095g06bl Score 

6361. .6455, 6729. .7011, 7097. .7191 



OJ000108_52.0426.C19 
+ 

8458 
AAT/GAP 
7191 
824 



, 4914429/emb|CAB43632. 1 | 
[Arabidopsis thaliana] 1 



2.0e-29 (AL050351) SEC14-like protein 



49485 

105203 

6410 

OJ000108_52.0426.C19.o2.gs 

6410 

none 

6410-.6455, 6729.. 6925, 7300. 
8004. .8053, 8137. .8248 



Seq. ID OJ000108 

Strand + 

End 8458 

Method GENSCAN 

End 8248 

Score . 8 
.7566, 7651.. 7728, 



52.0426.C19 



7825. .7926, 



52.0426.C19 



49485- Seq. ID OJ000108_ 

105203 Strand + 

6410 End 8458 

OJ000108_52 . 0426 . CI 9 . o3 . np Method AAT/NAP 
6722 End 8458 

4567235 Score 1075 

6722. .7011, 7097. .7196, 7300. .7566, 7651. .7728, 7825. .7926, 
8004. .8053, 8137. .8230, 8333.-8458 

(AC007119) putative phosphatidylinositol/phophatidylcholine 
transfer protein [Arabidopsis thaliana] 



49485 Seq. ID 

105203 Strand 
6410 End 
OJ000108_52.0426.C19.o2.gp Method 
7273 End 
LIB3434-045-P1-K1-E12 Score 
7273.. 7566, 7652.. 7721 

, 4874285/gb|AAD31348.1|AC007212_4 6.0e-49 (AC007212) putative 
phosphatidylinositol/phophatidylcholine transfer protein 



OJ000108_52.0426.C19 

+ . 

8458 

AAT/GAP 

7721 

595 



51096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] ' 



49485 
105204 
52 

OJ000108_52.0426.C19.o2.np 
52 

5042463 



5767 
AAT/NAP 
4625 
184 

52. .87, 1812. .1936, 1989. .2143, 2808. .2993, 4456. .4625 
(AC007789) unknown protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000108 52.0426.C19 



Seq. ID OJ000108_52.0426.C19 
Strand 
End 

Method 
End 
Score 
,3004, 3264. 



49485 
105204 
52 

OJ000108_52.0426.C19.ol.gs 
994 
none 

994. .1769, 1903. .1936, 2809. 
5389..5S49, 5636.-5767 

49485 
105204 
52 

OJ000108_52.0426.C19.ol.np 
1153 
7248393 
1153. .1803 

(AP001389) hypothetical protein [Oryza sativa] 



5767 
GENSCAN 
5767 
.65 

.3502, 3933.. 4155, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_52.0426.C19 

5767 
AAT/NAP 
1803 
648 



49485 

105205 

6410 

OJ000108_52.0426.C19.ol. 

6410 

none 

6410.. 6454, 6699.. 6782, 
6762. .7010, 7094. .7198, 
7292. .7444, 7297. .7566, 
7651. .7734, 7822. .7929, 
8125. .8229, 8132. .8233, 



Seq. ID 
Strand 
End 

tm Method 

End 

Score 
6715.. 6900, 6716 
7095.. 7196, 7099 
7297..7S66, 7641 
7824.-7928, 7989 
8327.. 8404, 8333 



OJ000108 52.0426.C19 



8440 

TBLASTX: Maize 
8440 
63 

7012, 6733.. 7014, 

7197, 7105.. 7203, 

7727, 7650.. 7715, 

8057, 8004. .8051, 

8416, 8402. .8440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49485 
105205 . 
6410 

OJ000108_52.0426.C19.ol.ts 
6757 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
6757. .6849, 6757. .6864, 6845. .7012, 6894 
7095. .7196, 7291. .7377, 7348. .7566, 7360 
7368.-7568, 7639.-7734, 7684. .7752, 7822 
8000. .8131, 8004. .8051, 8125. .8175, 8132 
8162. .8239 



OJ000108 52.0426.C19 



8440 

TBLASTX: Soybean 
8239 
61 

6944, 7094. .7189, 
7566, 7362. .7574, 
7929, 7824. .7928, 
8176, 8161. .8226, 



Seq. No. 49485 Seq. ID 

Gene No. 105205 Strand 

Start 6410 End 

Name OJ000108 52 . 0426 . C19 . o3 . tc Method 



OJ000108_52.0426.C19 
8440 

TBLASTX: Cress 



51097 



Start 
GI 

Expns 



6772 End 7157 

none Score 51 

6772. .6855, 6778. .6849, 6860. .7012, 6878. .7012, 7094. .7153, 

7095.. 7157, 7096.. 7155 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49485 

105205 

6410 

OJ000108_52.0426.C19.ol.tc 

7160 

none 



Seq. ID OJ000108_52.0426.C19 
Strand 

End 8440 

Method TBLASTX : Cress 

End 7541 

Score 4 9 

7160. .7198, 7161. .7196, 7292. .7390, 7297. .7539, 7297. .7395, 
7335. .7541 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Z. Gene No. 

i Start 

H Name 

U Start 

1 GI 

7= Exons 



y Seq. No. 

Gene No. 

1 Start 

~ g Name 

7 Start 

f GI 

3 Exons 



49485 

105205 

6410 

OJ000108_52.0426.C19.ol.tw 

7321 

none 



Seq. ID OJ000108_52.0426.C19 
Strand 

End 8440 
Method TBLASTX : Wheat 
End 8048 
Score 284 

7321. .7566, 7335. .7571, 7350. .7565, 7651. .7752, 7660. .7746, 
7822. .7929, 7823. .7933, 7824. .7928, 8004. .8048 



49485 

105205 

6410 

OJ000108_52.0426.C19.o2.tc 

7822 

none 



Seq. ID OJ000108_52.0426.C19 
Strand 

End 8440 

Method TBLASTX : Cress 

End 8239 

Score 165 



7822. .7929, 7836. .7928, 8004. .8048, 8125. .8160, 8135. .8173, 
8161. .8229, 8162. .8239 



49486 

105206 

1 

OJ000108_52.0426.C20.ol.gp 
1 

none 
1. .241 



Seq. ID OJ000108_52.0426.C20 

Strand + 

End 505 

Method AAT/GAP 

End 241 

Score 434 



Seq. No. 49486 

Gene No. 105206 

Start . 1 

Name OJ000108_52 . 0426 . C20 . ol . gs 

Start 1 

GI none 

Exons 1..261, 419.. 493 



Seq. ID OJ000108_52. 0426.C20 

Strand + 

End 505 

Method GENSCAN 

End 4 93 

Score .99 



Seq. No. 49486 

Gene No. 105206 

Start 1 

Name OJ000108_52 . 0426 . C20 . ol . np 

Start 1 

GI 4006913 

Exons 1..261, 419.. 505 

GI Descrip. (Z99708) hypothetical protein [Arabidopsis thaliana] 

gi|7270597|emb|CAB80315.1| (AL161589) hypothetical protein 



Seq. ID OJ000108_52.0426.C20 
Strand + 

505 

AAT/NAP 
505 
192 



End 

Method 

End 

Score 



51098 



[Arabidopsis thaliana] 



Seq. No. 


49486 




Seq. ID 


OJ000108 52.0426 


.C20 


Gene No . 


105206 




Strand 


+ 




Start 


1 




End 


505 




Name 


OJ000108 


52.0426.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


16 




End 


469 




GI 


none 




Score 


203 




Exons 


16. .261, 


35.. 250, 45. .269, 69 


..266, 88. 


.357, 416. .469, 


421. .468 


Seq. No. 


49486 




Seq. ID 


OJ000108_52.0426 


.C20 


Gene No. 


105206 




Strand 


+ 




Start 


1 




End 


505 




Name 


OJ000108 


52.0426.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


114 




End 


466 




GI 


none 




Score 


165 




Exons 


114. .266, 


115. .309, 124. .261, 


138. .269, 


416. .466, 418.. 


465 



Seq. No. 
Gene No. . 
Start 
Name 
Start 

C3 GI 

,j Exons 

;^ GI Descrip. 

Seq. No. 
12 Gene No. 
M Start 
a - Name 
Start 
GI 

= Exons 

f 1 

y Seq. No. 
i jl Gene No. 

Start 
1 1 Name 
□ Start 
C3 GI 

Exons 

GI Descrip. 



Seq. ID OJ000108_52.0426.C22 

Strand + 

End 2051 

Method AAT/NAP 

End 1554 

Score 202 



49487 
105207 
1 

OJ000108_52.0426.C22.ol.np 
1 

4680186 
1..27, 1335. .1554 

(AF111709) unknown [Oryza sativa subsp. indica] 

49487 
105207 
1 

OJ000108_52.0426.C22.ol.gs 
253 
none 



Seq. ID 


OJ000108 


Strand 


+ 


End 


2051 


Method 


GENSCAN 


End 


2051 


Score 


.6 


1772, 1947 


. .2051 


Seq. ID 


OJ000108 


Strand 




End 


3680 


Method 


AAT/NAP 


End 


3680 


Score 


702 


..3496, 3567. .3680 



49487 
105208 
1944 

OJ000108_52.0426.C22.o2.np 
1944 
6907087 

1944.. 2045, 2583.. 3285, 33] 
(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 49488 

Gene No. 105209 

Start 558 

Name OJ000108_52 . 04 2 6 . C23 . ol . gs 

Start 558 

GI none 

Exons 558.. 674, 771.. 824 



Seq. ID OJ000108_52.0426.C23 
Strand 

End 824 

Method GENSCAN 

End 824 

Score .61 



Seq. No. 
Gene No. 
Start 



49489 

105210 

646 



Seq. ID OJ000108_52.0426.C24 
Strand 

End 1034 



51099 



Name 

Start 

GI 

Exons 



OJ000108_52.0426.C24.ol.tm Method TBLASTX: Maize 

609 End 1034 

none Score 66 

609. .677, 816. .896, 816. .902, 817. .897, 823. .903, 937. .1032, 
954. .1034, 956. .1033 



Seq. No. 49489 

Gene No. 105210 

Start 646 

Name OJ000108_52 . 0426 . C24 . ol . gs 

Start 646 

GI none 

Exons 646.. 674, 785.. 881 



Seq. ID OJ000108_52.0426.C24 
Strand 

End 1034 

Method GEN SCAN 

End 881 

Score . 62 



Seq. No. 49490 Seq. ID 

Gene No. 105211 Strand 

Start 211 End 

Name OJ000108_52 . 0426 . C25 . ol . gs Method 

Start 211 End 

GI none Score 

Exons 211.. 391 



OJ000108_52.0426.C25 
391 

GENSCAN 

391 

.83 



Seq. No. 49491 Seq. ID 

Gene No. 105212 Strand 

Start • 44 6 End 

Name OJ000108_52 .0426. C27 . ol . gp Method 

Start 446 End 

GI none Score 

Exons 4 4 6.. 521 



OJ000108_52.0426.C27 
521 

AAT/GAP 

521 

93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49492 
105213 
1 

OJ000108_52.0426.C28.ol.np 
1 

6742729 
1. .565 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000108_52.0426.C28 



Strand 
End 

Method 

End 

Score 



+ 

1038 
AAT/NAP 
565 
784 



Seq. No. 49492 Seq. ID 

Gene No. 105213 Strand 

Start 1 End 

Name OJ000108_52 . 0426 . C28 . ol . tw Method 

Start 1 End 

GI none Score 
Exons 



OJ000108_52.0426.C28 
+ 

1038 

TBLASTX: Wheat 

1038 

253 



1..216, 3. .251, 3. .212, 32. .250, 242. .634, 243. .650, 622. .684, 
648.-686, 648. .689, 667. .690, 692. .829, 696. .755, 762. .791, 
788.-856, 793. .840, 796. .876, 797. .877, 801. .878, 882. . 920, 
888. .947, 898. .963, 928. .1038, 978. .1034 



Seq. No. 49492 

Gene No. 105213 

Start 1 

Name OJ000108_52 . 0426 . C28 . ol . tc 

Start 21 

GI none 
Exons 



Seq. ID OJ000108_52.0426.C28 

Strand + 

End 1038 

Method TBLASTX: Cress 

End 4 68 

Score 90 



21. .161, 21. .212, 25. .216, 25. .222, 32. .280, 242. .433, 243. .446, 



51100 



292.. 468, 318.. 467 



Seq. No. 


49492 






Seq. ID 


OJ000108_52 


0426. 


C28 


Gene No . 


105213 






Strand 


+ 






Start 


1 






End 


1038 






Name 


OJ000108 52.0426.C28 


.ol 


.gs 


Method 


GEN SCAN 






Start 


67 






End 


990 






GI 


none 






Score 


.41 






Exons 


67. .213, 534. .722, 8 


47. 


.990 










Seq. No. 


49493 






Seq I ID 


OJ000108_52 


0426. 


C2 9 


Gene No. 


105214 






Strand 


+ 






Start 


311 






End 


818 






Name 


OJ000108 52.0426.C29 


.ol 


. as 


Method 


GENSCAN 






Start 


311 




End 


818 






GI 


none 






Score 


. 6 






Exons 


311. .410, 629. .818 














Seq. No. 


49493 






Seq. ID 


OJ000108_52 


0426. 


C2 9 


Gene No . 


105215 






Strand 


+ 






Start 


2067 






End 


2391 






Name 


OJ000108 52.0426.C29 


.o2 


. as 


Method 


GENSCAN 






Start 


2067 






End 


2391 






GI 


none 






Score 


.49 






Exons 


2067. .2391 














Seq. No. 


49494 






Seq. ID 


OJ000108_52 


0426. 


C31 


Gene No . 


105216 






Strand 


+ 






Start 


365 






End 


1040 






Name 


OJ000108 52.0426.C31 


.ol 


.np 


Method 


AAT/NAP 






Start 


365 






End 


1040 






GI 


5852180 






Score 


105 






Exons 


365. .554, 880. .1040 














GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 








Seq. No. 


49494 






Seq. ID 


OJ000108_52, 


0426. 


C31 


Gene No. 


105217 






Strand 








Start 


490 






End 


1393 






Name 


OJ000108 52.0426.C31 


.ol 


.gs 


Method 


GENSCAN 






Start 


490 






End 


1393 






GI 


none 






Score 


. 51 






Exons 


490. .854, 954. .1066, 


1338. .1393 








Seq. No. 


49495 






Seq. ID 


OJ000108_52, 


0426. 


C32 


Gene No. 


105218 






Strand 


+ 






Start 


290 






End 


2330 






Name 


OJ000108 52.0426.C32 


.ol 


.np 


Method 


AAT/NAP 






Start 


290 






End 


1684 






GI 


7523667 






Score 


47 






Exons 


290. .426, 1535. .1684 














GI Descrip. 


(AC006423) Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


49495 






Seq. ID 


OJ0'00108_52. 


0426. 


C32 


Gene No. 


105218 






Strand 


+ 






Start 


290 






End 


2330 






Name 


OJ000108 52.0426.C32 


.ol 


.gs 


Method 


GENSCAN 






Start 


334 






End 


2330 







51101 



3 3 



2 y 



GI 


none 


Score 


.76 


Exons 


334. .620, 722..880 f 2301. .2330 




Seq. No. 


49496 


Seq. ID 


OJ000108 1 


Gene No. 


105219 


Strand 




Start 


1 


End 


1727 


'Name 


OJ000108 52.0426.C33.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1379 


GI 


5042463 


Score 


61 


Exons 


1.-20, 215. .295, 346... 477, 


1139. .1379 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 


Seq. No. 


49496 


Seq. ID 


OJ000108J 


Gene No. 


105219 


Strand 




Start 


1 


End 


1727 


Name 


OJ000108 52.0426.C33.ol.gs 


Method 


GENSCAN 


Start 


191 


End 


1727 


GI 


none 


Score 


.63 


Exons 


191. .295, 1540. .1727 






Seq. No. 


49497 


Seq. ID 


OJ000108J 


Gene No. 


105220 


Strand 


+ 


Start 


1 


End 


1400 


Name 


OJ000108 52.0426.C34.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1400 


GI 


1839188 


Score 


38 


Exons 


1..48, 622. .701, 729. .891, 


1380. .1400 




GI Descrip. 


(U86081) root hair defective 3 [Arabidopsis thai; 


Seq. No. 


49498 


Seq. ID 


OJ000108J 


Gene No. 


105221 


Strand 


+ 


Start 


1 


End 


2133 


Name 


OJ000108 52.0426.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2133 


GI 


5852181 


Score 


88 


Exons 


1..29, 1988. .2133 






GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 




Seq. No. 


49498 


Seq. ID 


OJ000108J 


Gene No. 


105221 


Strand 


+ 


Start 


1 


End 


2133 


Name 


OJ000108 52.0426.C35.ol.gs 


Method 


GENSCAN 


Start 


79 


End 


697 


GI 


none 


Score 


.81 


Exons 


79. .156, 342. .423, 561. .697 






Seq. No. 


49499 


Seq. ID 


OJ000108J 


Gene No. 


105222 


Strand 


+ 


Start 


496 


End 


1838 


Name 


OJ000108 52.0426.C36.ol.gs 


Method 


GENSCAN 


Start 


496 


End 


1831 


GI 


none 


Score 


.8 


Exons 


496. .547, 955. .1098, 1611.. 


1831 




Seq. No. 


49499 


Seq. ID 


OJ000108J 


Gene No. 


105222 


Strand 


+ 


Start 


496 


End 


1838 



51102 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000108_52.0426.C36.ol.tm Method 
1419 End 
none Score 
1419. .1553, 1663. .1821, 1670. .1819 



TBLASTX: Maize 

1821 

97 



49499 
105222 
496 

OJ000108_52.0426.C36.ol.gp 
1427 

17442_1.R1084 
1427.. 1838 

, 118304/sp|P19572|DCDA_PSEAE 6.0e-69 DIAMINOPIMELATE 

DECARBOXYLASE (DAP DECARBOXYLASE) >gi_77 626_pir A31133 

diaminopimelate decarboxylase (EC 4.1.1.20) - Pseudomonas 
aeruginosa' 



Seq. ID OJ000108_52.0426.C36 
Strand + 

1838 
AAT/GAP 
1838 
806 



End 

Method 

End 

Score 



49499 
105222 
496 - 

OJ000108_52.0426.C36.ol.ts 

1664 

none 



Seq. ID OJ000108_52.0426.C36 

Strand + 

End 1838 

Method TBLASTX : Soybean 

End 1837 

Score 207 



1664. .1834, 1669. .1836, 1670. .1837 



49499 

105222 

496 

OJ000108_52.0426.C36.ol.tc 

1669 

none 

1669.. 1836, 1670.. 1837 



Seq. ID OJ000108_52.0426.C36 

Strand + 

End 1838 

Method TBLASTX: Cress 

End 1837 

Score 206 



49500 
105223 
1 

OJ000108_52.0426.C37.ol.np 
1 

7292499 
1. .333 

(AE003481) CG15021 gene product [Drosophila melanogaster ] 



Seq. ID OJ000108_52.0426.C37 
Strand 

333 

AAT/NAP 
333 
98 



End 

Method 

End 

Score 



Seq. ID OJ000108_52.0426.C38 

Strand + 

End 447 

Method AAT/NAP 

End 4 45 

Score 5 67 



49501 
105224 
1 

OJ000108_52.0426.C38.ol.np 
1 

6630685 
1. .445 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



49501 

105224 

1 

OJ000108_52.0426.C38.o2.tm 
3 



Seq. ID OJ000108_52.0426.C38 

Strand + 

End 4 47 

Method TBLASTX : Maize 

End 182 



51103 



GI none 

Exons 3. .182, 3. .179, 5. .181 

Seq. No. 49501 

Gene No. 105224 

Start 1 

Name OJ000108_52 . 0426 . C38 . ol . tm 

Start 185 

GI none 

Exons . 185.. 445, 187.. 447 

Seq. No. 49501 

Gene No. 105224 

Start 1 

Name OJ000108_52 . 0426 .C38 . ol . gs 

Start 203 

GI none 

Exons 203.. 394 



Score 



256 



Seq. ID OJ000108_52.0426.C38 

Strand + 

End 447 

Method TBLASTX : Maize 

End 447 

Score 350 



Seq. ID OJ000108_52.0426.C38 

Strand + 

End 447 

Method GEN SCAN 

End 394 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49501 

105224 

1 

OJ000108_52.0426.C38.ol.ts 

203 

none 

203. .445, 205. .447 



Seq. ID OJ000108_52.0426.C38 

Strand + 

End 447 

Method TBLASTX : Soybean 

End 447 

Score 215 



49502 
105225 
1 

OJ000108_52.0426.C39.ol.gp 
1 

uC-osflcyp032e05al 
1. .229 

, 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000108_52. 0426.C39 
Strand 

End 229 

Method AAT/GAP 

End 229 

Score 446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49502 

105226 

267 

OJ000108_52.0426.C39.ol.gs 

267 

none 

267. .419 



Seq. ID OJ000108_52.0426.C39 

Strand 

End 419 

Method GENSCAN 

End 419 

Score .8 



49503 
105227 
1 

OJ000108_52.0426.C41.ol.np 
1 

1644459 
1..515, 646. .736 

(U72522) neural variant mena++ protein [Mus musculus] 



Seq. ID OJ000108_52.0426.C41 

Strand + 

End 736 

Method AAT/NAP 

End 736 

Score 115 



49504 

105228 

279 



Seq. ID OJ000108_52.0426.C43 

Strand 

End 528 



51104 




Name 


OJ000108 52.0426.C43.ol.gp 


Method 


AAT/GAP 


Start 


279 


End 


528 


GI 


57713 5.R1084 


Score 


428 


Exons 


279. .528 






GI DescriD. 


1 6015 116/ sp I 082653 | ERG ARATH 3.0e-34 GTP-BINDING PROTEIN ER< 




>gi_3676071_emb_CAA76979_ ( 


Y17969) ERG protein [Arabidopsis 




thaliana] ' 






Seq. No. 


49505 


Seq. ID 


OJ000108_52.0426.C44 


Gene No. 


105229 


Strand 


+ 


Start 


1 


End 


712 


Name 


OJ000108 52.0426.C44.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


712 


GI 


4680204 


Score 


364 


Exons 


1. .712 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


49505 


Seq. ID 


OJ000108_52.0426.C44 


Gene No. 


10S229 


St rand 


+ 


Start 


1 


End 


712 


Name 


OJ000108 52.0426.C44.ol.gs 


Method 


GENSCAN 


Start 


16 


End 


633 


GI 


none 


Score 


.74 


Exons 


16. .293, 309. .633 






Seq. No. 


49505 


Seq. ID 


OJ000108_52.0426.C44 


Gene No. 


10S2P9 

JL \J «J C. £~ Zs 


rand 




Start 


1 


End 


712 


Name 


OJ000108 52.0426.C44.ol.tw 


Method 


TBLASTX: Wheat 


Start 


66 


End 


405 


GI 


none 


Score 


136 


Exons 


66. .215, 67. .234, 229. .369, 


288. .368, 


373. .405 


Seq. No. 


49506 


Seq. ID 


OJ000108_52.0426.C45 


Gene No. 


105230 


Strand 


+ 


Start 


1 


End 


724 


Name 


OJ000108 52.0426.C45.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


724 


GI 


5852181 


Score 


94 


Exons 


1..22, 622. .724 






GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 




Seq. No. 


49506 


Seq. ID 


OJ000108_52.0426.C45 


Gene No. 


105231 


Strand 




Start 


337 


■ End 


436 


Name 


OJ000108 52.0426.C45.ol.gs 


Method 


GENSCAN 


Start 


337 


End 


436 


GI 


none 


Score 


. 9 


Exons 


337. .436 






Seq. No. 


49507 


Seq. ID 


OJ000108_41.0426.C2 


Gene No. 


105232 


Strand 




Start 


356 


End 


942 


Name 


OJ000108 41.0426.C2.ol.gs 


Method 


GENSCAN 


Start " 


356 


End 


942 


GI 


none 


Score 


.6 


Exons 


356. .610, 655. .942 







51105 



Seq. No. 49508 

Gene No. 105233 

Start 46 

Name OJ000108_4 1 . 0426 . C3 . ol . gs 

Start 46 

GI none 

Exons 46.. 203 



Seq. ID OJ000108_41.0426.C3 

Strand + 

End 203 

Method GENSCAN 

End 203 

Score .94 



r!i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49508 
105234 
1 

OJ000108_41.0426.C3.ol.np 
1 

6063557 

1..57, 2451. .2669, 4477. .4578 

(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. ID OJ000108_41.0426.C3 
Strand 

4578 
AAT/NAP 
4578 
73 



End 

Method 

End 

Score 



49508 

105234 

1 

OJ000108_4 1 . 0426 . C3 . o2 . gs 

1332 

none 



Seq. ID OJ000108_41. 0426.C3 
Strand 

End 457 8 

Method GENSCAN 

End 327 6 

Score .91 



1332. .1751, 1774. .1958, 2074. .2170, 3265. .3276 



49508 

105234 

1 

OJ000108_41.0426.C3.o3.gs 

4345 

none 

4345. .4418 



Seq. ID OJ000108_41.0426.C3 
Strand 

End 4578 

Method GENSCAN 

End 4418 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49509 
105235 
1 

OJ000108_41.0426.C6.ol.np 
1 

2498930 
1..44, 212. .271 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ000108_41.0426.C6 
Strand 

271 

AAT/NAP 
271 
116 



End 

Method 

End 

Score 



49509 

105236 

212 

OJ000108_41.0426.C6.ol.gs 
212 
, none 
212. .271 



Seq. ID OJ000108_41.0426.C6 

Strand 

End 271 

Method GENSCAN 

End 271 

Score .94 



Seq. No. 49510 

Gene No. 105237 

Start 4009 

Name OJ000108_41 . 0426 . C7 . o2 . gs 

Start 4009 



Seq. ID OJ000108_41.0426.C7 

Strand + 

End 9913 

Method GENSCAN 

End 9873 



51106 




GI 


none 








Score 


.43 






Exons 


4009. . 4845, 


5248 . 


. 6658, 


6914 . 


.7120, 7208.. 7629, 


7741. .9873 


Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.C7 


Gene No. 


105237 








Strand 


+ 






Start 


4009 








End 


9913 






Name 


OJ000108 41 


.0426. 


C7.ol. 


np 


Method 


AAT/NAP 






Start 


4148 








End 


4929 






GI 


6002794 








Score 


1276 






Exons 


4148 . .4929 
















GI Descrip. 


(AF149813) 


unknown [Oryza sativa] 








Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105237 








Strand 


+ 






Start 


4009 








End 


9913 






Name 


OJ000108 41 


.0426. 


C7.o2. 


np 


Method 


AAT/NAP 






Start 


4378 








End 


9913 






GI 


4680179 








Score 


4491 






Exons 


4378 . .4513, 


5600. 


.6469, 


6572 . 


.9913 








GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105238 








Strand 


- 






Start 


•1188 








End 


1709 






Name 


OJ000108 41 


.0426. 


C7.ol. 


gs 


Method 


GENSCAN 






Start 


1188 ~~ 








End 


1709 






GI 


none 








Score 


1 






Exons 


1188 . . 1709 
















Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105239 








Strand 








Start 


5649 








End 


6291 






Name 


OJ000108 41 


.0426. 


C7.o8. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


5649 ~ 








End 


6009 






GI 


none 








Score 


267 






Exons 


5649. .5750, 


5650. 


.6009 












Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105239 








Strand 








Start 


5649 








End 


6291 






Name 


OJ000108 41 


.0426. 


C7.o6. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5890 ~~ 








End 


6291 






GI 


none 








Score 


240 






Exons 


5890. . 6291 
















Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105240 








Strand 








Start 


6600 








End 


7005 






Name 


OJ000108 41 


.0426. 


C7.o7. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6600 ~~ 








End 


6924 






GI 


none 








Score 


204 






Exons 


6600. .6713, 


6601. 


.6924 












Seq. No. 


49510 








Seq. ID 


OJ000108 


_41.0426 


.CI 


Gene No. 


105240 








Strand 








Start 


6600 








End 


7005 






Name 


OJ000108 41 


.0426. 


C7.o7. 


tw 


Method 


TBLASTX: 


Wheat 





51107 




Start 


6606 








End 


7005 


GI 


none 








Score 


165 


Exons 


6606. .6761, 


6607 


. .6816, 


6837. 


.6956, 6841. .7005 


Seq. No. 


49510 








Seq. ID 


OJ000108_41. 042 6. C7 


Gene No. 


105241 








Strand 




Start 


7152 








End 


8052 


Name 


OJ000108 41 


.0426 


■C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


7152 








End 


7635 


GI 


none 








Score 


524 


Exons 


7152. .7607, 


7153 


. .7635, 


7234. 


.7626 




Seq. No. 


49510 








Seq. ID 


OJ000108_41. 042 6.C7 


Gene No. 


105241 








Strand 




Start 


7152 








End 


8052 


Name 


OJ000108 41 


.0426 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7222 








End 


7689 


GI 


none 








Score 


385 


Exons 


7222. .7689, 


7294 


. .7470, 


7531. 


.7644 




Seq. No. 


49510 








Seq. ID 


OJ000108_41.0426.C7 


Gene No. 


105241 








Strand 




Start 


7152 








End 


8052 


Name 


OJ000108 41 


.0426 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7576 








End 


7971 


GI 


none- 








Score 


56 


Exons 


7576. .7608, 


7576 


. .7608, 


7593. 


.7688, 7612. .7971, 7612. .7920 




7728. .7943 












Seq. No. 


49510 








Seq. ID 


OJ000108_41.0426.C7 


Gene No. 


105241 








Strand 




Start 


7152 








End 


8052 


Name 


OJ000108 41 


.0426 


.C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7684 








End 


7980 


GI 


none 








Score 


361 


Exons 


7684. .7980, 


7728 


. .7943 








Seq. No. 


49510 








Seq. ID 


OJ000108_41.0426.C7 


Gene No. 


105241 








Strand 




Start 


7152 








End 


8052 


Name 


OJ000108 41 


.0426 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7705 








End 


8052 


GI 


none 








Score 


301 


Exons 


7705. .8052, 


7773 


. .7907 








Seq. No. 


49510 








Seq. ID 


OJ000108_41.0426.C7 


Gene No. 


105242 








Strand 




Start 


7986 








End 


8414 


Name 


OJ000108 41 


.0426 


. C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7986 








End 


8412 


GI 


none 








Score 


596 


Exons 


7986. .8411, 


7987 


. .8412 








Seq. No. 


49510 








Seq. ID 


OJ000108_41.0426.C7 


Gene No. 


105242 








Strand 




Start 


7986 








End 


8414 


Name 


OJ000108 41 


.0426 


.C7.o3. 


ts 


Method 


TBLASTX: Soybean 



51108 



Start 
GI 

Exons 



7993 
none 

7993. .8238 



End 
Score 



8238 
214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49510 

105242 

7986 

OJ000108_41. 

8056 

none 

8056. .8409, 

49510 

105243 

8455 

OJ000108_41. 

8455 

none 

8455. .8571, 



0426.C7.o2.tm 



8059. .8412, 8061. 



0426.C7.o3.tw 



8529. .8975, 8620. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8414 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8979 



OJ000108_41.0426.C7 
8414 

TBLASTX: Maize 

8414 

464 



OJ000108_41.0426.C7 
9909 

TBLASTX: Wheat 

8979 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49510 

105243 

8455 

OJ000108_41. 

8686 

none 

8686. .8859, 

49510 

105243 

8455 

OJ000108_41. 

8772 

none 

8772. .9017, 

49510 

105243 

8455 

OJ000108_41. 

8827 

none 

8827. .9117, 

49510 

105243 

8455 

OJ000108_41. 

8986 

none 

8986. .9612, 

49510 

105243 

8455 

OJ000108_41. 
9168 



0426.C7.ol.tc 



8707.. 8859,. 8860. 



0426.C7.o2.ts 



8779. .9027, 8899. 



0426.C7.o4.tm 



8838. .9017, 8899. 



0426.C7.ol.tw 



9081. .9488, 9133. 



0426.C7.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9003, 86 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.9027 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.9114 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.9561 

Seq. ID 

Strand 

End 

Method 
End 



OJ000108_41.0426.C7 
9909 

TBLASTX: Cress 
9003 
101 
62. .8987 

OJ000108_41.0426.C7 

9909 

TBLASTX : Soybean 

9027 

299 



OJ000108_41.0426.C7 
9909 

TBLASTX: Maize 

9117 

378 



OJ000108_41.0426.C7 
9909 

TBLASTX: Wheat 

9612 

667 



OJ000108_41.0426.C7 
9909 

TBLASTX: Maize 
9762 



51109 



GI 

Exons 



none Score 80 

9168.. 9317, 9169.. 9327, 9174.. 9320, 9325.-9762, 9325.. 9408, 
9327.. 9467, 9552.. 9620, 9667.. 9762 



Seq. No. 49510 Seq. ID 

Gene No. 105243 Strand 

Start 8455 End 

Name 0 J000108_4 1 . 04 2 6 . C7 . 06 . tw Method 

Start 9613 End 

GI none * Score 

Exons 9613.. 9909, 9652.. 9909 



Seq. No. 49511 

Gene No. 105244 

Start 476 

Name OJ000108_41 . 0426 . C9 . ol . gs 

Start 476 

GI none 

Exons 476.. 712 



OJ000108_41.0426.C7 
'9909 

TBLASTX: Wheat 

9909 

341 



Seq. ID OJ000108_41.0426.C9 
Strand 

End 712 

Method GENSCAN 

End 712 

Score .79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49512 Seq. ID 

105245 Strand 

3021 End 
OJ000108_4 1.0426. C10 . ol . gs Method 

3021 End 

none Score 

3021. .3075, 4219. .4429, 4896. .4962 



OJ000108_41. 0426. C10 
+ 

4962 
GENSCAN 
4962 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49512 Seq. ID 

105246 Strand 

4267 End 

OJ000108_4 1 . 0426 . C10 . ol . np Method 

4267 End 

5257279 Score 



OJ000108_41. 04 26. C10 

11738 
AAT/NAP 
11738 
6781 



4267. .4493, 6171. .6767, 6882. .7044, 7261. .9978, 1060 9 10844 , 
11193. .11738 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053). [Oryza sativa] 



Seq. No. 49512 

Gene No. 105246 

Start 4267 

Name OJ000108_4 1 . 0426 . C10 . o5 . tw 

Start 5806 

GI none 

Exons 5806.. 6138, 5915.. 6139 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Wheat 

End 6139 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49512 

105246 

4267 

OJ000108_4 1.0426. C10. o2.gs 

5911 

none 



49512 
105246 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method GENSCAN 

End 10043 

Score . 6 



5911. .6351, 6523. .9602, 9623. .10043 



Seq. ID OJ000108_41. 0426. C10 
Strand 



51110 



olqi l 


4 Ofn 

*i £. D / 








HiIlU 


Name 


OJ000108 41 


.0426 


ClO.ol 


. tm 


Method 


Start 


5998 








End 


GI 


none 








Score 


Exons 


5998. .6426, 


5999 


.6427, 


6285. 


.6431, 6: 




6428. .6580 










Seq. No. 


49512 








Seq. ID 


CZ&TMZi Mo 










Cf r anH 
OLI cLI i\J. 


Start 


4267 








End 


Name 


OJ000108 41 


.0426 


ClO.ol 


.tw 


Method 


Start 


6139 








End 


GI 


none 








Score 


Exons 


6139. .6765, 


6140, 


.6763 






Seq. No. 


49512 








Seq. ID 


UCilC IN u ■ 


-L \J wl <i. *i O 








oil dnu 


Start 


4267 








End 


Name 


OJ000108 41 


.0426. 


C10.O4 


.tm 


Method 


Start 


6634 








End 


GI 


none 








Score 


Exons 


6634. .6924, 


6638. 


.6925 






Seq. No. 


49512 








Seq. ID 


OCllC Vi\J • 


1 0R94 

1U J^4 D 










Start 


4267 








End 


Name 


OJ000108 41 


.0426. 


C10.o2 


.ts 


Method 


Start 


6727 








End 


GI 


none 








Score 


Exons 


6727. .6972, 


6728. 


.6973, 


6748. 


.6981 


Seq. No. 


49512 








Seq. ID 


UCilC 1NW . 










Oil cti ILL 


Start 


4267 








End 


Name 


OJ000108 41 


.0426. 


ClO.ol 


. tc 


Method 


Start 


6748 








End 


GI 


none 








Score 


Exons 


6748. .6891, 


6749. 


.6889, 


6892. 


.7065, 65 


Seq. No. 


49512 








Seq. ID 


(7ono Mo 


1 0^94 

1UJl4 D 








otianu 


Start 


4267 








End 


Name 


OJ000108 41 


.0426. 


C10.o3 


.tw 


Method 


Start 


6772 








End 


GI 


none 








Score 


Exons 


6772. .7236, 


6776. 


.7147 






Seq. No. 


49512 








Seq. ID 


ConQ Mo 
•jcIIc LnU . 










ocrana 


Start 


4267 








End 


Name 


OJ000108 41 


.0426. 


C10.O2 


.tw 


Method 


Start 


7238 








End 


GI 


none 








Score 


Exons 


7238. .7729, 


7261. 


.7764, 


7423. 


.7731 


Seq. No. 


49512 








Seq. ID 


Gene No. 


105246 








Strand 



11738 

TBLASTX: Maize 
6582 
285 

6431, 6286. .6486, 6424. .6582, 



11738 

TBLASTX: Wheat 

6765 

341 



11738 

TBLASTX: Maize 

6925 

259 



11738 

TBLASTX : Soybean 

6981 

155 



11738 

TBLASTX: Cress 

7065 

116 



11738 

TBLASTX: Wheat 

7236 

287 



11738 

TBLASTX: Wheat 

7764 

308 



51111 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



4267 

OJ000108_41. 

7453 

none 

7453. .7893, 

49512 

105246 

4267 

OJ000108_41. 

7513 

none 

7513. .7758 

49512 

105246 

4267 

OJ000108_41. 

7765 

none 

7765. .8001, 

49512 

105246 

4267 

OJ000108_41. 

7780 

none 

7780. .8139, 
8146. .8175 

49512 

105246 

4267 

OJ000108_41. 

7898 

none 

7898. .8062, 

49512 

105246 

4267 

OJ000108_41. 

7912 

none 

7912. .7950, 
8291. .8587 

49512 

105246 

4267 

OJ000108_41. 

8062 

none 

8062. .8532, 
49512 



0426. C10. o2.tm 
7466. .7894 

0426. C10. o3.ts 



End 

Method 

End 

Score 



11738 

TBLASTX: Maize 

7894 

221 



0426. C10. o6.tw 



7781. .8002 



0426. C10. ol.ts 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Soybean 

End 7758 

Score 212 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Wheat 

End 8002 

Score 159 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Soybean 

End 8175 

Score 227 



7781. .8137, 7996. .8145, 8143. .8175, 8144. .8173, 



0426. C10. o6.tm 
7900. .8061 

0426. C10. o4 .tw 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Maize 

End 8062 

Score 131 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Wheat 

End 8598 

Score 46 

8003. .8047, 8116. .8598, 8120. .8263, 8125. .8478, 



Seq. ID OJ000108_41. 0426. C10 
Strand 

End 11738 

Method TBLASTX : Mai ze 

End 8532 

Score 68 



0426. C10. o3.tm 



8285. .8458 



Seq. ID OJ000108_41. 0426. C10 



51112 






Gene No. 


105246 






Strand 








Start 


4267 






End 


11738 






Name 


OJ000108 41 


0426 C10.o2 


. tc 


Method 


TBLASTX: Cress 






Start 


8152 ~~ 






End 


8470 






GI 


none 






Score 


66 






Exon s 


8152. .8469, 


8300. .8470 












Seq. No. 


49512 






Seq. ID 


OJ000108_41.0426 


.C10 




Gene No. 


105246 






Strand 








Start 


4267 






End 


11738 






Name 


OJ000108 41. 


0426. C10. o7 


. tm 


Method 


TBLASTX: Maize 








8533 ~ 






End 


8695 






GI 


none 






Score 


155 






J— J 1 1 


8533 8694, 


8534 . .8695 












Seq. No. 


49512 






Seq. ID 


OJ000108_41.0426 


.C10 




Gene No. 


105246 






Strand 








Start 


4267 






End 


11738 






Name 


OJ000108 41 


0426. C10. o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


8770 ~ 






End 


9148 






GI 


none 






Score 


90 






JjAUI 1 


8770 8892. 


8771 . .8881. 


8776. 


.8892, 8926. .9147, 9026. .9148 




Seq. No. 


49512 






Seq. ID 


OJ000108_41.0426 


.C10 




Gene No. 


105246 






Strand 






i 3 


Start 


' 4267 






End 


11738 






Naine 


OJ000108 41 


0426. C10. o5 


. tm 


Method 


TBLASTX: Maize 




fit 

a ~ 




8828 ~~ 






End 


9153 




T 




none 






Score 


67 




s ;y 




8828 8962. 


8830. . 9117, 


8830. 


.9153 






'O 


Seq. No. 


49512 






Seq. ID 


OJ000108_41.0426 


.C10 


f y 


Gene No. 


105246 






Strand 






c 


Start 


4267 






End 


11738 




f 1 


Name 


OJ000108 41. 


0426. C10. 08 


. tw 


Method 


TBLASTX: Wheat 






Start 


9699 _ 






End 


10062 






GI 


none 






Score 


8.6 




; ^ 


F. von ^ 


9699 9845. 


9711 9884. 


9870. 


.10061, ! 


9880. .10062 




? ^ 


Seq. No. 


49512 






Seq. ID 


OJ000108_41.0426 


.C10 


r 1 ^ 


Gene No. 


105246 






Strand 








Start 


4267 






End 


11738 






Name 


OJ000108 41. 


0426. C10. o3 


crs 


Method 


GENSCAN 






Start 


10545 






End 


11537 






GI 


none 






Score 


.45 






F. vnn q 

i-j \y 1 1 o 


10545. .11537 












Seq. No. 


49513 






Seq. ID 


OJ000108_41.0426 


.Cll 




Gene No. 


105247 






Strand 


+ 






Start 


185 






End 


331 






LM Cll LLC 


OJ000108 41. 


0426.Cll.ol 


. y 


Method 


GENSCAN 






Start 


185 






End 


331 






GI 


none 






Score 


.7 






Exons 


185. .331 














Seq. No. 


49513 






Seq. ID 


OJ000108_41.0426 


.Cll 




Gene No. 


105248 






Strand 







51113 



Start 


918 


End 


1175 




Name 


OJ000108 41. 04 2 6. CI 1 . o2 .gs 


Method 


GENSCAN 




Start 


918 ~ 


End 


1175 . 




GI 


none 


Score 


. 7 




Exons 


918 . .1175 








Seq. No. 


49514 


Seq. ID 


OJ000108 41.0426. 


C12 


Gene No. 


105249 


Strand 


+ 




Start 


1 


End 


4474 




Name 


OJ000108 41.0426.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2565 




GI 


3650036 


Score 


604 




Exons 


1..99, 494. .1484, 1548. .2565 








GI Descrip. 


(AC005396) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


49514 


Seq. ID 


OJ000108_41.0426. 


C12 


Gene No. 


105249 


Strand 


+ 




Start 


1 


End 


4474 




Name 


OJ000108 41.0426.C12.ol.gs 


Method 


GENSCAN 




Start 


162 


End 


4474 




GI 


none 


Score 


.7 




Exons 


162. .364, 434. .1033, 1573. .1843, 1934. 


.2512, 3477. .3600, 






3764. .3764, 4247. .4474 








Seq. No. 


49514 


Seq. ID 


OJ000108_41.0426. 


C12 


Gene No. 


105249 


Strand 


+ 




Start 


1 


End 


4474 




Name 


OJ000108 41.0426.C12.o2.np 


Method 


AAT/NAP 




Start 


1465 


End 


2529 




GI 


4218001 


Score 


309 




Exons 


1465. .1624, 1652. .1867, 2011 


. .2529 






GI Descrip. 


(AC006135) Ac-like transposase [Arabidopsis thaliana] 




Seq. No. 


49514 


Seq. ID 


OJ000108_41.0426. 


C12 


Gene No. 


105250 


Strand 


+ 




Start 


20251 


End 


23541 




Name 


OJ000108 41.0426.C.12.o3.gs 


Method 


GENSCAN 




Start 


20251 


End 


23541 




GI 


none 


Score 


. 65 




Exons 


20251. .21512, 21607. .22429, 


22478. .22865, 22998 .. 23394 , 






23427. .23541 








Seq. No. 


49514 


Seq. ID 


OJ000108_41.0426. 


C12 


Gene No. 


105250 


Strand 


+ 




Start 


20251 


End 


23541 




Name 


OJ000108 41.0426.C12.o4.np 


Method 


AAT/NAP 




Start 


20251 


End 


23538 




GI 


6907089 


Score 


5071 




Exons 


20251. .21512, 21607. .23538 








GI Descrio. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49514 


Seq. ID 


OJ000108_41.0426. 


C12 


Gene No. 


105251 


Strand 






Start 


18772 


End 


19153 




Name 


OJ000108 41.0426.C12.ol.gp 


Method 


AAT/GAP 




Start 


18772 


End 


19153 




GI 


uC-osflcypl72a09al 


Score 


517 





51114 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



18772.. 19153 

, 5803242/dbj IAP000399.1 IAP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ? 



49514 

105252 

24165 

OJ000108_4 1 . 0426 . C12 . ol . tm 

1057 

none 



Seq. ID OJ000108_41.0426.C12 
Strand 

End 24561 
Method TBLASTX : Maize 
End 2451 
Score 131 

1057. .1167, 1089. .1166, 1168. .1227, 1231. .1281, 1249. .1287, 
1318. .1596, 1323. .1568, 1657. .1878, 1900. .1953, 2250. .2447, 
2251. .2451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49514 Seq. ID 

105252 Strand 

24165 End 
OJ000108_41.0426.C12.o2.ts Method 

1318 End 

none Score 

1318. .1623, 1624. .1878, 1900. .1956 



OJ000108_41.0426.C12 
24561 

TBLASTX : Soybean 

1956 

135 



Seq. No. 49514 Seq. ID 

Gene No. 105252 Strand 

Start 24165 End 

Name OJ000108_41 . 0426.C12 .ol . tw Method 

Start 1335 End 

GI none Score 

Exons 1335.. 1568, 1339.. 1596 



OJ000108_41.0426.C12 
24561 

TBLASTX : Wheat 

1596 

203 



Seq. No. 49514 Seq. ID 

Gene No. 105252 Strand 

Start 24165 End 

Name OJ000108_4 1.0426. C12 . ol . ts Method 

Start 2197 End 

GI none Score 

Exons 2197.. 2454, 2271.. 2447 



OJ000108_41.0426.C12 
24561 

TBLASTX : Soybean 

2454 

217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49514 Seq. ID 

105252 Strand 

24165 End 

OJ000108_41.0426.C12.o2.tm Method 

7329 End 

none Score 



OJ000108_41.0426.C12 
24561 

TBLASTX: Maize 

7730 

57 



7329. .7403, 7330. .7404, 7428. .7613, 7510. .7578, 7608. .7730 

OJ000108 41.0426.C12 



49514 
105252 
24165 

OJ000108_41.0426.C12.o3.ts 

7476 

none 

7476. .7559, 7608. .7781 

49514 

105252 

24165 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



24561 

TBLASTX : Soybean 

7781 

122 



OJ000108_41.0426.C12 
24561 



51115 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000108_41.042 6.C12.ol.tc 

7482 

none 

7482. .7574, 7608. .7793 

49514 

105252 

24165 

OJ000108_41.0426.C12.o4.gs 

24165 

none 

24165. .24500 



Method 

End 

Score 



TBLASTX: Cress 

7793 

136 



Seq. ID OJ000108_41.0426.C12 
Strand 

End 24561. 

Method GENSCAN 

End 24500 

Score 1 



49514 
105252 
24165 

OJ000108_41.0426.C12.o5.np 
24168 
7228457 
24168.. 24561 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000108_41.0426.C12 
Strand 

24561 
AAT/NAP 
24561 
593 



End 

Method 

End 

Score 



Seq. No. 49515 

Gene No. 105253 

Start 647 

Name OJ000108_41 . 0426 . C13 . ol . gs 

Start 647 

GI none 

Exons 647.. 1456 



Seq. ID OJ000108_41.0426.C13 

Strand + 

End 1456 

Method GENSCAN 

End 1456 

Score .59 



syi Seq. No. 49515 

s Gene No. 105254 

C3 Start 3887 

vj Name OJ000108_41 . 0426 . C13 . o2 . gp 

il Start 3887 

r ^ GI uC-osflcyp033a04bl 

Exons 3887.. 4268 

C3 GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 

p DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000108_41.0426.C13 

Strand + 

End 4268 

Method AAT/GAP 

End 4268 

Score 67 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000108_41.0426.C13 

Strand + 

End 124 92 

Method AAT/GAP 

End 124 92 

Score 64 3 



49515 
105255 
12111 

OJ000108_41.0426.C13.o5.gp 
12111 

uC-osflcyp033a04bl 
12111. .12492 

1 6016845/dbj | AP000570.1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



49515 

105256 

14000 

OJ000108_41.042 6.C13.o2.np 
14000 



Seq. ID OJ000108_41.0426.C13 

Strand + 

End 14488 

Method AAT/NAP 

End 14488 



51116 



GI 5922623 Score 61 

Exons 14000. ,14085, 14447.. 14488 

GI Descrip. (AP000492.) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 49515 Seq. ID 

Gene No. 105257 Strand 

Start 2006 End 

Name OJ000108_41 . 0426.C13 .o2 .gs Method 

Start 2006 End 

GI none Score 

Exons 2006.. 2023, 2588.. 3031 



OJ000108_41.0426.C13 

3031 
GENSCAN 
3031 
.72 



Seq. No. 49515 Seq. ID 

Gene No. 105258 Strand 

Start 3367 End 14203 

Name OJ000108_41 . 0426.C13 .ol .np Method AAT/NAP 

Start 3367 End 13922 

GI 7228457 Score 9026 

Exons 3367.. 3400, 4904.. 6153, 6220.. 7371, 7494.. 8328, 

13201. .13494, 13556.. 13922 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 



OJ000108 41.0426.C13 



8392. .10032, 



type 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 49515 Seq. ID 

Gene No. 105258 Strand 

Start 3367 End 

Name OJ000108_41 . 0426 . C13 . o7 . tw Method 

Start 4 900 End 

GI none Score 
Exons 



OJ000108_41.0426.C13 
14203 

TBLASTX: Wheat 

5214 

62 



4900. .5076, 4972. .5214, 4973. .5209, 5139. .5210 



Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 


.0426. 


C13.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5215 








End 


5596 




GI 


none 








Score 


164 




Exons 


5215. .5595, 


5246. 


.5494, 


5254. 


.5592, 5540.. 5596 




Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 


.0426. 


C13.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


5410 








End 


5733 




GI 


none 








Score 


186 




Exons 


5410. .5733, 


5423. 


.5704 










Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 


.0426. 


C13.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


5926 








End 


6238 




GI 


none 








Score 


73 




Exons 


5926. .6186, 


6062. 


.6238 











51117 




Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 . 


0426, 


.C13.o2 


.ts 


Method 


TBLASTX : Soybean 




Qf art- 


5986 ~~ 








End 


6552 




O X 


5666795 








Score 


68 




p.ynn o 


5986. . 6186, 


6241 , 


. .6378, 


6454. 


.6552 






CT Df* C T i T"> 

OX L/C >_> ^ J- -L • 


4206306 2.0e 


-10 i 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gpnp No . 


105258 








Strand 






Start 


3367 








End 


14203 




Nanie 


OJ000108 41. 


0426. 


,C13.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


6241 ~~ 








End 


6699 




GI 


none 








Score 


88 




Ex oris 


6241 . . 6390, 


6242 . 


. .6379, 


6424. 


.6675, 6425. .6655, 6478. .6699 


Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


-C13 


Cano No 


105258 








Strand 


- 




Start 


3367 








End 


14203 




Name 


OJ000108 41. 


0426 . 


.C13.ol 


.ts 


Method 


TBLASTX: Soybean 




O U a. -L U 


7300 _ 








End 


7671 




GI 


none 








Score 


90 




Rxon <=; 


7300. .7671, 


7511 , 


. .7654 










Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


fipnp Mo 


105258 








Strand 


- 




Start 


3367 








End 


14203 




Name 


OJ000108 41. 


0426 , 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 






7330 _ 








End 


7750 




(IT 


none 








Score 


315 




Fxons 


7330 . . 7749, 


7337 , 


. .7750 










Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No . 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41. 


0426- 


.C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7423 _ 








End 


7807 




GI 


none 








Score 


236 




R xon s 


7423. .7806, 


7442 , 


. .7807 










Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


f^pnp No 


105258 








Strand 






J Lul l 


3367 








End 


14203 






OJ000108 41 


0426 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 




J Lai L 


7834 ~~ 








End 


8190 




ox 


none 








Score 


121 




R von ^ 


7834 8139 


7834 


. .8190, 


7844. 


.8155 






Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41. 


0426 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


7858 








End 


8321 




GI 


none 








Score 


226 




Exons 


7858. .8319, 


7864 


. .8319, 


7865. 


.8320, 7878.. 8321 





51118 




Seq. No. 


49515 








Seq. ID 


OJ000108_41 . 04 2 6 


. C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 


.0426 


.C13.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


7915 








End 


8280 




GI 


none 








Score 


119 




Exons 


7915. .8049, 


8056 


. .8280 










Seq. No. 


49515 








Seq. ID 


OJ000108_41.0426 


.C13 


Gene No. 


105258 








Strand 






Start 


3367 








End 


14203 




Name 


OJ000108 41 


.0426 


.C13.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


8485 . 








End 


12484 




GI 


none 








Score 


81 




Exons 


8485. .8970, 


8512 


. .8751, 


8516. 


.8776, 8798. .8971, 12425.. 


12484 





Seq. No. 


49515 


Seq. ID 


OJ000108_41.0426, 




Gene No. 


105258 


Strand 






Start 


3367 


End 


14203 




Name 


OJ000108 41.0426.C13.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9708 


End 


10034 




GI 


none 


Score 


95 




Exons 


9708.. 9965, 9742.. 9981, 9948. 


.10034, 9949. .10029 


g 


Seq. No. 


49515 


Seq. ID 


OJ000108_41.0426, 


if* 


Gene No. 


105258 


Strand 






Start 


3367 


End 


14203 


t ^ 


Name 


OJ000108 41.0426.C13.o5.gs 


Method 


GEN SCAN 




Start 


13164 


End 


14203 




GI 


none 


Score 


.74 


a 

r ! e 


Exons 


13164. .13967, 13997. .14203 








Seq. No. 


49516 


Seq. ID 


OJ000108_41.0426 




Gene No. 


105259 


Strand 


+ 


k. _ E 


Start 


1 


End 


3310 


H 


Name 


OJ000108 41.0426.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3310 




GI 


6016874 


Score 


122 


r ~3 


Exons 


1..21, 2838. .3054, 3187. .3310 






Q 


GI Descrip. 


(AP000570) ESTs C19143 (E10020 


) , D25076 (R3116) correspond 






region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


49516 


Seq. ID 


OJ000108_41.0426 




Gene No. 


105259 


Strand 


+ 




Start 


1 


End 


3310 




Name 


OJ000108 41.0426.C14.ol.gs 


Method 


GEN SCAN 




Start 


96 


End 


2017 




GI 


none 


Score 


.68 




Exons 


96. .150, 1863. .2017 








Seq. No. 


49516 


Seq. ID 


OJ000108_41.0426 




Gene No. 


105259 


Strand 


+ 




Start 


1 


End 


3310 




Name 


OJ000108 41.0426.C14.o2.gs 


Method 


GENSCAN 




Start 


2367 


End 


3250 



51119 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2367.. 2502, 2973.. 3250 

49517 

105260 

143 

OJ000108_41 . 0426 . C15 . ol . gs 

143 

none 

143. .1303, 1378. .1735, 2849. 



Score 



.94 



Seq. ID OJ000108_41.0426.C15 

Strand + 

End 3724 

Method GEN SCAN 

End 3724 

Score .85 
.2924, 3629.. 3724 



49517 
105261 
24 

OJ000108_41.042 6.C15.ol.np 
24 

79833. 

24. .381, 565. .1242, 3687. .3730 
hypothetical 119. 5K protein (uvrA region) 



Seq. ID OJ000108_41.0426.C15 
Strand 

End 3730 

Method AAT/NAP 

End 3730 

Score 122 



Micrococcus luteus 

OJ000108_41.0426.C16. 

1229 
GENSCAN 
1229 
.96 



49518 Seq. ID 

105262 Strand 
738 End 
OJ000108_41.0426.C16.ol.gs Method 
738 End 
none Score 
738. .1229 

49519 Seq. ID 

105263 Strand 
1092 End 
OJ000108_41 . 042 6 . C17 . ol . gs Method 
1092 End 
none Score 
1092.. 1149, 1587.. 1693 

49520 Seq. ID 

105264 Strand 
1 End 
OJ000108_41 . 0426 . C18 . ol . np Method 
1 End 
7511785 Score 
1..677, 1290. .2335, 5153. .5218, 5606. .5705, 13758 .. 13942, 
14210. .14526, 15813. .15847, 16221 .. 16327 , 18992. .19041 
fibroin - Chinese oak silkmoth gi | 3450883 | gb | AAC32606 . 1 | 
(AF083334) fibroin [Antheraea pernyi] 



OJ000108_41.0426.C17 
+ 

1693 
GENSCAN 
1693 
.43 



OJ000108_41.0426.C18 

19041 
AAT/NAP 
19041 
328 



49520 

105264 

1 

OJ000108_41.042 6.C18.ol.gs 

295 

none 



Seq. ID OJ000108_41.0426.C18 
Strand 

End 19041 

Method GENSCAN 

End 14543 

Score .51 



295. .613, 657. .795, 842. .923, 1217. .1247, 1340. .1400, 

1630.. 2346, 3643.. 3682, 5516.. 5687, 11959 .. 12082, 12199 .. 12315, 

13713.. 14543 



51120 



Seq. No. 49520 Seq. ID 

Gene No. 105264 Strand 

Start 1 End 

Name OJ000108_41 . 0426 . C18 . ol . gp Method 

Start 57 4 9 End 

GI 426253 Score 

Exons 5749. . 6037 



OJ000108_41.0426.C18 

19041 
AAT/GAP 
6037 
530 



Seq. No. 49520 

Gene No. 105264 

Start 1 

Name OJ000108_41 . 0426.C18 .o2 .gs 

Start 17004 

GI none 

Exons 17004. .17182, 17422 .. 17572, 
18344. .18431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_41.0426.C18 

19041 
GENS CAN 
18431 
.8 



17580. .17882, 18224. .18342, 



Seq. No. 49521 Seq. ID 

Gene No. 105265 Strand 

Start 8671 End 

Name OJ000108_40 . 0426.C2 .o2 .gs Method 

Start 8671 End 

GI none Score 

Exons 8671.. 8865 



OJ000108_40.0426.C2 
+ 

8865 
GENSCAN 
8865 
.8 



Seq. No. 49521 Seq. ID 

Gene No. 105266 Strand 

Start 9524 End 

Name OJ000108_40 . 0426 . C2 . o3 . gs Method 

Start 9524 End 

GI none Score 

Exons 9524.. 9600, 14117.. 14405 



OJ000108_40.0426.C2 
+ 

14405 
GENSCAN 
14405 
.69 



Seq. No. 49521 Seq. ID 

Gene No. 105267 Strand 

Start 15612 End 

Name OJ000108_4 0 . 042 6 . C2 . ol . gp Method 

Start . 15612 End 

GI none Score 

Exons 15612. .15940 



OJ000108_40.0426.C2 
+ 

15940 
AAT/GAP 
15940 
466 



Seq. No. 49521 Seq. ID 

Gene No. ' 105268 Strand 

Start 23369 End 

Name OJ000108_4 0 . 042 6 . C2 . o4 . gp Method 

Start 23369 End 

GI 35458_1.R1084 Score 

Exons 23369. .23493 

GI Descrip. f 3868853/dbj | BAA34247 | 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] ' 



OJ000108_40.0426.C2 
+ 

23493 
AAT/GAP 
23493 
133 



Seq. No. 49521 Seq. ID OJ000108 

Gene No. 105269 Strand + 

Start 24384 End 25496 

Name OJ000108_40 . 0426 . C2 . o5 . gp Method AAT/GAP 

Start 24384 End 25383 

GI 15865 1.R1084 Score 1602 



40. 0426. C2 



51121 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24384. .24811, 24898.. 25383 

'4680199/gb|AAD27562. 1|AF114171_3 2.0e-21 (AF114171) 
hypothetical protein [Sorghum bicolor] 1 



49521 

105269 

24384 

OJ000108_40.0426.C2.o6.gs 

24924 

none 

24924. .25496 



Seq. ID OJ000108_40.0426.C2 

Strand + 

End 25496 

Method GENSCAN 

End 25496 

Score .66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



49521 
105270 
28494 

OJ000108_40.0426.C2.o6.np 
28494 
7340909 
28494..28537, 29767.. 30121 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000108_40.0426.C2 

Strand + 

End 30121 

Method AAT/NAP 

End 30121 

Score 181 



49521 

105271 

1 

OJ000108_40.0426.C2.ol.np 
1 

6056375 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 5126 

Method AAT/NAP 

End 2503 

Score 416 



1..617, 709. .759, 968. .1044, 1272. .1343, 1761. .1832, 2091. .2160, 
2244. .2317, 2442. .2503 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



49521 

105271 

1 

OJ000108_40.0426.C2.ol.gs 

450 

none 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 5126 

Method GENSCAN 

End 5053 

Score. .51 



450. .617, 1019. .1044, 1112. .1177, 2091. .2162, 2246. .2317, 
2442. .2513, 2562. .2633, 3081. .3152, 4836. .5053 



49521 

105271 

1 

OJ000108_40.0426.C2.o3.np 

1035 

6056374 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 5126 

Method AAT/NAP 

End 5126 

Score 410 



1035. .1177, 1272. .1375, 1482. .1521, 1613. .1711, 1750. .1832, 
2091. .2160, 2244. .2317, 2442. .2513, 2919.. 3020, 3078. .3152, 
3313. .3384, 4892. .5126 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



49521 

105272 

8486 

OJ000108_40.0426.C2.o4.np 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 8909 

Method AAT/NAP 



51122 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8486 End 8909 

6069646 Score 84 

8486. .8909 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



49521 
105273 
15244 

OJ000108_40.042 6.C2.o4.gs 
15244 



Seq. ID OJ000108_40.0426.C2 
Strand 

22888 
GEN SCAN 
22888 
.74 



End 

Method 
End 

none Score 
15244. .15301, 15924. .16279, 16374 .. 16524 , 16606 .. 16786, 
16945. .17155, 17287 17405, 17487 .. 17 645, 17726 17924 , 
18015. .18394, 18791. .18867, 19948 .. 20019, 21345 .. 21534 , 
22741. .22888 



Seq. No. 
Gene No. 
Start 
Name 
'"^ Start 

^- Exons 



GI Descrip. 



49521 
105273 
15244 

OJ000108_40.0426.C2. 
15909 
6056374 

15909. .16279, 16374. 
17287. .17405, 17490. 
18492. .18546, 18633. 
19090. .19225, 19449. 
20102. .20173, 20285. 
21024. .21095, 21345. 
(AC009894) Similar to 
thaliana] 



o5.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000108 40. 0426. C2 



22888 
AAT/NAP 
21571 
1952 

16524, 16606. .16837, 16945 .. 17155, 
17645, 17726. .17924, 18015 .. 18394, 
18684, 18791. .18856, 18930 .. 18995, 
19520, 19569. .19679, 1994 8 20019, 
20356, 20536. .20625, 20694 .. 20780, 
21571 

serine/ threonine kinases [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49521 Seq. ID OJ000108_40 . 0426 . C2 

105273 Strand 
15244 End 22888 

OJ000108_40 . 0426. C2 . o2 . gp Method AAT/GAP 

16110 End 16491 

LIB3434-062-P1-K1-D10 Score 321 

16110. .1627 9, 16374. .164 91 

'6056375/gb|AAF02839.1|AC009894_10 5.0e-09 (AC009894) 
serine/threonine kinases [Arabidopsis thaliana] ' 



Similar to 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49521 

105273 

15244 

OJ000108_40.0426.C2.o3.gp 
17057 

uC-osroM202035h08bl 



OJ000108 40. 0426. C2 



Seq. ID _ 
Strand 

End 22888 
Method AAT/GAP 
End 17761 
Score 730 

17057. .17155, 17287. .17405, 17487 .. 17645, 17726. .17761 
, 6056375/gb|AAF02839.1|AC009894_10 3.0e-29 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 - 



49521 
105274 



Seq. ID OJ000108_40.0426.C2 
Strand 



51123 



Start 
Name 
Start 
GI 

Exons 



28688 End 

OJ000108_40 . 0426 . C2 . o2 . tm Method 

274 End 

none Score 



30068 

TBLASTX: Maize 

18285 

87 



274. .495, 276. .407, 276. .509, 277. .495, 17760 17927, 
17760. .17924, 177 61 17928 , 18003 .. 18272, 18013 .. 18273, 
18014. .18274, 18015. .18284, 18016. .18285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



cn 

fy Seq. No. 
fg Gene No. 
Start 
Name 
w Start 

ry gi 

s Exons 

f 

1% Seq. No. 

Gene No. 
H Start 
%1 Name 
fi Start 

n GI 

~~ Exons 



VJ 



49521 
105274 
28688 

OJ000108_40.0426.C2.o2.ts 
277 
none 

277. .555, 16094. .16222, 18015. .18338 



Seq. ID OJ000108_40.0426.C2 
Strand 
End 

Method 
End 
Score 



30068 

TBLASTX : Soybean 

18338 

220 



49521 

105274 

28688 

OJ000108_40.0426.C2.ol.tc 

295 

none 

295. .405, 2390. .2533, 2582. 



Seq. ID OJ000108_40. 0426.C2 
Strand 
End 

Method 
End 
Score 
.2638, 16368 



30068 

TBLASTX: Cress 
20382 
81 

16523, 16429. . 16527, 



16605. .16835, 16609 .. 168 18 , 1694 6 .. 17158, 16950 .. 17 156, 
16970. .17158, 17287. .17373, 17733 .. 17855, 17743 .. 17868 , 
18015. .18182, 18231. .18308, 20275. .20382 



49521 

105274 

28688 

OJ000108_4 0 . 042 6 . C2 . o2 . tw 

16022 

none 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 30068 

Method TBLASTX : Wheat 

End 16273 

Score 131 



16022. .16273, 16023 .. 16235, 16055. 



49521 .Seq. ID 

105274 Strand 

28688 End 

OJ000108_4 0 . 0426 . C2 . o2 . tc Method 

16058 End 

none Score 
16058. .16279 



16270 

OJ000108 40. 0426. C2 



30068 

TBLASTX: Cress 

16279 

207 



Seq. No. 49521 

Gene No. 105274 

Start 28688 

Name OJ000108_4 0 . 04 2 6 . C2 . o4 . tm 

Start 16079 

GI none 

Exons 16079. .16276, 16091.. 16282 

Seq. No. 49521 

Gene No. 105274 

Start 28688 

Name OJ000108_4 0 . 0426 . C2 . ol . ts 

Start 16374 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_40.0426.C2 
30068 

TBLASTX: Maize 

16282 

80 



OJ000108_40.0426.C2 
30068 

TBLASTX: Soybean 

17880 

98 



51124 



Exons 



# 



16374. .16550, 16429 16527 , 16605 .. 16826, 16608 16817 , 

16609. .16818, 16899. .17156, 16933 .. 17097 , 16940 .. 17158 , 

16941. .17165, 16943. .17158, 17287 .. 17373, 17288 .. 17374 , 

17724. .17861, 17743. .17880 



Seq. No. 49521 
Gene No. 105274 
Start 28688 

Name OJ000108_40 . 0426 .C2 . ol . tm 

Start 16377 
GI none 
Exons 16377. 

16605. 

16944. 

17486. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_40.0426.C2 
30068 

TBLASTX: Maize 

17646 

134 



,16523, 16378. .16524, 16454 1 6525, 16589 .. 16864 , 

,16838, 16606. .16845, 16608 .. 16883, 1694 3 .. 17158 , 

,17156, 16944. .17168, 17282 17407, 17287 .. 17406, 

,17590, 17602. .17646 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49521 

105274 

28688 

OJ000108_4 0.0426.C2.ol.tw 

16687 

none 



Seq. ID OJ000108_40.0426.C2 
Strand 

End 30068 

Method TBLASTX : Wheat 

End 17158 

Score 66 



16687. .16842, 16689 .. 1684 1, 1694 3 .. 17158 , 16944. .17156 



49521 Seq. ID 

105274 Strand 

28688 End 

OJ000108_4 0 . 0426 . C2 . o3 . tm Method 

25020 End 

none Score 

25020. .25355, 25172.. 25318 



OJ000108_40.0426.C2 
30068 

TBLASTX: Maize 

25355 

281 



ft! Seq. No. 49521 Seq. ID 

'J Gene No. 105274 Strand 

% Start 28688 End 

H Name OJ000108_40 . 0426 .C2 . o7 . gs Method 

y Start 28688 End 

~f& GI none Score 

□ Exons 28688. .28727, 29909.. 30068 



OJ000108_40.0426.C2 

30068 
GENSCAN 
30068 
.59 



Seq. No. 49522 Seq. ID 

Gene No. 105275 Strand 

Start 100 End 

Name OJ000108_4 0 . 0426 . C3 . ol . gs Method 

Start 100 End 

GI none Score 
Exons 



OJ000108_40.0426.C3 

5980 
GENSCAN 
4598 
.74 



100. .193, 322. .485, 983. .1037, 1680. .2038, 2135. .2285, 
2372. .2603, 2727. .2937, 3054. .3172, 3256. .3414, 3491. .3689, 
3773. .4152, 4533. .4598 



Seq. No. 49522 

Gene No. 105275 

Start 100 

Name OJ000108_4 0 . 0426 . C3 . ol . np 

Start 1679 

GI 6056372 
Exons 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method AAT/NAP 

End 5980 

Score 1638 



1679. .2038, 2135. .2285, 2372. .2599, 2723. .2937, 3054. .3172, 



51125 



GI Descrip. 



3256. .3414, 3491. .3689, 3773. .4152, 4242. .4295, 4386.-4438, 
4533. .4598, 4701. .4766, 4860. .4931, 5039. .5110, 5201. .5272, 
5366. .5473, 5956.. 5980 

(AC009894) Very similar to receptor-like serine/threonine kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method AAT/GAP 

End 2391 

Score 1050 



49522 
105275 
100 

OJ000108_40.0426.C3.ol.gp 
1741 

LIB3433-030-P1-K1-C7 
1741. .2038, 2135. .2391 

'6056376/gb|AAF02840.1|AC009894_ll 9.0e-41 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] ' 



49522 

105275 

100 

OJ000108_40.0426.C3.o2.tw 

1806 

none 

1806.. 2030, 1814.. 2029 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method TBLASTX : Wheat 

End 2030 

Score 176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49522 

105275 

100 

OJ000108_40.0426.C3.o3.tm 

1838 

none 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method TBLASTX : Maize 

End 2045 

Score 150 



1838. .2035, 1839. .2045, 1842. .2039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49522 

105275 

100 

OJ000108_40.0426.C3.ol.ts 

1841 

none 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method TBLASTX : Soybean 

End 3626 

Score 101 



1841. .1942, 2135. .2284, 2178. .2285, 2190. .2288, 2371. .2601, 
2375. .2584, 2717. .2938, 2722. .2946, 3054. .3140, 3055. .3141, 
3489. .3626, 3496. .3624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49522 

105275 

100 

OJ000108_40.0426.C3.ol.tc 

1964 

none 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method TBLASTX : Cress 

End 2583 

Score 143 



1964. .2038, 2135. .2284, 2136. .2288, 2371. .2583, 2375. .2581 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49522 

105275 

100 

OJ000108_40.0426.C3.ol.tm 

2138 

none 



Seq. ID OJ000108_40.0426.C3 
Strand 

End 5980 

Method TBLASTX : Maize 

End 3415 

Score 147 



2138. .2284, 2139. .2285, 2173. .2289, 2181. .2285, 2372. .2611, 



51126 






2374. .2604, 


2386 


. .2646, 


2724 . . 


,2834, 2725. .2946, 


2726. .2938, 




2874. .2945, 


3049 


. .3174, 


3049. . 


.3174, 3053.. 3175, 


3054 . .3188, 




3256. .3375, 


3261 


. .3383, 


3273. , 


.3371, 3275.. 3388, 


3369. .3413, 




3392. .3415 














Seq. No. 


49522 








Seq. ID 


OJ000108 


_40.0426.C3 


Gene No. 


105275 








Strand 






Start 


100 








End 


5980 




Name 


OJ000108 40. 


0426 


.C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2453 








End 


2946 




GI 


none 








Score 


72 




Exons 


2453. .2608, 


2455 


. .2607, 


2725. . 


,2946, 2726.. 2938 




Seq. No. 


49522 








Seq. ID 


OJ000108 


_40.0426.C3 


Gene No . 


105275 








Strand 






Start 


100 








End 


5980 




Name 


OJ000108 40. 


0426 


.C3.o2. 


tc 


Method 


TBLASTX : 


Cress 


Start 


2717 








End 


3147 




GI 


none 








Score 


139 




Exons 


2717. .2941, 


2725 


. .2940, 


3051. . 


,3143, 3052.. 3147 




Seq. No. 


49522 








Seq. ID 


OJ000108 


_40.0426.C3 


Gene No. 


105275 








Strand 






Start 


100 








End 


5980 




Name 


OJ000108 40. 


0426 


.C3.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3392 








End 


3991 




GI 


none 








Score 


37 




Exons 


3392. .3418, 


3393 


. .3419, 


3490. . 


,3600, 3492.. 3725, 


3496. .3612, 




3519. .3674, 


3768 


. .3959, 


3772. . 


,3957, 3773.. 3991, 


3777. .3962 


Seq. No. 


49522 








Seq. ID 


OJ000108 


_40.0426.C3 


Gene No. 


105275 








Strand 






Start 


100 








End 


5980 




Name 


OJ000108 40. 


0426 


.C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3525 








End 


4034 




GI 


none 








Score 


111 




Exons 


3525. .3692, 


3525 


. .3689, 


3526. . 


3693, 3772.. 3942, 


377.3. .4030, 




3783. .4034 














Seq. No. 


49522 








Seq. ID 


OJ000108 


_40.0426.C3 


Gene No . 


105275 








Strand 






Start 


100 








End 


5980 




Name 


OJ000108 40. 


0426, 


.C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3773 








End 


4090 




GI 


none 








Score 


59 




Exons 


3773. .4090, 


3783, 


. .3923 










Seq. No. 


49523 








Seq. ID 


OJ000108 


_40.0426.C4 


Gene No. 


105276 








Strand 


+ , 




Start 


11858 








End 


20338 




Name 


OJ000108 40. 


0426. 


.C4 .o3. 


gs 


Method 


GENS CAN 




Start 


11858 








End 


19498 




GI 


none 








Score 


.4 ■ " 




Exons 


11858. .11972 


, 12348. .12406, 12 


!899. .12968, 13141 


. .13354, 




13811. .14014, 15869. .15959, 16044. .160* 


30, .16193 


. .16862, 



17780. .19317, 194 94 . .194 98 



51127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49523 

105276 

11858 

OJ000108_40.0426.C4.o2.np 

13454 

4680207 



Seq. ID OJ000108_40.0426.C4 

Strand + 

End 20338 

Method AAT/NAP 

End 20338 

Score 980 



13454. .13475, 16080 .. 16862, 17399 .. 18 963 , 20299.. 20338 
(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49523 

105277 

1 

OJ000108_40.0426.C4.ol.np 
1 

6056374 



Seq. ID OJ000108_40.0426.C4 
Strand 

End 2947 

Method AAT/NAP 

End 1540 

Score 339 



1..87, 372. .443, 512. .616, 839. .910, 1198. .1382, 1493. .1540 
(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49523 

105277 

1 

OJ000108_40.042 6.C4 .ol.gs 

1176 

none 



Seq. ID OJ000108_40.0426.C4 
Strand 

End 2 94 7 

Method GENSCAN 

End 2947 

Score .44 



1176. .1422, 2365.-2438, 2824. .2865, 2891. .2947 



49523 

105278 

5544 

OJ000108_40.0426.C4.o2.gs 

5544 

none 



Seq. ID OJ000108_40.0426.C4 
Strand 

End 9399 

Method GENSCAN 

End 9399 

Score .49 



5544. .5841, 5978. .6012, 6059. .6337, 6653. .6775, 7454. .8111, 
9317. .9399 



Seq. No. 49523 

Gene No. 105279 

Start 19757 

Name OJ000108_40 . 0426 . C4 . o2 . ts 

Start 16102 

GI none 
Exons 



Seq. ID OJ000108_40.0426.C4 
Strand 

End . 19845 

Method TBLASTX : Soybean 

End 16689 

Score 100 



16102. .16323, 16341. .16424, 16519 .. 1668 9, 16536. .16688 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 



49523 

105279 

19757 

OJ000108_40.0426.C4.ol.ts 

17313 

none 



Seq. ID OJ000108_40.0426.C4 
Strand 

End 19845 

Method TBLASTX : Soybean 

End 18044 

Score 104 



17313. .17441, 17316. .17432, 17442 .. 17 615 , 17481 .. 17642, 
17727. .17870, 17967. .18044 



49523 

105279 

19757 



Seq. ID OJ000108_40.0426.C4 
Strand 

End 19845 



51128 




Name 


OJ000108 40.0426.C4.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


17562 


End 


18053 




GI 


none 


Score 


89 




Exons 


17562. .17678, 17736 .. 17873, 


17898. .17978, 17985 


. .18053 


Seq. No. 


49523 


Seq. ID 


OJ000108 


_40.0426.C4 


Qonp No 

UdlC J- ' v-' • 


105279 


Strand 






Start 


19757 


End 


19845 




Name 


OJ000108 40.0426.C4.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


17763 


End 


18068 




GI 


none 


Score 


128 




Exons 


17763. .17870, 17780 .. 17872 , 


17889. .17951, 17967 


. .18068 


Seq. No. 


49523 


Seq. ID 


OJ000108 


_40.0426.C4 


Gpne No 


105279 


Strand 






Start 


19757 


End 


19845 




Name 


OJ000108 40.0426.C4.o4.gs 


Method 


GENS CAN 




Start 


19757 


End 


19845 




GI 


none 


Score 


.76 




Exons 


19757. .19845 








Seq. No. 


49524 


Seq. ID 


OJ000108 


_40.0426.C5 


fjpnp No 


105280 


Strand 


+ 




Start 


418 


End 


752 




Name 


OJ000108 40.0426.C5.ol.gs 


Method 


GEN SCAN 




Start 


418 


End 


752 




GI 


none 


Score 


.47 




Exons 


418. .752 








Seq. No. 


49524 


Seq. ID 


OJ000108 


_40.0426.C5 


Gene No 


105281 


Strand 


+ 




Start 


22601 


End 


23419 




Name 


OJ000108 40.0426.C5.o4.gs 


Method 


GENS CAN 




Start 


22601 


End 


23419 




GI 


none 


Score 


.75 




Exons 


22601. .22724, 23014 .. 23228 , 


23348. .23419 




Seq. No. 


49524 


Seq. ID 


OJ000108 


_40.0426.C5 


Gene No. 


105282 


Strand 


+ 




Start 


26648 


End 


26789 




Name 


OJ000108 40 0426 C5 o2 ao 


Method 


AAT/GAP 




Start 


26648 


End 


26789 




GI 


21474 1.R1084 


Score 


235 




Exons 


26648. .26789 








GI Descrip. 


■3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidop 




thaliana] ' 








Seq. No. 


49524 


Seq. ID 


OJ000108 


_40.0426.C5 


Gene No. 


105283 


Strand 






Start 


1665 


End 


18350 




Name 


OJ000108 40.0426.C5.o2.gs 


Method 


GENSCAN 




Start 


1665 


End 


17969 




GI 


none 


Score 


.52 




Exons 


1665.. 2089, 3148.. 3517, 3588 


..3738, 3826.. 4006, 


4150. .4366 




5557.. 5631, 6436.. 6618, 7188 


..7261, 7389. .7541, 


7643. .7768 




7858. .7922, 8170. .8248, 8936 


..9042, 9131. .9202, 


9364. .9435 




10586. .10657, 11233 11304 , 


11595. .11784, 11982 


. .12151, 



51129 



12416. .13192, 13257. .15257, 15811 .. 15899, 16092 16331, 
16431. .16973, 17037 17245, 17888.. 17969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49524 

105283 

1665 

OJ000108_40.0426.C5.ol.np 

3128 

6056374 

3128.. 3517, 3588 
6801.. 6951, 7055 
8180. .8248, 8430 
9364.. 9435, 9929 



3738, 3826. 
7261, 7389. 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 18350 
Method AAT/NAP 
End 12321 
Score. 1760 

.4057, 4156. .4366, 6436. .6554, 
.7768, 7858. .7909, 7993. .8047, 
8495, 8594. .8734, 8966. .9071, 9128. .9202, 
10000, 10093. .10164, 10386. . 10490, 
10586. .10657, 11233 .. 11304 , 11595 11795, 12290. .12321 
(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 

49524 Seq. ID OJ000108_40 . 0426 . C5 

105283 Strand 

1665 End 18350 

OJ000108_40 . 042 6 .C5.ol.gp Method AAT/GAP 

3591 End 4071 

LIB3474-011-P1-K1-B12 Score 731 

3591. .3738, 3826. .4071 

? 6056376/gb|AAF02840.1|AC009894_ll 3 . Oe-48 . (AC009894 ) Similar to 
serine/threonine kinases [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49524 Seq. ID 

105283 Strand 

1665 End 

OJ000108_40 . 0426 . C5 . o2 . np Method 

12299 End 

6466937 Score 



OJ000108_40.0426.C5 

18350 
AAT/NAP 
18350 
2350 



12299. .12337, 12422 .. 16166, 16206 16699, 18328.. 
(AC011621) putative retroelement pol polyprotein 
thaliana] 



18350 

[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49524 

105284 

19760 

OJ000108 

19760 

none 



40.0426.C5.o3.gs 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 22369 

Method GENSCAN 

End 22369 

Score .49 



19760. .19815, 20097. .20312, 20678 .. 20848, 22072. .22369 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 29534 
Method GENSCAN 
End 29534 
Score .77 

25541, 25765. .26002, 26129 .. 264 66, 26558 .. 26730, 
27324, 27605. .27677, 27765 .. 27875, 27972 .. 28145, 
29088, 29214. .29355, 29430.. 29534 



49524 
105285 
25339 

OJ000108_40.0426.C5.o5.gs 
25339 
none 
25339. 
27143. 
28257. 



Seq. No. 
Gene No. 



49524 
105285 



Seq. ID 
Strand 



OJ000108 40. 0426. C5 



51130 




Start 25339 End 29534 

Name OJ000108_40 . 0426.C5 .o4 .gp Method AAT/GAP 

Start 28357 End 28838 

GI uC-osflcypl76f lObl Score 888 

Exons 283S7..28838 

GI Descrip. 1 604 1757/gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20/ Lemont Strain, Complete Sequence, 
complete sequence' 





Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 






Start 


29561 








End 


34920 




Name 


OJ000108 40 


.0426, 


. CS.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3356 








End 


7849 




GI 


none 








Score 


79 




Exons 


3356. . 3457, 


3570. 


. .3737, 


3640. 


.3729, 3818. .3997, 3826. .4050, 






3831. . 4046, 


4157 , 


, . 4366, 


4170. 


.4367, 6436. .6555, 7064. .7198, 






7196. .7267, 


7389, 


, .7712, 


7814. 


.7849 






Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 






Start 


29561 








End 


34920 




Name 


OJ000108 40 


.0426. 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3594 








End 


6555 


r ^ 


GI 


none 








Score 


86 




Exons 


3594 . . 3737, 


3606, 


. . 3737, 


3631. 


.3738, 3826. .4071, 3831. .4067, 






4157 . . 4366, 


4170, 


. .4367, 


4170. 


.4367, 4171. .4368, 6436. .6555 


\ Lj 


Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 




hi 


Start 


29561 








End 


34920 




Name 


OJ000108 40 


. 0426. 


.CS.ol. 


tc 


Method 


TBLASTX: Cress 


a : s 

! W 5 


Start 


3633 ~~ 








End 


7682 




GI 


none 








Score 


64 


= 


Exons 


3633. . 3737, 


3640. 


. . 3741, 


3829. 


.4038, 3831. .4040, 4154. .4366, 


f ^ 




4173 4367. 


7070 . 


. . 7204, 


7389. 


.7556, 7584. .7682 




Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 






Start 


29561 








End 


34920 


id 


Name 


OJ000108 40 


. 0426. 


,C5 .oS . 


tw 


Method 


TBLASTX: Wheat 




Start 


3907 ~~ 








End 


4367 




GI 


none 








Score 


95 




Exons 


3907. .4059, 


3909. 


, .4058, 


4146. 


.4367, 4160. .4366 




Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 






Start 


29561 








End 


34920 




Name 


OJ000108 40 


.0426. 


,C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7097 








End 


7650 




GI 


none 








Score 


131 




Exons 


7097. .7282, 


7104. 


, .7217, 


7114. 


.7233, 7115. .7267, 7389. .7646, 






7399. .7650 














Seq. No. 


49524 








Seq. ID 


OJ000108_40.0426.C5 




Gene No. 


105286 








Strand 






Start 


29561 








End 


34920 



51131 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000108_40.0426.C5.o5.tm 

12463 

none 

12463. .12669, 12483 .. 12605, 
12740. .13060 



Method TBLASTX : Mai ze 
End 13104 
Score 75 
12484. .12660, 12703. .13104, 



Seq. No. 49524 

Gene No. 105286 

Start 29561 

Name OJ000108_4 0.0426.C5:o4 .tw 

Start 12697 

GI none 

Exons 12697. .13041, 12731 .. 12997, 12748.. 13026 



Seq. ID OJ000108_40.0426.C5 
Strand 

End- 34 920 

Method TBLASTX : Wheat 

End 13041 

Score 151 



49524 

105286 

29561 

OJ000108_4 0.0426.C5.o8.tw 

13105 

none 

13105. .13200, 13274. .13483 

49524 

105286 

29561 

OJ000108_40.0426.C5.o2.tm 

13111 

none 

13111. .13209, 13112. .13213, 
13274. .13654, 13275 13637 , 

49524 

105286 

29561 

OJ000108_4 0.0426.C5.o3.ts 

13331 

none 

13331. .13714, 13422. .13601 



f & , Seq. No. 49524 

Gene No. 105286 

" Start 29561 

Name OJ000108_4 0 . 0426 . C5 . o7 . tw 

Start 13571 

GI none 

Exons 13571. .13987, 13572.. 13739 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 34920 

Method TBLASTX : Wheat 

End 13483 

Score 162 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 34920 

Method TBLASTX : Maize 

End 13738 

Score 84 
13203. .13277, 13207. .13278, 
13691. .13738 

Seq. ID OJ000108_40.0426.C5 
Strand 

End 34920 

> Method TBLASTX: Soybean 

End 13714 

Score 111 



Seq. ID OJ000108_40.0426.C5. 
Strand 

End 34920 

Method TBLASTX : Wheat 

End 13987 

Score 74 



Seq. No. 49524 

Gene No. 105286 

Start 29561 

Name OJ000108_40 . 0426 . C5 . o7 . tm 

Start 13739 

GI none 

Exons 13739. .13855, 13739 .. 13969, 13892 .. 13945, 13977 .. 14 102 , 
13985. .14107 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 34920 

Method TBLASTX : Mai ze 

End 14107 

Score 54 



Seq. No. 



49524 



Seq. ID OJ000108_40.0426.C5 



51132 




Gene No. 


105286 




Strand 




Of a y~ f 






End 


34920 


Name 


n to n o 1 o a an o 4 9 6 p s 


■ UJ . LIU 


Method 


TBLASTX: Maize 


o n vf 


14117 ~~ 
14 11/ 




End 


14680 




none 




Score 


97 


T ■* 9 r\ t"> rr* 

t»xons 


14117 1 4fiQfi 141RQ 

1411/..14O0U/ 


1 4 ^RQ 


14169. .14678 


Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 




Cf 3 r*f 


9Q^61 

ZjJu X 




End 


34920 


Name 


htoooi op 4 0 04 9 6 pr 

UJUUU1UO 


.(JO. U o 


Method 


TBLASTX : Soybean 


C+- -5 >-f 

btart 


1414 4 
14144 




End 


14401 


bl 


none 




Score 


68 


Exons 


14144 1 4401 141 S*} 

1414 4 . . 144U1; 141JJ 


14365 


14250. .14399 


Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 




Of 3 yf 


9QR61 




Hi 1 ILL 


34 920 

J *i ^ C. \J 


Name 


nionoioft 40 0496 p^ 


. Ob . tw 


Method 


TBLASTX: Wheat 


C 4- v+- 

otdiL 


1 4 "30Q 
X4 jU 




End 


14710 


bl 


none 




Score 


96 




14^0Q 14710 14?4^ 

X4JU-7. * 14 f ±\J f 14 Ji J 


1 4681 






Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 




Cf 3 r-f 

o tar l 


9QR61 




Hii 1U. 


^4 Q90 

J 4 .7 U 


Name 


nmnm dq ac\ c\ao& p^ 

Uu U U U X U 0 4U . U4ZD.LJ 


.OZ. lb 


Method 


TBLASTX: Soybean 


CM > v- +- 


1 A A 9 "3 
14 4 Z J 




End 


14782 


bl 


none 




Score 


314 


Exons 


1449*} 1 4 7 fl 9 
144Z J . ■ 14 / OZ 








Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No . 


105286 




Strand 




Of -» yf 

o Lair l 


9QS61 




ll» 11 LI 


^4 Q90 
j 4 y z u 


Name 


nioooioft 4 0 04 9 6 ps 

VJu U U U X U 0 4U.U4ZD.LJ 


A f 

• o4 • tm 


Method 


TBLASTX: Maize 


Of -i vf 


14 / Uj 




End 


15181 


bl 


none 




Score 


253 




1470^ 1M81 14706 

14 / UJ . . IJIOI/ 14 /UD 


1 M 7 6 
• • X J 1 / o 






Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 




otari. 


Z"jD1 




End 


34920 


Name 


htoooior 4n 0496 p^ 

UJUUU1UO 4U.U4Z0.Lj 


r\ 9 f ut 
• OZ . LW 


Method 


TBLASTX: Wheat 


btart 


1 A 1 R Q 

1 4 / J -7 




End 


15241 


C T 


none 




Score 


191 


Exons 


147^Q 1 R941 14A17 
14 / J?. . lJZ41 r X40X/ 


1 ^9^0 

• • X J Z J u 






Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 




Cf a yf 


9Q^61 
Jul 




End 


34920 


Name 


ptoooiop 4n 049^ p^ 

UUUUU1U0 4U.U4ZO.Lj 


• Oj * ts 


Method 


TBLASTX : Soybean 


Start 


14891 




End 


15205 


GI 


none 




Score 


210 


Exons 


14891. .15205 








Seq. No. 


49524 




Seq. ID 


OJ000108_40.0426.C5 


Gene No. 


105286 




Strand 





51133 



Start 


29561 




End 


34920 




Name 


OJ000108 40. 0426. C5 . 


o8.tm 


Method 


TBLASTX: 


Maize 


Start 


15445 




End 


16064 




GI 


none 




Score 


63 




Exons 


15445. .15540, 15628. 


.15795 


, 15912. .16064, 15961 


. .16041 


Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


Gene No. 


105286 




Strand 






Start 


29561 




End 


34920 




Name 


OJ000108 40 . 0426 .C5 . 


o5 .gp 


Method 


AAT/GAP 




Start 


29561 




End 


31522 




GI 


342 1.R1084 




Score 


3007 




Exons 


29561. .30080, 30190. 


.30287 


, 30370. .30389, 30425 


. .31522 


GI Descrip. 


■4574406/gb|AAD24042 


.11 0. 


0e+00 (AF121139) RIM2 


protein 




sativa] ' 










Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


Gene No. 


105286 




Strand 






Start 


29561 




End 


34920 




Name 


OJ000108_40.0426.C5. 


o7.gp 


Method 


AAT/GAP 




Start 


29561 




End 


33662 




GI 


342 1.R1084 




Score 


3003 




Exons 


29561. .30080, 30190. 


.30287 


, 30370. .30389, 30425 


. .31540, 




33611. .33662 










GI Descrip. 


, 4574406/gb|AAD24042 


.11 0. 


0e+00 (AF121139) RIM2 


protein 




sativa] 1 










Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


Gene No. 


105286 




Strand 






Start 


29561 




End 


34920 




Name 


OJ000108 40. 0426. C5. 


o6.gp 


Method 


AAT/GAP 




Start 


29561 




End 


31522 




GI 


342 1.R1084 




Score 


3003 




Exons 


29561. .30080, 30190. 


.30287 


, 30370. .30389, 30425 


. .31522 


GI Descrip. 


M574406/gb|AAD24042 


.11 0. 


0e+00 (AF121139) RIM2 


protein 




sativa] 1 










Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


Gene No. 


105286 




Strand 






Start 


29561 




End 


34920 




Name 


OJ000108 40. 0426. C5. 


o9. gp 


Method 


AAT/GAP 




Start 


29736 




End 


31522 




GI 


342 1.R1084 




Score 


2690 




Exons 


29736. .30080, 30190. 


.30287 


, 30370. .30389, 30425 


. .31522 


GI Descrip. 


'4574406/gb|AAD24042 


.11 0. 


0e+00 (AF121139) RIM2 


protein 




sativa] 1 










Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


Gene No. 


105286 




Strand 






Start 


29561 




End 


34920 




Name 


OJ000108 40. 0426. C5. 


08 . gp 


Method 


AAT/GAP 




Start 


29743 




End 


31520 




GI 


342 1.R1084 




Score 


2679 




Exons 


29743. .30080, 30190. 


.30287 


, 30370. .30389, 30425 


. .31520 


GI Descrip. 


'4574406/gb|AAD24042 


.11 0. 


0e+00 (AF121139) RIM2 


protein 



,C5 



[Oryza 



,C5 



[Oryza 



,C5 



[Oryza 



,C5 



[Oryza 



.C5 



[Oryza 



sativa] 1 



51134 




Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


.C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34.920 






Name 


OJ000108 40 . 0426 ,C5 


, 06 . gs 


Method 


GENSCAN 






Start 


30497 ~ 




End 


32235 






GI 


none 




Score 


. 65 






Exons 


30497 . . 30832, 30924 


. . 31088, 


31236. .31492, 31542 


. . 32235 




Seq. No. 


49524 




Seq. ID 


OJ000108 


40.0426 


.C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34920 






Name 


OJ000108 40. 0426. C5 


. o4 .np 


Method 


AAT/NAP 






Start 


30518 




End 


31502 






GI 


4680203 




Score 


958 






Exons 

i_J rfV V * + *J 


30518. .31502 












GI DescriD. 


(AF114171) TNP2-like protein [Sorghum 


bicolor] 






Seq. No. 


49524 




Seq. ID 


OJ000108 


40.0426 


.C5 


Gpne No 


105286 




Strand 








Start 


J Jul 




End 


34920 






Name 


OJ000108 40. 0426. C5 


ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


30572 




End 


31522 






GI 


none 




Score 


131 






Rvon q 

1-J -fi. llij 


30572. .30664, 30653 


.30733, 


30746. .30886, 30747 


. . 30887, 






, 30834. .30935, 30866 


.30913, 


309.33. .30977, 30938 


. . 30973, 






30972. .31520, 30987 


.31304, 


30988. .31521, 31424 


. . 31522 




Seq. No. 






Seq. ID 


OJ000108 


_40.0426 


.C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34920 






Name 


OJ000108 40. 0426. C5 


o2. tc 


Method 


TBLASTX: 


Cress 




Start 


31154 




End 


31521 






GI 


none 




Score 


228 






Exons 


31154. .31405, 31155 


.31520, 


31159. .31521, 31165 


. . 31521 




Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


.C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34920 






Name 


OJ000108 40. 0426. C5 


o3. tw 


Method 


TBLASTX: 


Wheat 




Start 


31533 




End 


31884 






GI 


none 




Score 


186 






Exons 


31533. .31784, 31549 


.31794, 


31550. .31786, 31777 


. .31884 




Seq. No. 


49524 




Seq. ID 


OJ000108 


_40.0426 


C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34920 






Name 


OJ000108 40. 0426. C5. 


o4 . ts 


Method 


TBLASTX: 


S o vb e a n 




Start 


31546 




End 


31761 






GI 


none 




Score 


103 






Exon ^ 


31546. .31761, 31547, 


.31753 










Seq. No. 


49524 




Seq. ID 


OJ000108 


__40.0426 


C5 


Gene No. 


105286 




Strand 








Start 


29561 




End 


34920 






Name 


OJ000108 40. 0426. C5. 


olO . gp 


Method 


AAT/GAP 






Start 


32097 




End 


32667 






GI 


2310235 




Score 


294 







51135 



Exons 

GI Descrip. 



32097. .32235, 32630.. 32667 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49524 

105286 

29561 

OJ000108_40.0426.C5.o7.gs 

32956 

none 



Seq. ID OJ000108_40.0426.C5 
Strand 

End 34920 

Method GEN SCAN 

End 34920 

Score .46 



32956. .33142, 33188 3338 6, 33672 .. 33812 , 34172 .. 34292, 
34754. .34920 



Seq. No. 49524 Seq. ID OJ000108_40 . 0426. C5 

Gene No. 105286 Strand 

Start 29561 End 34920 

Name OJ000108_40 . 0426 . C5 . oil . gp Method AAT/GAP 

Start 34016 End 34138 

GI 286806 Score 184 

Exons 34016. .34138 

GI Descrip. 54 41872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 





Qprr No 


4 9525 




Seq. ID 


OJ0001 08 


3 


Hon o Nn 


J_ \J *J o / 




Strand 




3 


Start 


6722 




End 


7005 


■ = 


Name 


OJ000108 40.0426.C6.o3. 


gs 


Method 


GENSCAN 




Start 


6722 




End 


7005 




GI 


none 




Score 


. 96 




Exons 


6722. .7005 










Seq. No. 


49526 




Seq. ID 


OJ000108 




Gene No. 


105288 




Strand 


+ 




Start 


3583 




End 


4032 




Name 


OJ000108 40.0426.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


3583 




End 


4032 




GI 


4968598 




Score 


826 




Exons 


3583. .4032 










Seq. No. 


49526 




Seq. ID 


OJ000108 




Gene No. 


105288 




Strand 


+ 




Start 


3583 




End 


4032 




Name 


OJ000108 40.0426.C7.o2. 


np 


Method 


AAT/NAP 




Start 


3912 




End 


4032 




GI 


7523502 




Score 


127 




Exons 


3912. .4032 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49526 




Seq. ID 


OJ000108 




Gene No. 


105289 




Strand 






Start 


2589 




End 


3097 




Name 


OJ000108 40.0426.C7.o2. 


gs 


Method 


GENSCAN 




Start 


2589 




End 


3097 




GI 


none 




Score 


.49 




Exons 


2589.. 2673, 2978.. 3097 










Seq. No. 


49527 




Seq. ID 


OJ000108 



40. 0426. C7 



40. 0426. C7 



51136 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105290 Strand 

1 End 

OJ000108_35 . 0426 . CI . ol-. np Method 

1 End 

2498930 Score 
1..410, 578. .641, 670. .714 
DORSAL-VENTRAL PATTERNING PROTEIN SOG 



714 

AAT/NAP 

714 

722 

(SHORT GAS T RULAT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



49527 Seq. ID 

105290 Strand 

1 End 

OJ000108_35.0426.Cl.ol.gs Method 

108 End 

none Score 

108. .410, 578. .637 



OJ000108_35.0426.C1 
714 

GENSCAN 

637 

.79 





Seq. No. 


49528 






Seq. ID 


OJ000108 


_35. 


.0426. 


C2 




Gene No. 


105291 






Strand 


+ 










Start 


55 






End 


1444 










Name 


OJ000108 35. 


0426. C2 


.ol .gs 


Method 


GENSCAN 










Start 


55 






End 


1444 










GI 


none 






Score 


.62 








L 1 


Exons 


55. .109, 701 


. .760, 


1122. .1240, 


1435. .: 


1444 








i % 
~~~ 


Seq. No. 


49528 






Seq. ID 


OJ000108 


_35. 


,0426. 


C2 




Gene No. 


105292 






Strand 


+ 








i y 


Start 


2805 






End 


3572 










Name 


OJ000108 35. 


0426. C2 


.o2 .gs 


Method 


GENSCAN 








1 : I 


Start 


2805 






End 


3572 










GI 


none 






Score 


.62 








s : s 
: ; a 

! -~Z 


Exons 


2805. .3572 


















Seq. No. 


49528 






Seq. ID 


OJ000108 


_35. 


,0426. 


C2 




Gene No. 


105293 






Strand 












Start 


1 






End 


3676 










Name 


OJ000108 35. 


0426. C2 


.ol.np 


Method 


AAT/NAP 










Start 


1 






End 


3676 










GI 


7488431 






Score 


348 








? =~ 


Exons 


1..54, 2801. 


.3154, 


3329. .3676 













[3 GI Descrip. zinc finger protein F15B8.140 - Arabidopsis thaliana 

gi|4678280|emb|CAB41188.1| (AL049660) zinc finger-like protein 
[Arabidopsis thaliana] 



Seq. No. 


49528 








Seq. ID 


OJ000108 


Gene No. 


105294 








Strand 




Start 


3994 








End 


4252 


Name 


OJ000108 35. 


0426, 


,C2.o3 


.gs 


Method 


GENSCAN 


Start 


3994 








End 


4252 


GI 


none 








Score 


.85 


Exons 


3994. .4059, 


4121. 


. .4252 








Seq. No. 


49528 








Seq. ID 


OJ000108 


Gene No. 


105295 








Strand 




Start 


5958 








End 


11120 


Name 


OJ000108 35. 


0426, 


,C2.o4 


.gs 


Method 


GENSCAN 


Start 


5958 








End 


11120 



51137 



GI 


none 


Score 


.59 






Exons 


5958.. 6029, 6934.. 7056, 7076 


..7210, 8645. .8722, 


11094. . 


11120 


Seq. No. 


49528 


Seq. ID 


OJ000108 


__35.0426 


.C2 


Gene No. 


105296 


Strand 








Start 


14270 


End 


14699 






Name 


OJ000108 35.0426.C2.o5.gs 


Method 


GENSCAN 






Start 


14270 


End 


14699 






GI 


none 


Score 


.87 






Exons 


14270. . 14388, 14 504.. 14 699 










Seq. No. 


49528 


Seq. ID 


OJ000108 


_35.0426 


-C2 


Gene No. 


105297 


Strand 








Start 


15318 


End 


15862 






Name 


OJ000108 35.0426.C2.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


2798 


End 


2921 






GI 


none 


Score 


167 






Exons 


2798. .2920, 2802. .2921 










Seq. No. 


49528 


Seq. ID 


OJ000108 


_35.0426 


.C2 


Gene No. 


105297 


Strand 


~ 






Start 


15318 


End 


15862 






Name 


OJ000108 35.0426.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




Start' 


2798 ~~ 


End 


2914 






GI 


none 


Score 


144 






Exons 


2798. .2914, 2802. .2906 










Seq. No. 


49528 


Seq. ID 


OJ000108 


35.0426 


.C2 


Gene No. 


105297 


Strand 


— 






Start 


15318 


End 


15862 






Name 


OJ000108 35.0426.C2.o2.np 


Method 


AAT/NAP 






Start 


15318 


End 


15862 






GI 


5852084 


Score 


93 






Exons 


15318. .15416, 15841. .15862 










GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 








Seq. No. 


49529 


Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105298 


Strand 


™* 






Start 


2835 


End 


13289 






Name 


OJ000108 35.0426.C3.ol.gs 


Method 


GENSCAN 






Start 


2835 


End 


4324 






GI 


none 


Score 


.74 






Exons 


2835.. 3281, 3298.. 3876, 3899 


. .4324 








Seq. No. 


49529 


Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No . 


105298 


Strand 








Start 


2835 


End 


13289 






Name 


OJ000108 35.0426.C3.ol.np 


Method 


AAT/NAP 






Start 


2889 


End 


6870 






GI 


7106512 


Score 


2365 






Exons 


2889.. 3251, 3306.. 4541, 5055 


..59.15, 6299.-6736, 


6810. . 6870 


GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


49529 


Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105298 


Strand 








Start 


2835 


End 


13289 







51138 



11 
£3 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000108_35 . 0426 . C3 . o2 . gs Method GENSCAN 

5234 End 13215 

none Score .75 

5234. .5562, 5654. .5827, 6503. .6671, 6676. .6736, 7775. .8008, 
8586. .8739, 9964. .10002, 10842 .. 11352 , 114 48 .. 1154 3, 
11868. .11911, 12175. .12679, 12775.. 13215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108 35. 0426. C3 



13289 
AAT/NAP 
9356 
416 



49529 
105298 
2835 

OJ000108_35.0426.C3.o2.np 
9114 
131164 
9114. .9356 

PHOTOSYSTEM I IRON-SULFUR CENTER (PHOTOSYSTEM I SUBUNIT VII) 
KD POLYPEPTIDE) (PSI-C) gi I 65727 | pir | | FERZA photosystem I 
iron-sulfur protein psaC - rice chloroplast gi | 65728 | pir | | FEWT1 
photosystem I iron-sulfur protein psaC - wheat chloroplast 
gi 1 12051 1 emb | CAA33954 | (X15901) PSI 9kDa protein [Oryza sativa] 
gi|12350|emb|CAA31555| (X13158) photosystem I 8 kDa subunit 



(9 



49529 Seq. ID 

105298 Strand 

2835 End 
OJ000108_35.0426.C3.o2.gp '■■ Method 

10346 End 

2797226 Score 

10346. .10376, 10408.. 10580 



OJ000108_35.0426.C3 

13289 
AAT/GAP 
10580 
289 



OJ000108 35. 0426. C3 



49529 Seq. ID 

105298 Strand 
2835 End 13289 

OJ000108_35 . 0426 . C3 . o3 . gp Method AAT/GAP 

10576 End 11524 

16167_1.R1084 Score 1257 

10576. .10676, 10842 .. 11352, 11448. .11524 

'4322346/gb|AAD16019| 2.0e-27 (AF081825) sodium-dependent 
high-affinity dicarboxylate transporter [Rattus norvegicus] 
>gi_4837725_gb_AAD30657.1_AF080451_l (AF080451) sodium-dependent 
dicarboxylate transporter SDCT2 [Rattus norvegicus] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108 35. 0426. C3 



13289 
AAT/NAP 
12977 
411 



11864. .11918, 12150. .12666, 



49529 
105298 
2835 

OJ000108_35.0426.C3.o3.np 
10726 
4506979 

10726. .11322, 11364. .11539, 
12771. .12977 

solute carrier family 13 (sodium-dependent dicarboxylate 

transporter), member 2 gi | 2499523 | sp | Q13183 | NDC1_HUMAN RENAL 

SODIUM/ DICARBOXYLATE COTRANS PORTER (NA < + ) /DICARBOXYLATE 

COTRANS PORTER) gi 1 1098557 | gb | AAA98 504 . 1 1 (U26209) renal 

sodium/dicarboxylate cotransporter [Homo sapiens] 

gi 1 1589363 | prf | I2211222A Na dicarboxylate cotransporter [Homo 

sapiens] 



51139 



Seq. No. 49529 

Gene No. 105298 

Start 2835 

Name OJ000108_35 . 042 6 .C3 . o4 . gp 

Start 13053 

GI 1632104 

Exons 13053. .13289 



Seq. ID OJ000108_35.0426.C3 
Strand 

End 13289 

Method AAT/GAP 

End 13289 

Score 417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49529 

105299 

14154 

OJ000108_35.0426.C3.o3.gs 

14154 

none 



Seq. ID OJ000108_35.0426.C3 
Strand 

End 21090 

Method GENSCAN 

End 21072 

Score .41 



14154. .14273, 14 327 14418 , 14480 14 537 , 15249- . 15521, 
15937. .15964, 19252 19755, 19766 .. 20028 , 20771 20838, 
20934. .21072 



Seq. No. 

Gene No. 

Start 

Name 
_ Start 
U GI 
\J Exons 
EH GI Descrip. 



49529 

105299 

14154 

OJ000108_35.0426.C3.o4.np 

19275 

6651245 



Seq. ID OJ000108_35.0426.C3 
Strand 

End 21090 

Method . AAT/NAP 

End 21090 

Score 934 



19275. .19755, 19862 20028, 20771 .. 20838 , 20934.. 21090 
(AF154003) pirin [Lycopersicon esculentum] 



Seq. No. 


49529 








Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105300 








Strand 








Start 


24973 








End 


25186 






Name 


OJ000108 35 


.0426 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


9087 








End 


9374 






GI 


none 








Score 


351 






Exons 


9087. .9374, 


9088 


. .9372, 


9095. 


.9373, 9096.. 9371 






Seq. No. 


49529 








. Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105300 








Strand 








Start 


24973 








End 


25186 






Name 


OJ000108 35 


.0426 


.C3.o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


9096 








End 


9393 






GI 


none 








Score 


258 






Exons 


9096. .9371, 


9099 


. .9356, 


9100. 


.9393 








Seq. No. 


49529 








Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105300 








Strand 








Start 


24973 








End 


25186 






Name 


OJ000108 35 


.0426 


.C3.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


9191 








End 


9418 






GI 


none 








Score 


346 






Exons 


9191. .9418, 


9192 


. .9401 












Seq. No. 


49529 








Seq. ID 


OJ000108 


_35.0426 


.C3 


Gene No. 


105300 








Strand 








Start 


24973 








End 


25186 






Name 


OJ000108 35 


.0426 


.C3.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


10840 








End 


11118 






GI 


none 








Score 


181 







51140 




Exons 


10840. .11118, 10841 


. .11044 








Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


10840 




End 


11067 




GI 


none 




Score 


159 




Exons 


10840. . 11067, 10841 


. .11038 








Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


10876 




End 


11292 




GI 


none 




Score 


122 




Exons 


10876. . 11097, 10877 


. .11032, 


11065. .11292, 11135. .11260 




Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11164 




End 


11364 




GI 


none 




Score 


261 




Exons 


11164. .11352, 11165 


. . 11353, 


11260. .11364 




Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


11475 




End 


12554 




GI 


none 




Score 


73 




Exons 


11475. .11540, 11476 


. . 11538, 


12161. .12475, 12173. .12391, 






12255. .12392, 12495 


. . 12554 








Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


12366 




End 


12685 




GI 


none 




Score 


71 




Exons 


12366. . 12512, 12368 


. .12475, 


12527. .12685, 12543.. 12680 




Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


12554 




End 


13185 




GI 


none 




Score 


72 




Exons 


12554 . . 12694, 12555 


. . 12677, 


12578. .12700, 12772 .. 13185, 






12800. .13084 










Seq. No. 


49529 




Seq. ID 


OJ000108_35.0426. 


C3 


Gene No. 


105300 




Strand 






Start 


24973 




End 


25186 




Name 


OJ000108 35. 0426. C3 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


12772 




End 


13152 





51141 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 211 

12772. .13008, 12794 .. 13009, 13018.. 13152 



49529 

105300 

24973 

OJ000108_35.0426.C3.o4.tm 

12932 

none 

12932. .13219, 12934 .. 13098, 
13166. .13237, 13171.. 13230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108__35.0426.C3 
25186 

TBLASTX: Maize 

13237 

254 



13093. .13143, 13141. .13218, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49529 

105300 

24973 

OJ000108_35.0426.C3.ol.ts 

19275 

none 



Seq. ID OJ000108_35.0426.C3 
Strand 

End 25186 

Method TBLASTX : Soybean 

End 21081 

Score 82 



19275. .19460, 19360 .. 19494, 19548 .. 19754 , 19612 .. 19758 , 
19861. .20037, 198 62 .. 20029, 20763 20840 , 20765 .. 20857 , 
20935. .21081, 20936.. 21064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49529 Seq. ID 

105300 Strand 

24973 End 

OJ000108_35.0426.C3.o6.tm Method 

19278 End 

none Score 



OJ000108_35.0426.C3 
25186 

TBLASTX: Maize 

19478 

116 



19278. .19460, 19360 19452, 19365.. 19478 



Seq. No. 49529 

Gene No. 105300 

Start 24973 

Name OJ000108_35 . 0426 . C3 . ol . tm 

Start 19632 

GI none 

Exons 19632. .19697, 19633 .. 19698 , 
19861. .20037, 19862 .. 20029, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19704 

19992 



OJ000108 35. 0426. C3 



25186 

TBLASTX: Maize 
20821 
83 

19754, 19708. .19758, 
20033, 20771.. 20821 



Seq. No. 49529 Seq. ID 

Gene No. 105300 Strand 

Start 24 973 End 

Name OJ000108_35 . 042 6 . C3 . o5 . gs Method 

Start 24973 End 

GI none Score 

Exons 24973. .24989, 25141.. 25186 



OJ000108_35.0426.C3 

25186 
GENSCAN 
25186 
.68 



Seq. No. 49530 Seq. ID 

Gene No. 105301 Strand 

Start 87 92 End 

Name OJ000108_35 . 042 6. C4 ,o3.np Method 

Start 8789 End 

GI 7485503 Score 

Exons 8789.-9342, 9566.. 9897, 10252 .. 10738, 
GI Descrip. 



OJ000108_35.0426.C4 
+ 

12819 
AAT/NAP 
12620 
1687 

11043. .11203, 12360. .12620 



hypothetical protein F15B8.20 - Arabidopsis thaliana 
gi|4678268|emb|CAB41176.1| (AL049660) putative protein 
[Arabidopsis thaliana] 



51142 




Seq. No. 


49530 




Seq. ID 


OJ000108_35 . 


0426. C4 


Gene No . 


105301 




Strand 


+ 




Start 


8792 




End 


12819 




Name 


OJ000108 35.0426.C4.o2.gs 




Method 


GENS CAN 




Start 


8792 




End 


10742 




GI 


none 




Score 


.82 




Exons 


8792.. 9342, 9566.-9897, 10252 


. .10742 






Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426. C4 


Gene No. 


105301 




Strand 


+ 




Start 


8792 




End 


12819 




Name 


OJ000108_35.0426.C4 .o2.gp 




Method 


AAT/GAP 




Start 


12211 




End 


12819 




GI 


48743 1.R1084 




Score 


1210 




Exons 


12211. .12819 










GI Descrip. 


1 4678268/embl CAB41176. 1 | 1 . 


Oe 


-34 (AL049660) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426. C4 


Gene No . 


105301 




Strand 


+ 




Start 


8792 




End 


12819 




Name 


OJ000108 35.0426.C4 .o3.gs 




Method 


GENSCAN 




Start 


12270 




End 


12623 




GI 


none 




Score 


.85 




Exons 


12270. .12623 










Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426. C4 


Gene No. 


105302 




Strand 


+ 




Start 


16143 




End 


16218 




Name 


OJ000108 35.0426.C4.o3.gp 




Method 


AAT/GAP 




Start 


16143 




End 


16218 




GI 


3760640 




Score 


86 




Exons 


16143. .16218 










GI Descrip. 


4176420/dbj |BAA37167| 2 . Oe- 


11 


(AB008097 ) cytochrome 


: P450 




[Arabidopsis thaliana] 










Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426-C4 


Gene No. 


105303 




Strand 






Start 


382 




End 


7423 




Name 


OJ000108 35.0426.C4.ol.gs 




Method 


GENSCAN 




Start ■ 


382 




End 


7423 




GI 


none 




Score 


.51 




Exons 


382. .396, 1950. .2058, 3664. 


.3791, 4366. 


.4503, 4642. 


.4760, 




4862. .5304, 6156. .6478, 7140. 


.7246, 73^ 


r 8. .7423 




Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426. C4 


Gene No . 


105303 




Strand 






Start 


382 




End 


7423 




Name 


OJ000108 35.0426.C4.ol.gp 




Method 


AAT/GAP 




Start 


3647 




End 


4365 




GI 


969014 




Score 


387 




Exons 


3647. .3822, 4267. .4365 










Seq. No. 


49530 




Seq. ID 


OJ000108_35. 


0426. C4 


Gene No. 


105303 




Strand 






Start 


382 




End 


7423 





51143 



Name 


OJ0001Q8 35 


.0426. 


C4 .ol. 


np 


Method 


AAT/NAP 




Start 


3654 








End 


5460 




GI 


6729524 








Score 


387 




Exons 


3654. .3822, 


4267. 


.4365, 


4463 


..4503, 4642. .4721, 


4862. .4981 




5072. .5460 














GI Descrip. 


(AL132977) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


49530 








Seq. ID 


OJ000108 


_35. 0426. C4 


Gene No. 


105304 








Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


. 0426 . 


C4 . o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3597 








End 


5334 




GI 


none 








Score 


172 




Exons 


3597. .3821, 


3598. 


.3822, 


3617 


..3832, 3i 


519. .3687, 


3651. .3836 




4266. .4364, 


4268. 


.4366, 


4270 


..4365, 4439. .4504, 


4456. .4506 




4462. .4503, 


4668 . 


.4760, 


4693 


..4764, 4700. .4762, 


4860. . 4994 




4861. .4989, 


4863. 


. 5024, 


5042 


..5158, 5081. .5158, 


5166. . 5300 




5166. .5300, 


5167 . 


. 5334 










Seq. No. 


49530 








Seq. ID 


OJ000108 


_35. 0426. C4 


Gene No. 


105304 








1 Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


.0426. 


C4.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3636 








End 


3845 




GI 


none 








Score 


124 




Exons 


3636. .3821, 


3636. 


. 3845, 


3637 


. .3831 






Seq. No. 


49530 








Seq. ID 


OJ000108 


_35 . 0426. C4 


Gene No. 


105304 








Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


.0426. 


C4 .o2. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3690 








End 


3822 




GI 


none 








Score 


140 




Exons 


3690. .3821, 


3691. 


. 3822 










Seq. No. 


49530 








Seq. ID 


OJ000108 


_35.0426.C4 


Gene No. 


105304 








Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


.0426. 


C4 .o5. 


tm 


Method 


TBLASTX : 


Maize 


Start 


8969 








End 


9133 




GI 


none 








Score 


263 




Exons 


8969. .9133, 


8996. 


. 9121, 


9001 


. .9132 






Seq. No. 


49530 








Seq. ID 


OJ000108 


_35 . 0426. C4 


Gene No. 


105304 








Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


.0426. 


C4.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8972 








End 


9160 




GI 


none 








Score 


213 




Exons 


8972. .9160, 


9001. 


.9159 










Seq. No. 


49530 








Seq. ID 


OJ000108 


_35.0426.C4 


Gene No. 


105304 








Strand 






Start 


16702 








End 


16988 




Name 


OJ000108 35 


.0426. 


C4.o3. 


tm 


Method 


TBLASTX : 


Maize 


Start 


9556 








End 


10320 




GI 


none 








Score 


61 





51144 




Exons 9556. .9720, 9560. .9625, 9567. .9866, 9575.-9865, 9681. .9878, 

9872. .9898, 9872. .9898, 10249. .10320 



Seq. No. 


49530 




Seq. ID 


OJ000108_35.0426 


.C4 


Gene No. 


105304 




Strand 


_ 




Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10271 




End 


10661 




GI 


none 




Score 


500 




Exons 


10271. .10636, 10272 


. . 10661 








Seq. No. 


49530 




Seq. ID 


OJ000108_35.0426 


.C4 


Gene No. 


105304 




Strand 


- 




Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


10350 




End 


10733 




GI 


none 




Score 


641 




Exons 


i/\"^r/"\ i/i'io'-i i/*i*^r*^ 

10350. .10733, 10352 


. . 10732 








Seq. No. 


49530 




Seq. ID 


OJ000108_35.0426 


.C4 


Gene No. 


105304 




Strand 


- 




Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


12371 




End 


12584 




GI 


none 




Score 


366 




Exons 


12371. . 12580, 12372 


. . 12584 








Seq. No. 


49530 




Seq. ID 


OJ000108 35.0426 


.C4 


Gene No. 


105304 




Strand 


_ 




Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


12372 




End 


12635 




GI 


none 




Score 


372 




Exons 


12372 . . 12635, 12437 


. . 12601 








Seq. No. 


49530 




Seq. ID 


OJ000108 35.0426 


.C4 


Gene No. 


105304 




Strand 


_ 




Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


12372 




End 


12602 




GI 


none 




Score 


382 




Exons 


12372. .12602, 12437 


. .12598 








Seq. No. 


49530 




Seq. ID 


OJ000108_35.0426 


.C4 


Gene No. 


105304 




Strand 






Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12372 




End 


12967 




GI 


none 




Score 


469 




Exons 


12372. .12653, 12437 


. .12652, 


12660. .12701, 12695. .12796, 






12757. .12786, 12766 


. .12837, 


12878. .12967 




Seq. No. 


49530 




Seq. ID 


OJ000108_35.0426 


.C4 


Gene No. 


105304 




Strand 






Start 


16702 




End 


16988 




Name 


OJ000108 35. 0426. C4 


. o4 .gs 


Method 


GENSCAN 




Start 


16702 




End 


16988 





51145 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



none 

16702. .16821, 16866. .16988 



Score 



,63 



49531 

105305 

8413 

OJ000108_35.0426.C5.o3.gs 

8413 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8413. .9191, 9305. .9418, 9543. .9801, 9935. .10141, 10224 .. 10397 , 
10557. .10754, 1084 5 .. 10958 , 11113 .. 114 33, 12007 .. 12155, 
12856. .12979, 13256 .. 13425, 14611 . . 14 64 1 , 14768 .. 14876, 
15071. .15087 



OJ000108_35.0426.C5 
+ 

15087 
GENS CAN 
15087 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49531 Seq. ID 

105305 Strand 
8413 End 15087 

OJ000108_35 . 0426 . C5 . o2 . np Method AAT/NAP 

8533 End 11442 

4567304 Score 1247 

8533. .8769, 8872. .9418, 9507. .9597, 9637. .9801, 
10224. .10397, 10557 .. 10754 , 10845 .. 10953, 11115 
11392. .11442 

(AC005956) unknown protein [Arabidopsis thaliana] 



OJ000108_35.0426.C5 
+ 



9935. .10141, 
.11355, 



49531 Seq. ID OJ000108 

105305 Strand + 

8413 End 15087 

OJ000108_35 . 0426 . C5 . ol . gp Method AAT/GAP 

10878 End 11510 

700724 Score 858 

10878. .10958, 11113.. 11510 
4567304/gb|AAD23715.1|AC005956_4 
protein [Arabidopsis thaliana] 



35. 0426. C5 



4.0e-21 (AC005956) unknown 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49531 Seq. ID 

105305 Strand 
8413 End 
OJ000108_35 . 0426 . C5 . o2 . gp Method 
12684 End 
uC-osrocyp027f 12bl Score 
12684. .13086 

, 4567304/gb|AAD23715.1|AC005956_4 4.0e-21 (AC005956) unknown 
protein [Arabidopsis thaliana] ' 



OJ000108_35.0426.C5 
+ 

15087 
AAT/GAP 
13086 
767 



49531 Seq. ID 

105305 Strand 
8413 End 
OJ000108_35.0426.C5.o3.gp Method 
13499 End 
LIB3432-032-P2-K1-F5 Score 
13499. .14153 

'5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone ; tl7804 1 



OJ000108_35.0426.C5 
+ 

15087 
AAT/GAP 
14153 
1246 



49531 
105305 



Seq. ID OJ000108_35.0426.C5 
Strand + 



51146 




Start 


8413 


End 


15087 




Name 


OJ000108 35.0426.C5.o4.gp 


Method 


AAT/GAP 




Start 


14572 


End 


15083 




GI 


uC-osrocyp027fl2al 


Score 


734 




Exons 


14572. . 14 668, 14768. .15083 








GI Descrip. 


, 4567304/gb|AAD23715.1|AC005956 4 4 . Oe- 


-21 (AC005956) unknot 




protein [Arabidopsis thaliana 


] ' 






Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105306 


Strand 






Start 


2159 


End 


7216 




Name 


OJ000108 35.0426.C5.ol.np 


Method 


AAT/NAP 




Start 


2159 


End 


7216 




GI 


5902445' 


Score 


1045 




Exons 


2159. .2195, 4433. .5641, 7189. 


.7216 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105306 


Strand 






Start 


2159 


End 


7216 




Name 


OJ000108 35.0426.C5.o2.gs 


Method 


GENSCAN 




Start 


4348 


End 


6900 




GI 


none 


Score 


.72 




Exons 


4348.-4756, 4895.-5233, 5419. 


.5641, 6657. .6900 




Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105307 


Strand 






Start 


16138 


End 


17386 




Name 


OJ000108 35.0426.C5.o4.gs 


Method 


GENSCAN 




Start 


16138 


End 


17386 




GI 


none 


Score 


.76 




Exons 


16138. .16569, 16584 .. 16764 , 17322.. 17386 




Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105308 


Strand 






Start 


19761 


End 


22030 




Name 


OJ000108 35.0426.C5.o5.gs 


Method 


GENSCAN 




Start 


19761 


End 


22030 




GI 


none 


Score 


. 62 




Exons 


19761. .19840, 20598. .20699, 20895 .. 21005, 21919. .22030 




Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105309 


Strand 






Start 


23494 


End 


23986 




Name 


OJ000108 35.0426.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


4436 


End 


4726 




GI 


none 


Score 


108 




Exons 


4436.-4726, 4456. .4725 








Seq. No. 


49531 


Seq. ID 


OJ000108_35.0426 


.C5 


Gene No. 


105309 


Strand 






Start 


23494 


End 


23986 




Name 


OJ000108 35.0426.C5.o5.ts 


Method 


TBLASTX : Soybean 




Start 


4630 


End 


5013 




GI 


none 


Score 


84 




Exons 


4630. .4881, 4888. .5013 









51147 



Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35 


.0426. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4729 








End 


5155 


GI 


none 








Score 


62 


Exons 


4729. .4902, 


4730. 


.4873, 


4910. 


.5155, 4912. .5148 


Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. - 


105309 








Strand 




Start 


23494 








End ■ 


23986 


Name 


OJ000108 35 


0426. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5169 








End 


5559 


GI 


none 








Score 


84 


Exons 


5169. .5207, 


5212. 


.5286, 


5305. 


.5400, 5418. .5558, 5425. .5559 


Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35 


0426. 


C5.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5227 








End 


5634 


GI 


none 








Score 


98 


Exons 


5227. .5403, 


5418. 


.5633, 


5467. 


.5634 




Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35 


0426. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5282 








End 


5643 


GI 


none 








Score 


79 


Exons 


5282. .5413, 


5284. 


.5400, 


5418. 


.5642, 5424. .5606, 5437. .5643 


Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35. 


0426. 


CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9166 








End 


9804 


GI 


none 








Score 


77 


Exons 


9166. . 9231, 


9230. 


.9430, 


9231. 


.9419, 9504. .9638, 9505. .9612, 




9708. .9803, 


9709. 


.9804 








Seq. No. 


49531 








Seq. ID 


OJ000108_35.0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35. 


0426. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


9178 








End 


9558 


GI 


none 








Score 


72 


Exons 


9178. . 9231, 


9191. 


. 9226, 


9220. 


.9420, 9227. .9430, 9231. .9419, 




9492. . 9557, 


9505. 


. 9558 








Seq. No. 


49531 








Seq. ID 


OJ000108_35 .0426.C5 


Gene No. 


105309 








Strand 




Start 


23494 








End 


23986 


Name 


OJ000108 35. 


0426. 


C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9534 








End 


10334 


GI 


none 








Score 


50 


Exons 


9534. .9674, 


9535. 


.9678, 


9699. 


.9800, 9700. .9801, 9704. .9802, 



51148 



9712. .9801, 9929. .9958, 9932. .9955, 9962. .10144, 9986. .10117, 
9987. .10142, 9988. .10143, 10223 .. 10333, 10224. .10334 



Seq. No. 49531 

Gene No. 105309 

Start 23494 

Name OJ000108_35 . 0426 . C5 . o4 . tm 

Start 9571 

GI none 

Exons 9571.. 9801, 9596.. 9805 



Seq. ID OJ000108_35.0426.C5 
Strand 

End 23986 

Method TBLASTX : Mai ze 

End 9805 

Score 245 



Seq. No. 49531 Seq. ID 

Gene No. 105309 Strand 

Start 23494 End 

Name OJ000108_35 . 0426 . C5 . o3 . tc Method 

Start 9972 End 

GI none Score 

Exons 9972.. 10070, 9974.. 10078, 9988.. 10080, 



OJ000108_35.0426.C5 
23986 

TBLASTX: Cress 

10724 

115 

10001. . 10144, 



10081. 
10674. 



.10143, 
.10724 



10223. .10393, 10224 .. 10400, 10557 10598 , 



Seq. No. 49531 : Seq. ID 

Gene No. 105309 Strand 

Start 23494 End 

Name OJ000108_35 . 0426 . C5 . o3 . tm Method 

Start 10058 End 

GI none Score 

Exons 10058. .10144, 10066 .. 10143, - 10220 10396, 10222 

10223. .10396, 10224 10400, 10556 .. 10600, 10557 

10621. .10755, 10632. .10757, 10674 

10843. .10956, 10844 .. 10963, 10845 



OJ000108 35. 0426. C5 



23986 

TBLASTX: Maize 
10963 
144 



,10760, 10687. 
10958, 10858. 



.10395, 
.10697, 
,10779, 
,10959 



Seq. No. 49531 
Gene No. 105309 
Start 23494 

Name OJ000108_35 . 0426 . C5 . o3 . ts 

Start 10335 
GI none 
Exons 10335. 

10635. 

11110. 



,10400, 10337. 
,10757, 10674. 
,11340, 11341. 



.10399, 
.10760, 
.11400, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10557 

10844 



OJ000108 35. 0426. C5 



23986 

TBLASTX : Soybean 
11439 
102 

10658, 10564. .10659, 
10957, 10845. . 10958, 



11392. .11439 



-Seq. No. 49531 

-Gene No. 105309 

Start 23494 

Name OJ000108_35. 0426.C5.o6. tm 

Start 11278 

GI none 

Exons 11278. .11442, 11280.. 11486 

Seq. No. 49531 

Gene No. 105309 

Start 23494 

Name OJ000108_35 . 0426 . C5 . 06 . gs 

Start 23494 

GI none 

Exons 23494. .23877 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_35.0426.C5 
23986 

TBLASTX: Maize 

11486 

190 



OJ000108_35.0426.C5 

23986 
GENSCAN 
23877 
.83 



51149 



Seq. No. 49531 Seq. ID OJ000108_35 . 0426 . C5 

Gene No. 105309 Strand 

Start 23494 End 23986 

Name OJ000108_35 . 0426 . C5 . o3 . np Method AAT/NAP 

Start 23509 End 23986 

GI 2832241 Score 295 

Exons 23509. .23542, 23570.. 23986 

GI Descrip. (AF0308 64) nonphototropic hypocotyl 1 [Arabidopsis thaliana] 

gi I 7019644 | emb | CAB75791.il (AL157735) nonphototropic hypocotyl 1 
[Arabidopsis thaliana] 



Seq. No. 49531 

Gene No. 105309 

Start 23494 

Name OJ000108_35 . 0426 . C5 . ol . tm 

Start 23632 

GI none 
Exons 



Seq. ID OJ000108_35.0426.C5 
Strand 

End 23986 

Method TBLASTX: Maize 

End 23980 

Score 167 



23632. .23979, 23641 .. 23820, 23648. .23980 



Seq. No. 49531 

Gene No. 105309 

Start 23494 

Name OJ000108_35 . 0426 . C5 . ol . ts 

Start 23632 

GI none 
Exons 



Seq. ID OJ000108_35.0426.C5 
Strand 

End 23986 

Method TBLASTX : Soybean 

End 23986 

Score 226 



23632. .23766, 237 97 .. 23985, 23819.. 23986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49531 

105309 

23494 

OJ000108_35.042 6.C5.o2.tc 

23647 

none 



Seq. ID OJ000108_35.0426.C5 
Strand 

End 23986 

Method TBLASTX : Cress 

End 23986 

Score 143 



23647. .23769, 23791 23985, 23819. .23986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49531 

105309 

23494 

OJ000108_35.0426.C5.o3.tw 

23647 

none 



Seq. ID OJ000108_35.0426.C5 
Strand 

End 23986 

Method TBLASTX : Wheat 

End 23958 

Score 39 



23647. .23760, 23651 23716, 23797 .. 23958 , 23816. .23953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000108_35. 0426. C6 
Strand 

End 7 64 

Method AAT/NAP 

End 7 64 

Score 356 



49532 
105310 
1 

OJ000108_35.0426.C6.ol.np 
1 

4836928 
1. .764 

(AC006085) Similar to protein kinases [Arabidopsis thaliana] 



49532 

105310 

1 

OJ000108_35.0426.C6.ol.gs 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 7 64 

Method GEN SCAN 



51150 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



End 
Score 



End 

Method 

End 

Score 



96 

none 
96. .750 

49532 
105311 
1437 

OJ000108_35.0426.C6.o2.gs 
1437 
none 

1437. .1577 

49532 
105312 
9249 

OJ000108_35.0426.C6.o2.tc 
224 
none 

224. .430, 226. .525 

49532 
105312 
9249 

OJ000108_35 . 0426 . C6 . o2 . ts 
224 
none 

224. .496, 226. .525 

49532 
105312 
9249 

OJ000108_35.0426.C6.ol.tm 
259 
none 

259. .528, 260. .550, 577. .606, 649. .690 



750 
.66 



Seq. ID OJ000108_35.0426.C6 
Strand 

1577 
GENSCAN 
1577 
.62 



Seq. ID OJ000108_35.0426.C6 
Strand 

9861 

TBLASTX: Cress 
525 
126 



End 

Method 

End 

Score 



Seq. ID OJ000108_35.0426.C6 
Strand 

9861 

TBLASTX : Soybean 
525 
89 



End 

Method 

End 

Score 



Seq. ID OJ000108_35.0426.C6 
Strand 

9861 

TBLASTX: Maize 
690 
257 



End 

Method 

End 

Score 



49532 
105312 
9249 

OJ000108_35.0426.C6.ol.gp 
9000 

15476_3.R1084 
9000. .9861 

'169363 5.0e-25 (M75856) PVPR3 [Phaseolus vulgaris] 1 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 9861 

Method AAT/GAP 

End 9861 

Score 1668 



49532 

105312 

9249 

OJ000108_35.0426.C6.o2. tm 

9001 

none 



Seq. ID OJ000108_35. 0426.C6 
Strand 

End 9861 

Method TBLASTX : Mai ze 

End 94 46 

Score 69 



9001.. 9024, 9060.. 9131, 9064.. 9141, 9116.. 9172, 9248.. 9286, 
9248. .9280, 9249. .9446, 9334. .9435 



49532 

105312 

9249 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 9861 



51151 



Name 

Start 

GI 

Exons 



OJ000108_35 . 042 6 . C6 . ol . tw Method TBLASTX : Wheat 

9113 End 9708 

none Score 206 

9113. .9277, 9170. .9196, 9193. .9309, 9240. .9446, 9250. .9441, 
9651.. 9707, 9652.. 9708 



Seq. No. 49532 

Gene No. 105312 

Start 9249 

Name OJ000108_35 . 0426.C6.ol . tc 

Start ' 9246 

GI none 

Exons 9246.. 9440, 9343.. 9441 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 9861 

Method TBLASTX : Cress 

End 94 41 

Score 109 



LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49532 

105312 

9249 

OJ000108_35.0426.C6.ol.ts 

9246 

none 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 98 61 

Method TBLASTX : Soybean 

End 9690 

Score 137 



9246. .9440, 9334. .9441, 9595. .9690, 9618. .9689 



49532 

105312 

9249 

OJ000108_35.0426.C6.o4.gs 

9249 

none 

9249. .9743 



Seq. ID OJ000108_35.0426.C6 
Strand 

End 9861 

Method GENSCAN 

End 9743 

Score .99 



Seq. No. 49532 

Gene No. 105312 

Start 9249 

Name OJ000108_35 . 042 6 . C6 . o2 . np 

Start 9252 

GI 7488772 

Exons 9252.. 9612, 9682.. 9743 

GI Descrip. pathogenesis-related protein 3 - kidney bean 

gi 1 169363 | gb IAAA33773.il (M75856) PVPR3 [Phaseolus vulgaris] 



Seq. ID OJ000108_35.0426.C6 
Strand 

9861 
AAT/NAP 
9743 
288 



End 

Method 

End 

Score 



Seq. No. 


49532 




Seq. ID 


OJ000108_35.0426.C6 


Gene No. 


105312 




Strand 




Start 


9249 




End 


9861 


Name ■ 


OJ000108 35. 


0426. 


C6.o3.tm Method 


TBLASTX: Maize 


Start 


9607 




End 


9795 


GI 


none 




Score 


159 


Exons 


9607. .9795, 


9618. 


.9743, 9652.. 9753 




Seq. No. 


49533 




Seq. ID 


OJ000108_35.0426.C7 


Gene No. 


105313 




Strand 


+ 


Start 


6437 




End 


8050 


Name 


OJ000108 35. 


0426. 


C7.ol.gp Method 


AAT/GAP 


Start 


6348 




End 


8050 


GI 


518 1.R1084 




Score 


1558 


Exons 


6348. .6799, 


6914. 


.7036, 7771. .8050 




GI Descrip. 


'2058273/dbj 


IBAA19798I 2.0e-95 (D83527) 


YK426 [Oryza sativa] 



51152 





Seq. No. 


49533 


Seq. ID 


OJ000108 35. 0426. C7 




Gene No . 


105313 


Strand 


+ 




Start 


6437 


End 


8050 




Name 


OJ000108 35.0426.C7.o2.np 


Method 


AAT/NAP 




Start 


6437 


End 


7854 




GI 


6174959 


Score 


893 




Exons 


6437.. 6799, 6914.. 7036, 7771 


. .7854 






GI Descrip. 


60S RIBOSOMAL PROTEIN L9 gi | 2058273 | db: 


IBAA19798I (D83527) YK426 






[Oryza sativa] 








Seq. No. 


49533 


Seq. ID 


OJ000108_35.0426.C7 




Gene No. 


105313 


Strand 


+ 




Start 


6437 


End 


8050 




Name 


OJ000108 35.0426.C7.o3.gs 


Method 


GENSCAN 




Start 


6437 


End 


7857 




GI 


none 


Score 


.96 




Exons 


6437.. 6799, 6914.. 7036, 7771 


. .7857 






Seq. No. 


49533 


Seq. ID 


OJ000108_35.0426.C7 




Gene No. 


105314 


Strand 


+ 




Start 


15037 


End 


20787 




Name 


OJ000108 35.0426.C7.o5.gs 


Method 


GENSCAN 




Start 


15037 


End 


20721 


C3 


GI 


none 


Score 


.54 




Exons 


15037. .15085, 1524 9 .. 15426, 


17757. .17772, 17897 .. 18043, 


■=» 
in 

?\ i 




18966. .19076, 19275 .. 19550, 


19625. .19697, 20631.. 20721 




Seq. No. 


49533 


Seq. ID 


OJ000108_35.0426.C7 




Gene No. 


105314 


Strand 


+ 


— 


Start 


15037 


End 


20787 




Name 


OJ000108 35.0426.C7.o4.np 


Method 


AAT/NAP 




Start 


16254 


End 


20787 




GI 


7532409 


Score 


266 


_ „ 


Exons 


16254. .16285, 19239 .. 19678 , 


20756. .20787 




GI Descrip. 


(AC002329) putative ligand-gated ion channel protein 






[Arabidopsis thaliana] 








Seq. No. 


49533 


Seq. ID 


OJ000108_35.0426.C7 




Gene No. 


105315 


Strand 




f 3 


Start 


1760 


End 


11189 




Name 


OJ000108 35.0426.C7.o2.gs 


Method 


GENSCAN 




Start 


1760 


End 


5925 




GI 


none 


Score 


.71 




Exons 


1760. .1854, 2420. .2869, 3544 


..3688, 4649. .4762, 4930. .5011, 






5456. .5925 








Seq. No. 


49533 


Seq. ID 


OJ000108_35.0426.C7 




Gene No. 


105315 


Strand 






Start 


1760 


End 


11189 




Name 


OJ000108 35.0426.C7.o5.tm 


Method 


TBLASTX: Maize 




Start 


5365 


End 


5590 




GI 


none 


Score 


125 




Exons 


5365.. 5508, 5392.. 5508, 5405 


..5521, 5456. .5590, 5506. .5589, 



5513. .5590 



Seq. No. 
Gene No. 



49533 
105315 



Seq. ID OJ000108_35.0426.C7 
Strand 



51153 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1760 End 11189 

OJ000108_35 . 04 2 6 . C7 . o3 . np Method AAT/NAP 

5419 End 9223 

6721547 Score 75 

5419. .5443, 9132. .9223 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



49533 

105315 

1760 

OJ000108_35..042 6.C7.o4.tm 

5626 

none 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method TBLASTX : Maize 

End 5932 

Score 35 



5626.-5682, 5665. .5682, 5749. .5829, 5750. .5830, 5824. .5931, 
5825.-5932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49533 

105315 

1760 

OJ000108_35.0426.C7.ol.tm 

6427 

none 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method TBLASTX: Maize 

End 7859 

Score ' 41 



6427. .6819, 6430. .6456, 6443. .6805, 6911. .7036, 6913. .7035, 
7753. .7851, 7764. .7856, 7768. .7851, 7770. .7859 



I =? 

r 8 ! 



ru 



Seq. No. 49533 

Gene No. 105315 

Start 1760 

Name OJ000108_35 .0426.C7 .ol.tc 

Start 6430 

GI none 
Exons 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method TBLASTX : Cress 

End 78 68 

Score 139 



6430. .6576, 6443.-6583, 6577. .6807, 6584. .6805, 6911. .7036, 
6913. .7035, 7764..7865, 7768.-7866, 7770. .7868 



L 8 * 



vjj Seq. No. 49533 

il Gene No. 105315 

Start 1760 

Name OJ000108_35 . 042 6 . C7 . ol . ts 

Start 6430 

GI none 
Exons 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method TBLASTX : Soybean 

End 7851 

Score 139 



6430. .6570, 6443. .6580, 6574. .6819, 6584. .6805, 6911.. 7036, 
6913. .7035, 7764. .7850, 7768. .7851 



Seq. No. 49533 

Gene No. 105315 

Start 1760 

Name OJ000108_35 . 0426 . C7 . ol . tw 

Start 6445 

GI none 
Exons 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method TBLASTX : Wheat 

End 7 978 

Score 300 



6445. .6681, 6446.-6682, 6679. .6819, 6680. .6805, 6911. .7036, 
6911. .6955, 6913. .7035, 7764. .7850, 7768. .7851, 7863. .7967, 
7893..79S2, 7931. .7978 



Seq. No. 49533 

Gene No. 105315 

Start 1760 

Name OJ000108_35 . 0426 .C7 . o4 .gs 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 11189 

Method GENSCAN 



51154 



Start 
GI 

Exons 



8429 End 11189 

none Score .97 

8429.-8658, 10910. .11189 



Seq. No. 49533 Seq. ID 

Gene No. 105315 Strand 

Start 1760 End 

Name OJ000108_35 . 0426 . C7 . 06 . tm Method 

Start 8528 End 

GI none Score 

Exons 8528.. 8653, 8529.. 8651 



OJ000108_35.0426.C7 
11189 

TBLASTX: Maize 

8653 

151 



Seq. No. 49533 Seq. ID 

Gene No. 105316 Strand 

Start 13880 End 

Name OJ000108_35 . 04 26 . C7 . o3 . tm Method 

Start 13880 End 

GI none Score 

Exons 13880. .14023, 13884.. 14024 



OJ000108_35.0426.C7 
14024 

TBLASTX: Maize 

14024 

221 



Seq. No. 49533 Seq. ID 

Gene No. 105317 Strand 

Start 19238 End 

Name OJ000108_35 . 0426 . C7 . o2 . tc Method 

Start 19238 End 

GI none Score 
Exons 



OJ000108_35.0426.C7 
19666 

TBLASTX: Cress 

19666 

153 



19238. .19375, 19239 .. 19409, 19416 .. 19550, 19439 .. 19549, 
19625. .19666, 19636. .19665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



il Seq. No. 
fl Gene No. 

Start 

Name 

Start 
. GI 

Exons 



49533 Seq. ID 

105317 Strand 

19238 End 

OJ000108_35 . 0426 . C7 . o2 . tm Method 

19238 End 

none Score 



OJ000108_35.0426.C7 
19666 

TBLASTX: Maize 

19665 

188 



19238. .19417, 19239 .. 19418 , 19245 .. 1942 1 , 19434 .. 19550, 
19436. .19546, 19624 19665, 19625.. 19663 



49533 

105317 

19238 

OJ000108_35.0426.C7.o2.ts 

19253 

none 



Seq. ID OJ000108_35.0426.C7 
Strand 

End 19666 

Method TBLASTX : Soybean 

End 19666 

Score 127 



19253. .19366, 19254 .. 19397 , 19439 .. 1954 9, 19440 19550, 
19625. .19666 



Seq. No. 49534 Seq. ID OJ000108_37 . 0426 . CI 

Gene No. 105318 Strand 

Start 1 End 1541 

Name OJ000108_37 . 0426 . CI . ol .np Method AAT/NAP 

Start 1 End 1541 

GI 7489400 Score 139 

Exons 1..342, 1521.. 1541 

GI Descrip. NBS-LRR type resistance protein - barley (fragment) 

gil 2792216 | gb I AAB96983 . 1 | (AF032686) NBS-LRR type resistance 
protein [Hordeum vulgare] 



51155 



Seq. No. 


49534 


Seq. ID 


OJ000108_37.0426.C1 


Gene No. 


105318 


Strand 




Start 


1 


End 


" 1541 


Name 


OJ000108 37.0426.Cl.ol. tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


357 


GI 


none 


Score 


103 


Exons 


1..153, 3. .125, 4. .198, 146. 


.211, 151. 


.204, 220. .357, 234. .338 




235. .354 






Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426.C2 


Gene No . 


105319 


Strand 


+ 


Start 


5182 


End 


8228 


Name 


OJ000108 37.0426.C2.o2.gs 


Method 


GENSCAN 


Start 


5182 


End 


8228 


GI 


none 


Score 


.52 


Exons 


5182. .5254, 7395. .7473, 7716 


..7839, 7998.-8228 


Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426.C2 


Gene No. 


105320 


Strand 


+ 


Start 


10628 


End 


10772 


Name 


OJ000108 37.0426.C2.o2.gp 


Method 


AAT/GAP 


Start 


10628 


End 


10772 


GI 


21474 1.R1084 


Score 


243 


Exons 


10628.. 10772 






GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426.C2 


Gene No. 


105321 


Strand 


+ 


Start 


17405 


End 


17822 


Name 


OJ000108 37.0426.C2.o4 .gp 


Method 


AAT/GAP 


Start 


17405 


End 


17822 


GI 


LIB34 31-028-P1-N1-A10 


Score 


828 


Exons 


17405. .17822 






GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 3 . Oe 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] * 






Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426.C2 


Gene No. 


105322 


Strand 




Start 


1 


End 


3624 


Name 


OJ000108 37.0426.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3614 


GI 


4680207 


Score 


207 


Exons 


1..46, 2328. .2581, 2609. .2756, 3206. .3614 


GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 






Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426.C2 


Gene No. 


105322 


Strand 




Start 


1 


End 


3624 


Name 


OJ000108 37.0426.C2.ol.gs 


Method 


GENSCAN 


Start 


290 


End 


3624 


GI 


none 


Score 


. 64 


Exons 


290. .328, 516. .542, 1289. .1490, 2328.. 


2756, 3206.. 3624 



Seq. No. 



49535 



Seq. ID OJ000108_37.0426.C2 



51156 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 
%1 GI 
in Exons 

?^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



105322 Strand 
1 End 

OJ000108_37.0426.C2.o2.np . Method 
2489 End 
7328528 Score 



3624 
AAT/NAP 
3624 
327 



2489.. 2756, 3206.. 3312, 3338.. 3624 
(AB040028) RPM1 like protein [Oryza sativa] 



49535 

105323 

8770 

OJ000108_37.0426.C2.o3.gs 

8770 

none 



Seq. ID OJ000108_37.0426.C2 
Strand 

End. 20772 

Method GEN SCAN 

End 20772 

Score .6 



8770. .8865, 9552. .9703, 11150 11312, 11392 11490, 
11585. .11657, 11742. .11852, 11949 12122, 12232 .. 12508 , 
12579. .13061, 13187. .13328, 13403 13522, 13568 .. 13964 , 
14091. .14824, 15689. .16402, 174 92 19623, 19758. .20772 



49535 
105323 
8770' 

OJ000108_37.042 6.C2.o3.np 
11145 
4680204 

11145. .11282, 11633. .11852, 
13403. .14839 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108 37. 0426. C2 



20772 
AAT/NAP 
14839 
1025 



11949. .12122, 12232. .13328, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108 37. 0426. C2 



49535 
105323 
8770 

OJ000108_37.0426.C2.o3.gp 
12332 

uC-osflcypl76fl0bl 
12332. .12811 

' 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 



20772 
AAT/GAP 
12811 
828 



Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426. 


C2 


Gene No. 


105323 


Strand 






Start 


8770 


End 


20772 




Name 


OJ000108 37.0426.C2.o5.np 


Method 


AAT/NAP 




Start 


12940 


End 


14839 




GI 


4680204 


Score 


920 




Exons 


12940. .13328, 13403.. 14839 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


49535 


Seq. ID 


OJ000108_37.0426. 


C2 


Gene No. 


105323 


Strand 






Start 


8770 


End 


20772 




Name 


OJ000108 37.0426.C2.o5.gp 


Method 


AAT/GAP 




Start 


16678 


End 


20768 




GI 


342 1.R1084 


Score 


6619 




Exons 


16678. .17051, 17161. .17258 


, 17341. .17360, 17396. .20768 




GI Descrip. 


, 4574406/gb|AAD24042.1| 0. 


0e+00 (AF121139) RIM2 protein 


[Oryza 



51157 



sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
H Start , 
T S Name 
'li Start 

[U Exons 



49535 

105323 

8770 

OJ000108_37 .0426.C2.o6.gp 
16680 

342 1.R1084 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 20772 

Method AAT/GAP 

End 20768 

Score 6615 



16680. .17051, 17161. .17258, 17341 17360, 17396. .20768 

1 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 

sativa] * 



49535 

105323 

8770 

OJ000108_37.0426.C2.o6.np 

17462 

4680203 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 20772 

Method AAT/NAP 

End 20767 

Score 3277 



17462. .18439, 18716 .. 18946, 19100. .20767 
(AF114171) TNP2-like protein [Sorghum bicolor] 



49535 

105324 

22126 

OJ000108_37.0426.C2.o4.tm 

2409 

none 

2409. .2579, 2450. .2674, 2453. 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX: Maize 

End 2 68 6 

Score 105 
.2686 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49535 
105324 
22126 

OJ000108_37.0426.C2.o3.tm 
3301 
none 

3301.. 3624, 3428.. 3625 

49535 
105324 
22126 

OJ000108_37.0426.C2.o6.tw 
3390 
none 

3390.. 3470, 3391.. 3435, 3391.. 3630, 3416.. 3625 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Maize 

End 3625 

Score 123 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 

End 3630 

Score 47 



49535 

105324 

22126 

OJ000108_37.0426.C2.o8.tw 

11783 

none 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 

End 12305 

Score 68 



11783. .11854, 11954. .12136, 11961 .. 1208 6, 12225. .12305 



Seq. No. 49535 

Gene No. 105324 

Start 22126 

Name OJ000108 37 . 0426.C2 .o7 . tw 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 



51158 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13116 
none 

13116. .13337, 13400. 



,13471, 



49535 

105324 

22126 

OJ000108_37.0426.C2.o5.tw 

13793 

none 

13793. .13888, 13793 .. 13963, 
14045. .14194, 14086. .14196 

49535 

105324 

22126 

OJ000108_37 .042 6.C2.ol.tw 

17516 

none 

17516. .17608, 17597. .17677, 
17810. .17869, 17876. .17920, 
17931. .18833 



End 22738 
Score 55 
13712. .13792, 22640.. 22738 

Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 

End 14196 

Score 42 
13926. .14093, 13958 .. 14194, 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 

End 18833 

Score 118 
17690. .17803, 17691 .. 17804 , 
17881. .17916, 17915. .18832, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49535 
105324 
22126 

OJ000108_37 .042 6.C2.ol.tc 
18098 
none 

18098. .18247, 18098 .. 18541, 18102 .. 18545, 18108 .. 18545 , 
18367. .18549 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX: Cress 

End 18549 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49535 

105324 

22126 

OJ000108_37 . 0426 . C2 . o2 . tm 

1.8476 

none 

18476. .18706, 1847 6 .. 18790, 

49535 

105324 

22126 

OJ000108_37.042 6.C2.o3. tw 

18834 

none 

18834. .18920, 18836 .. 18 934 , 
19181. .19243, 19194.. 19244 

49535 

105324 

22126 

OJ000108_37 .0426.C2.o2.ts 

19277 

none 

19277. .19519 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Mai ze 

End . 18790 

Score 68 
18504. .18779 

Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Wheat 

End 19244 

Score 81 
18953. .19171, 18.993. .19175, 



Seq. ID OJ000108_37.0426.C2 
Strand 

End 22752 

Method TBLASTX : Soybean 

End 19519 

Score 215 



51159 




Seq. No. 


49535 




Seq. ID 


OJ000108 


_37.0426. 


C2 


Gene No. 


105324 




Strand 








Start. 


22126 




End 


22752 






Name 


OJ000108 37. 0426. C2. 


ol. tm 


Method 


TBLASTX: 


Maize 




Start 


19349 




End 


19806 






GI 


none 




Score 


57 






Exons 


19349. .19543, 19553. 


, .19672, 


19553. .19678, 19672 


. .19794, 






19678. .19806 












Seq. No. 


49535 




Seq. ID 


OJ000108 


_37.0426. 


C2 


Gene No. 


105324 




Strand 








Start 


22126 




End 


22752 






Name 


OJ000108 37 . 0426.C2. 


o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


19383 




End 


19851 






GI 


none 




Score 


167 






Exons 


19383. .19589, 19383. 


.19487, 


19388. .19612, 19592 


. .19678, 






19593. .19679, 19693. 


.19797, 


19697. .19786, 19798 


. .19851, 






19799. .19843 












Seq. No. 


49535 




Seq. ID 


OJ000108 


_37.0426. 


C2 


Gene No. 


105324 




Strand 








Start 


22126 




End 


22752 






Name 


OJ000108 37. 0426. C2. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


19672 




End 


19987 






GI 


none 




Score 


74 






Exons 


19672. .19980, 19700. 


.19795, 


19835. .19987 






Seq. No. 


49535 




Seq. ID 


OJ000108 


_37.0426. 


C2 


Gene No. 


105324 




Strand 








Start 


22126 




End 


22752 






Name 


OJ000108 37. 0426. C2 . 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


19720 




End 


20149 






GI 


none 




Score 


118 






Exons 


19720. .20016, 19738. 


.19962, 


20011. .20073, 20066 


. .20149, 






20074. .20148 












Seq. No. 


49535 




Seq. ID 


OJ000108 


J37.0426. 


C2 


Gene No. 


105324 




Strand 








Start 


22126 




End 


22752 






Name 


OJ000108 37. 0426. C2. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


20078 




End 


20421 






GI 


none 




Score 


187 






Exons 


20078. .20320, 20080. 


.20331, 


20081. .20323, 20314 


. .20421 




Seq. No. 


49535 




Seq. ID 


OJ000108 


_37.0426. 


C2 


Gene No. 


105324 




Strand 








Start 


22126 




End 


22752 






Name 


OJ000108 37. 0426. C2. 


o4 . gs 


Method 


GEN SCAN 






Start 


22126 


End 


22752 






GI 


none 




Score 


.97 






Exons 


22126. .22442, 22614. 


.22752 










Seq. No. 


49536 




Seq. ID 


OJ000108 


_37.0426. 


C3 


Gene No. 


105325 




Strand 








Start 


36 




End 


4301 






Name 


OJ000108 37. 0426. C3. 


ol.gs • 


Method 


GENSCAN 






Start 


36 




End 


4169 







51160 



GI none Score .55 

Exons 36. .191, 472. .724, 774. .831, 1390. .2148, 2175. .3108, 3933. .4169 



Seq. No. 


49536 




Seq. ID 


OJ000108_ 


_37 


0426. 


C3 


Gene No. 


105325 




Strand 


- 








Start 


36 




End 


4301 








Name 


OJ000108 37 


.0426.C3.ol.np 


Method 


AAT/NAP 








Start 


1358 




End 


4301 








GI 


4680182 




Score 


1025 








Exons 


1358. .3108, 


3933. .4301 












GI Descrip. 


(AF111709) 


unknown [Oryza 


sativa subsp 


. indica] 








Seq. No. 


49537 




Seq. ID 


OJ000108_ 


_37 


0426. 


C4 


Gene No. 


105326 




Strand 










Start 


3279 




End 


4726 








Name 


OJ000108 37 


.0426.C4.o2.gs 


Method 


GENSCAN 








Start 


3279 




End 


4726 








GI 


none 




Score 


.58 








Exons 


3279. .3368, 


4029. .4169, 4244. .4586, 4710. .4726 








Seq. No. 


49538 




Seq. ID 


OJ000108_ 


_37 


0426. 


C5 


Gene No. 


105327 




Strand 


+ 








Start 


1664 




End 


2042 








Name 


OJ000108 37 


-0426.C5.ol.np 


Method 


AAT/NAP 








Start ■ 


1664 




End 


2042 








GI 


4680182 




Score 


296 








Exons 


1664. .2042 














GI Descrip. 


(AF111709) 


unknown [Oryza 


sativa subsp 


. indica] 









Seq. No. 49538 Seq. ID 

Gene No. 105328 Strand 

Start 5220 End 

Name OJ000 108_37 . 04 2 6 . C5 . o2 . gs Method 

Start 5220 End 

GI none Score 

Exons 5220.. 5376, 6936.. 7047, 7371.. 7452 



OJ000108_37.0426.C5 

7452 
GENSCAN 
7452 
.73 



Seq. No. 49538 Seq. ID OJ000108_37 . 0426 . C5 

Gene No. 105328 Strand 

Start 5220 . End 7452 

Name OJ000108_37 . 0426 . C5 . o2 . np Method AAT/NAP 

Start 5381 End 6875 

GI 7487670 Score 73 

Exons 5381.. 5478, 6675.. 6875 

GI Descrip. hypothetical protein T5C23.140 - Arabidopsis thaliana 
gi I 4539462 | emb | CAB39942.il (AL049500) putative protein 
[Arabidopsis thaliana] gi | 7267871 | emb | CAB78214 . 1 | (AL161532) 
putative protein [Arabidopsis thaliana] 



Seq. No. 49539 Seq. ID 

Gene No. 105329 Strand 

Start 616 End 

Name OJ000108_37 . 0426 . C6 . ol . gs Method 

Start 616 End 

GI none Score 

Exons 616.. 684, 1343.. 2187, 2514.. 2737 



OJ000108_37.0426.C6 
+ 

2940 
GENSCAN 
2737 
.47 



51161 



Seq. No. 


49539 


Seq. ID 


OJ000108 


_37 .0426 


.C6 


Gene No. 


105329 


Strand 


+ 






Start 


616 


End 


2940 






Name 


OJ000108 37.0426.C6.ol.np 


Method 


AAT/NAP 






Start 


1317 


End 


2940 






GI 


6979329 


Score 


120 






Exons 


1317. .1611, 2920. .2940 










GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 






Seq. No. 


49540 


Seq. ID 


OJ000108 


_37.0426 


.C9 


Gene No. 


105330 


Strand 


+ 






Start 


46 


End 


613 






Name 


OJ000108 37.0426.C9.ol.gs 


Method 


GEN SCAN 






Start 


46 


End 


613 






GI 


none 


Score 


.68 






Exons 


46. .153, 278. .613 










Seq. No. 


49540 


Seq. ID 


OJ000108 


_37.0426 


.C9 


Gene No. 


105331 


Strand 


+ 






Start 


7695 


End 


7811 






Name 


OJ000108 37.0426.C9.o2.gp 


Method 


AAT/GAP 






Start 


7695 


End 


7811 






GI 


LIB34 31-04 5-P1-N1-A10 


Score 


201 






Exons 


7695. .7811 










GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone: P0437H03 (contig b) 1 






Seq. No. 


49540 


Seq. ID 


OJ000108 


_37.0426 


.C9 


Gene No. 


105332 


Strand 








Start 


3450 


End 


3732 






Name 


OJ000108 37.0426.C9.ol.np 


Method 


AAT/NAP 






Start 


3450 


End 


3732 






GI 


6979329 


Score 


143 






Exons 


3450. .3732 










GI Descrip. 


(AF172282) unknown protein 


[Oryza sativa] 






Seq. No. 


49540 , ■ 


-' Seq. ID 


OJ000108 


_37.0426 


.C9 


Gene No. 


- 105333 


Strand 








Start 


8190 


End 


8414 






Name 


OJ000108 37.0426.C9.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


3480 


End 


3680 






GI 


none 


Score 


184 






Exons 


3480.. 3680 










Seq. No. 


49540 


Seq. ID 


OJ000108 


_37.0426 


.C9 


Gene No. 


105333 


Strand 








Start 


8190 


End 


8414 






Name 


OJ000108 37.0426.C9.o2.np 


Method 


AAT/NAP 






Start 


8190 


End 


8414 






GI 


7228438 


Score 


413 






Exons 


8190. .8414 











GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 



49541 
105334 



Seq. ID OJ000108_30.0426.C2 
Strand + 



51162 



Start 


355 




End 


516 


Name 


OJ000108 30. 0426.C2 .ol. 


as 


Method 


GENSCAN 


Start 


355 ~ 




End 


516 


GI 


none 




Score 


. 63 


Exons 


355. . 516 








Seq. No. 


49542 




Seq. ID 


OJ000108 


Gene No. 


105335 




Strand 




Start 


1 




End 


971 


Name 


OJ000108 30.0426.C9.ol. 




Method 


AAT/GAP 


Start 


1 ~ 




End 


971 


GI 


1631793 




Score 


326 


Exons 


1..107, 886. .971 








Seq. No. 


49543 




Seq. ID 


OJ000108 


Gene No . 


105336 




Strand 




Start 


1 




End 


1532 


Name 


OJ000108 30.0426.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1532 


GI 


6069659 




Score 


123 


Exons 


1..53, 203. .363, 1469.. 


1532 






GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49543 




Seq. ID 


OJ000108 


Gene No. 


105336 




Strand 




Start 


1 




End 


1532 


Name 


OJ000108 30.0426.C12.ol 


.gs 


Method 


GENSCAN 


Start 


462 ~ 




End 


1040 


GI 


none 




Score 


.76 


Exons 


462. .550, 665. .793, 881 


. .1040 






Seq. No. 


49543 




Seq. ID 


OJ000108 


Gene No. 


105336 




Strand 




Start 


1 




End 


1532 


Name 


OJ000108 30.0426.C12.o2 


.np 


Method 


AAT/NAP 


Start 


469 




End 


1019 


GI 


6907088 




Score 


524 


Exons 


469. .705, 881. .1019 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa ] 


Sea. No. 


49544 




Seq. ID 


OJ000108 

\s KJ \J \J Vy J. \J \J 


Gene No. 


105337 




Strand 


+ 


Start . 


933 




End 


1374 


Name 


OJ000108 30.0426.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


933 




End 


1374 


GI 


uC-osflcypl23f01bl 




Score 


775 


Exons 


933. .1374 









GI Descrip. 1 231982/sp | P16891 | DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 

>gi_4 8040_emb_CAA777 66_ (Z11705) putative uroporphyrinogen 

decarboxylase [Synechococcus sp.]' 



Seq. No. 49544 Seq. ID 

Gene No. . 105338 Strand 

Start 1253 End 

Name OJ000108_30 . 0426 . C13 . ol . gs Method 



OJ000108_30.0426.C13 

1657 
GENSCAN 



51163 



Start 
GI 

Exons 



1253 
none 

1253. .1657 



End 
Score 



1657 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49545 Seq. ID 

105339 Strand 

369 End 
OJ000108_30 .0426. C20 . ol . gs Method 

369 End 
none ' Score 
369. .659 



OJ000108_30.0426.C20 
659 

GENSCAN 

659 

.96 



OJ000108 30.0426.C29 



49546 Seq. ID 

105340 Strand 

1 End 8 959 

OJ000108_30 . 042 6 . C2 9 . ol . np Method AAT/NAP 

1 End 4182 

7228457 Score 1588 

1..41, 209. .1024, 1082. .2685, 4130. .4182 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



£3 Seq. No. 

^2 Gene No. 

}i Start 

Name 

^ Start 

C3 GI 

!■! Exons 



ft 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49546 Seq. ID 

105340 Strand 

1 End 

OJ000108_30 . 0426 . C29 . ol . gs Method 

180 End 

none Score 



OJ000108_30.0426.C29 

8959 
GENSCAN 
8849 
.57 



180. .605, 710. .874, 962. .2346, 2394. .2547, 2588. .3992, 
4052. .4125, 4270. .5028, 6569. .6698, 6815. .6997, 7136. .7636, 
7965. .8158, 8215. .8410, 8500. .8520, 8526. .8849 



49546 

105340 

1 

OJ000108_30.0426.C29.ol.tw 

210 

none 

210. .554, 210. .566 

49546 

105340 

1 

OJ000108__30 . 0426 . C29 . o5 . tm 

210 

none 

210. .431 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_30.0426.C29 
8959 

TBLASTX: Wheat 

566 

131 



OJ000108_30.0426.C29 
8959 

TBLASTX: Maize 

431 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49546 

105340 

1 

OJ000108_30.0426.C29.o4.tm 

435 

none 



Seq. ID OJ000108_30.0426.C29 



Strand 
End 

Method 

End 

Score 



8959 

TBLASTX: Maize 

790 

110 



435.-635, 436. .627, 596. .790, 609. .728, 632. .736 



51164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49546 

105340 

1 

OJ000108_30.0426.C29.o5.tw 

567 

none 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method TBLASTX : Wheat 

End 799 

Score 64 



567. .635, 568. .624, 605. .799, 606. .797, 629. .799 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49546 

105340 

1 

OJ000108_30.0426.C29.o2.tw 

800 

none 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method TBLASTX : Wheat 

End 1567 

Score 134 



800. .1054, 804. .965, 1112. .1348, 1122. .1346, 1385. .1567, 
1386. .1559 



ri 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49546 

105340 

1 

OJ000108_30.0426.C2 9.o3.np 

1602 

1091678 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method AAT/NAP 

End 8959 

Score 381 



1602.. 1679, 4604.. 5064, 6500.. 6698, 6815.. 6997, 7082.. 7233, 
8828. .8959 

activator-like transposable element [Pennisetum glaucum] 



49546 

105340 

1 

OJ000108_30.0426.C29.o4 . tw 

2150 

none 

2150. .2374, 2371. .2547 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8 959 

Method TBLASTX : Wheat 

End 2547 

Score 124 



49546 
105340 
1 

OJ000108_30.0426.C29.o2.np 
2482 
7523517 

2482. .2503, 4071. .4125, 4270. .4565 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000108_30. 0426.C29 
Strand 

End 8959 

Method AAT/NAP 

End 4565 

Score 2 98 



49546 

105340 

1 

OJ000108_30.0426.C29.o2.tm 

4620 

none 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method TBLASTX : Maize 

End 4890 

Score 151 



4620. .4811, 4651. .4890, 4652. .4888, 4654. .4890 



Seq. No. 49546 

Gene No. 105340 

Start 1 

Name OJ000108_30. 0426.C29.o3. tw 

Start 4756 



Seq. ID OJ000108_30. 0426.C29 
Strand 

End 8 959 

Method TBLASTX : Wheat 

End 5076 



51165 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 
f l Name 
^ Start 

!;! Exons 

ru 

[3 Seq. No. 
[J Gene No. 

Start 

Name 
Iyi Start 

□ Exons 



none 

4756. .5076, 4778. .5068 

49546 

105340 

1 

OJ000108_30.0426.C29.o3.tm 

6500 

none 

6500.. 6706, 6501.. 6701 

49546 

105340 

1 

OJ000108_30.0426.C29.ol.tm 

6824 

none 

6824.. 6886, 6825.. 6887, 6826. 
6884.. -6958, 7072.. 7308, 7079. 

49547 

105341 

1354 

OJ000108_30.0426.C30.ol.gs 

1354 

none 

1354. .1578, 1812. .2195, 3561. 

49548 

105342 

172 

OJ000108_30.0426.C31.ol.gs 

172 

none 

172. .435 



Score 



200 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method TBLASTX : Maize 

End 6706 

Score 182 



Seq. ID OJ000108_30.0426.C29 
Strand 

End 8959 

Method TBLASTX : Maize 

End 7494 

Score 84 

.6888, 6829. .6891, 6883. .6999, 
.7489, 7081. .7494 

Seq. ID OJ000108_30.0426.C30 
Strand 

End 4252 

Method GEN SCAN 

End 4252 

Score .81 
.3779, 4150. .4252 

Seq. ID OJ000108_30.0426.C31 

Strand + 

End 4 35 

Method GENSCAN 

End 4 35 

Score .45 



Seq. No. 49548 

Gene No. 105343 

Start 161 

Name OJ000108_30 . 0426 . C31 . ol , 

Start 161 

GI none 

Exons 161.. 794 



gp 



Seq. ID OJ000108_30.0426.C31 

Strand 

End 7 94 

Method AAT/GAP 

End 794 

Score 1182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



49548 

105344 

847 

OJ000108_30.0426.C31.o2.tm 

163 

none 

163. .339, 169. .339, 252. .347, 
462. .491, 540. .560, 570. .626 

49548 

105344 

847 

OJ000108_30 . 04 2 6 . C31 . o2 . gp 



Seq. ID OJ000108_30.0426.C31 
Strand 

End 2104 

Method TBLASTX : Maize 

End 626 

Score 174 

345. .419, 346. .420, 451. .510, 



Seq. ID OJ000108_30.0426.C31 
Strand 

End 2104 

Method AAT/GAP 



51166 




Start 847 End 1563 

GI 59683JL.R1084 Score 1147 

Exons 847.. 1329, 1398.. 1563 

GI Descrip. 1 2864 610/emb | CAA1 6957 | 4.0e-09 (AL021811) putative protein 

[Arabidopsis thaliana] >gi_404 9336_emb_CAA22561 . 1_ (AL034567) 
putative protein [Arabidopsis thaliana] f 





Seq. No. 


49548 








Seq. ID 


OJ000108_30.0426.C31 




Gene No. 


105344 








Strand 






Start 


847 








End 


2104 




Name 


OJ000108_30 


.0426. 


,C31.ol 


.np 


Method 


AAT/NAP 




Start 


1170 








End 


2104 




GI 


5902369 








Score 


324 




Exons 


1170. .1329, 


1398. 


, .2104 










GI Descrip. 


(AC009322) 


Unknown protein [Arabidopsis thaliana] 




Seq. No. 


49548 








Seq. ID 


OJ000108_30.0426.C31 




Gene No . 


105344 








Strand 






Start 


847 








End 


2104 




Name 


OJ000108 30 


.0426. 


C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1185 








End 


1645 




GI 


none 








Score 


66 




Exons 


1185. . 1244, 


1193. 


.1237, 


1196. 


.1246, 1290. .1328, 1300. .1329, 


% ™ 




1398. . 1421, 


1424. 


.1645, 


1448. 


.1636, 1512. .1619 


Cn 


Seq. No. 


49548 








Seq. ID 


OJ000108_30.0426.C31 


ru 


Gene No. 


105344 








Strand 




i • 
■!»? 


Start 


847 








End 


2104 




Name 


OJ000108 30 


.0426. 


C31.o2 


.gs 


Method 


GENSCAN 




Start 


1200 








End 


2104 




GI 


none 








Score 


.99 


3 


Exons 


1200. .1329, 


1398. 


.2104 








S. S3. 


Seq. No. 


49548 








Seq. ID 


OJ000108_30.0426.C31 


- 3 

'"4 


Gene No. 


105344 








Strand 




M 


Start 


847 








End 


2104 


j, ^ 


Name 


OJ000108 30 


.0426. 


C31.ol 


.tc 


Method 


TBLASTX: Cress 


* ST 


Start 


1290 








End 


1645 




GI 


none 








Score 


107 




Exons 


1290. .1325, 


1430. 


.1639, 


1448. 


.1645 






Seq. No. 


49548 








Seq. ID 


OJ000108_30. 0426.C31 




Gene No . 


105344 








Strand 






Start 


847 








End 


2104 




Name 


OJ000108 30 


.0426. 


C31.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1293 








End 


1645 




GI 


none 








Score 


86 




Exons 


1293. .1328, 


1430. 


.1645, 


1512. 


.1619 






Seq. No. 


49549 








Seq. ID 


OJ000108 30.0426.C32 




Gene No. 


105345 








Strand 


+ 




Start 


1426 








End 


1542 




Name 


OJ000108 30 


.0426. 


C32.ol 


. gs 


Method 


GENSCAN 




Start 


1426 








End 


1542 




GI 


none 








Score 


.42 




Exons 


1426. .1542 













51167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
f 1 Gene No. 
^ Start 
IZ Name 

Start 

Fij gi 

[3 Exons 

: : 3 

"g Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



49550 Seq. ID 

105346 Strand 
804 End 
OJ000108_30.042 6.C33.ol.np Method 
804 End 
7487141 Score 
804. .902, 2273. .2448 

hypothetical protein T18B16.70 - Arabidopsis thaliana 
gi|2828285|emb|CAA16699.1| (AL021687) putative protein 
[Arabidopsis thaliana] gi | 7268705 | emb | CAB78912 . 1 | (AL161550) 
putative protein [Arabidopsis thaliana] 



OJ000108_ 
+ 

2448 
AAT/NAP 
2448 
76 



30.0426.C33 



49550 

105347 

6991 

OJ000108_30.0426.C33.ol.gp 

6991 

3760640 

6991. .7088 

4176420/dbj IBAA37167 | 2.0e-ll 
[Arabidopsis thaliana] 

49550 

105348 

2170 

OJ000108_30.0426.C33.o2.gs 

2170 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_ 
+ 

7088 
AAT/GAP 
7088 
91 



30.0426.C33 



(AB008097) cytochrome P450 



Seq. ID OJ000108_30.0426.C33 
Strand 

End 10354 

Method GENSCAN 

End 4542 

Score . 95 



2170. .2475, 3468. .3575, 3856. .4027, 4074. .4444, 4540. .4542 



49550 
105348 
2170 

OJ000108_30.0426.C33.o2.np 
2287 
2708709 

2287. .2406, 2475. .2740, 3302. .3404, 9810. .10354 
(AF038575) Wiskott-Aldrich Syndrome protein homolog 
[Schizosaccharomyces pombe] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108 30.0426.C33 



10354 
AAT/NAP 
10354 
135 



3 Seq. No. 


49550 






Seq. ID 


OJ000108 


Gene No. 


105349 






Strand 




Start 


13069 






End 


13121 


Name 


OJ000108 30.0426 


.C33.o4 


.gs 


Method 


GENSCAN 


Start 


13069 






End 


13121 


GI 


none 






Score 


.7 


Exons 


13069. .13121 










Seq. No. 


49551 






Seq. ID 


OJ000108 


Gene No. 


105350 






Strand 


+ 


Start 


1477 






End 


2106 


Name 


OJ000108 30.0426 


.C34.ol 


.gp 


Method 


AAT/GAP 


Start 


1477 






End 


2106 


GI 


none 






Score 


836 


Exons 


1477.. 1681, 1763 


. .1866, 


1944 . 


.2106 




Seq. No. 


49551 






Seq. ID 


OJ000108 



30.0426.C33 



30.0426.C34 



51168 













Start 


3004 




End 


3531 


Name 


OJ000108 30. 


0426.C34.o2.gp 


Method 


AAT/GAP 


Start 


3004 


End 


3531 


GI 


none 




Score 


778 


Exons 


3004. .3418, 


3509. .3531 






Seq. No. 


49551 




Seq. ID 


OJ000108 




105352 




^1- rand 




Start 


3533 




End 


4505 


Name 


OJ000108 30. 


0426.C34.o3.gp 


Method 


AAT/GAP 


Start 


3533 




End 


4505 


GI 


none 




Score 


814 


Exons 


3533.-3586, 


4130. .4505 






Seq. No. 


49551 




Seq. ID 


OJ000108 


Gene No. 


105353 




Strand 


+ 


Start 


9618 




End 


11646 


Name 


OJ000108 30. 


0426.C34 .ol .np 


Method 


AAT/NAP 


Start 


9618 




End 


11646 


GI 


4680203 




Score 


2291 


Exons 


9618. .11288, 


11441. .11646 






GI Descrip. 


(AF114171) TNP2-like protein [Sorghum bicolor] 


Seq. No. 


/QCC1 




Seq. ID 


OJ000108 




IUjjjj 




Strand 


+ 


Start 


9618 




End 


11646 


Name 


OJ000108 30. 


0426.C34 .o3.tw 


Method 


TBLASTX: 


Start 


9921 




End 


10317 


GI 


none 




Score 


93 


Exons 


9921. .10055, 


10064. .10306, 


10065. .10307, 10075. 


Seq. No. 


49551 




Seq. ID 


OJ000108 


Gene No. 


105353 




Strand 


+ 


Start 


9618 




End 


11646 


Name 


OJ000108 30. 


0426.C34.ol.ts 


Method 


TBLASTX: 


Start 


10238 




End 


10667 


GI 


none 




Score 


97 


Exons 


10238. .10321 


, 10239. .10313, 


10314. .10376, 10371 




10403. .10654 








Seq. No. 


49551 




Seq. ID 


OJ000108_ 




105353 




Strand 


+ 


Start 


9618 




End 


11646 


Name 


OJ000108 30. 


0426.C34.ol.tc 


Method 


TBLASTX:* 


Start 


10400 




End 


10748 


GI 


none 




Score 


307 


Exons 


10400. .10552 


, 10407. .10748, 


10601. .10744 


Seq. No. 


49551 




Seq. ID 


OJ000108_ 


Gene No. 


105353 




Strand 


+ 


Start 


9618 




End 


11646 


Name 


OJ000108 30. 


0426.C34.ol.tw 


Method 


TBLASTX :\ 


Start 


10536 




End 


11005 


GI 


none 




Score 


64 



30.0426.C34 



.10667, 



Exons 



10536. .10592, 10544 .. 10588, 1058 9 .. 10690, 10590 .. 10694 , 
10698. .10796, 10703 .. 10795, 10706 107 98 , 1077 6 11000, 



51169 



10797. .11000, 10799. .11005, 10901.. 11005 





Seq. No.. 


49551 




Seq. ID 


OJ000108_30.0426. 


C34 




Gene No. 


105353 




Strand 


+ 






Start 


9618 




End 


11646 






Name 


OJ000108_30 . 04 26.C34 


.ol. tm 


Method 


TBLASTX: Maize 






Start 


10583 




End 


11039 






GI 


none 




Score 


251 






Exons 


10583. .10834, 10593. 


. 10835, 


10845. .11039 






Seq. No. 


49551 




Seq. ID 


OJ000108_30.0426. 


C34 




Gene No. 


105353 




Strand 


+ 






Start 


9618 




End 


11646 






Name 


OJ000108 30.0426.C34 


. o2 . ts 


Method 


TBLASTX: Soybean 






Start 


10869 




End 


11111 






GI 


none 




Score 


213 






Exons 


10869 . .11111 












Seq. No. 


49551 




Seq. ID 


OJ000108_30.0426. 


C34 




Gene No. 


105353 




Strand 


+ 






Start 


9618 




End 


11646 






Name 


OJ000108 30. 0426. C34 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


11144 




End 


11592 






GI 


none 




Score 


87 






Exons 


11144 . . 11194 , 11145 . 


. 11207, 


11193. .1134 5, 11208. .11324, 








11326. . 11388, 11326. 


. 11394, 


11327. .11434, 11462. .11590, 








114 63.. 11564, 114 67. 


. 11592, 


11468. .11590 




Q 


Seq. No. 


49552 




Seq. ID 


OJ000108_30.0426. 


C35 


U 


Gene No. 


105354 




Strand 


+ 






Start 


1 




End 


792 




Til 


Name 


OJ000108_30 . 0426.C35 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


771 






GI 


4680203 




Score 


711 




3 s 
■5 w 


Exons 


1 . .771 












GI Descrip. 


(AF114171 ) TNP2-like 


protein 


[Sorghum 


bicolor] 






Seq. No. 


49552 




Seq. ID 


OJ000108_30.0426. 


C35 




Gene No. 


105354 




Strand 


+ 






Start 


1 




End 


7 92 






Name 


OJ000108_30. 0426. C35 


. ol . gs 


Method 


GENS CAN 






Start 


247 




End 


792 






GI 


none 




Score 


.7 






Exons 


247 . . 647, 720 . .792 












beq. no. 


49552 




Seq. ID 


OJ000108_30.0426. 






Gene No. 


105355 




Strand 


+ 






Start 


3690 




End 


11504 






Name 


OJ000108 30.0426.C35 


. o2 . np 


Method 


AAT/NAP 






Start 


3675 




End 


5163 






GI 


4680204 




Score 


605 






Exons 


3675. .4828, 5137. .5163 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No. 
Gene No. 
Start 



49552 

105355 

3690 



Seq. ID OJ000108_30.0426.C35 
Strand + 
End 11504 



51170 



Name OJ000108_30. 0426 . C35 . o3 . np Method AAT/NAP 

Start 3675 End 11504 

GI 4680204 Score 921 

Exons 3675. .4828, 7839. .8017, 8577. .8680, 8772. .9856, 9945. .10118, 

10216. .10351, 10741. .10904, 11456.. 11504 
GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 49552 

Gene No. 105355 

Start 3690 

Name OJ000108_30 . 0426 . C35 . o3 . gs 

Start 3690 

GI none 
Exons 



Seq. ID OJ000108_30.0426.C35 

Strand + 

End 11504 

Method GENSCAN 

End 4913 

Score .51 



3690. .4049, 4091. .4399, 4695. .4913 



Seq. No. 49552 

Gene No. 105355 

Start 3690 

Name OJ000108_30 . 0426 . C35 . o5 . gs 

Start 7274 

GI none 
Exons 



Seq. ID OJ000108_30.0426.C35 

Strand + 

End 11504 

Method GENSCAN 

End 10968 

Score .71 



7274..7322, 8412. .8680, 8751. .8983, 9209. .9856, 9945. .10118, 
10216. .10306, 10591. .10689, 10789.. 10968 



ry 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49552 
105356 
16887 

OJ000108_30.0426.C35.o2.gp 
16887 
2309840 
16887. .17161 

2632254/embl CAA73068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



Seq. ID OJ000108_30.0426.C35 

Strand + 

End 17191 

Method AAT/GAP 

End 17161 

Score 508 



49552 
105356 
16887 

OJ000108_30.0426.C35.o5.np 
16991 
7446371 
16991. .17191 

probable serine/threonine kinase (EC 2.7.1.-) SNFL1 - sorghum 
gi I 2632252 | emb | CAA73067.il (Y12464) serine/threonine kinase 
[Sorghum bicolor] 



Seq. ID OJ000108_30.0426.C35 

Strand + 

End 17191 

Method AAT/NAP 

End 17191 

Score 173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49552 

105357 

1831 

OJ000108_30.0426.C35.o2.gs 

1831 

none 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 2850 

Method GENSCAN 

End 2850 

Score .57 



1831. .2037, 2332. .2421, 2496. .2665, 2763. .2850 



Seq. No. 49552 

Gene No. 105358 

Start 5467 

Name OJ000108_30 . 0426 . C35 . o4 . gs 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 6134 

Method GENSCAN 



51171 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5467 End 6134 

none Score .44 

5467. .5788, 5995. .6134 

49552 
105359 
11758 

OJ000108_30.0426.C35.o6.gs 
11758 
none 

11758. .11862, 11946. .11978, 14957. .14989 



Seq. ID OJ000108_30.0426.C35 
Strand 

14989 
GEN SCAN 
14989 
.93 



End 

Method 

End 

Score 



49552 

105360 

16861 

OJ000108_30.0426.C35.ol.tw 
2 

none 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 17166 
Method TBLASTX : Wheat 
End 711 
Score 122 

2. .157, 5. .157, 159. .302, 163. .318, 312. .353, 313. .357, 
316. .357, 360. .395, 364. .423, 430. .531, 433. .549, 471. .551, 
555. .608, 556.-636, 625. .711, 651. .707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49552 
105360 
16861 . 

OJ000108_30.042 6.C35.o2.tw 

4271 

none 

4271. .4411, 4278. .4571, 4308, 

49552 

105360 

16861 

OJ000108_30.0426.C35.o3.tw 

4697 

none 



Seq. ID OJ000108_30. 0426.C35 
Strand 

17166 

TBLASTX: Wheat 
4571 
60 



End 

Method 
End 
Score 
.4490 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 17166 

Method TBLASTX : Wheat 

End 8984 

Score 90 



4697. .4753, 4698. .4799, 8612. .8683, 8766.-8984 



49552 

105360 

16861 

OJ000108_30. 042 6.C35.o7 ,gs 

16861 

none 

16861. .17151 



Seq. ID OJ000108_30. 0426.C35 
Strand 

End 17166 

Method GENS CAN 

End 17151 

Score .78 



Seq. No. 49552 

Gene No. 105360 

Start 16861 

Name OJ000108_30 . 0426. C35 . ol . tm 

Start 16996 

GI none 

Exons 16996. .17166, 16997.. 17164 

Seq. No. 49552 

Gene No. 105360 

Start 16861 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 17166 

Method TBLASTX : Mai ze 

End 17166 

Score 251 



Seq. ID OJ000108_30.0426.C35 
Strand 

End 17166 



51172 



Name 

Start 

GI 

Exons 



OJ000108_30 . 0426 . C35 . ol . tc Method 

17008 End 

none Score 
17008. .17142, 17009. .17164 



TBLASTX: Cress 

17164 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



49552 Seq. ID 

105360 Strand 

16861 End 
OJ000108_30.0426.C35.ol.ts Method 

17009 End 

none Score 

17009. .17164, 17014. .17130 



OJ000108_30.0426.C35 
17166 

TBLASTX : Soybean 

17164 

186 



49553 

105361 

143 

OJ000108_30.0426.C36.ol.np 
143 

7453645 



OJ000108_30.0426.C36 
+ 



Seq. ID 
Strand 

End 7109 
Method AAT/NAP 
End 4713 
Score 1064 

143. .268, 704. .805, 926. .1004, 1263. .1363, 1457. .1531, 

1616. .1669, 2169. .2294, 2422. .2511', 2865. .2987, 3073. .3192, 

3977. .4093, 4177. .4233, 4337. .4411, 4621. .4713 

(AF237670) serine/threonine protein kinase SOS2 [Arabidopsis 

thaliana] 



□ 

u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49553 Seq. ID OJ000108_30 . 0426 . C36 

105361 Strand + 

143 End 7109 

OJ000108_30. 0426.C36.ol.gp Method AAT/GAP 

740 End 986 

2309840 Score 169 

740. .805, 926. .986 

2632254/emb| CAA73068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



49553 

105361 

143 

OJ000108_30. 0426.C36.ol.gs 

926 

none 

926. .997, 1256. .1363, 2169 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2294, 2422. .2431, 2465. .2511, 
2865. .2987, 3073. .3192, 3977. .4093, 4177. .4233, 4337. .4411, 
6299.. 6352, 7050.. 7109 



OJ000108_30.0426.C36 
+ 

7109 
GENS CAN 
7109 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49553 Seq. ID 

105361 Strand 

143 End 

OJ000108_30. 0426.C36.o2.gp Method 

1317 End 

17868 1.R1084 Score 



OJ000108_30.0426.C36 
+ 

7109 
AAT/GAP 
4237 
1405 



1317. .1363, 1457. .1531, 1616. .1669, 2169. .2294, 2422. .2511, 
2865. .2987, 3073. .3192, 3977. .4093, 4177. .4237 

, 2632254/emb|CAA73068| 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 1 



Seq. No. 



49553 



Seq. ID OJ000108_30.0426.C36 



51173 



Gene No. 105362 Strand + 

Start 7338 End 8549 

Name OJ000108_30 . 0426 . C36 . o4 . gp Method AAT/GAP 

Start 7338 End 8549 

GI 15630_1.R1084 Score 2313 

Exons 7338.. 8549 

GI Descrip. ' 4 4 328 60 /gb | AAD20708 I 9.0e-28 (AC006300) putative 

glucose-induced repressor protein [Arabidopsis thaliana] ' 



Seq. No. 49553 Seq. ID 

Gene No. 105363 Strand 

Start 4730 End 

Name OJ000108_30 . 0426 . C36 . o3 . gp Method 

Start 4730 End 

GI none Score 

Exons 4730.. 5209 



OJ000108_30.0426.C36 

5209 
AAT/GAP 
5209 
879 



Seq. No. 49553 Seq. ID 

Gene No. 105364 Strand 

Start 8128 End 

Name OJ000108_30 . 0426 . C36 . o2 . tm Method 

Start 722 End 

GI none Score 

Exons 722. .808, 740. .808, 742. .810, 904. 

•1258. .1362, 1259. .1363, 1261. .1374 
1457. .1528, 1577. .1672, 1613. .1672 
2164. .2298, 2167. .2295, 2169. .2318 
2418. .2519, 2419.. 2511, 2865. .2987 
2866. .2988, 3067.. 3171, 3072. .3170 



OJ000108 30.0426.C36 



10615 

TBLASTX: Maize 
3171 
108 

999, 925. .999, 926. .1003, 
1453. .1518, 1455. .1517, 
1617. .1676, 2163. .2297, 
2413. .2511, 2418. .2510, 
2865.-2987, 2866. .2988, 



Seq. No. 49553 Seq. ID 

Gene No. 105364 Strand 

Start 8128 End 

Name OJ000108_30 . 0426 . C36 . o2 . tc Method 

Start 739 End 

GI none Score 
Exons 



OJ000108_30.0426.C36 
10615 

TBLASTX: Cress 

2276 

82 



739. .807, 740. .808, 925. .999, 926. .1000, 1265. .1363, 1276. .1359, 
1456. .1551, 1457. .1534, 1622. .1672, 1622. .1669, 2168. .2248, 
2169. .2276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49553 Seq. ID 

105364 Strand 

8128 End 

OJ000108_30 . 0426 . C36 . o2 . ts Method 

739 End 

none Score 



OJ000108_30.0426.C36 
10615 

TBLASTX: Soybean 

3192 

85 



739. .807, 740. .808, 926. .1000, 940. .999, 1261. .1362, 1265. .1363, 
1453. .1542, 1457. .1534, 1622. .1672, 2163. .2294, 2169. .2318, 
2419. .2511, 2865.. 2987, 3115. .3192 



Seq. No. 49553 

Gene No. 105364 

Start 8128 

Name OJ000108_30 . 0426 . C36 . o3 . tm 

Start 3974 

GI none 
Exons 



Seq. ID OJ000108 30.0426.C36 



Strand 
End 

Method 

End 

Score 



10615 

TBLASTX: Maize 

4739 

177 



3974. .4093, 3976. .4095, 3977. .4096, 4175. .4234, 4176. .4235, 



51174 



4178. .4252, 4179. .4253, 4334. .4411, 4336. .4416, 4336. .4410, 
4591. .4719, 4619. .4717, 4620. .4739, 4620. .4718, 4651. .4728 



Seq. No. 49553 

Gene No. 105364 

Start 8128 

Name OJ000108_30 . 0426 .C36 . o3 . ts 

Start 3977 



Seq. ID OJ000108_30.0426.C36 
Strand 

End 10615 

Method TBLASTX : Soybean 

End 4 695 



GI 


none 










Score 


165 








Exons 


3977. . 


4096, 


3982. 


.4098, 


3992. 


.4114, 


4174. . 


4257, 


4185. 


.4250, 




4334. . 


4411, 


4336. 


.4410, 


4618. 


.4695 










Seq. No. 


49553 










Seq. 


ID OJ000108 


_30.04 


26.C36 


Gene No. 


105364 










Strand 








Start 


8128 










End 


10615 






Name 


OJ000108 30, 


.0426. 


C36.ol 


. tm 


Method TBLASTX: 


Maize 




Start 


7352 










End 


9900 






GI 


none 










Score 


108 








Exons 


7352. . 


7456, 


7354. 


.7473, 


7381. 


.7467, 


7830. . 


7859, 


7869. 


.7958, 




7869. . 


7958, 


7870. 


.7959, 


7884. 


.7967, 


7924 . . 


8019, 


8046. 


.8090, 




8052. . 


8090, 


8053. 


.8094, 


8059. 


.8103, 


8112. . 


8171, 


8121. 


.8189, 




8128.. 


8196, 


8132. 


.8197, 


8146. 


.8715, 


8164. . 


8346, 


8189. 


.8716, 




8189. . 


8569, 


8197. 


.8715, 


8350. 


.8481, 


8350. . 


8457, 


8542. 


.8700, 




8548. . 


8703, 


8563. 


.8697, 


8566. 


.8775, 


8596. . 


9018, 


8690. 


.9244, 




8719. . 


9243, 


8785. 


.9069, 


8833. 


.9030, 


8893. . 


9015, 


9193. 


. 9453, 




9202. . 


9426, 


9208. 


.9420, 


9226. 


.9330, 


9236. . 


9454, 


9244 . 


.9648, 




9248. . 


9598, 


9274 . 


.9393, 


9274. 


.9516, 


9280. . 


9417, 


9301. 


.9531, 




9304. . 


9411, 


9337. 


.9534, 


9343. 


.9495, 


9349. . 


9513, 


9436. 


.9534, 




9493. . 


9555, 


9503. 


.9601, 


9850. 


.9900 











Seq. No. 49553 Seq. ID 

Gene No. 105364 Strand 

Start 8128 End 

Name OJ000108_30 . 0426 . C36 . o2 . gs Method 

Start 8128 End 

GI none Score 

Exons 8128.. 10080 



OJ000108_30.0426.C36 

10615 
GENSCAN 
10080 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49553 
105364 
8128 

OJ000108_30.042 6.C36.o2.np 
8131 
4432860 
8131. .9663, 



OJ000108 30.0426.C36 



Seq. ID _ 
Strand 

End 10615 ' 

Method AAT/NAP 

End 10615 

Score 1292 
9721. .9909, 10549.. 10615 

(AC006300) putative glucose regulated repressor protein 
[Arabidopsis thaliana] 



49553 

105364 

8128 

OJ000108_30.042 6.C36.ol.ts 

8200 

none 



Seq. ID OJ000108_30.0426.C36 
Strand 

End 10615 

Method TBLASTX : Soybean 

End 9897 

Score 333 



8200. .8856, 8213. .8836, 8350. .8502, 8359. .8454, 8539. .8700, 
8566. .8703, 8569. .8658, 8641. .8703, 8785. .9024, 8800. .9036, 
8839. .9261, 8860. .9003, 8917. .9165, 8939. .9247, 9193. .9453, 



51175 




9202.. 9342, 9202. .9300, 9235. .9420, 9262.. 9648, 9263.-9643, 
9271. .9411, 9301. .9498, 9304. .9411, 9343.. 9489, 9376.-9477, 
9379. .9537, 9439. .9546, 9496. .9531, 9763.. 9897 



Seq. No. 


49553 




Seq. ID 


OJ000108_30. 0426.C36 


Gene No . 


105364 




Strand 




Start 


8128 




End 


10615 


Name 


OJ000108 30.0426.C36.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


8257 ~~ 




End 


9537 


GI 


none 




Score 


436 


Exons 


8257. .8454, 8350. .8457, 


8350 


..8457, 8356. .8463, 8467. .8535, 




8539. .8700, 8545. .9531, 


8546 


..9532, 9169. .9339, 9178. .9456, 




9337. .9537 








Seq. No. 


49553 




Seq. ID 


OJ000108_30.0426.C36 


Gene No . 


105364 




Strand 




Start 


8128 




End 


10615 


Name 


OJ000108 30 . 0426 ,C36.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8569 




End 


9232 


GI 


none 




Score 


298 


Exons 


8569. .8658, 9005. .9232, 


9005 


..9220, 9010.. 9228 


Seq. No. 


4 9553 




Seq. ID 


OJ000108_30.0426.C36 


(lone* No 


105364 




Strand 




Start 


8128 




End 


10615 


Name 


OJ000108 30.0426.C36.o5 


.gp 


Method 


AAT/GAP 


Start 


9964 




End 


10228 


GI 


LIB3475-007-P1-K1-H1 




Score 


296 


Exons 


9964.. 10097, 10179.. 10228 






GI Descrip. 


'2632254/emb|CAA73068 | 


l.Oe- 


17 (Y12465) 


serine/threonine kinase 




[Sorghum bicolor] ' 








Seq. No. 


49554 




Seq. ID 


OJ000108_30.0426.C37 


Gene No . 


105365 




Strand 




Start 


1654 




End 


4666 


Name 


OJ000108 30.0426.C37.ol 


. gs 


Method 


GENSCAN 


Start 


1654 




End 


4666 


GI 


none 




Score 


.46 


Exons 


1654. .1728, 1872. .2327, 


3572 


. .3667, 4613. .4666 


Seq. No. 


49555 




Seq. ID 


OJ000108_30.0426.C39 


Qpnp» Mo 


105366 




Strand 


+ 


Start 


526 




End 


4430 


Name 


OJ000108 30.0426.C39.ol 


.gs 


Method 


GENSCAN 


Start 


526 




End 


4430 


GI 


none 




Score 


.5 


Exons 


526. .558, 1511. .1594, 3051.. 


3130, 3177. 


.3226, 3260.. 3429, 




4290. .4430 








Seq. No. 


49555 




Seq. ID 


OJ000108_30.0426.C39 


Gene No. 


105367 




Strand 




Start 


5549 




End 


5659 


Name 


OJ000108 30.0426.C39.o2 


.gs 


Method 


GENSCAN 


Start 


5549 




End 


5659 


GI 


none 




Score 


.85 


Exons 


5549. .5659 









51176 



Seq. No. 49556 Seq. ID 

Gene No. 105368 Strand 

Start 356 End. 

Name OJ000108_30 . 04 2 6 . C4 0 . ol . gs Method 

Start 356 End 

GI none Score 

Exons 356.. 658 



OJ000108_ 
+ 

658 

GENSCAN 

658 

.98 



30.0426.C40 



Seq. No. 49556 Seq. ID 

Gene No. 105369 Strand 

Start 851 End 

Name OJ000108_30 . 042 6 . C40 . o2 . gs Method 

Start 851 End 

GI none Score 
Exons 



OJ000108_30.0426.C40 
+ 

15111 
GENSCAN 
7698 
.8 



851. .1015, 1359. .1499, 2155. .2266, 2367. .2503, 3134. .3201, 
3358. .3841, 6574. .7312, 7379. .7698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49556 

105369 

851 

OJ000108_30.042 6.C40.ol.np 

3410 

4877649 



Seq. ID OJ000108_30.0426.C40 

Strand + 

End 15111 

Method AAT/NAP 

End 15111 

Score 403 



3410. .3524, 3582. .3841, 6574. .6800, 15062. .15111 
(AF114162) gibberellin MYB transcription factor [Lolium 
temulentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49556 Seq. ID 

105369 Strand 

851 End 

OJ000108_30.042 6.C40.o2.np Method 

5037 End 

7438355 Score 



OJ000108_30.042 6.C4 0 
+ 

15111 
AAT/NAP 
8698 
92 



5037. .5074, 6574. .6665, 8677. .8698 

myb-related protein - barley gi 1 1200239 | emb | CAA6102 1 . 1 1 (X87690) 
GAMyb protein [Hordeum vulgare] 



Seq. No. 49556 Seq. ID 

Gene No. 105369 Strand 

Start 851 End 

Name OJ000108_30 . 042 6 . C4 0 . ol . gp Method 

Start 7672 End ' 

GI 2796906 Score 

Exons 7672.. 7841 



OJ000108_30.0426.C40 
+ 

15111 
AAT/GAP 
7841 
309 



Seq. No. 49556 Seq. ID 

Gene No. 105370 Strand 

Start 9970 End 

Name OJ00 0 1 08_30 .0426.C40.o3.gs Method 

Start 9970 End 

GI none Score 

Exons 9970.. 10668, 11655.. 11819 



OJ000108_30.0426.C40 

11819 
GENSCAN 
11819 
.83 



Seq. No. 49556 Seq. ID 

Gene No. 105371 Strand 

Start 14118 End 

Name OJ000108 30 . 0426 . C40 . ol . tw Method 



OJ000108_30.042 6.C40 
14227 

TBLASTX: Wheat 



51177 



s, ~3 



Start 


3584 




End 


6627 






GI 


none 




Score 


285 






Exons 


3584.. 3835, 3589.. 3834., 


6577 . 


.6627 








Seq. No. 


49556 




Seq. ID 


OJ000108 


_30.0426 


.C40 


Gene No. 


105371 




Strand 








Start 


14118 




End 


14227 






Name 


OJ000108 30.0426.C40.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


3589 




End 


6639 






GI 


none 




Score . 


329 






Exons 


3589. .3834, 3590. .3838, 


6577. 


.6639 








Seq. No. 


49556 




Seq. ID 


OJ000108 


_30.0426 


.C40 


Gene No. 


105371 




Strand 








Start 


14118 




End 


14227 






Name 


OJ000108 30.0426.C40.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3589 




End 


3835 






GI 


none 




Score 


312 






Exons 


3589.. 3612, 3590. .3835, 


3649. 


.3759 








Seq. No. 


49556 




Seq. ID 


OJ000108 


_30.0426 


.C40 


Gene No. 


105371 




Strand 








Start 


14118 




End 


14227 






Name 


OJ000108 30.0426.C40.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3590 




End 


6630 






GI 


none 




Score 


294 






Exons 


3590. .3835, 3595. .3834, 


6570. 


.6617, 6577.. 6630 






Seq. No. 


49556 




Seq. ID 


OJ000108 


_30.0426 


.C40 


Gene No. 


105371 




Strand 








Start 


14118 




End 


14227 






Name 


OJ000108 30.0426.C40.o4. 


gs 


Method 


GENSCAN 






Start 


14118 




End 


14227 






GI 


none 




Score 


.49 






Exons 


14118. .14227 












Seq. No. 


49557 




Seq. ID 


OJ000108 


_30.0426 


.C41 


Gene No. 


105372 




Strand 


+ 






Start 


1311 




End 


1694 






Name 


OJ000108 30.0426.C41.ol. 


gp 


Method 


AAT/GAP 






Start 


1311 




End 


1694 






GI 


uC-osflcyp033a04bl 




Score 


655 






Exons 


1311.. 1694 












GI Descrip. 


'6016845/dbj |AP000570.1| 


AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


49557 




Seq. ID 


OJ000108 


_30.0426 


.C41 


Gene No. 


105373 




Strand 


+ 






Start 


4093 




End 


6009 






Name 


OJ000108 30.0426.C41.o2. 


gs 


Method 


GENSCAN 






Start 


4093 




End 


5988 






GI 


none 




Score 


.58 






Exons 


4093. .4162, 4272. .4412, 


4605. 


.4943, 5109. .5233, 


5301. .5492, 




5563.. 5621, 5677.. 5862, 


5907. 


.5988 








Seq. No. 


49557 




Seq. ID 


OJ000108 


_30.0426 


.C41 


Gene No. 


105373 




Strand 









51178 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4093 End 6009 

OJ000108_30. 04 26.C41.o4 .np Method AAT/NAP 

4313 End 6009 

6721558 Score 269 

4313. .4412, 5109. .5233, 5911. .6009 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49557 

105373 

4093 

OJ000108_30.0426.C41.o5.np 

5237 

6721561 

5237.. 5492, 5563.. 5621, 5687. 



OJ000108_30.0426.C41 
+ 

6009 
AAT/NAP 
6009 
639 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6009 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49557 


Seq. ID 


OJ000108 


Gene No. 


105374 


Strand 




Start 


1 


End 


3358 


Name 


OJ000108_30.0426.C41.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1613 


GI 


5852180 


Score 


538 


Exons 


1..393, 446..S62, 1543. .1613 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


49557 


Seq. ID 


OJ000108 


Gene No. 


105374 


Strand 




Start 


1 


End 


3358 


Name 


OJ000108 30.0426.C41.ol.gs 


Method 


GENSCAN 


Start 


144 


End 


3358 


GI 


none 


Score 


.56 


Exons 


144 . .447, 1291. .1446, 1543.. 


1596, 3109 


. .3358 


Seq. No. 


49557 


Seq. ID 


OJ000108 


Gene No. 


105375 


Strand 




Start 


3369 


End 


3902 


Name 


OJ000108 30-0426. C41.o2.tm 


Method 


TBLASTX: 


Start 


2619 


End 


2971 


GI 


none 


Score 


100 


Exons 


2619.. 2657, 2773.. 2949, 2777 


..2932, 2777. .2971, 


Seq. No. 


49557 


Seq. ID 


OJ000108 


Gene No. 


105375 


Strand 




Start 


3369 


End 


3902 


Name 


OJ000108 30.0426.C41.ol.ts 


Method 


TBLASTX: 


Start 


2792 


End 


3005 


GI 


none 


Score 


150 


Exons 


2792.. 2995, 2793.. 3005 






Seq. No. 


49557 


Seq. ID 


OJ000108 


Gene No. 


105375 


Strand 





51179 



Start 


3369 




End 


3902 


Name 


OJ000108 30 


.0426.C41.ol.tm 


Method 


TBLASTX: 


Start 


. 2975 




End 


3409 


GI 


none 




Score 


88 


Exons 


2975. .3100, 


2975.. 3049, 3025. 


.3099, 3110.. 3409, 


Seq. No. 


49557 




Seq. ID 


OJ000108 


Gene No. 


105375 




Strand 




Start 


3369 




End 


3902 


Name 


OJ000108 30 


.0426.C41.o3.np 


Method 


AAT/NAP 


Start 


3369 




End 


3902 


GI 


7523517 




Score 


252 


Exons 


3369. .3463, 


3608. .3902 






GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


49558 




Seq. ID 


OJ000108 


Gene No. 


105376 




Strand 


+ 


Start 


299 




End 


798 


Name 


OJ000108 30 


.0426.C42.ol.gs 


Method 


GENSCAN 


Start 


299 




End 


798 


GI 


none 




Score 


.76 


Exons 


299. .798 








Seq. No. 


49558 




Seq. ID 


OJ000108 


Gene No. 


105377 




Strand 




Start 


6910 




End 


11373 


Name 


OJ000108 30 


.0426.C42.ol.np 


Method 


AAT/NAP 


Start 


6910 




End 


11373 


GI 


4680179 




Score 


5647 


Exons 


6910. .10290 


, 10318.. 11373 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



49558 

105378 

11596 

OJ000108_30.0426.C42.o6.tw 

1441 

none 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX: Wheat 

End 2007 

Score 67 



1441. .1572, 1442. .1567, 1597. .2007, 1793. .1900 



49558 

105378 

11596 

OJ000108_30.0426.C42.o8.tm 

1477 

none 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX: Maize 

End 1743 

Score 51 



1477. .1560, 1511. .1570, 1555. .1674, 1561. .1743 



49558 

105378 

11596 

OJ000108_30.0426.C42.o2.tw 

2210 

none 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Wheat 

End 8457 

Score 152 



2210. .2287, 2294. .2494, 7920. .8201, 7921. .8457, 7925. .8278 
49558 Seq. ID OJ000108_30 . 0426 . C42 



51180 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105378 
11596 

OJ000108_30, 

2249 

none 

2249. .2554, 

49558 

105378 

11596 

OJ000108_30, 

3056 

none 

3056. .3121, 

49558 

105378 

11596 

OJ000108_30. 

3578 

none 

3578. .3889, 

49558 

105378 

11596 

OJ000108_30. 

3614 

none 

3614. .3889, 

49558 

105378 

11596 

OJ000108_30, 

3692 

none 

3692. .3889, 
9292. .9324, 

49558 

105378 

11596 

OJ000108_30, 

6955 

none 

6955. .7287, 

49558 

105378 

11596 

OJ000108_30. 

7150 

none 

7150. .7575, 
7573. .7734, 



0426.C42.o5.tm 



2250. .2537 



Strand 
End 

Method 

End 

Score 



12393 

TBLASTX: Maize 

2554 

154 



0426.C42.o9.tw 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Wheat 

End 34 63 

Score 41 

3056. .3229, 3237. .3410, 3239. .3424, 3239. .3463 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Wheat 

End 9202 

Score 65 

.9174, 8915. .9178, 9110. .9202 



0426.C42.o5.tw 



3654.. 3887, 8914. 



0426.C42.o6.tm 



8848.. 9162, 8849. 



0426.C42.ol.ts 



8929.. 9174, 8939. 
9292. . 9324 



0426.C42.o7.tw 



7007. .7288 



0426.C42.ol.tm 



7151.. 7348, 7171. 
7580. .7735 



Seq. ID OJ000108_30.0426.C42 
Strand 

12393 

TBLASTX: Maize 
9162 
146 



End 

Method 
End 
Score 
.9127 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Soybean 

End 9324 

Score 185 

.9172, 9235.. 9288, 9245.. 9286, 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Wheat 

End 7288 

Score 130 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Mai ze 

End 7735 

Score 109 

.7416, 7403. .7576, 7571. .7720, 



51181 




Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.ol 


. tw 


Method 


Start 


7288 








End 


GI 


none 








Score 


Exons 


7288. .7914, 


7289 


. .7348, 


7406. 


.7858 


Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.o3 


.tm 


Method 


Start 


7783 








End 


GI 


none 








Score 


Exons 


7783. .8073, 


7787 


. .8074, 


7974. 


.8075 


Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.o2 


ts 


Method 


Start 


7873 








End 


GI 


none 








Score 


Exons 


7873. .8133, 


7874 


. .8122 






Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.ol 


tc 


Method 


Start 


7897 








End 


GI 


none 








Score 


Exons 


7897. .8040, 


7898 


. .8038, 


8041. 


.8223 


Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.o2 


tm 


Method 


Start 


8488 








End 


GI 


none 








Score 


Exons 


8488. .8841, 


8495 


. .8836 






Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426 


.C42.o3. 


tw 


Method 


Start 


8488 








End 


GI 


none 








Score 


Exons 


8488. .8838, 


8488 


. .8913, 


8495. 


.8911 


Seq. No. 


49558 








Seq. ID 


Gene No. 


105378 








Strand 


Start 


11596 








End 


Name 


OJ000108 30. 


0426.C42.o3. 


ts 


Method 


Start 


8659 








End - 


GI 


none 








Score 


Exons 


8659. .8907 










Seq. No. 


49558 








Seq. ID 



51182 




OJ000108_30.0426.C42 
12393 

TBLASTX: Wheat 

7914 

44 



OJ000108_30.0426.C42 
12393 

TBLASTX: Maize 

8075 

302 



OJ000108_30.0426.C42 
12393 

TBLASTX: Soybean 

8133 

188 



OJ000108_30.0426.C42 
12393 

TBLASTX: Cress 

8223 

82 



OJ000108_30.0426.C42 
12393 

TBLASTX: Maize 

8841 

191 



OJ000108_30.0426.C42 
12393 

TBLASTX: Wheat 

8913 

211 



OJ000108_30.0426.C42 
12393 

TBLASTX : Soybean 

8907 

207 



OJ000108 30.0426.C42 



Gene No. 105378 Strand 

Start 11596 End 

Name OJ000108_30 . 0426 . C42 . o4 . tm Method 

Start 9235 End 

GI none Score 

Exons 9235.-9678, 9440.. 9607 



12393 

TBLASTX: Maize 

9678 

61 



Seq. No. 4 9558 

Gene No. 105378 

Start 11596 

Name OJ000108_30 . 0426 . C42 . o4 . tw 

Start 9265 

GI none 

Exons 9265.. 9747, 9268.. 9723, 9308. 



Seq. ID OJ000108_30.0426.C42 
Strand * 

End 12393 

Method TBLASTX : Wheat 

End 97 48 

Score 18 9 

9748 





Seq. No. 


49558 








Seq. ID 


OJ000108_30.0426 




Gene No. 


105378 








Strand 






Start 


11596 








End 


12393 




Name 


OJ000108 30 


.0426 


.C42.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


9397 








End 


9711 




GI 


none 








Score 


190 




Exons 


9397. .9711 














Seq. No. 


49558 • 








Seq. ID 


OJ000108_30.0426 




Gene No. 


105378 








Strand 




L : : 


Start 


11596 








End 


12393 


?! E 


Name 


OJ000108 30 


0426 


.C42.o9. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


9679 








End 


9876 




GI 


none 








Score 


160 




Exons 


9679. .9876, 


9680 


. .9838 










Seq. No. 


49558 








Seq. ID 


OJ000108_30.0426 


Gene No. 


105378 








Strand 




~ Si 


Start 


11596 








End 


12393 


s. a 


Name 


OJ000108 30. 


0426 


.C42.O10 


.tw 


Method 


TBLASTX: Wheat 




Start 


9880 








End 


10233 


i er 


GI 


none 








Score 


253 



Exons 



9880. .10233 



Seq. No. 49558 

Gene No. 105378 

Start 11596 

Name OJ000108_30 . 0426 . C42 . 08 . tw 

Start 10567 

GI none 

Exons 10567. .10917, 10723.. 10920 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Wheat 

End 10920 

Score 65 



Seq. No. 49558 

Gene No. 105378 

Start 11596 

Name OJ000108_30 . 0426 . C42 . o7 . tm 

Start 10612 

GI none 

Exons 10612. .10917, 10681.. 10917 

Seq. No. 49558 

Gene No. 105378 



Seq. ID OJ000108_30.0426.C42 
Strand 

End 12393 

Method TBLASTX : Mai ze 

End 10917 

Score 75 



Seq. ID OJ000108_30.0426.C42 
Strand 



51183 





Start 


11596 


End 


12393 




Name 


OJ000108 30. 0426. C42. oil. tw 


Method 


TBLASTX: Wheat 




Start 


10969 


End 


11167 




GI 


none 


Score 


57 




Exons 


10969. .11163, 10969. .11166, 


10970. .11167 




Seq. No. 


49558 


Seq. ID 


OJ000108_30. 0426.C42 




Gene No. 


105378 


Strand 


— 




Start 


11596 


End 


12393 




Name 


OJ000108 30.0426.C42.o2.np 


Method 


AAT/NAP 




Start 


11596 


End 


12393 




GI 


4512231 


Score 


1342 




Exons 


11596. .12393 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


49559 


Seq. ID 


OJ000108_39. 0426 .C2 




Gene No. 


105379 


Strand 


+ 




Start 


65 


End 


463 




Name 


OJ000108 39.0426.C2.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


463 




GI 


none 


Score 


.98 




Exons 


65. .463 






I_ Jji 


Seq. No. 


49560 


Seq. ID 


OJ000108_39.0426.C5 


; 


Gene No. 


105380 


Strand 


+ 


r 


Start 


1 


End 


6560 


; y 


Name 


OJ000108 39.0426.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2976 


S3 


GI 


5852175 


Score 


278 


Ly 


Exons 


1..74, 568. .616, 1202. .1303, 


1928. .1960, 2928.-2976 


i 1 

?U 


GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 






Seq. No. 


49560 


Seq. ID 


OJ000108_39.0426.C5 


- 


UC11C Vi\J . 


105380 


Strand 


+ 


v _ H 


Start 


1 


End 


6560 




Name 


OJ000108 39.0426.C5.ol.gs 


Method 


GENSCAN 




Start 


593 


End 


3850 




GI 


none 


Score 


.85 




Exons 


593. .616, 1202. .1303, 1928.. 


1960, 2207 


..2256, 2636.. 3323, 






3423. .3568, 3818. .3850 






O 











Seq. No. 49560 

Gene No. 105380 

Start 1 

Name OJ000108_39 . 0426.C5 . o2 . gp 

Start 1814 

GI 61605_3.R1084 

Exons 1814.. 2149 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ000108_39.0426.C5 

Strand + 

End 6560 

Method AAT/GAP 

End 2149 

Score 333 



Seq. No. 49560 

Gene No. 105380 

Start 1 

Name OJ000108_39. 0426.C5 . o2 .np 

Start 2636 

GI 6983860 



Seq. ID OJ000108_39.0426.C5 

Strand + 

End 6560 

Method AAT/NAP 

End 6560 

Score 962 



51184 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2636.. 3679, 6539.. 6560 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



49560 Seq. ID OJ000108 

105380 Strand + 

1 End 6560 

OJ000 108_39 . 042 6 . C5 . o3 . np Method AAT/NAP 

2939 End 6106 

6063554 Score 116 

2939. .2970, 4627. .4806, 4925. .5146, 5888. .6106 
(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



39. 0426. C5 



■C98611 (E0464) 
hypothetical 



49560 
105381 
9848 

OJ000108 
9848 
6721561 
9848. .9917, 
(AP001073) 



Seq. ID OJ000108_ 
Strand + 
End 10652 
Method AAT/NAP ■ 
End 10652 
Score 62 
10032. .10153, 1.0590. .10652 
EST AU082058 (C12976) corresponds 



39. 0426. C5 



39.0426.C5.o6.np 



to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49560 








Seq. ID 


OJ000108_39.0426 


.C5 


Gene No. 


105382 








Strand 






Start 


4432 








End 


10069 




Name 


OJ000108 39. 


0426. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2798 








End 


3154 




GI 


none 








Score 


290 




Exons 


2798. .3154, 


2807. 


.2971, 


3005. 


.3145, 3013.. 3153 




Seq. No. 


49560 








Seq. ID 


OJ000108_39.0426 


.C5 


Gene No. 


105382 








Strand 






Start 


4432 








End 


10069 




Name 


OJ000108 39. 


0426. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3035 








End 


3331 




GI 


none 








Score 


242 




Exons 


3035. .3331, 


3061. 


.3222, 


3263. 


.3331 






Seq. No. 


49560 








Seq. ID 


OJ000108_39.0426 


.C5 


Gene No. 


105382 








Strand 






Start 


4432 








End 


10069 




Name 


OJ000108 39. 


0426. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3154 








End 


3331 




GI 


none 








Score 


177 




Exons 


3154. .3228, 


3155. 


.3331 










Seq. No. 


49560 








Seq. ID 


OJ000108_39.0426 


,C5 


Gene No. 


105382 








Strand 






Start 


4432 








End 


10069 




Name 


OJ000108 39. 


0426. 


C5.o2. 


gs 


Method 


GENSCAN 




Start 


4432 








End 


10069 





51185 



GI 

Exons 



none Score . 62 

4432. .5258, 5299. .6184, 8042. .8088, 8432. .8603, 8740. .8830, 
9338.. 9458, 9890.. 10069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49560 
105382 
4432 

OJ000108_39.0426.C5.o4.np 
5243 
5042448 
5243. .6118 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ000108_39.0426.C5 
Strand 

End 10069 

Method AAT/NAP 

End 6118 

Score 1287 



49560 
105382 
4432 

OJ000108_39.0426.C5.o5.np 
6679 
7340881 

6679. .6709, 6814. .6920, 8354. .8633, 8711. .8830, 8924. .9047, 
9194. .9279 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000108_39.0426.C5 
Strand 

End 10069 

Method AAT/NAP 

End 9279 

Score 482 





Seq. No. 


49561 




Seq. ID 


OJ000108_39.04 


Li! 


Gene No. 


105383 




Strand 






Start 


1 




End 


5499 




Name 


OJ000108 39. 0426. C6 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


4477 




GI 


. 4680179 




Score 


7629 




Exons 


1. .4477 








ril 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


49561 




Seq. ID 


OJ000108_39.04 




Gene No. 


105383 




Strand 






Start 


1 




End 


5499 




Name 


OJ000108 39. 0426. C6 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


292 




GI 


none 




Score 


82 




Exons 


2. .292, 3. .200, 185 


. .265 








Seq. No. 


49561 




Seq. ID 


OJ000108_39.04 




Gene No. 


105383 




Strand 






Start 


1 




End 


5499 




Name 


OJ000108 39. 0426. C6 


ol .gs 


Method 


GENSCAN 




Start 


50 


End 


5484 




GI 


none 




Score 


.55 




Exons 


50. .888, 949. .4477, 


4625. .466£ 


, 4725.. 


5484 




Seq. No. 


49561 




Seq. ID 


OJ000108_39.04 




Gene No. 


105383 




Strand 






Start 


1 




End 


5499 




Name 


OJ000108 39. 0426. C6 


ol . tm 


Method 


TBLASTX: Maize 




Start 


140 




End 


739 




GI 


none 




Score 


258 




Exons 


140. .580, 153. .578, 


578. .739, 


585. .731 





51186 



Seq. No. 49561 Seq. ID 

Gene No. 105383 Strand 

Start 1 End 

Name OJ000108_39.0426.C6.ol. tw Method 

Start 293 End 

GI none Score 

Exons 293.. 919, 294.. 917 



OJ000108_39.0426.C6 
5499 

TBLASTX : Wheat 

919 

353 



Seq. No. 49561 

Gene No. 105383 

Start 1 

Name OJ000108_39 . 0426 . C6. o4 . tm 

Start 788 

GI none 

Exons 788.. 1078, 792.. 1079 

Seq. No. 49561 

Gene No. 105383 

Start 1 

Name OJ000108_39 . 0426 . C6 . o2 . ts 

Start 878 

GI none 

Exons 878. .1138, 879.. 1133 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_39.0426.C6 
5499 

TBLASTX: Maize 

1079 

219 



OJ000108_39.0426.C6 
5499 

TBLASTX : Soybean 

1138 

154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49561 Seq. ID 

105383 Strand 
1 End 
OJ000108_39.0426.C6.ol.tc Method 
902 End 
none Score 

902. .1045, 903. .1043, 1046. .1219 

49561 Seq. ID 

105383 Strand 
1 End 
OJ000108_39 . 042 6 . C6 . o3 . tw Method 
926 End 
none Score 

926. .1405, 927. .1334, 1046.. 1372 



49561 

105383 

1 

OJ000108_39.0426.C6.o2.tw 

1409 

none 

1409. .1918, 1493.. 1840, 1494, 

49561 

105383 

1 

OJ000108_39.0426.C6.o2. tm 

1481 

none 

1481. .1792, 1493. .1846, 1578. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108__39.0426.C6 
5499 

TBLASTX: Cress 

1219 

87 



OJ000108_39.0426.C6 
5499 

TBLASTX: Wheat 

1405 

304 



OJ000108_39.0426.C6 
5499 

TBLASTX: Wheat 

1919 

238 



.1919, 1575. .1886 

Seq. ID OJ000108_39.0426.C6 
Strand 

End 54 99 

Method TBLASTX : Mai ze 

End 184 6 

Score 160 
.1844 



Seq. No. 



49561 



Seq. ID OJ000108_39.0426.C6 



51187 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q Seq. No. 

.=4 Gene No. 

It Start 

Name 

IU Start 

Q GI 

I J Exons 

Jfj Seq. No. 

1 ~ Gene No . 

s_ Start 

11 Name 

''-•■A Start 

^ Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



~=7 

n 



105383 
1 

OJ000108_39. 

1667 

none 

1667. .1912 

49561 

105383 

1 

OJ000108_39. 

1883 

none 

1883. .2218, 

49561 

105383 

1 

OJ000108_39. 

1920 

none 

1920. .2189, 

49561 

105383 

1 

OJ000108_39. 

1934 

none 

1934. .2293, 

49561 

105383 

1 

OJ000108_39. 

2270 

none 

2270. .2752, 

49561 

105383 

1 

OJ000108_39. 

2402 

none 

2402. .2716, 

49561 

105383 

1 

OJ000108_39. 

2451 

none 

2451. .2642, 

49561 
105383 



0426.C6.o3. ts 



Strand 
End 

Method 

End 

Score 



5499 

TBLASTX : Soybean 

1912 

202 



0426.C6.o3.tm 



Seq. ID OJ000108_39. 0426.C6 
Strand 

End 54 99 

Method TBLASTX: Maize 

End 2383 

Score 43 



1926. .1976, 2003. .2131, 2204. .2383 



0426.C6.o5. tw 



1925. .2221, 2119. 



Seq. ID OJ000108_39. 0426.C6 
Strand 

5499 

TBLASTX: Wheat 
2221 
229 



End 

Method 
End 
Score 
.2220 



Seq. ID OJ000108_39.0426.C6 
Strand 

End 5499 

Method TBLASTX : Soybean 

End 2329 

Score 162 
1935.. 2189, 2249..2293, 2285.-2329, 2297.-2329 



0426.C6.ol.ts 



0426.C6.o4.tw 
2279.-2623, 2313. 

0426.C6.o4.ts 
2403. .2600 

0426.C6.o5.tm 
2453. .2740 



Seq- ID OJ000108_39.0426.C6 
Strand 

5499 

TBLASTX: Wheat 
2752 
160 



End 

Method 
End 
Score 
.2648 



Seq. ID OJ000108_39.0426.C6 
Strand 

End 54 99 

Method TBLASTX : Soybean 

End 2716 

Score 60 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000108_39.0426.C6 
5499 

TBLASTX: Maize 

2740 

165 



Seq. ID OJ000108_39.0426.C6 
Strand 



51188 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ000108_39.0426.C6.o8.tw 

2909 

none 



End 

Method 

End 

Score 



5499 

TBLASTX: Wheat 

3331 

109 



2909. .3100, 2916. .3071, 3122. .3331, 3183. .3281 



49561 

105383 

1 

OJ000108_39.0426.C6.o6.tm 

3674 

none 



49561 

105383 

1 

OJ000108_39.0426.C6.o7.tw 

3854 

none 



Seq. ID OJ000108_39.0426.C6 
Strand 

End 5499 

Method TBLASTX: Maize 

End 3970 

Score 103 



3674. .3970, 3716. .3970, 3783.-3953 



Seq. ID OJ000108_39.0426.C6 
Strand 

End 5499 

Method TBLASTX : Wheat 

End 4210 

Score 93 



3854. .4210, 3858. .4085, 4110. .4184 



x as. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49561 
105383 
1 

OJ000108_39.0426.C6.o2.np 
4732 
5042448 
4732. .5499 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ000108_39.0426.C6 
Strand 

5499 
AAT/NAP 
5499 
1080 



End 

Method 

End 

Score 



Seq. ID OJ000108_39.0426.C7 

Strand + 

End 1172 

Method AAT/GAP 

End 1172 

Score 715 



49562 
105384 
760 

OJ000108_39.0426.C7.ol.gp 
760 

LIB3432-059-P1-K1-D8 
760. .1172 

•5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 


49562 








Seq. ID 


OJ000108 


Gene No. 


105385 








Strand 




Start 


1252 








End 


2470 


Name 


OJ000108 39, 


.0426 


.C7 .o2. 


gp 


Method 


AAT/GAP 


Start 


1252 








End 


2470 


GI 


none 








Score 


276 


Exons 


1252. .1318, 


2379 


. .2470 








Seq. No. 


49563 








Seq. ID 


OJ000108 


Gene No. 


105386 








Strand 


+ 


Start 


1761 








End 


2368 


Name 


OJ000108 39. 


.0426 


.C8 .ol. 


gs 


Method 


GENSCAN 


Start 


1761 








End 


2368 


GI 


none 








Score 


.44 


Exons 


1761. .1920, 


2352 


. .2368 









51189 




Seq. No. 


49563 




Seq. ID 


OJ000108_39.0426. 


C8 


Gene No. 


105387 




Strand 


+ 




Start 


4478 




End 


6852 




Name 


OJ000108 39 


.0426.C8.o3.gs 


Method 


GEN SCAN 




Start 


4478 




End 


5270 




GI 


none 




Score 


. 63 




Exons 


4478. .4885, 


5085. .5270 








Seq. No. 


49563 




Seq. ID 


OJ000108__39.0426. 


C8 


Gene No. 


105387 




Strand 


+ 




Start 


4478 




End 


6852 




Name 


OJ000108 39 


.0426.C8.o3.np 


Method 


AAT/NAP 




Start 


4943 




End 


6852 




GI 


6498441 




Score 


724 




Exons 


4943.-4972, 


6142. .6852 








GI Descrip. 


(AP000815) 


EST C72786(E2258) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa]- 





Seq. No. 


49563 






Seq. ID 


OJ000108_39.0426. 


C8 




Gene No . 


105387 






Strand 


+ 






Start 


4478 






End 


6852 






Name 


OJ000108 39 


. 0426 


. C8 . o4 . gs 


Method 


GENSCAN 






Start 


6263 ~ 






End 


6845 




)3 


GI 


none 






Score 


.72 




I'-] 


Exons 


6263. . 6456, 


6467 


. .6845 








L J: 


Seq. No. 


49563 






Seq. ID 


OJ000108_39.0426. 


C8 




Gene No . 


105388 






Strand 








Start 


2776 






End 


6218 






Name 


OJ000108 39 


.0426 


.C8.o2.gs . 


Method 


GENSCAN 






Start 


2776 






End 


3756 






GI 


none 






Score 


.51 






Exons 


2776. .3756 














Seq. No. 


49563 






Seq. ID 


OJ000108_39.0426. 


C8 




Gene No. 


105388 






Strand 








Start 


2776 






End 


6218 






Name 


OJ000108 39 


.0426 


.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


2818 






End 


3639 






GI 


none 






Score 


69 






Exons 


2818. .2970, 


2819 


..2923, 2992. 


3135, 3154. .3321, . 3532. .3639 




Seq. No. 


49563 






Seq. ID 


OJ000108_39.0426. 


C8 




Gene No. 


105388 






Strand 








Start 


2776 






End 


6218 






Name 


OJ000108 39 


.0426 


.C8.o2.np 


Method 


AAT/NAP 






Start 


2902 






End 


6218 






GI 


4557093 






Score 


119 






Exons 


2902. .2925, 


4834 


..5024, 6119.. 


6218 








GI Descrip. 


(AF001136) 


zinc 


finger protein [Pinus 


radiata] 






Seq. No. 


49563 






Seq. ID 


OJ000108_39.0426. 


C8 




Gene No. 


105388 






Strand 








Start 


2776 






End 


6218 






Name 


OJ000108 39 


.0426 


.C8.ol.np 


Method 


.AAT/NAP 





51190 



Start 
GI 

Exons. 

GI Descrip. 



2970 End 3667 

4220888 Score 271 

2970. .3667 

(AF078798) extracellular signal-regulated kinase 7; ERK7 [Rattus 
norvegicus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

H Gene No. 

" Start 

!f Name 

S n Start 

fU GI 

fl Exons 

= i Seq. No. 

If Gene No. 

fH Start 

s Name 

n Start 

*j GI 

= " Exons 

W Seq. No. 

□ Gene No. 

Q Start 
Name 
Start 
GI 

Exons 



49563 
105388 
2776 

OJ000108_39.0426.C8.ol.tc 
2992 
none 

2992.. 3126, 3154.. 3321 

49563 
105388 
2776 

OJ000108_39.0426.C8.ol.ts 
2992 
none 

2992. .3330, 3026.. 3145, 3182. .3265, 3358.. 3447, 3532.. 3609 



Seq. ID OJ000108_39.0426.C8 
Strand 

End 6218 

Method TBLASTX: Cress 

End 3321 

Score 140 



Seq. ID OJ000108_39.0426.C8 
Strand 

End 6218 

Method TBLASTX : Soybean 

End 3609 

Score 7 6 



49563 

105388 

2776 

OJ000108_39.0426.C8.ol.tw 

2992 

none 



Seq. ID OJ000108_39.0426.C8 
Strand 

End 6218 

Method TBLASTX : Wheat 

End 3319 

Score 83 



2992.. 3318, 2998.. 3102, 3032. .3319 



49563 

105388 

2776 

OJ000108_39.0426.C8.o2.tw 

3394 

none 

3394. .3669, 3395.. 3670, 4464. 

49563 

105388 

2776 

OJ000108_39.0426.C8.o2.tm 

4817 

none 



Seq. ID OJ000108_39.0426.C8 
Strand 

6218 

TBLASTX: Wheat 
4541 
154 



End 

Method 
End 
Score 
.4541 



Seq. ID OJ000108_39.0426.C8 
Strand 

End 6218 

Method TBLASTX : Mai ze 

End 5096 

Score 59 



4817. .4867, 4825.-4866, 4849. .4926, 4865. .4990, 4880. .5014, 
4881. .4997, 4904. .4939, 5037. .5096, 5039. .5092 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49563 

105389 

6144 

OJ000108_39.0426.C8.o3.tw 

6144 

none 



Seq. ID OJ000108_39.0426.C8 
Strand 

End 64 96 

Method TBLASTX : Wheat 

End 64 96 

Score 95 



6144. .6233, 6148. .6231, 6157. .6243, 6241. .6462, 6251. .6496 



49564 
105390 



Seq. ID OJ000108_39.0426.C9 
Strand + 



51191 




Start 


2648 


End 


3663 






Name 


OJ000108 39.0426.C9.o3.gs 


Method 


GENSCAN 






Start 


2648 


End 


3663 






GI 


none 


Score 


.7 






Exons 


2648.-2676, 2923.. 3068, 3107. 


.3339, 3529.-3663 






Seq. No. 


49564 


Seq. ID 


OJ000108_39. 


0426 


.C9 


Gene No. 


105391 


Strand 








Start 


4089 


End 


5685 






Name 


OJ000108 39.0426.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


2164 


End 


2442 






GI 


none 


Score 


50 






Exons 


2164.. 2238, 2165. .2239, 2248. 


.2442, 2267. .2413 






Seq. No. 


49564 


Seq. ID 


ojoooioo jy. 


0426 


.C9 


Gene No. 


105391 


Strand 








Start 


4089 


End 


5685 






Name 


OJ000108 39.0426.C9.o4.gs 


Method 


GENSCAN 






Start 


4089 


End 


5685 






GI 


none 


Score 


. 65 






Exons 


4089. .4426, 5583. .5685 










Seq. No. 


49565 


Seq. ID 


OJOOOlOo 39. 


0426 


.CIO 


Gene No. 


105392 


Strand 








Start 


266 


End 


1592 






Name 


OJ000108 39.0426.C10'.ol.gs 


Method 


GENSCAN 






Start 


266 


End 


1592 






GI 


none 


Score 


. 85 






Exons 


266. .438, 1458. .1592 










Seq. No. 


49566 


Seq. ID 


OJ000108_39 . 


0426 


.Cll 


Gene No. 


105393 


Strand 


+ 






Start 


718 


End 


813 






Name 


OJ000108 39.0426.Cll.ol.gs 


Method 


GENSCAN 






Start 


718 


End 


813 






GI 


none 


Score 


.87 






Exons 


718. .813 










Seq. No. 


49567 


Seq. ID 


OJ000108_39. 


0426 


.C12 


Gene No. 


105394 


Strand 


+ 






Start 


138 


End 


1863 






Name 


OJ000108 39.0426.C12.ol.gs 


Method 


GENSCAN 






Start 


. 138 


End 


1781 






GI 


none 


Score 


.9 






Exons 


138. .262, 1390. .1530, 1624. .1781 








Seq. No. 


49567 


Seq. ID 


OJ000108 39. 


0426 


.C12 


Gene No. 


105394 


Strand 


+ 






Start 


138 


End 


1863 






Name 


OJ000108 39.0426.C12.ol.np 


Method 


AAT/NAP 






Start 


174 


End 


1863 






GI 


7452058 


Score 


128 






Exons 


174. .262, 1624. .1782, 1816. .1863 








GI Descrip. 


hypothetical protein T9A14.40 


- Arabidopsis thaliana 





gi I 44 90328 | emb | CAB38610.il (AL035656) putative protein 
[Arabidopsis thaliana] gi I 7270859 | emb | CAB80539 . 1 1 (AL161594) 
putative protein [Arabidopsis thaliana] 



51192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49568 
105395 
1 

OJ000108_39.0426.C14.ol.np 
1 

4680179 
1..2559, 2587. .3020 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method AAT/NAP - 

End 3020 

Score 3704 



49568 

105395 

1 

OJ000108_39.042 6.C14.o6.tw 
1 

none 

1..162, 8. .157 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method TBLASTX : Wheat 

End 162 

Score 146 



Seq. No. 49568 

Gene No. 105395 

Start 1 

Name OJ000108_39 . 0426 . C14 . o2 . tm 

Start 31 

GI none 

Exons 31.. 321, 35.. 322 



Seq. ID OJ000108_39. 0426.C14 
Strand 

End 3020 

Method . TBLASTX : Mai ze 

End 322 

Score 295 



Seq. No. 49568 

Gene No. 105395 

Start 1 

Name OJ000108_39 . 0426 . C14 . o2 . ts 

Start 121 

GI none 

Exons 121.. 381, 122.. 370 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method TBLASTX : Soybean 

End 381 

Score 200 



Seq. No. 49568 

Gene No. 105395 

Start 1 

Name OJ000108_39. 0426. C14 . ol . tw 

Start 168 

GI none 

Exons 168.. 413, 169.. 708, 173.. 667 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method TBLASTX : Wheat 

End 708 . 

Score 111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49568 

105395 

1 

OJ000108_39.0426.C14.ol.gs 

388 

none 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method GENSCAN 

End 3018 

Score .41 



388. .1045, 1051. .1354, 1423. .1484, 1630. .1832, 1852. .2696, 
2838. .3018 



Seq. No. 49568 

Gene No. 105395 

Start 1 

Name OJ000108_39 . 042 6 . C14 . ol . tm 

Start 736 

GI none 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 

Method TBLASTX : Mai ze 

End 1050 

Score 164 



51193 



Exons 



736. .1050, 743. .1045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49568 

105395 

1 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 



OJ000108 39.0426.C14.o2.tw Method TBLASTX : Wheat 



736 
none 



End 
Score 



1160 
240 



736. .1050, 743. .1042, 1021. .1158, 1047. .1160 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 



49568 
105395 
1 

OJ000108_39 . 0426 . C14 . o3 . tm Method TBLASTX : Maize 
1125 End 1619 

none Score 100 

1125. .1427, 1246. .1374, 1482. .1619 



49568 
105395 

1 End 
OJ000108_39 . 04 2 6 . C14 . o4 . tw Method TBLASTX : Wheat 

1161 End 1452 

none Score 

1161. .1424, 1162. .1452, 1370. .1444 



Seq. ID OJ000108_39.0426.C14 
Strand 

3020 



276 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 



49568 
105395 
1 

OJ000108_39 . 0426 . C14 . ol . ts Method TBLASTX : Soybean 
1176 End 1571 

none Score 200 

1176. .1535, 1186. .1434, 1206. .1517, 1483. .1533, 1539. .1571, 
1540. .1569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49568 

105395 

1 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 



OJ000108_39.0426.C14 . o3 . tw Method TBLASTX : Wheat 
1512 End 1996 

none Score 221 

1512. .1850, 1555. .1845, 1563. .1847, 1640. .1927, 1831. .1995, 
1835. .1996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49568 

105395 

1 



Seq. ID OJ000108_39.0426.C14 
Strand 

End 3020 



OJ000108 39.0426.C14.o4.tm Method TBLASTX : Mai ze 



1693 
none 



End 
Score 



1986 
119 



1693. .1842, 1695. .1850, 1722. .1847, 1831. .1986, 1850. .1984 



Seq. No. 49568 Seq. ID OJ000108_39 . 0426 . C14 

Gene No. 105395 Strand 

Start 1 End 3020 

Name OJ000108_39. 0426.C14 . o5 . tw Method TBLASTX : Wheat 

Start 2128 End 2481 



51194 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

2128. .2481, 2203.. 2391 



Score 



62 



49569 
105396 
1 

OJ000108_39.0426.C16.ol.np 
1 

4680186 
1..36, 89. .142, 980. .118.0 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000108_39.0426.C16 
Strand + 

2030 
AAT/NAP 
1180 
346 



End 

Method 

End 

Score 



49569 
105396 
1 

OJ000108_39.0426.C16.o2.np 
1 

6063554 
1..33, 1858. .2030 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000108_39.0426.C16 

Strand + 

End 2030 

Method AAT/NAP 

End 2030 

Score 108 



49569 

105396 

1 

OJ000108_39.0426.C16.ol.gs 
12 

none 

12. .93, 1071. .1192 



Seq. ID OJ000108_39.0426.C16 

Strand + 

End 2030 

Method GEN SCAN 

End 1192 

Score .64 



Seq. ID OJ000108_39.0426.C16 
Strand 

End 1113 

Method AAT/GAP 

End 1113 

Score 687 



49569 
105397 
732 

OJ000108_39.0426.C16.ol.gp 
732 

uC-osflcyp033a04bl 
732. .1113 

' 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 1 



Seq. No. 49570 

Gene No. 105398 

Start 195 

Name OJ000108_39 . 0426 . C17 . ol . gs 

Start 195 

GI none 

Exons 195. .346, 617. .726, 890. .1017 

Seq. No. 49571 

Gene No. 105399 

Start 239 

Name OJ000108_39 . 0426 . C20 . ol . gs 

Start 239 

GI none 

Exons 239.. 1231 



Seq. ID OJ000108_39.0426.C17 
Strand 

End 1017 

Method GENSCAN 

End 1017 

Score .42 



Seq. ID OJ000108_39.0426.C20 

Strand + 

End 2837 

Method GENSCAN 

End 1231 

Score .72 



51195 



Seq. No. 


49571 


Gene No. 


105399 


Start 


239 


Name 


OJ000108 


Start 


337 


GI 


none 


Exons 


337. .612, 


Seq. No. 


49571 


Gene No. 


105399 


Start 


239 


Name 


OJ000108 


Start 


340 


GI 


4220888 


Exons 


340. .1004 


GI Descrip. 


(AF078798 



Seq. ID OJ000108_39.0426.C20 

Strand + 

End 2837 

Method TBLASTX : Wheat 

End 613 

Score 254 



Seq. ID OJ000108_39.0426.C20 

Strand + 

End 2837 

Method AAT/NAP 

End 2837 

Score 273 



norvegicus] 





Seq. No. 


49571 








Seq. ID 


OJ000108_39.0426 


.C20 




Gene No. 


105399 








Strand 


+ 






Start 


239 








End 


2837 






Name 


OJ000108 


39.0426.C20 


.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


368 








End 


1189 






GI 


none 








Score 


108 






Exons 


368. .475, 


686. .853, 


872. 


.1015 


, 1037.. 


1189, 1084. .1188 




r rs 

~ : s 


Seq. No. 


49571 








Seq. ID 


OJ000108_39.0426 


.C20 


a : ; 

i y 


Gene No. 


105399 








Strand 


+ 






Start 


239 








End 


2837 




i . 3 


Name 


OJ000108 


39.0426.C20 


. ol . 


ts 


Method 


TBLASTX : Soybean 




i w 


Start 


398 








End 


1015 




%J 


GI 


none 








Score 


59 




f!i 


Exons 


398. .475, 


560. .637, 


677. 


.1015 


, 698. .763, 742. .825, 862. 


981 


3 

s ™S 


Seq. No. 


49571 








Seq. ID 


OJ000108_39.0426 


C20 




Gene. No. 


105399 








Strand 


+ 




"■sji 


Start 


239 








End 


2837 






Name 


OJ000108 


39.0426.C20 


.ol. 


tc 


Method 


TBLASTX: Cress 




\J 


Start 


686 








End 


994 




f 1 


GI 


none 








Score 


143 




Q 


Exons 


686. .853, 


881. .994 














Seq. No. 


49571 








Seq. ID 


OJ000108_39.0426 


C20 




Gene No. 


105399 








Strand 


+ 






Start 


239 








End 


2837 






Name 


OJ000108 


39.0426.C20 


.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


688 








End 


1015 






GI 


none 








Score 


330 






Exons 


688. .975, 


689. .1015, 


689 


. .988 










Seq. No. 


49571 








Seq. ID 


OJ000108_39.0426. 


C20 




Gene No. 


105399 








Strand 


+ 






Start 


.239 








End 


2837 






Name 


OJ000108 


39.0426.C20 


.ol. 


gp 


Method 


AAT/GAP 






Start 


746 








End 


975 






GI 


2797576 








Score 


430 






Exons 


746. .975 















51196 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4505569/ref |NP_003939.1|pCDKL2| 7.0e-12 cyclin-dependent 
kinase-like 2 {CDC2-related kinase) >gi_1517820 (U35146) p56 
KKIAMRE protein kinase [Homo sapiens] 



49572 

105400 

5963 

OJ000108_39.0426.C22.o2.gs 

5963 

none 



Seq. ID OJ000108_39.0426.C22 

Strand + 

End 11649 

Method GENSCAN 

End 11649 

Score .73 



5963. .6438, 6469. .6601, 7118. .7376, 7738. .8073, 8356. .8537, 
8640. .8803, 1107 9 .. 11133, 11638. .11649 



£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49572 Seq. ID 

105400 Strand 

5963 End 

OJ000108_39.0426.C22.ol.gp Method 

7 64 9 End 

1752 1.R1084 Score 



OJ000108_39.0426.C22 
+ 

11649 
AAT/GAP 
10140 
2467 



7649. .8073, 8356. .8546, 8640. .8803, 9617. .10140 
' 3858935/emb | CAA16574 . 1 | 6 . Oe-62 (AL021636) synaptobrevin-like 
protein [Arabidopsis thaliana] >gi_4103357 (AF025332) 
vesicle-associated membrane protein 7C; synaptobrevin 7C 
[Arabidopsis thaliana] 1 



49572 

105400 

5963 

OJ000108_39.0426.C22.o2.np 

7830 

7485009 

7830. .8073, 8356. .8546, 8640. 



Seq. ID OJ000108_39.0426.C22 

Strand + 

End 11649 

Method AAT/NAP 

End 9692 

Score 246 
.8803, 9617.. 9692 



homeobox protein homolog F24L7.19 - Arabidopsis thaliana 
gi|2914706|gb|AAC04496.1| (AC003974) putative synaptobrevin 
[Arabidopsis thaliana] 



, ; Seq. No. 


49572 


Seq. ID 


OJ000108 


_39. 


0426 


C22 


? ~ Gene No. 


105401 


Strand 


+ 








*3 Start 


15126 


End 


17257 








11 Name 


OJ000108 39.0426.C22.o4.gs 


Method 


GENSCAN 








?^ Start 


15126 


End 


17257 








GI 


none 


Score 


.95 








Exons 


15126. .15170, 16493.. 17257 












Seq. No. 


49572 


Seq. ID 


OJ000108 


_39. 


0426 


C22 


Gene No. 


105401 


Strand 


+ 








Start 


15126 


End 


17257 








Name 


OJ000108 39.0426.C22.o4.np 


Method 


AAT/NAP 








Start 


16493 


End 


17254 








GI 


4512229 


Score 


1264 








Exons 


16493. .17254 












GI Descrip. 


(AB014740) ORF0 protein [Oryza 


i sativa] 










Seq. No. 


49572 


Seq. ID 


OJ000108_ 


_39. 


0426 


C22 


Gene No. 


i05402 


Strand 










Start 


1 


End 


6786 








Name 


OJ000108 39.0426.C22.ol.np 


Method 


AAT/NAP 









51197 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1 End 6786 

4680179 Score 2858 

1..1561, 1589.. 2522, 6681.. 6786 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



i fc? Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

65. .427, 66. .428, 188. .466, 373. .447 

49572 Seq. ID 

105403 Strand 

13766 End 

OJ000108_39.0426.C22.o2.ts Method 

179 End 

none Score 



49572 

105403 

13766 

OJ000108_39.0426.C22.o3.tm 
2 

none 

2. .430, 15.". 377 

49572 
105403 
13766 

OJ000108_39.0426.C22.o2.tw 
65 

none 



OJ000108_39.0426.C22 
17339 

TBLASTX: Maize 

430 

155 



OJ000108_39.0426.C22 
17339 

TBLASTX: Wheat 

466 

331 



OJ000108_39.0426.C22 
17339 

TBLASTX : Soybean 

574 

189 



179. .430, 189. .422, 209. .535, 485. .538, 542. .574, 542. .574 



[J Seq. No. 49572 Seq. ID 

Gene No. 105403 Strand 

If Start 13766 End 

§a Name OJ000108_39 . 0426 . C22 . o2 . tm Method 

s _ Start 485 End 

l3 GI none Score 

Exons 485.. 928, 690.. 932 

L.3. 

r I Seq. No. 49572 Seq. ID 

k :i Gene No. 105403 Strand 

£3 Start 13766 End 

C3 Name OJ000108_39 . 0426 . C22 . ol . tw Method 

Start 515 End 

GI none Score 

Exons 515.. 994, 558.. 938 

Seq. No. 49572 Seq. ID 

Gene No. 105403 Strand 

Start 13766 End 

Name OJ000108_39 . 0426 . C22 . o3 . ts Method 

Start 647 End 

GI none Score 

Exons 647.. 961 



OJ000108_39.0426.C22 
17339 

TBLASTX: Maize 

932 

66 



OJ000108_39.0426.C22 
17339 

TBLASTX: Wheat 

994 

296 



OJ000108_39.0426.C22 
17339 

TBLASTX: Soybean 

961 

198 



Seq. No. 49572 Seq. ID 

Gene No. 105403 Strand 

Start 13766 End 

Name OJ000108 39 . 0426 . C22 . o4 . tw Method 



OJ000108_39.0426.C22 
17339 

TBLASTX: Wheat 



51198 





Start 


1130 








End 


1483 




GI 


none 








Score 


57 




Exons 


1130. .1483, 


1205. 


.1483 










Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 






Start 


13766 








End 


17339 




Name 


OJ000108 39. 


0426. 


C22.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1817 








End 


2167 






none 








Score 


311 




Exons 


1817. .2167 














Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 






Start 


13766 








End 


17339 




Name 


OJ000108 39. 


0426. 


C22.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


1862 








End 


2167 




GI 


none 








Score 


244 




Exons 


1862. .2167 














Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 




I? =~ 


Start 


13766 








End 


17339 




Name 


OJ000108 39. 


0426. 


C22.o5 


.tw 


Method 


TBLASTX: Wheat 


%J 


Start 


2219 








End 


2417 




GI 


none 








Score 


126 


I L5 


Exons 


2219. .2416, 


2220. 


.2417 










Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 


V4 


Gene No . 


105403 








Strand 




\J 


Start 


13766 








End 


17339 


: =r 


Name 


OJ000108 39. 


0426. 


C22.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7821 








End 


9716 


:? ^ 


GI 


none 








Score 


246 




Exons 


7821. .8012, 


7839. 


.7994, 


7886. 


.8011, 8028. .8072, 8030. .8077, 






8354. .8488, 


8358. 


.8564, 


8360. 


.8545, 8632. .8793, 8632. .8793, 






8637. .8798, 


8 639. 


.8803, 


9617. 


.9703, 9672. .9716 


r ~ 


Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 






Start 


13766 








End 


17339 




Name 


OJ000108 39. 


0426. 


C22.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7833 








End 


8077 




GI 


none 








Score 


282 




Exons 


7833..7994, 


7835. 


.8011, 


7836. 


.8012, 8024. .8077, 8028. .8072 




Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 






Start 


13766 








End 


17339 




Name 


OJ000108 39. 


0426. 


C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7839 








End 


8800 




GI 


none 








Score 


187 




Exons 


7839. .8012, 


7839. 


.7994, 


7886. 


.8008, 8031.. 8072, 8358.. 8546, 






8360. .8536, 


8637. 


.8798, 


8648. 


.8800 






Seq. No. 


49572 








Seq. ID 


OJ000108_39.0426.C22 




Gene No. 


105403 








Strand 





51199 



Start 


13766 


End 


17339 


Name 


OJ000108 39. 0426.C22 .ol . tm 


Method 


TBLASTX: Maize 


Start 


8358 


End 


9721 


GI 


none 


Score 


131 


Exons 


8358. .8438, 8360. .8440, 8366. 


.8440, 8441. .8554, 8442. .8564, 




8625. .8801, 8631.. 8798, 8639. 


.8803, 8639. .8809, 9618. .9683, 




9620.. 9721, 9620.. 9706 






Seq. No. 


49572 


Seq. ID 


OJ000108_39.0426.C22 


Gene No. 


105403 


Strand 


- 


Start 


13766 


End 


17339 


Name 


OJ000108 39.0426.C22.o3.gs 


Method 


GENSCAN 


Start 


13766 


End 


14107 


GI 


none 


Score 


.81 


Exons 


13766. .14107 






Seq. No. 


49572 


Seq. ID 


OJ000108_39.0426.C22 


Gene No. 


105403 


Strand 




Start 


13766 


End 


17339 


Name 


OJ000108 39.0426.C22.o3.np 


Method 


AAT/NAP 


Start 


13867 


End 


17339 


GI 


5852180 


Score 


304 


Exons 


13867. .14241, 15276 15363, 17306. .17339 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


49572 


Seq. ID 


OJ000108_39.0426.C22 


Gene No. 


105403 


Strand 




Start 


13766 


End 


17339 


Name 


OJ000108 39.0426.C22.o2.gp 


Method 


AAT/GAP 


Start 


14440 


End 


14511 


GI 


uC-osroM202024h08al 


Score 


86 


Exons 


14440. .14511 






GI Descrip. 


'5852170/emb|AL1172 65.1|OST17 


804 5.0e- 


84 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


49572 


Seq. ID 


OJ000108_39.0426.C22 


Gene No. 


105403 


Strand 




Start 


13766 


End 


17339 


Name 


OJ000108 39.0426.C22.o3.gp 


Method 


AAT/GAP 


Start 


14652 


End 


15175 


GI 


uC-osflM202048cl2bl 


Score 


884 


Exons 


14652. .15175 






GI Descrip. 


•5257255/dbj | AP000364 . 1 1 AP000364 2 . Oe- 


16 Oryza sativa genom: 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


49573 


Seq. ID 


OJ000108_39.0426.C23 


Gene No. 


105404 


Strand 


+ 


Start 


1 


End 


4045 


Name 


OJ000108 39;0426.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4042 


GI 


4680179 


Score 


5225 


Exons 


1. .4042 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


49573 


Seq. ID 


OJ000108_39.0426.C23 


Gene No. 


105404 


Strand 


+ 


Start 


1 


End 


4045 



51200 



Name 

Start 

GI 

Exons 



OJ000108_39 . 0426 . C23 . 06 . tm Method 

21 End 

none Score 

21. .320, 47. .151, 139. .168, 239. .319 



Seq. No. 49573 Seq. ID 

Gene No. 105404 Strand 

Start 1 End 

Name OJ000108_39 . 0426.C23 . 06 . tw Method 

Start 21 End 

GI none Score 

Exons 21.. 365, 47.. 151, 124. .216 

Seq. No. 49573 Seq. ID 

Gene No. 105404 Strand 

Start 1 End 

Name OJ000108_39.042 6.C23.ol.gs Method 

Start 49 End 

GI none Score 

Exons 49.. 720, 907.. 2063 

Seq. No. 49573 Seq. ID 

Gene No. 1054 04 Strand 

Start 1 End 

Name OJ000108_39 . 042 6 . C23 . o9 . tm Method 

Start 666 End 

GI none Score 

Exons 666.. 986 



TBLASTX: Maize 

320 

245 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Wheat 

365 

320 



OJ000108_39.0426.C23 
+ 

4045 
GENS CAN 
2063 
.57 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Maize 

986 

191 



Seq. No. 49573 Seq. ID 

Gene No. 105404 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C23 . 08 . tw Method 

Start 720 End 

GI none Score 

Exons 720.. 1067, 896.. 1030 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Wheat 

1067 

240 



Seq. No. 49573 Seq. ID 

Gene No. 105404 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C23 . olO . tm Method 

Start 1077 End 

GI none Score 

Exons 1077.. 1274, 1124.. 1273 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Maize 

1274 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49573 Seq. ID 

105404 Strand 

1 End 
OJ000108_39.0426.C23.o4.tw Method 

1202 End 

none Score 

1202. .1495, 1206. .1688, 1209. .1646 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Wheat 

1688 

522 



Seq. No. 49573 Seq. ID 

Gene No. 105404 Strand 

Start 1 End 

Name OJ000108 39 . 0426 . C23 . o4 . ts Method 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX : Soybean 



51201 



Start 1242 

GI none 

Exons 1242.. 1556 

Seq. No. 49573 

Gene No. 105404 

Start 1 

Name OJ000108_39 . 0426 .C23 . o4 . tm 

Start' 1275 

GI none 

Exons 1275.. 1718, 1347.. 1709 

Seq. No. 49573 

Gene No. 105404 

Start 1 

Name OJ000108_39 . 0426 . C23 . o2 . ts 

Start 1629 

GI none 

Exons 1629.. 1661, 1629.. 1661, 1665. 

1773. .1985, 1784. .1963, 1917. 



End 1556 
Score 187 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX : Maize 

End 1718 

Score 358 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX : Soybean 

End 1991 

Score 57 

1718, 1665. .1745, 1770. .1898, 
1991 



Seq. No. 49573 Seq. ID 

aa& Gene No. 105404 Strand 

^ Start 1 End 

\3 Name OJ000108_39 . 0426 . C23 . o7 . tw Method 

m Start 1764 End 

fli GI none Score 

1^ Exons 1764.. 1979, 1776. .1985, 1784.. 1984 

W Seq. No. 49573 Seq. ID 

Q Gene No. 105404 Strand 

m Start 1 End 

I" Name OJ000108_39. 0426.C23. 08 . tm Method 

1^ Start 1773 End 

^ GI none Score 

y- Exons 1773.. 1970, 1826.. 1981, 2014., 

a Seq. No. 49573 Seq. ID 

R Gene No. 105404 Strand 

'IZ Start 1 End 

^ Name OJ000108_39 . 0426 . C23 . o3 . tw Method 

Start 2038 End 

GI none Score 

Exons 2038.. 2457, 2039.. 2464, 2081.. 2464 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Wheat 

1985 

256 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Maize 

2109 

182 



2109, 2030.. 2104 



OJ000108_39.0426.C23 
+ 

4045 

TBLASTX: Wheat 

2464 

594 



Seq. No. 


49573 










Seq. ID 


OJ000108_39.0426. 


C23 


Gene No. 


105404 










Strand 


+ 




Start 


1 










End 


4045 




Name 


OJ000108 39 


.0426 


C23 


. o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2045 










End 


2293 




GI 


none 










Score 


211 




Exons 


2045. .2293 , 
















Seq. No. 


49573 










Seq. ID 


OJ000108_39.0426. 


C23 


Gene No. 


105404 










Strand 


+ 




Start 


1 










End 


4045 




Name 


OJ000108 39 


.0*426 


C23 


.o2 


. tm 


Method 


TBLASTX: Maize 





51202 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 



2111 
none 

2111. .2464, 

49573 

105404 

1 

OJ000108_39. 

2363 

none 

2363. .4045 

49573 

105404 

1 

OJ000108_39. 

2495 

none 

2495. .3031, 

49573 

105404 

1 

OJ000108_39. 

2648 

none 

2648. .2845, 

49573 

105404 

1 

OJ000108_39. 

2819 

none 

2819. .3079, 

49573 

105404 

1 

OJ000108_39. 

2996 

none 

2996. .3286, 

49573 

105404 

1 

OJ000108_39. 

3038 

none 

3038. .3664, 

49573 

105404 

1 

OJ000108_39. 
3288 



2116.. 2379, 2117, 



0426.C23.o2.gs 



0426.C23.o2.tw 
2497. .3030 

0426.C23.o5.tm 
2680. .2994, 2681. 

0426.C23.ol.ts 
2821.. 3078, 2822. 

0426.C23.o3.tm 
2998. .3285 

0426.C23.ol.tw 
3040. .3663 

0426.C23.ol.tm 



End 24 64 

Score 471 
.2449, 2425. .2457 

Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method GENSCAN 

End 4045 

Score .88 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method T BLAST X : Wheat 

End 3031 

Score 610 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX: Maize 

End 2995 

Score 276 
.2995 

Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX : Soybean 

End 3079 

Score 297 
.3079 

Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX: Maize 

End 3286 

Score 406 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX : Wheat 

End 3664 

Score 709 



Seq. ID OJ000108_39.0426.C23 

Strand + 

End 4045 

Method TBLASTX: Maize 

End 37 4 5 



51203 



! 3 
: 5 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



3 Seq. No. 

if Gene No. 

5 Start 

r; Name 

^ Start 
GI 

3 Exons 

7 Seq. No. 
I Gene No. 
3 Start 
3 Name 
3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none Score 
3288.. 3506, 3289.. 3735, 3290.. 3745 

49573 Seq. ID 

105404 Strand 

1 End 

OJ000108_39.0426.C23.o5.tw Method 

3664 End 

none Score 
3664. .3738, 3665.-3997, 3668. .3781 

49573 Seq. ID 

105404 Strand 
1 End 
OJ000108_39.0426.C23.o7.tm Method 
3746 End 
none Score 
3746. .3985, 3754. .3897 

49574 Seq. ID 

105405 Strand 
1 End 
OJ000108_39 . 04 2 6 . C25 . ol . np Method 
1 . End 
4680185 Score 
1. .366 

(AF111709) unknown [Oryza sativa subsp 

49574 Seq. ID 

105406 Strand 
63 End 
OJ000108_39 . 0426 . C25 . ol . gs Method 
63 End 
none Score 
63. .300 



79 



OJ000108_39.0426, 
+ 

4045 

TBLASTX: Wheat 

3997 

382 



OJ000108_39.0426, 
+ 

4045 

TBLASTX: Maize 

3985 

233 



OJ000108_39.0426, 
+ 

366 

AAT/NAP 

366 

390 

. indica] 

OJ000108_39.0426. 
300 

GENSCAN 

300 

.8 



C23 



C23 



C25 



C25 



49575 Seq. ID 

105407 Strand 
359 End 
OJ000108_39.0426.C27.ol.np Method 
359 End 
5257279 Score 
359. .904, 1253. .1542 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



OJ000108_39.0426. 
+ 

1542 
AAT/NAP 
1542 
1159 



C27 



49575 Seq. ID 

105407 Strand 

359 End 
OJ000108_39.0426.C27.ol.gs Method 

560 End 

none Score 

560. .814, 926. .1145, 1253. .1487 



49576 

105408 

1 



Seq-. ID 

Strand 

End 



OJ000108_39.0426, 
+ 

1542 
GENSCAN 
1487 
.61 



OJ000108_39.0426, 
+ 

1252 



C27 



C28 



51204 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000108_39.0426.C28.ol.np Method AAT/NAP 
1 End 1252 

5257279 Score 1873 

1. .1252 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 

49576 
105408 
1 

OJ000108_39.0426.C28.o2.tw 
6 

none 



49576 
105408 
1 

OJ000108_39.0426.C28.ol.gs 
59 

none 

59. .1218 

49576 
105408 
1 

OJ000108_39.0426.C28.o2.tm 
157 
none 

157. .336, 322. .657, 408. .536, 564. .611 

49576 
105408 
1 

OJ000108_39.0426.C28.ol.ts 
211 
none 

211. .243, 241. .576, 247. .606, 249. .605 

49576 
105408 
1 

OJ000108_39.0426.C28.o3.tw 
357 
none 

357. .605, 358. .621 

49576 
105408 
1 

OJ000108_39.0426.C28.ol.tw 
622 
none 

622. .1119, 631. .966, 657. .1043 



Seq. ID 


OJ000108_39.0426 


.C28 


Strand 


+ 




End 


1252 




Method 


TBLASTX: Wheat 




End 


355 




Score 


67 




5, 60. .140, 61. .144, 147.. 


335, 


269. . 355 






Seq. ID 


OJ000108_39. 0426 


.C28 


Strand 


+ 




End 


1252 




Method 


GENS CAN 




End 


1218 




Score 


. 54 




Seq. ID 


OJ000108_39. 0426 


.C28 


Strand 


+ 




End 


1252 




Method 


TBLASTX: Maize 




End 


657 




Score 


160 




564 . . 611 






Seq. ID 


OJ000108_39. 0426 


.C28 


Strand 


+ 




End 


1252 




Method 


TBLASTX : Soybean 




End 


606 




Score 


54 




249. .605 






Seq. ID 


OJ000108_39.0426 


.C28 


Strand 


+ 




End 


1252 




Method 


TBLASTX: Wheat 




End 


621 




Score 


353 




Seq. ID 


OJ000108_39.0426 


.C28 


Strand 


+ 




End 


1252 




Method 


TBLASTX: Wheat 




End 


1119 




Score 


624 





Seq. No. 



49576 



Seq. ID OJ000108_39.0426.C28 



51205 



Gene No. 105408 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C28 . o2 . ts Method 

Start 628 End 

GI none Score 

Exons 628.. 873 



+ 

1252 

TBLASTX : Soybean 

873 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49576 

105408 

1 

OJ000108_39.0426.C28.ol.tm 

694 

none 

694. .1047, 696. .962, 697. .963 



Seq. ID OJ000108_39.0426.C28 

Strand + 

End 1252 

Method TBLASTX: Maize 

End 1047 

Score 459 



49577 
105409 
1 

OJ000108_39.0426.C29.ol.np 
1 

6983859 
1. .1004 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID OJ000108_39.0426.C29 

Strand + 

End 1013 

Method AAT/NAP 

End 1004 

Score 1267 



49577 

105409 

1 

OJ000108_39.0426.C29.o2.tm 
2 

none 

2. .202, 2. .211, 3. .215 

49577 

105409 

1 

OJ000108_39.0426.C29.ol.tw 
33 

none 

33. .659, 35. .658 

49577 

105409 

1 

OJ000108_39.0426.C29.ol.gs 

105 

none 

105. .1013 



Seq. ID OJ000108_39.0426.C29 

Strand + 

End 1013 

Method TBLASTX : Maize 

End 215 

Score 138 



Seq. ID OJ000108_39. 0426.C29 

Strand + 

End 1013 

Method TBLASTX : Wheat 

End 659 

Score 694 



Seq. ID OJ000108_39.0426.C29 

Strand + 

End 1013 

Method GENS CAN 

End 1013 

Score .46 



Seq. No. 49577 

Gene No. 105409 

Start 1 

Name OJ000108_39 . 0426 . C29 . ol . tm 

Start 216 

GI none 
Exons 



Seq. ID OJ000108_39.0426.C29 

Strand + 

End 1013 

Method TBLASTX : Mai ze 

End 805 

Score 216 



216. .374, 218. .370, 312. .515, 372. .800, 374. .799, 482. .805 



51206 




Seq. No. 


49577 




Seq. ID 


OJ000108_39.0426. 


C29 


Gene No. 


105409 




Strand 


+ 




Start 


1 




End 


1013 




Name 


OJ000108 39.0426.C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


660 




End 


992 




GI 


none 




Score 


336 




Exons 


660. .992, 816. .992 










Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105410 




Strand 


+ 




Start 


303 




End 


1112 




Name 


OJ000108 39.0426.C30.ol 


. gs 


Method 


GENS CAN 




Start 


303 




End 


1112 




GI 


none 




Score 


.47 




Exons 


303. .432, 475. .1112 










Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105411 




Strand 


+ 




Start 


1357 




End 


3084 




Name 


OJ000108 39.0426.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1354 




End 


3084 




GI 


4680179 




Score 


1338 




Exons 


1354. .2421, 2455. .3084 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105411 




Strand 


+ 




Start 


1357 




End 


3084 




Name 


OJ000108 39.0426.C30.o2 


.gs 


Method 


GENSCAN 




Start 


1357 




End 


3064 




GI 


none 




Score 


.81 




Exons 


1357. .2533, 2927. .3064 










Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105411 




Strand 


+ 




Start 


1357 




End 


3084 




Name 


OJ000108 39.0426.C30.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1436 




End 


1778 




GI 


none 




Score 


211 




Exons 


1436. .1468, 1579. .1776, 


1581. , 


.1778 






Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105411 




Strand 


+ 




Start 


1357 




End 


3084 




Name 


OJ000108 39.0426.C30.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1812 




End 


2163 




GI 


none 




Score 


292 




Exons 


1812. .2006, 1813. .2163 










Seq. No. 


49578 




Seq. ID 


OJ000108_39.0426. 


C30 


Gene No. 


105411 




Strand 


+ 




Start 


1357 




End 


3084 




Name 


OJ000108 39.0426.C30.ol 


. tin 


Method 


TBLASTX: Maize 




Start 


1813 




End 


2118 




GI 


none 




Score 


231 




Exons 


1813. .2118, 1827. .1943 











51207 




Seq. No. 


49578 






Seq. ID 


OJ000108_39.0426 


.C30 


Gene No. 


105411 






Strand 


+ 




Start 


1357 






End 


3084 




Name 


OJ000108 39.0426 


.C30 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2446 






End 


2799 




GI 


none 






Score 


189 




Exons 


2446. .2799 












Seq-. No. 


49578 






Seq. ID 


OJ000108_39.0426 


.C30 


Gene No. 


105411 






Strand 


+ 




Start 


1357 






End 


3084 




Name 


OJ000108 39.0426 


,C30.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2482 






End 


2904 




GI 


none 






Score 


166 




Exons 


2482.. 2691, 2538 


. .2690, 


2736. 


.2849, 2737. .2904 




Seq. No. 


49578 






Seq. ID 


OJ000108_39.0426 


.C30 


Gene No. 


105411 






Strand 


+ 




Start 


1357 






End 


3084 




Name 


OJ000108 39.0426 


.C30 .o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2920 






End 


3084 




GI 


none 






Score 


179 




Exons 


2920.. 3084, 2937 


. .3083 










Seq. No. 


49579 






Seq. ID 


OJ000108_39.0426 


.C31 


Gene No. 


105412 






Strand 


+ 




Start 


1 






End 


2241 




Name 


OJ000108 39.0426 


.C31.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


2238 




GI 


4680179 






Score 


3262 




Exons 


1. .2238 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


49579 






Seq. ID 


OJ000108_39.0426 


.C31 


Gene No. 


105412 






Strand 


+ 




Start 


1 






End 


2241 




Name 


OJ000108 39.0426 


.C31.o2 


. t s 


Method 


TBLASTX : Soybean 




Start 


1 






End 


219 




GI 


none 






Score 


269 




Exons 


1..219, 3. .218 












Seq. No. 


49579 






Seq. ID 


OJ000108_39.0426 


.C31 


Gene No. 


105412 






Strand 


+ 




Start 


1 






End 


2241 




Name 


OJ000108 39.0426 


.C31.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


234 




GI 


none 






Score 


295 




Exons 


1..234, 3. .218, 


L0. .228 










Seq. No. 


49579 






Seq. ID 


OJ000108_39.0426 


.C31 


Gene No. 


105412 






Strand 


+ 




Start 


1 






End 


2241 




Name 


OJ000108 39.0426 


.C31.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


7 






End 


300 




GI 


none 






Score 


304 




Exons 


7. .300, 96. .299 













51208 



Seq. No. 49579 Seq. ID 

Gene No. 105412 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C31 . ol . gs Method 

Start 47 End 

GI none Score 

Exons 47.. 2241 



OJ000108_39.0426.C31 
+ 

2241 
GENSCAN 
2241 
.88 



Seq. No. 49579 Seq. ID 

Gene No. 105412 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C31 . o3 . tw Method 

Start 235 End 

GI none Score 

Exons 235.-657, 267.. 656 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX: Wheat 

657 

598 



Seq. No. 49579 Seq. ID 

Gene No. 105412 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C31 . o3 . ts Method 

Start 241 End 

GI none Score 

Exons 241.. 486, 258.. 485 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX : Soybean 

486 

207 



"J Seq. No. 

Gene No. 
CHl Start 
fjj Name 
fli Start 

~Z Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49579 

105412 

1 

OJ000108_39.0426.C31.o2.tm 

306 

none 

306. .656, 307. .660, 307. .669 

49579 

105412 

1 

OJ000108_39.0426.C31.o2.tw 

660 

none 

660. .1223, 691. .1227 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX: Maize 

669 

482 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX: Wheat 

1227 

649 



Seq. No. 49579 Seq. ID 

Gene No. 105412 Strand 

Start 1 End 

Name OJ000108_39 . 0426 . C31 . ol . tc Method 

Start 934 End 

GI none Score 

Exons 934. .1107, 1108. .1251, 1110. .1250 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX -.Cress 

1251 

90 



Seq. No. 49579 Seq. ID 

Gene No. 105412 Strand 

Start 1 End 

Name OJ000108_39 . 042 6 . C31 . ol . ts Method 

Start 1015 End 

GI none Score 

Exons 1015.. 1275, 1020.. 1274, 1139.. 1276 



Seq. No. 



OJ000108_39.0426.C31 
+ 

2241 

TBLASTX : Soybean 

1276 

297 



49579 



Seq. ID OJ000108_39.0426.C31 



51209 






Gene No. 


105412 




Strand 


+ 






Start 


1 




End 


2241 






Name 


OJ000108 39.0426.C31.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


1073 




End 


1365 






GI 


none 




Score 


103 






Exons 


1073. .1261, 1074. .1361, 


1075. 


. 1365 








Seq. No. 


49579 




Seq. ID 


OJ000108_39.0426 


.C31 




Gene No. 


105412 




Strand 








Start 


1 




End 


2241 






Name 


OJ000108 39.0426.C31.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


1234 




End 


1860 






GI 


none 




Score 


708 






Exons 


1234 . . 1860, 1290. . 1748, 


1606. 


.1857 








Seq. No. 


49579 




Seq. ID 


OJ000108 39.0426 


.C31 




Gene No. 


105412 




Strand 


+ 






Start 


1 




End 


2241 






Name 


OJ000108 39.0426.C31.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1414 




End 


2013 






GI 


none 




Score 


231 






Exons 


1414. .1575, 1419. .1577, 


1422 . 


.1568, 1572. .1670, 1572. .1997, 






1573. .2013 










f *\ 


Seq. No. 


49579 




Seq. ID 


OJ000108_39.0426 


.C31 




Gene No. 


105412 




Strand 


+ 




L : i 


Start 


1 




End 


2241 




f Li 


Name 


OJ000108 39.0426.C31.o5. 


tw 


Method 


TBLASTX: Wheat 




fi 


Start 


1860 ~ 




End 


2193 




: , i 


GI 


none 




Score 


292 




w 


Exons 


1860. .2129, 1861. .2193, 


1864 . 


.2172 






I LJ 


Seq. No. 


49580 




Seq. ID 


OJ000108_39.0426 


.C32 




Gene No. 


105413 




Strand 


+ 




f =j 


Start 


35 




End 


2176 




^1 
H 


Name 


OJ000108 39.0426.C32.ol. 


crs 


Method 


GENSCAN 




h =3 


Start 


35 




End 


2176 






GI 


none 




Score 


.8 




E3 


Exons 


35.-243, 308.. 389, 529.. 


575, 


658. .845, 


1302. .2176 






Seq. No. 


49580 




Seq. ID 


OJ000108_39.0426 


.C32 




Gene No. 


105414 




Strand 


+ 






Start 


2919 




End 


3304 






Name 


OJ000108 39.0426.C32.ol. 


gp 


Method 


AAT/GAP 






Start 


2919 


End 


3304 






GI 


uC-osflcyp033a04bl 




Score 


653 






Exons 


2919. .3304 












GI Descrip. 


1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone 


:P0711E10' 








Seq. No. 


49580 




Seq. ID 


OJ000108_39.0426 


.C32 




Gene No. 


105415 




Strand 


+ 






Start 


3972 




End 


5772 






Name 


OJ000108 39.0426.C32.o3. 


np 


Method 


AAT/NAP 






Start 


3972 




End 


5772 






GI 


7523517 




Score 


127 






Exons 


3972..4249, 5741. .5772 











51210 





GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49580 




Seq. ID 


OJ000108 


_39. 


0426. 


C32 




Gene No. 


105415 




Strand 


+ 










otart 


/ z 




hna 


D 1 1 Z 










Name 


OJ000108 39 


.0426.C32.o4 


.np Method 


AAT/NAP 










Start 


4369 




End 


4913 










GI 


6539585 




Score 


151 










Exons 


4369. .4537, 


4838. .4913 














GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49580 




Seq. ID 


OJ000108 


_39. 


0426. 


C32 




Gene No. 


105416 




Strand 


+ 










otart 


COCO 




Lna 


a c\ a a 
bUbb 










Name 


OJ000108 39 


.0426.C32.o5 


.np Method 


AAT/NAP 










Start 


5862 




End 


6066 










GI 


7228456 




Score 


102 










Exons 


5862. .6066 
















GI Descrip. 


(AP001366) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49580 




Seq. ID 


OJ000108 


_39. 


0426. 


C32 




Gene No. 


105416 




Strand 


+ 










btart 


DO DZ 




End 


bU DO 








.= is. 


Name 


OJ000108 39 


.0426.C32.o6 


.np Method 


AAT/NAP 










Start 


5866 




End 


6063 








w 


GI 


5803259 




Score 


100 








[il 


Exons 


5866. .6063 














F; I 
f =| 


GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49580 




Seq. ID 


OJ000108 


_39. 


0426. 


C32 


J 3 


Gene No. 


105417 




Strand 


+ 










Start 






End 


12346 








1 y 


Name 


OJ000108 39 


.0426.C32.o7 


.np Method 


AAT/NAP 








s 


Start 


8496 




End 


12346 










GI 


5852180 




Score 


572 










Exons 


8496. .8553, 


9533. .9650, 


9702. .10113, 10808. .10878, 


12285 


. .12346 


r = 


GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza sativa] 










i *| 


Seq. No. 


49580 




Seq. ID 


OJ000108 


_39. 


0426. 


C32 




Gene No. 


105417 




Strand 


+ 








'1 -i 


Start 


8496 




End 


12346 










Name 


OJ000108 39 


.0426.C32.o4 


. gs Method 


GEN SCAN 










Start 


9695 




End 


11868 










GI 


none 




Score 


.75 










Exons 


9695. .10247 


, 10804. .11451, 11505.. 11612 


, 11715. 


. 11868 





Seq. No. 49580 

Gene No. 105418 

Start 1 

Name OJ000108_39 . 0426 . C32 . ol .np 

Start 1 

GI 5902448 

Exons 1..384 

GI Descrip. (AB030283) orf3 [Oryza sativa] 



Seq. ID OJ000108_39.0426.C32 

Strand 

End 384 

Method AAT/NAP 

End 384 

Score 138 



Seq. No. 
Gene No. 



49580 
105419 



Seq. ID OJ000108_39.0426.C32 
Strand 



51211 




Start 1573 End 6847 

Name OJ000108_39 . 0426 . C32 . o2 . np Method AAT/NAP 

Start 1573 End 6796 

GI 5852180 Score 598 

Exons 1573.. 1995, 2047.. 2164, 3153.. 3223, 6775.. 6796 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 49580 
Gene No. 105419 
Start 1573 

Name OJ000108_39 . 0426 . C32 . o2 

Start 2371 
GI none 

Exons 2371.. 2481, 2593.. 2642, 

5296.. 5419, 5493.. 5585, 
6322.. 6438, 6766.. 6847 



Seq. ID OJ000108_39.0426.C32 
Strand 

End 6847 
.gs Method GENSCAN 

End 6847 

Score . 66 
2899. .2992, 4202. .4268, 4816. .4908, 
5810. .5904, 5931. .6145, 6181. .6227, 



Seq. No. 49580 Seq. ID 

Gene No. 105420 Strand 

Start '7 932 End 

Name OJ000108_39 . 0426 . C32 . o3 . gs Method 

Start 7 932 End 

GI none Score 

Exons 7932.. 7960, 8530.. 8605 



OJ000108_39.0426.C32 

8783 
GENSCAN 
8605 
.49 



Seq. No. 49580 Seq. ID OJ000108_39 . 0426 . C32 

Gene No. 105420 Strand 

Start 7932 End 8783 

Name OJ000108_39. 0426.C32 ,o2 .gp Method AAT/GAP 

Start 8402 End 8783 

GI uC-osflcyp033a04bl Score 659 

Exons 8402.. 8783 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


49581 


Seq. ID 


OJ000108_39.0426 


C33 


Gene No. 


105421 


Strand 






Start 


158 


End 


700 




Name 


OJ000108 39.0426.C33.ol.gs 


Method 


GENSCAN 




Start 


158 


End 


700 




GI 


none 


Score 


.94 




Exons 


158. .700 








Seq. No. 


49582 


Seq. ID 


OJ000108_39.0426 


C38 


Gene No. 


105422 


Strand 


+ 




Start 


1 


End 


433 




Name 


OJ000108 39.0426.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


430 




GI 


6983858 


Score 


669 




Exons 


1. .430 








GI Descrip. 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) 


[Oryza sativa] 




Seq. No. 


49582 


Seq. ID 


OJ000108_39.0426 


C38 


Gene No. 


105422 


Strand 


+ 




Start 


1 


End 


433 




Name 


OJ000108 39.0426.C38.ol.gs 


Method 


GENSCAN 





51212 






Start 


44 


End 


433 




GI 


none 


Score 


.59 




F. von 


44 . .433 








^fan No 


49583 


Sea. ID 


OJ000108 39.0426.C39 




Gene No. 


105423 


Strand 






Start 


1 


End 


797 




Name 


OJ000108 39.0426.C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


797 




GI 


7340881 


Score 


92 




Evon 


1..34, 497. .525, 630. .797 








VJ ,_. _/ ~ ^ O V_- X. _» fc-/ • 


(AP001551) hypothetical protein [Oryza 


sativa ] 




Sea No 


49584 


Seq. ID 


OJ000108 39.0426.C40 




Gene No . 


105424 


Strand 


+ ~ 




Start 


1 


End 


236 




Name 


OJ000108 39.0426.C40.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


236 




GI 


61605 1.R1084 


Score 


441 




F von 


1. .236 










, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, < 


chromosome 4 


, BAC clone : tl7804 1 


r _j 


Seq. No. 


49584 


Seq. ID 


OJ000108_39.0426.C40 




. Gene No. 


105425 


Strand 


+ 




Start 


294 


End 


6535 




Name 


OJ000108 39.0426.C40.ol.gs 


Method 


GENS CAN 


til 


Start 


294 


End 


3073 


Q 


GI 


none 


Score 


.71 


l y 


Exons 


294. .308, 1705. .2072, 2081 


..2207, 2930 


. . 3073 


i J 


Sea No 


49584 


Seq. ID 


OJ000108 39.0426.C40 


nj 


Gene No . 


105425 


Strand 


+ — 


= 


Start 


294 


End 


6535 




Name 


OJ000108 39.0426.C40.o2.np 


Method 


AAT/NAP 




Start 


2952 


End 


6535 


: „ 

T ^ 


GI 


7228457 


Score 


585 


1 ~? 


Evon 


2952.. 3061, 6044.. 6535 










(AP001366) Similar to Sorghum bicolor 


Gvdsv-TvS tvt>e 

\j y K*s v _ y ^ i_» y k*/ %^ 


r ~ 




retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 


™ ~* 




sativa] 








Sea No 


49584 


Seq. ID 


OJ000108 39. 0426.C4 0 




Gene No. 


105426 


Strand 






Start 


837 


* End 


1245 




Name 


OJ000108 39.0426.C40.o2.gp 


Method 


AAT/GAP 




Start 


837 


End 


1245 




GI 


2428185 


Score 


628 




Exons 


837. .1245 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone:tl7804 



Seq. No. 49584 Seq. ID 

Gene No. 105427 Strand 

Start 1381 End 

Name OJ000108_39 . 042 6 . C4 0 . ol . np Method 

Start 1381 End 



OJ000108_39.0426.C40 

2277 

AAT/NAP 

2277 



51213 




o X 


5852178 


Score 


507 








F von 


1381 1475, 1838.. 1945, 1977 


. .2277 












(AL117265) zhb0008 1 fOrvza 


sat iva 1 










Seq. No. 


49584 


Seq. ID 


OJ000108 


_39, 


,0426 


.C40 


Gene No. 


105428 


Strand 










Start 


3818 


End 


6424 








Name 


OJ000108 39.0426.C40 .o2 .as 


Method 


GENSCAN 








Start 


3818 ~~ 


End 


6424 










none 


Score 


.84 










3818. .4251, 5091. .5125, 6348 


. . 6424 










Seq. No. 


49584 


Seq. ID 


OJ000108 


_39, 


,0426 


.C40 


Gene No. 


105428 


Strand 










Start 


3818 


End 


6424 








Name 


OJ000108 39.0426.C40 .ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


6044 ~~ 


End 


6346 








GI 


none 


Score 


248 








F von s 


6044 . . 634 6, 6112 . .6330 












Seq. No. 


49585 


Seq. ID 


OJ000108 


_39. 


.0426- 


.C41 


Gene No. 


105429 


Strand 


+ 








Start 


1173 


End 


2258 










OJ000108 39 0426 C41 ol as 


Method 


GENSCAN 








It a rt 


1173 ~~ 


End 


2258 








rir 

ox 


none 


Score 


.86 








F.von 


1173 1233, 1966.. 2258 












O C ^ . 11U • 


49585 


Seq. ID 


OJ000108 


_39, 


,0426 


.C41 


Gene No . 


105430 


Strand 










Start 


831 


End 


1213 








Name 


OJ000108 39.0426.C41.ol.gp 


Method 


AAT/GAP 








Start 


831 


End 


1213 








GI 


uC-osflcyp033a04bl 


Score 


716 








F.von s 


831. .1213 














' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sat iva genom; 




DNA, chromosome 1, clone : P0711E10 ' 










Seq. No. 


49585 


Seq. ID 


OJ000108 


_39, 


.0426 


.C41 


Gene No. 


105431 


Strand 










Start 


2949 


End 


4429 








Name 


OJ000108 39.0426.C41.o3.tm 


Method 


TBLASTX : 


Maize 




Start 


2944 


End 


3173 








GI 


none 


Score 


40 








F.von 


2944.. 3000, 2976.. 3173, 3067 


. .3162 










Seq. No. 


49585 


Seq. ID 


OJ000108 


_39, 


,0426 


.C41 


Gene No. 


105431 


Strand 










Start 


2949 


End 


4429 








Name 


OJ000108 39.0426.C41.o2.gs 


Method 


GENSCAN 








OLQI L 


2949 


End 


4151 








GI 


none 


Score 


.99 








Exons 


2949. .4151 












Seq. . No. 


49585 


Seq. ID 


OJ000108 


_39. 


.0426 


.C41 


Gene No. 


105431 


Strand 










Start 


2949 


End 


4429 









51214 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000108_39.0426.C41.ol.np 

2952 

6983860 

2952. .4429 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

49585 

105431 

2949 

OJ000108_39.0426.C41.o3.tw 

2997 

none 

2997.. 3329, 3018.. 3326, 3061. 



Method AAT/NAP 

End 4429 

Score 2153 

kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000108_39.0426.C41 
Strand 

End 4429 

Method TBLASTX : Wheat 

End 3330 

Score 123 

3330 



Seq. No. 49585 

Gene No. 105431 

Start 2949 

Name OJ000108_39 . 0426 . C4 1 . ol . tm 

Start 3177 

GI none 

Exons 3177.. 3617, 3192.. 3455, 3193. 
3624. .3773 



Seq. ID OJ000108_39.0426.C41 
Strand 

End 4429 

Method TBLASTX: Maize 

End 3776 

Score 110 

3618, 3615. .3776, 3622. .3768, 



Seq. No. 49585 

Gene No. 105431 

Start 2949 

Name OJ000108_39 . 042 6 . C4 1 . ol . tw 

Start 3330 

GI none 

Exons 3330.. 3956, 3333.. 3551, 3442. 



Seq. ID OJ000108_39.0426.C41 
Strand 

End 4429 

Method TBLASTX : Wheat 

End 3956 

Score 66 
.3900 



Seq. No. 49585 

Gene No. 105431 

Start 2949 

Name OJ000108_39 . 0426.C41 . o2 . tm 

Start 3825 
GI • none ■■'<■ . 

Exons 3825.. 4115, 3829.74116 



Seq. ID OJ000108_39.0426.C41 
Strand 

End 4429 

Method TBLASTX : Mai ze 

End 4116 

Score 208 



Seq. No. 49585 

Gene No. 105431 

Start 2949 

Name OJ000108_39 . 0426 . C41 . ol . ts 

Start 3915 

GI none 

Exons 3915.. 4175, 3916.. 4143 

Seq. No. 49585 

Gene No. 105431 

Start 2949 

Name OJ000108_39. 0426.C41 .ol . tc 

Start 3939 

GI none 

Exons 3939.. 4082, 3940.. 4080, 4083. 



Seq. ID OJ000108_39. 0426.C41 
Strand 

End 4429 

Method TBLASTX : Soybean 

End 4175 

Score 149 



Seq. ID OJ000108_39.0426.C41 
Strand 

End 4429 
Method TBLASTX : Cress 
End 4256 
85 



Score 
,4256 



Seq. No. 



49585 



Seq. ID OJ000108_39.0426.C41 



51215 




Gene No. 


105431 


Strand 






Start 


2949 


End 


4429 




Name 


OJ000108 39.0426.C41.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3963 


End 


4427 




GI 


none 


Score 


306 




Exons 


3963. .4427, 3964. .4413, 3969. 


.4427 






Seq. No. 


49586 


Seq. ID 


OJ000108_39.0426 


.C42 


Gene No. 


105432 


Strand 


+ 




Start 


347 


End 


682 




Name 


OJ000108 39.0426.C42.ol.gs 


Method 


GENSCAN 




Start 


347 


End 


682 




GI 


none 


Score 


.9 




Exons 


347. .516, 561. .682 








Seq. No. 


49587 


Seq. ID 


OJ000108_39.0426 


.C43 


Gene No. 


105433 


Strand 


+ 




Start 


1 


End 


1005 




Name 


OJ000108 39.0426.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1005 




GI 


7452058 


Score 


65 




Exons 


-1..74, 879. .1005 








GI Descrip. 


hypothetical protein T9A14.40 


- Arabidopsis thaliana 






gi I 44 90328 | emb ICAB38610.il (AL035656) 


putative protein 






[Arabidopsis thaliana] gi | 7270859 | emb | CAB80539 . 1 | (AL161594 






thaliana] 




Seq. No. 


49588 


Seq. ID 


OJ000108_39.0426 


.C45 


Gene No. 


105434 


Strand 






Start 


1 


End 


4257 




Name 


OJ000108 39.0426.C45.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4257 




GI 


4680179 


Score 


4985 




Exons 


1..3141, 3175. .4257 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


49588 


Seq. ID 


OJ000108_39.0426 


.C45 


Gene No. 


105434 


Strand 






Start 


1 


End 


4257 




Name 


OJ000108 39.0426.C45.ol.gs 


Method 


GENSCAN 




Start 


32 


End 


4251 




GI 


none 


Score 


.85 




Exons 


32. .2835, 3063. .4251 








Seq. No. 


49588 


Seq. ID 


OJ000108_39.0426 


.C45 


Gene No. 


105435 


Strand 






Start 


4509 


End 


4721 




Name 


OJ000108 39.0426.C45.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


565 




GI 


none 


Score 


239 




Exons 


2. .406, 3. .404, 404. .565, 423 


. .557 






Seq. No. 


49588 


Seq. ID 


' OJ000108_39.0426 


.C45 


Gene No. 


105435 


Strand 






Start 


4509 


End 


4721 




Name 


OJ000108 39.0426.C45.ol.tw 


Method 


TBLASTX: Wheat 




Start 


119 


End 


745 





51216 



GI 


none 




Score 


Exons 


119. .745, 120. .689 






Seq. No. 


49588 




Seq. ID 


Gene No. 






C -1- v o n r\ 


Start 


4509 




End 


Name 


OJ000108 39.0426.C45.o4 


.tm 


Method 


Start 


614 




End 


GI 


none 




Score 


Exons 


614. .904, 618. .905, 739 


. .906 




Seq. No. 


49588 




Seq. ID 


bene wo . 






o Tirana 


Start 


4509 




End 


Name 


OJ000108 39.0426.C45.o2 


.ts 


Method 


Start 


704 




End 


GI 


none 




Score 


Exons 


704. .964, 705. .959 






Seq. No. 


49588 




Seq. ID 


Gene No . 








Start 


4509 




End 


Name 


OJ000108 39.0426.C45.ol 


.tc 


Method 


Start 


728 




End 


GI 


none 




Score 


Exons 


728. .871, 729. .869, 872 


. .1045 




Seq. No. 


49588 




Seq. ID 


Gene No . 






otrana 


Start 


4509 




End 


Name 


OJ000108 39.0426.C45.o2 


.tw 


Method 


Start 


752 




End 


GI 


none 




Score 


Exons 


752. .1288, 753. .1319 






Seq. No. 


49588 




Seq. ID 


Gene No. 






o urana 


Start > 


4509 




End 


Name 


OJ000108 39.0426.C45.o2 


tm 


Method 


Start 


1310 




End 


GI 


none 




Score 


Exons 


1310. .1672, 1319. .1672, 


1413. 


.1673 


Seq. No. 


49588 




Seq. ID 


Gene No. 






Strand 


Start 


4509 




End 


Name 


OJ000108 39.0426.C45.o3 


tw 


Method 


Start 


1322 




End 


GI 


none 




Score 


Exons 


1322.. 1696, 1322.. 1744, 


1323. 


.1712, 1. 


Seq. No. 


49588 




Seq. ID 


Gene No. 


105435 




Strand 


Start 


4509 • 




End 


Name 


OJ000108 39.0426.C45.o3 


ts 


Method 


Start 


1493 




End 


GI 


none 




Score 



291 



4721 

TBLASTX: Maize 

906 

216 



4721 

TBLASTX: Soybean 

964 

148 



4721 

TBLASTX : Cress 

1045 

85 



OJ000108_39.0426.C45 
4721 

TBLASTX: Wheat 

1319 

343 



4721 

TBLASTX: Maize 

1673 

153 



4721 

TBLASTX: Wheat 

1745 

252 



4721 

TBLASTX : Soybean 

1738 

99 



51217 



Exons 



1493.. 1738, 1494.. 1736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49588 

105435 

4509 

OJ000108_39. 

1709 

none 

1709. .2023, 
2079. .2201 



Seq. ID QJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Mai ze 

End 2209 

Score 4 9 . 
1755. .1802, 1830. .1883, 2027. .2101, 2030. .2209, 



0426.C45.o3.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49588 

105435 

4509 

OJ000108_39. 

1747 

none 

1747. .1893, 



0426.C45.o5.tw 



1754.. 2047, 1761. 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Wheat 

End 2047 

Score 240 
.2036 



Seq. No. 
Gene No. 
Start 
Name 
H Start 

Iff Exons 



49588 

105435 

4509 

OJ000108_39. 

1760 

none 

1760. .2119, 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Soybean 

End 2155 

Score 174 
1761. .2036, 2079. .2117, 2123 .. 2155, 2124 .. 2153 



0426.C45.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49588 

105435 

4509 

OJ000108_39. 

2096 

none 

2096. .2578, 



0426.C45.o4.tw 



2139. .2582 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Wheat 

End 2582 

Score 266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49588 

105435 

4509 

OJ000108_39. 

2132 

none 

2132. .2449 



0426.C45.o2.tc 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Cress 

End 2449 

Score 180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49588 

105435 

4509 

OJ000108_39. 

2228 

none 

2228. .2542 



0426.C45.o4.ts 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX : Soybean 

End 2542 

Score 183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49588 

105435 

4509 

OJ000108_39. 

2277 

none 



0426.C45.o5.tm 



Seq. ID OJ000108_39.0426.C45 
Strand 

End 4721 

Method TBLASTX: Maize 

End 2567 

Score 176 



51218 






Exons 


2277. .2567, 


2279. 


.2566 














Seq. No. 


49588 








Seq. ID 


OJ000108 


_39.0426 


.C45 




Gene No. 


105435 








Strand 










Start 


4509 








End 


4721 








Nanie 


OJ000108 39. 


0426. 


C45 ,o7 


. tw 


Method 


TBLASTX: 


Wheat 






Start 


2693 ~ 








End 


3115 








GI 


none 








Score 


69 








Exons 


2693. .2860, 


2748. 


.2861, 


2905. 


.3114, 2906. .3115 








Seq. -No. 


49588 








Seq. ID 


OJ000108 


_39.0426 


.C45 




Gene No. 


105435 








Strand 










Start 


4509 








End 


4721 








Name 


OJ000108 39. 


0426. 


C45.o6 


. tw 


Method 


TBLASTX : 


Wheat 






Start 


3433 ~ 








End 


3784 








GI 


none 








Score 


111 








Exons 


3433. . 3783, 


3590. 


. 3784 














Seq. No. 


49588 








Seq. ID 


OJ000108 


_39.0426 


.C45 




Gene No. 


105435 








Strand 


— 








Start 


4509 








End 


4721 








Name 


OJ000108 39. 


0426. 


C45.o6 


. tm 


Method 


TBLASTX: 


Maize 






Start 


3478 ~ 








End 


3783 








GI 


none 








Score 


90 








Exons 


3478 . . 3783, 


3653. 


. 3769 












[fl 


Seq. No. 


49588 








Seq. ID 


OJ000108 


_39.0426 


.C45 


r lj 


Gene No. 


105435 








Strand 


— 








Start 


4509 








End 


4721 








Name 


OJ000108 39. 


0426. 


C45.o8 


. tw 


Method 


TBLASTX: 


Wheat 






Start 


3818 ~~ 








End 


4044 






fit 


GI 


none 








Score 


117 






S 


Exons 


3818 . .4015, 


3820. 


.4017, 


4024 . 


.4044 








O 


Seq. No. 


49588 








Seq. ID 


OJ000108 


_39.0426 


.C45 




Gene No. 


105435 








Strand 










Start 


4509 








End 


4721 






r *" 


Name 


OJ000108 39. 


0426. 


C45.o2 


. as 


Method 


GENSCAN 






^ J 


Start 


4509 ~ 






End 


4721 






[3 


GI 


none 








Score 


.55 






H 

- 3S* 


Exons 


4509. .4721 


















Seq. No. 


49589 








Seq. ID 


OJ000108 


39.0426 


.C46 




Gene No. 


105436 








Strand 


+ 








Start 


3774 








End 


9264 








Name 


OJ000108 39. 


0426. 


C46.o2 


.np 


Method 


AAT/NAP 








Start 


3774 






End 


9228 








GI 


4539660 








Score 


1841 








Exons 


3774. .3822, 


7790. 


.9228 














GI Descrip. 


(AF061282) polyprotein 


[Sorghum bicolor] 








Seq. No. 


49589 








Seq. ID 


OJ000108 


_39.0426 


.C46 




Gene No. 


105436 








Strand 


+ 








Start. 


3774 








End 


9264 








Name 


OJ000108 39. 


0426. 


C46.o3 


-gs 


Method 


GENSCAN 








Start 


7867 








End 


9264 








GI 


none 








Score 


.97 







51219 



Exons 



7867. .9264 



Seq. No. 49589 

Gene No. 105437 

Start 9771 

Name OJ000108_39 . 0426. C4 6 . o4 .np 

Start 9435 

GI 6063554 

Exons 9435.. 9459, 10013 .. 10231, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10316. .10360, 



OJ000108_39.0426.C46 
+ 

11564 
AAT/NAP 
11564 
174 

11393. . 11564 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No . 


105437 




Strand 


+ 




Start 


9771 




End 


11564 




Name 


OJ000108 39.0426.C46 


. o4 . gs 


Method 


GENSCAN 




Start 


9771 




End 


10840 




GI 


none 




Score 


.53 




Exons 


9771.. 10055, 10076.. 


10257, 


10311. .1048 


9, 10743. .10840 




Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No . 


105437 




Strand 


+ 




Start 


9771 




End 


11564 




Name 


OJ000108 39.0426.C46 


. o 1 . gp 


Method 


AAT/GAP 




Start 


10945 




End 


11325 




GI 


2427387 




Score 


510 




Exons 


10945. .11325 










GI Descrip. 


5852170/emb|AL117265 


. 1IOST17804 3.0e-94 Oryza sativa 






indica(GLA4) genomic 


DNA, 


chromosome 4 


, BAC clone:tl7804 




Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105438 




Strand 


+ 




Start 


14072 




End 


17262 




Name 


OJ000108 39.0426.C46 


. 06 . gs 


Method 


GENSCAN 




Start 


14072 




End 


17262 




GI 


none 




Score 


.58 




Exons 


14072. .14122, 14219. 


.14717 


, . 15028. . 15575, 15771. .15936, 






16042. .16190, 16576. 


.17262 








Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105439 




Strand 


+ 




Start 


21703 




End 


22795 




Name 


OJ000108 39.0426.C46 


. 08 . np 


Method 


AAT/NAP 




Start 


21703 




End 


22795 




GI 


4680186 




Score 


362 




Exons 


21703. .21756, 22595. 


.22795 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 





Seq. No. 49589 Seq. ID 

Gene No. 105440 Strand 

Start 305 End 

Name OJ000108_39 . 0426 . C4 6 . ol . gs Method 

Start 305 End 

GI none Score 

Exons 305.. 991, 2661.. 2663 



OJ000108_39.0426.C46 

2663 
GENSCAN 
2663 
.94 



51220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 49589 

Gene No. 105441 

Start 3384 . 

Name OJ000108_39 . 0426.C4 6 . o2 . gs 

Start 3384 

GI none 
Exons 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 11317 

Method GENSCAN 

End 7 68 6 

Score .72 



3384. .3561, 3615. .3796, 3817. .3994, 4679. .7686 



49589 
105441 
3384 

OJ000108_39.0426.C4 6.ol.np 
4621 
4680179 
4621.. 7772, 10056.. 10125 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 11317 

Method AAT/NAP 

End 10125 

Score 4535 



49589 

105441 

3384 

OJ000108_39.0426.C4 6.o3.np 

8529 

5852179 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 11317 

Method AAT/NAP 

End 11317 

Score 259 



8529. .8575, 9976. .10208, 10283 .. 104 96, 11297. .11317 
(AL117265) zhb0009.1 [Oryza sativa] 



49589 

105442 

17661 

OJ000108_39.0426.C4 6.o6.tw 

4666 

none 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 9216 

Score 82 



4666. .4998, 4687. .4848, 4718. .4999, 8883. .9164, 8884. .9216, 
9034. .9165 



Seq. No. 49589 

Gene No. 105442 

Start 17661 

Name OJ000108_39.0426.C.4 6.ol. tm 

Start 4861 

GI none 
Exons 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Mai ze 

End 9021 

Score 98 



4861. .5286, 4862. .5059, 5041. .5127, 5123. .5287, 5284. .5445, 
5291. .5446, 8436. .8591, 8437. .8598, 8595. .8756, 8596. .9021, 
8823. .9020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



49589 

105442 

17661 

OJ000108_39.0426.C4 6.ol.tw 

4999 

none 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 18365 

Score 44 



4999..S625, 5000. .5059, 5041. .5568, 5120. .5623, 8257. .8883, 
8316.. 8762, 8320.. 8841, 18000.. 18365 



49589 

105442 

17661 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 



51221 



Name 


OJ000108 39. 


0426. 


C46.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5494 








End 


8388 


GI 


none 








Score 


301 


Exons 


5494. .5784, 


5498. 


.5785, 


8097. 


.8384, 8097. .8384, 8098. .8388, 




8098. .8385 












Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


- 17661 








End 


23168 


Name 


OJ000108 39. 


0426. 


C46.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5584 








End 


8299 


GI 


none 








Score 


188 


Exons 


5584. .5844, 


5585. 


.5833, 


8038. 


.8298, 8049. .8297, 8050. .8298, 




8102. .8299 












Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


17661 








End 


23168 


Name 


OJ000108 39. 


0426. 


C46.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


5608 








End 


8274 


GI 


none 








Score 


87 


Exons 


5608. .5751, 


5609. 


.5749, 


5752. 


.5934, 7948. .8130, 8131. .8274, 




8133. .8273 












Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


17661 








End 


23168 


Name 


OJ000108 39. 


0426. 


C4 6.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5631 








End 


18653 


GI 


none 








Score 


137 


Exons 


5631. .5885, 


5632. 


.6171, 


5636. 


.6007, 7768. .8250, 7875. .8246, 




18534. .18653 










Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


17661 








End 


23168 


Name 


OJ000108 39. 


0426. 


C4 6.o2 


tm 


Method 


TBLASTX: Maize 


Start 


6199 








End 


' 6552 


GI 


none 








Score 


97 


Exons 


6199. .6552, 


6206. 


.6349, 


6214. 


.6501, 6467. .6547 


Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


17661 








End 


23168 


Name 


OJ000108 39. 


0426. 


C46.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


6199 








End 


6624 


GI 


none 








Score 


214 


Exons 


6199. .6549, 


6199. 


. 6624, 


6206. 


.6622 




Seq. No. 


49589 








Seq. ID 


OJ000108_39.0426.C46 


Gene No. 


105442 








Strand 




Start 


17661 








End 


23168 


Name 


• OJ000108 39. 


0426. 


C46.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


6370 








End 


6618 


GI 


none 








Score 


200 


Exons 


6370. .6618 













51222 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



:~ Seq. No. 

* n Gene No. 

ly Start 

O Name 

| J Start 

■A GI 

lf z Exons 

= Seq. No. 
£3 Gene No. 
Q Start 
1 1 Name 
? r Start 
W GI 
O Exons 
r ~b 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49589 

105442 

17661 

OJ000108_39. 

6559 

none 

6559. .6891, 

49589 

105442 

17661 

OJ000108_39. 

6625 

none 

6625. .6888, 

49589 

105442 

17661 

OJ000108_39. 

6640 

none 

6640. .6891, 
6956. .6997, 

49589 

105442 

17661 

OJ000108_39. 

6946 

none 

6946.-7389, 

49589 

105442 

17661 

OJ000108_39. 

6976 

none 

6976. .7458, 

49589 

105442 

17661 

OJ000108_39. 

7108 

none 

7108. .7389 

49589 

105442 

17661 

OJ000108_39. 

7396 

none 

7396. .7587, 



0426.C46.o5.tm 



6560. .6838 



0426.C46.o5.tw 



6626. .6886 



0426.C46.ol.ts 



6643. .6792, 6746. 
7003.. 7035, 7003. 



0426.C46.o4.tm 
6956. .7393 

0426.C46.o4. tw 
7019. .7399 

0426.C46.o7.ts 



0426.C46.o7.tm 



7454. .7549 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Maize 

End 6891 

Score 71 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 6888 

Score 179 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Soybean 

End 7035 

Score 62 

.6883, 6856. .6900, 6946. .6999, 
.7035 

Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Mai ze 

End 7393 

Score 117 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Wheat 

End 7458 

Score 277 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX : Soybean 

End 7389 

Score 193 



Seq. ID OJ000108_39.0426.C46 
Strand 

End 23168 

Method TBLASTX: Maize 

End 7587 

Score 94 



51223 




Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108 39.0426.C46 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


7462 




End 


7767 




GI 


none 




Score 


67 




Exons 


7462.. 7578, 7463.. 7540, 7603 


..7767, 7640. .7708 




Seq. No. 


49589 




Seq. ID 


OJ000108_39 .0426. 


C46 


Gene. No. 


105442 




Strand 






Start 


1 / obi 




End 


23168 




Name 


OJ000108 39.0426.C46 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


17650 




End 


17900 




GI 


none 




Score 


46 




Exons 


17650 ..17 688, 17655. 


.17900, 


17761. .17E 


198 




Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108 39.0426.C46 


. o5.np 


Method 


AAT/NAP 




Start 


17661 




End 


23168 




GI 


4544372 




Score 


574 




Exons 


17661. .18852, 23077. 


.23168 








GI Descrip. 


(AC006920) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 










Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108_39. 0426.C4 6 


. o7 ,gs 


Method 


GENS CAN 




Start 


17778 




End 


21572 




GI 


none 




Score 


.62 




Exons 


17778. .19066, 19582. 


.19735, 


19920. .21088, 21392.. 21572 




Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108_39. 042 6.C4 6 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


18444 




End 


18725 




GI 


. none 




Score 


70 




Exons 


18 444.. 18725, 18445. 


.18537 








Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108 39.0426.C46 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


18474 




End 


18806 




GI 


none 




Score 


215 




Exons 


18474. .18806 










Seq. No. 


49589 




Seq. ID 


OJ000108_39.0426. 


C46 


Gene No. 


105442 




Strand 






Start 


17661 




End 


23168 




Name 


OJ000108 39.0426.C46 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


19442 




End 


19843 




GI 


none 




Score 


213 




Exons 


19442. .19843 











51224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49589 Seq. ID OJ000108_39 . 0426 . C4 6 

105442 Strand 

17661 End 23168 

OJ000108_39.0426.C4 6.o2.gp Method AAT/GAP 

22347 End 22728 

uC-osflcyp033a04bl Score 683 

22347. .22728 

' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 49590 Seq. ID 

Gene No. 105443 Strand 

Start 71 End 

Name OJ000108_39 . 0426 . C47 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 644 



OJ000108_39.0426.C47 
+ 

644 

GENSCAN 

644 

.84 



Seq. No. 49590 Seq. ID 

Gene No. 105444 Strand 

Start 1781 End 

Name OJ000108_39 . 0426 . C47 . o2 . gs Method 

Start 1781 End 

GI none Score 

Exons 1781.. 2125 



OJ000108_39.0426.C47 
+ 

2125 
GENSCAN 
2125 
.8 



Seq. No. 49590 Seq. ID 

Gene No. 105445 Strand 

Start 2778 End 

Name OJ000108_39 . 0426 . C47 . o3 . gs Method 

Start 2778 End 

GI none Score 

Exons 2778.. 2838, 3147.. 3664 



OJ000108_39.0426.C47 
+ 

3664 
GENSCAN 
3664 
.92 



Seq. No. 49590 Seq. ID 

Gene No. 10544 6 Strand 

Start 5440 End 

Name OJ000108_39 . 0426 . C47 . o4 . gs Method 

Start 5440 End 

GI none Score 

Exons 5440.. 5521, 6466.. 7084, 7773.-7779 



OJ000108_39.0426.C47 
+ 

7779 
GENSCAN 
7779 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49590 Seq. ID 

105447 Strand 

1 End 

OJ000108_39.0426.C47.ol.np Method 

1 End 

7228457 Score 



OJ000108_39.0426.C47 

10299 
AAT/NAP 
10299 
2266 



1..169, 459. .567, 8199. .8419, 8542. .9357, 9421. .10299 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



49590 

105447 

1 



Seq. ID 

Strand 

End 



OJ000108 39.0426.C47 



10299 



51225 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000108_39 . 0426 . C47 . o2 . tm Method TBLASTX: Maize 
1719 End 2041 

none Score 50 

1719. .1772, 1777. .1977, 1812. .1976, 1981. .2031, 1982. .2041 



49590 
105447 
1 

OJ000108_39.0426.C47.o5.tw 
1722 
none 



Seq. ID OJ000108__39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Wheat 

End 2098 

Score 58 

1722. .1781, 1783. .1962, 1812. .1973, 1857. .1985, 1981. .2034, 
1982.. 2092, 1982.. 2098 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49590 

105447 

1 

OJ000108_39.0426.C47.o4.tw 

3184 

none 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Wheat 

End 3792 

Score 97 

3184. .3411, 3185. .3586, 3195. .3233, 3217. .3294, 3364. .3465, 
3589.. 3636, 3667.. 3792 



49590 
105447 
1 

OJ000108_39.0426.C47.ol.gp 
5862 

101153_1.R1084 
5862.. 6093, 6554.. 6596 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method AAT/GAP 

End 6596 

Score 391 



49590 

105447 

1 

OJ000108_39 . 0426 . C47 . o5 . gs 

7950 

none 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method GENSCAN 

End 10199 

Score .69 



7950. .7958, 8182. .8386, 8666. .8847, 9046. .9357, 9436. .9597, 
9643. .10199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49590 

105447 

1 

OJ000108_39.0426.C47.o3.tw 

8393 

none 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Wheat 

End 8778 

Score 105 



8393.-8584, 8394. .8558, 8566. .8610, 8616. .8771, 8635. .8778, 
8636. .8773 



Seq. No. 49590 

Gene No. 105447 

Start 1 

Name OJ000108_39 . 0426.C47 . o3 . tm 

Start 8471 

GI none 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Maize 

End 8835 

Score 92 



51226 



Exons 



8471. .8581, 8636. .8785, 8638. .8835 



Seq. No. 49590 

Gene No. 105447 

Start 1 

Name OJ000108_39. 0426 . C47 . ol . tm 

Start 8863 

GI none 

Exons 8863.. 9165, 8863.. 9219, 8873. 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX: Maize 

End 9219 

Score 112 
.9184 



Seq. No. 49590 

Gene No. 105447 

Start 1 

Name OJ000108_39. 0426 . C47 . o2 . tw 

Start 8887 

GI none 

Exons 8887.. 9228, 8888.. 9226 

Seq. No. 49590 

Gene No. 105447 

Start 1 

Name OJ000108_39 . 0426 . C47 . ol . ts 

Start 8944 

? a GI none 

k i Exons 8944.. 9078, 9085.. 9309 

W 

Seq. No. 49590 

fy Gene No. 105447 

r3 Start 1 

Name OJ000108_39. 0426 . C47 . ol . tw 

Start 9229 

GI none 

ill Exons 9229.. 9480, 9233.. 9394, 9381, 

= 9815. .9988 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Wheat 

End 9228 

Score 268 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Soybean 

End 9309 

Score 119 



Seq. ID OJ000108_39.0426.C47 
Strand 

End 10299 

Method TBLASTX : Wheat 

End 9988 

Score 170 
.9443, 9457. .9987, 9476. .9793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49591 

105448 

57 

OJ000108_39.0426.C4 9.ol.np 
57 

6983860 
57. .862 

(AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 

49591 

105448 

57 

OJ000108_39.0426.C4 9.o2.tw 

102 

none 

102. .434, 123. .422, 166. .435 



Seq. ID OJ000108_39.0426.C49 

Strand 

End 8 62 

Method AAT/NAP 

End 8 62 



Score 



1080 



kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000108_39.0426.C49 

Strand 

End 8 62 

Method TBLASTX : Wheat 

End 4 35 

Score 107 



Seq. No. 49591 

Gene No. 105448 

Start 57 

Name OJ000108_39. 0426.C4 9.ol .gs 



Seq. ID OJ000108_39.0426.C49 

Strand 

End 8 62 

Method GENSCAN 



51227 




Start 


273 




End 


693 




GI 


none 




Score 


. 91 




Exons 


273. . 693 










Sea. No. 


49591 




Seq. ID 


OJ000108 39 0426 


.C49 


Gene No. 


105448 




Strand 






Start 


57 




End 


862 




Name 


OJ000108 39.0426.C49.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


282 




End 


861 




GI 


none 




Score 


132 




Exons 


282. .692, 297. .560, 298 


. . 693, 


655 . . 699, 


692 . . 856, 707 . . 


856, 




715. .861, 715. .861 










Seq. No. 


49591 




Seq. ID 


OJ000108_39.0426 


,C49 


Gene No. 


105448 




Strand 






Start 


57 




End 


862 




Name 


OJ000108 39.0426.C4 9.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


435 ~~ 




End 


861 




GI 


none 




Score 


125 




Exons 


43S..689, 547. .687, 695 


. . 757, 


701 . .844, 


739. . 861, 741 . . 


845 


Seq. No. 


49592 




Seq. ID 


OJ000108 39.0426 


.C50 


Gene No. 


105449 




Strand 


+ ~~ 




Start 


4399 




End 


6069 




Name 


OJ000108 39.0426.C50.o3 


.np 


Method 


AAT/NAP 




Start 


4399 




End 


6069 




GI 


5852180 




Score 


604 




Exons 


4399. .4452, 5432. .5550, 


5602. 


. 6069 






GI DescriD. 


(AL117265) zhbOOOlO.l [Oryza 


s at iva 1 






Seq. No. 


49592 




Seq. ID 


OJ000108 39 0426 


.C50 


Gene No. 


105450 




Strand 






Start 


1 




End 


2383 




Name 


OJ000108 39.0426.C50.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2383 




GI 


4680179 




Score 


2238 




Exons 


1..1264, 1298. .2383 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


49592 




Seq. ID 


OJ000108_39.0426 


. C50 


Gene No. 


105450 




Strand 






Start 


1 




End 


2383 




Name 


OJ000108 39.0426.C50.ol 


.gs 


Method 


GENSCAN 




Start 


32 




End 


2380 




GI 


none 




Score 


.74 




Exons 


32. .565, 629. .972, 1186 


. .1255 


, 1261. .1459, 1524. .1948, 






2009. .2380 










Seq. No. 


49592 




Seq. ID 


OJ000108_39.0426 


.C50 


Gene No. 


105451 




Strand 






Start 


2863 




End 


5997 




Name 


OJ000108 39.0426.C50.o3 


.tw 


Method 


TBLASTX: Wheat. 




Start 


1 




End 


169 




GI 


none 




Score 


125 




Exons 


1..168, 2. .169, 54. .158 










Seq. No. 


49592 




Seq. ID 


OJ000108_39.0426 


.C50 



51228 



Gene No. 105451 

Start 2863 

Name OJ000108_39 . 0426 .C50 . ol . ts 

Start 2 

GI none 

Exons 2.. 241, 3.. 158, 5.. 241, 239.. 

Seq. No. 49592 

Gene No. 105451 

Start 2863 

Name OJ000108_39 . 0426 . C50 . o3 . tm 

Start 2 

GI none 

Exons 2.. 163, 3.. 158, 11.. 163 

Seq. No. 49592 

Gene No. 105451 

Start. 2863 

Name OJ000108_39 . 0426 . C50 . ol . tm 

Start 164 

GI none 

Exons 164.. 595, 201.. 365, 377.. 556 

1 Seq. No. 49592 
Z s Gene No. 105451 
Z Start 2863 

I! Name OJ000108_39 . 0426 . C50 . ol . tw 

LJ Start 218 

3 GI none 

j Exons 218.. 595, 276.. 704, 650.. 700 

t Seq. No. 49592 

y Gene No. 105451 

Start 2863 

3 Name OJ000108_39.0426.C50.o2.tw 

j Start 912 

2 GI none 

~ Exons 912.. 1013, 1781.. 2140, 1782.. 

3 Seq. No. 49592 
3 Gene No. 105451 

Start 2863 

Name OJ000108_39. 0426.C50.o2 . tm 

Start 1595 

GI none 

Exons 1595.. 1900, 1770.. 1886 

Seq. No. 49592 

Gene No. 105451 

Start 2863 

Name OJ000108_39 . 0426 . C50 . o2 . gs 

Start 2863 

GI none 

Exons 2863.-3438, 4514.. 4609, 5526. 

Seq. No. 49592 

Gene No. 105451 



Strand 
End 

Method 
End 
Score 
277 



5997 

TBLASTX: Soybean 

277 

105 



Seq. ID OJ000108_39.0426.C50 
Strand 

End 5997 

Method TBLASTX: Maize 

End 163 

Score 105 



Seq. ID OJ000108_39.0426.C50 
Strand 

End 5997 

Method TBLASTX : Mai ze 

End 595 

Score 50 



Seq. ID OJ000108_39. 0426.C50 
Strand 

End 5997 

Method TBLASTX : Wheat 

End 704 

Score 239 



Seq. ID OJ000108_39.0426.C50 
Strand 

5997 

TBLASTX: Wheat 
2141 
128 



End 

Method 
End 
Score 
2141 



Seq. ID OJ000108_39. 0426.C50 
Strand 

End 5997 

Method TBLASTX : Maize 

End 1900 

Score 91 



Seq. ID OJ000108_39.0426.C50 
Strand 

End 5997 

Method GENSCAN 

End 5997 

Score . 64 
.5594, 5758.-5997 

Seq. ID OJ000108_39.0426.C50 
Strand 



51229 



Start 2863 End 5997 

Name OJ000108_39 . 0426 . C50 . ol . gp Method AAT/GAP 

Start 4300 End 4682 

GI uC-osflcyp033a04bl Score 612 

Exons 4300.. 4682 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000108_39.0426.C51 
+ 

2594 
AAT/NAP 
1696 
765 



Seq. No. 49593 Seq. ID 

Gene No. 105452 Strand 

Start 64 4 End 

Name OJ000108_39 . 0426 . C51 . ol . np Method 

Start 644 End 

GI 6721561 Score 

Exons 644. .728, 799.. 857, 934.. 1696 

GI Descrip. (AP001073) EST AU082058 (C12 976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 49593 

Gene No. 105452 

Start 644 

Name OJ000108_39 . 0426 . C51 . ol . gs 

Start 717 

GI none. 

Exons 717. .728, 799. .857, 934. .1273, 1310. 
2101.. 2313, 2356.. 2594 



Seq. ID' OJ000108 39.0426.C51 



Strand 
End 

Method 
End 
Score 



+ 

2594 
GENSCAN 
2594 
.56 

1634, 1799.. 1975, 



Seq. No. 49594 Seq. ID OJ000108 

Gene No. 105453 Strand + 

Start 3123 End 5315 

Name OJ000108_39 . 0426 . C52 . o3 . np Method AAT/NAP 

Start 3123 End 5315 

GI 7489805 Score 585 

Exons 3123.. 3330, 
GI Descrip. polyprotein 



39.0426.C52 



4342. .5315 

- maize retrotransposon Cinful-1 



gi I 42063061 gb|AAD11615. 1| (AF049110) prpol [Zea mays] 



Seq. No. 49594 Seq. ID 

Gene No. 105453 Strand 

Start 3123 End 

Name OJ000108_39 . 0426 . C52 . o2 . np Method 

Start 3971 End 

GI 4378066 Score 

Exons 3971.. 4030, 4316.. 5315 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ000108_39.0426.C52 
+ 

5315 
AAT/NAP 
5315 
568 



Seq. No. 49594 Seq. ID 

Gene No. 105454 Strand 

Start 1 End 

Name OJ000108_39 . 0426. C52 . ol . np Method 

Start 1 End 

GI 7228457 Score 



OJ000108_39. 0426.C52 
248 

AAT/NAP 

248 

182 



51230 



Exons 1..248 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 49594 

Gene No. 105454 

Start 1 

Name OJ000108_39 . 0426. C52 . ol . gs 

Start 73 

GI none 

Exons 73.. 212 



Seq. ID OJ000108_39.0426.C52 
Strand 

End 248 

Method GENSCAN 

End 212 

Score . 61 



Seq. No. 49594 

Gene No. 105455 

Start 4379 

Name OJ000108_39 . 0426 . C52 . o2 . tw 

Start 4379 

GI none 
Exons 



Seq. ID OJ000108_39.0426.C52 
Strand 

End 4732 

Method TBLASTX : Wheat 

End 4732 

Score 57 



4379. .4477, 4382. .4459, 4511. .4732, 4592. .4714, 4627. .4731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



r ~ Seq. No. 
^3 Gene No. 
□ Start 
[3 Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



49594 

105456 

4937 

OJ000108_39.0426.C52.ol.tw 

4937 

none 



Seq. ID OJ000108_39.0426.C52 
Strand 

End 5315 

Method TBLASTX: Wheat 

End 5313 

Score 54 



4937. .5035, 5047. .5313, 5049. .5306, 5179. .5265 



Seq. No. 49594 

Gene No. 105456 

Start 4937 

Name OJ000108_39 . 0426.C52 . ol . tm 

Start 5064 

GI none 
Exons 



Seq. ID OJ000108_39.0426.C52 
Strand 

End 5315 

Method TBLASTX : Mai ze 

End 5315 

Score 301 



5064.. 5315, 5065.. 5313, 5193.. 5315 



49595 
105457 
422 

OJ000108_39.0426.C53.ol.gs 
422 
none 

422. .492, 750. .784, 2195. .2368 



Seq. ID OJ000108_39.0426.C53 
Strand + 
End 2368 
Method GENSCAN 
End 2368 
Score " .89 



Seq. No. 49596 

Gene No. 105458 

Start 1 

Name OJ000308_21.0417.Cl.ol.np 

Start 1 

GI 4680203 

Exons 1..94, 596.. 2787 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000308_21.0417.C1 
Strand + 

2787 
AAT/NAP 
2787 
1680 



End 

Method 

End 

Score 



49596 

105458 

1 



Seq. ID OJ000308_21.0417.C1 
Strand + 
End 2787 



51231 



Name OJ000308_21 . 0417 . CI . ol . gp Method AAT/GAP 

Start 103 End 728 

GI . 2310235 Score 297 

Exons 103.. 140, 589.-728 

GI Descrip. 5852182/emb I CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49596 

105458 

1 

OJ000308_21.0417.Cl.ol.gs 

826 

none 



Seq. ID OJ000308_21.0417.C1 

Strand + 

End 2787 

Method GENSCAN 

End 2 683 

Score .41 



826. .1048, 1229. .1401, 1450. .1655, 1706. .1898, 2081. .2683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49596 

105459 

2428 

OJ000308_21.0417.Cl.o3.tw 

895 

none 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 

Method TBLASTX : Wheat 

End 1291 

Score 93 



895. .1047, 971. .1033, 1030. .1281, 1031. .1273, 1038. .1280, 
1049. .1291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49596 

105459 

2428 

OJ000308_21.0417.Cl.ol.ts 

1212 

none 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 

Method TBLASTX : Soybean 

End 1641 

Score 104 



1212. .1295, 1213. .1287, 1288. .1350, 1372. .1641, 1399. .1431, 
1477. .1623 



?=3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49596 

105459 

2428 

OJ000308_21.0417.Cl.ol.tc 

1374 

none 



49596 

105459 

2428 

OJ000308_21.0417.Cl.ol.tm 

1486 

none 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 

Method TBLASTX : Cress 

End 1689 

Score 268 



1374. .1526, 1381. .1689, 1584. .1661 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 * 

Method TBLASTX: Maize 

End 1766 

Score 207 



1486. .1689, 1509. .1688, 1683. .1766 



Seq. No. 49596 

Gene No. 105459 

Start 2428 

Name OJ000308_2 1 . 04 17 . CI . o2 . tw 

Start 1509 

GI none 
Exons 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 

Method TBLASTX : Wheat 

End 17 95 

Score 268 



1509. .1688, 1510. .1689, 1682. .1777, 1682. .1795, 1683. .1781, 
1690. .1782 



51232 



Seq. No. 49596 

Gene No. 105459 

Start 2428 

Name OJ000308_21 . 0417 . CI . ol . tw 

Start 1838 

GI none 
Exons 



Seq. ID OJ000308_21.0417.C1 
Strand 

End 2871 

Method TBLASTX : Wheat 

End 2733 

Score 7 6 



1838. .2026, 1841. .2047, 1884. .2048, 2083. .2319, 2084. .2335, 
2328.-2369, 2330. .2374, 2377. .2472, 2381. .2440, 2446.-2559, 
2447. .2560, 2572. .2643, 2573. .2641, 2641. .2733, 2667. .2732 



fit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49596 Seq. ID OJ000308_21 . 04 17 . CI 

105459 Strand 

2428 End 2871 

OJ000308_21 . 0417 . CI . o3 . gp Method AAT/GAP 

2428 End 2871 

LIB3431-028-P1-N1-A10 Score 761 

2428. .2773, 2801. .2871 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



49597 Seq. ID 

105460 Strand 
6525 End 
OJ000308_21 . 0417 . C2 . o2 . gp Method 
6525 End 
uC-osf Icyp033a04bl Score 
6525. .6907 

■6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000308_21.0417.C2 
+ 

6907 
AAT/GAP 
6907 
656 



49597 

105461 

8380 

OJ000308_21.0417.C2.ol.np 

8380 

4680204 



Seq. ID OJ000308_21.0417.C2 



Strand 
End 

Method 

End 

Score 



+ 

12022 
AAT/NAP 
12022 
913 



8380. .9815, 9911. .10934, 11041 .. 11214 , 11309 .. 11439, 
11788. .12022 



Q GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 49597 Seq. ID 

Gene No. 1054 62 Strand 

Start 15165 End 

Name OJ000308_21 . 0417 . C2 . o3 . gp Method 

Start 14987 End 

GI uC-osflcyp033a04bl Score 

Exons 14987. .15368 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000308_21.0417.C2 
+ 

15845 
AAT/GAP 
15368 
667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49597 

105462 

15165 

OJ000308 

15165 

none 



21.0417.C2.o5.gs 



Seq. ID OJ000308_21.0417.C2 

Strand + 

End 15845 

Method GENSCAN 

End 15845 

Score .83 



51233 



Exons 


15165. .15240, 15808 


. .15845 










Seq. No. 


49597 




Seq. ID 


OJ000308_ 


21.0417 


.C2 


Gene No. 


105463 




Strand 


+ 






Start 


17135 




End 


17914 






Name 


OJ000308 21. 0417. C2 


.06. gs 


Method 


GENS CAN 






Start 


17135 




End 


17914 






GI 


none 




Score 


.65 






Exons 


17135. .17195, 17787 


. .17914 










Seq. No. 


49597 




Seq. ID 


OJ000308_ 


21.0417 


.C2 


Gene No. 


105464 




Strand 








Start 


14920 




End 


27894 






Name 


OJ000308 21. 0417. C2 


. o2 . np 


Method 


AAT/NAP 






Start 


14920 




End 


19962 






GI 


4680186 




Score 


377 






Exons 


14920. .15120, 15957 


. .16018, 


19913. .19962 






GI Descrip. 


(AF111709) unknown 


[Oryza sativa subsp 


. indica] 






Seq. No. 


49597 




Seq. ID 


OJ000308_ 


21.0417 


.C2 


Gene No. 


105464 




Strand 








Start 


14920 




End 


27894 






Name 


OJ000308_21.0417.C2 


. o7.gs 


Method 


GENSCAN 






Start 


19685 




End 


27894 






GI 


none 




Score 


.41 






Exons 


19685. .20214, 20372 


. .20438, 


21360. .21410, 21446. 


.21693, 






21742. .21857, 22042 


. .22138, 


23386. .23641, 24404. 


.24536, 






24564. .25205, 25849 


. .25957, 


25984. .26083, 26250. 


.26446, 






27834. .27894 












Seq. No. 


49597 




Seq. ID 


OJ000308_ 


21.0417 


.C2 


Gene No. 


105464 




Strand 








Start 


14920 




End 


27894 






Name 


OJ000308 21. 0417. C2 


. o3 .np 


Method 


AAT/NAP 






Start 


21051 




End 


21925 






GI 


629693 




Score 


279 






Exons 


21051. .21755, 21855 


. .21925 










GI Descrip. 


probable integrase 


- common 


tobacco (fragment) 







gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



49597 Seq. ID 

105464 Strand 

14920 End 

OJ000308_21 . 04 17 . C2 . o4 . np Method 

21850 End 

7248394 Score 



OJ000308_21.0417.C2 

27894 
AAT/NAP 
26573 
266 



21850. .22214, 22607 .. 22940, 26551.. 26573 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 49597 

Gene No. 105465 

Start 28509 

Name OJ000308 21 . 0417 . C2 . o2 . tw 



Seq. ID OJ000308_21.0417.C2 
Strand 

End 30550 

Method TBLASTX : Wheat 



51234 



Start 


9025 


End 


9426 




GI 


none 


Score 


218 




Exons 


9025.. 9261, 9025.. 9219, 9126 


..9266, 9309. .9425, 9331. .9426 


Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


. C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21.0417.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


9442 


End 


10123 




GI 


none 


Score 


56 




Exons 


9442.. 9507, 9747.. 9821, 9904 


..9996, 9905.-. 10123, 10087. 


.10 


Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


. C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21.0417.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


21386 


End 


21685 




GI 


none 


Score 


190 




Exons 


21386. .21685 








Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


. C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21 .0417 ,C2 .08 .gs 


Method 


GENS CAN 




Start 


28509 


End 


30233 




GI 


none 


Score 


.61 




Exons 


28509. .28616, 28 666 .. 28809, 


30100. .30233 




Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


. C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21.0417.C2.o5.np 


Method 


AAT/NAP 




Start 


29968 


End 


30550 




GI 


2443320 


Score 


912 




Exons 


29968 . .30550 








GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


.C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21.0417.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


29978 


End 


30412 




GI 


none 


Score 


96 




Exons 


29978. .30199, 29983. .30228, 


30007. .30225, 30235 .. 30411, 






30266. .30412 








Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


.C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 




Name 


OJ000308 21.0417.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


30007 


End 


30495 




GI 


none 


Score 


335 




Exons 


30007. .30495, 30008 .. 30427 , 


30031. .3048 9, 30162. .304 94 




Seq. No. 


49597 


Seq. ID 


OJ000308_21.0417 


,C2 


Gene No. 


105465 


Strand 






Start 


28509 


End 


30550 





51235 




Name 


OJ000308 21. 0417. C2 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


30106 




End 


30405 




GI 


none 




Score 


161 




Exons 


30106. .30210, 30232 


. .30405 








Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105466 




Strand 


+ 




Start 


3203 




End 


3534 




Name 


OJ000308 21. 0417. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


3203 




End 


3534 




GI 


4715611 




Score 


616 




Exons 


3203. .3534 










Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105467 




Strand 






otart 


1 




End 


6712 




Name 


OJ000308 21. 0417. C3 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


6712 




GI 


2443320 




Score 


1423 




Exons 


1..493, 6083.. 6712 










GI Descrip. 


(D85597) polyprotein [Oryza australiensis] 




Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105467 




Strand 






Start 


1 




End 


6712 




Name 


OJ000308 21. 0417. C3 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


497 




GI 


none 




Score 


83 




Exons 


2 . . 112, 4 . . 174, 156 


. . 350, 156 


..365, 160. .357, 359. .496, 


36 


Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105467 




Strand 






Start 


1 




End 


6712 




Name 


OJ000308 21. 0417. C3 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


120 




End 


482 




GI 


none 




Score 


83 




Exons 


120.. 359, 136.. 345, 


183. .347, 


353. .481, 


354 . .482 




Seq. No. 


49598 




Seq. ID 


OJ00030*8_21.0417 


.C3 


Gene No. 


105467 




Strand 






Start 


1 




End 


6712 




Name 


OJ000308 21. 0417. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


187 




End 


6223 




GI 


5509260 




Score 


97 




Exons 


187. .345, 195. .368, 


353. .481, 


378. .482, 


6086. .6223 




GI Descrip. 












Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105467 




Strand 






Start 


1 




End 


6712 




Name 


OJ000308 21. 0417. C3 


o2 . gs 


Method 


GENSCAN 




Start 


6017 




End 


6471 




GI 


none 




Score 


.93 




Exons 


6017. .6471 










Seq. No. 


49598 




Seq. ID 


OJ000308_21.0417 


.C3 


Gene No. 


105467 




Strand 







51236 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ000308_21 . 04 17 . C3 . o3 . tw Method 
6077 End 
none Score 
6077. .6289, 6079. .6228, 6081. .6245 



6712 

TBLASTX: Wheat 

6289 

118 



Seq. No. 49598 Seq. ID 

Gene No. 1054 67 Strand 

Start 1 End 

Name OJ000308_21 . 0417 . C3 . o2 . tw Method 

Start 6467 End 

GI none Score 

Exons 6467.. 6712, 6471.. 6707 

Seq. No. 49599 

Gene No. 1054 68 Strand 

Start 2398 End 

Name OJ000308_21 . 04 17 . C4 . ol . gs Method 

Start 2398 End 

GI none Score 
Exons 



OJ000308_21.0417.C3 
6712 

TBLASTX: Wheat 

6712 

192 



Seq. ID OJ000308_21.0417.C4 
+ 

12691 
GENSCAN 
6723 
. 68 



2398. .2497, 3114. .3231, 5524. .5544, 5940. .6723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49599 

105468 

2398 

OJ000308_21.0417.C4.o2.np 

5940 

6815107 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5940. .7104, 7220. .7402, 7652. .7817, 8867. .8888 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 

clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



OJ000308_21.0417.C4 
+ 

12691 
AAT/NAP 
8888 
693 



BAC 



49599 

105468 

2398 

OJ000308_21 . 0417 . C4 . o2 . gs 

7576 

none 



Seq. ID OJ000308_21.0417.C4 



Strand 
End 

Method 

End 

Score 



+ 

12691 
GENSCAN 
12691 
.49 



7576. .8001, 8114. .8230, 12060 .. 12121 , 12363 .. 12398 , 12508. .12691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49599 Seq. ID 

1054 68 Strand 

2398 End 

OJ000308_21 . 0417 . C4 . o2 . gp Method 

11078 End 

31877_1.R1084 Score 
11078. .11117, 11592. .11936 

, 4521193/dbj |AB013450.1|AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



OJ000308_21.0417.C4 
+ 

12691 
AAT/GAP 
11936 
547 



49599 Seq. ID 

105469 Strand 

1 End 

OJ000308_21 . 0417 . C4 . ol .np Method 

1 End 

2443320 Score 
1..1819 



OJ000308_21.0417.C4 

1819 

AAT/NAP . 

1819 

2383 



51237 



GI Descrip. (D85597) polyprotein [Oryza australiensis] 



Seq. No. 49599 

Gene No. 105470 

Start 11605 

Name OJ000308_2 1 . 04 17 . C4 . ol . gp 

Start 11605 

GI 31877_1.R1084 

Exons 11605. .11936 

GI Descrip. 1 4521193/dbj I ABO 134 50 . 1 1 ABO 13 4 50 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID 0^00308^21.0417.04 
Strand 

End 11936 

Method AAT/GAP 

End 11936 

Score 54 9 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308_21 . 0417 . C4 . o3 . tm 

Start 1 

GI none 

Exons 1. . 345 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX: Maize 

End 34 5 

Score 197 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308_21 . 0417 . C4 . ol . tw 

Start 52 

GI none 

Exons 52.. 411, 53.. 412 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Wheat 

End 412 

Score 269 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49599 

105471 

12997 

OJ000308_21.0417.C4 .o2.tw 

413 

none 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Wheat 

End 818 

Score 69 



413. .571, 414. .515, 415. .525, 504. .767, 566. .787, 569. .739, 
573. .818 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308_21 . 0417 ,C4 .o3 . tw 

Start 1279 

GI none 

Exons 1279.. 1623 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Wheat 

End 1623 

Score 218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49599 

105471 

12997 

OJ000308_21 . 0417 ,C4 .ol . tm 

5949 

none 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX: Maize 

End 6318 

Score 78 



5949. .6125, 5950. .6141, 5950. .6141, 6154. .6318, 6157. .6300 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308 21 . 0417 .C4 .o2 . tm 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Maize 



51238 



Start 
GI 

Exons 



6532 End 6886 

none Score 14 4 

6532. .6711, 6561. .6710, 6580. .6753, .6716. .6877, 6833.. 6886 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308_21 . 0417 . C4 . ol . ts 

Start 6592 

GI none 

Exons 6592.. 6714, 6725.. 6883 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Soybean 

End 6883 

Score 114 



Seq. No. 49599 

Gene No. 105471 

Start 12997 

Name OJ000308_21 . 04 17 . C4 . o4 . tm 

Start 7477 

GI none 

Exons 7477.. 7623, 7507.. 7815 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method TBLASTX : Mai ze 

End 7815 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 
h z Start 
~ GI 

Exons 

fM 

i if 

rj Seq. No. 

j""s Gene No. 

^ Start 

Name 

fSJ Start 

= GI 

12 Exons 

>f» GI Descrip. 

f ^ Seq. No. 
O Gene No. 
y Start 
f i Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49599 

105471 

12997 

■OJ000308_21.0417.C4.o3.gs 
12997 
none 



Seq. ID OJ000308_21.0417.C4 
Strand 

End 13396 

Method GENSCAN 

End 13396 

Score .85 



12997. .13075, 13112 .. 13206, 13259.. 13396 



49600 
105472 
202 

OJ000308_21.0417.C5.ol.np 
202 

5902444 
202.. 1028, 2350.. 2386 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000308_21.0417.C5 
Strand 

End 2386 

Method AAT/NAP 

End 2386 

Score 344 



49600 

105472 

202 

OJ000308_21.0417.C5.ol.tw 

418 

none 



Seq. ID OJ000308_21.0417.C5 
Strand 

End 2386 

Method TBLASTX : Wheat 

End 823 

Score 72 



418. .519, 510. .638, 510. .638, 511. .639, 698. .823 



49600 

105472 

202 

OJ000308_21.0417.C5.o2.tw 

1836 

none 



Seq. ID OJ000308_21.0417.C5 
Strand 

End 2386 

Method TBLASTX : Wheat 

End 2135 

Score 88 



1836. .1880, 1882. .2040, 1895. .1978, 1915. .2007, 2037. .2135 



Seq. No. 49601 

Gene No. 105473 

Start 1166 

Name OJ000308_21 . 0417 . C6 . ol . gs 



Seq. ID OJ000308_21.0417.C6 
Strand 

End 1625 

Method GENSCAN 



51239 



Start 
GI 

Exons 



1166 
none 

1166. .1625 



End 
Score 



1625 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49602 Seq. ID OJ000308_21 . 0417 . C7 

105474 Strand + 

102 End 668 

OJ000308_2 1 . 04 17 . C7 . ol . gp Method AAT/GAP 

102 End 668 

4879016 Score 878 

102. .668 

604 17 57 /gb | AC0 11806 . 1 | AC0 11806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



49602 Seq. ID 

105474 Strand 

102 End 

OJ000308_2 1 . 04 17 . C7 . ol . gs Method 

326 End 

none Score 
326. .463 



OJ000308_21.0417.C7 
+ 

668 

GENSCAN 

463 

.59 



Seq. No. 49603 Seq. ID 

Gene No. 105475 Strand 

Start 41 End 

Name OJ000308_2 1 . 04 17 . C8 . ol . gs Method 

Start 41 End 

GI none Score 

Exons 41. .50, 493. .1900, 1983. .2341, 2420 
2944. .3062 



OJ000308_21.0417.C8 
+ 

3574 
GENSCAN 
3062 
.56 

2607, 2682. .2871, 



!» Seq. No. 

s Gene No. 

□ Start 

Name 

,2 Start 

W Exons 

fl GI Descrip. 



49603 Seq. ID 

105475 Strand 

41 End 

OJ000308_2 1 . 04 17 . C8 . ol . np Method 

644 End 

6691716 Score 



OJ000308_21.0417.C8 
+ 

3574 
AAT/NAP 
3562 
2526 



644. .1516, 1704. .1900, 1983. .2089, 2166. .2341, 2420. .2607, 
2682. .2793, 2944. .3048, 3122. .3562 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


49603 










Seq. ID 


OJ000308 


Gene No. 


105475 










Strand 


+ 


Start 


41 . 










End 


3574 


Name 


OJ000308 21. 


0417 


.C8 


.o2, 


.gs 


Method 


GENSCAN 


Start 


3206 










End 


3574 


GI 


none 










Score 


.85 


Exons 


3206. .3574 














Seq. No. 


49603 










Seq. ID 


OJ000308 


Gene No. 


105476 










Strand 




Start 


3939 










End 


9684 


Name 


OJ000308 21. 


0417 


.C8 


.o2. 


.np 


Method 


AAT/NAP 


Start 


3939 










End 


9684 



51240 



GI 5922631 Score 6206 

Exons 3939.. 6432, 7038.. 7947, 8074.. 8811, 8857.. 9059, 9318.. 9684 

GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


49603 








Seq. ID 


OJ000308 


_21.Q417.C8 


Gene No. 


105477 








Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.o4 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3918 








End 


4501 




GI 


none 








Score 


85 




Exons 


3918. .4052, 


4038 


. .4211, 


4217. 


.4345, 4222. .4500, 


4412. .4501 


Seq. No. 


49603 








Seq. ID 


OJ000308 


_21.0417.C8 


Gene No. 


105477 








Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.o4 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3954 








End 


4208 




GI 


none 








Score 


105 




Exons 


3954. .4055, 


3955 


. .4056, 


4035. 


.4208, 4036. .4161 




Seq. No. 


49603 ■ 








Seq. ID 


OJ000308 


_21.0417.C8 


Gene No. 


105477 








Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4613 








End 


5002 




GI 


none 








Score 


47 




Exons 


4613. .4660, 


4615 


. .4800, 


4615. 


.5001, 4691. .5002, 


4844. .5002 


Seq. No. 


49603 








Seq. ID 


OJ000308 


_21.0417.C8 


Gene No. 


105477 








- Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4645 








End 


5008 




GI 


none 








Score 


250 




Exons 


4645. .4692, 


4684 


. .5007, 


4697. 


.5008 






Seq. No. 


49603 








Seq. ID 


OJ000308 


_21.0417 -C8 


Gene No. 


105477 








Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.o9. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


5005 








End 


5304 




GI 


none 








Score 


87 




Exons 


5005. .5103, 


5157 


. .5270, 


5161. 


.5301, 5170.. 5304 




Seq. No. 


49603 








Seq. ID 


OJ000308 


_21.0417.C8 


Gene No. 


105477 








Strand 






Start 


9598 








End 


11607 




Name 


OJ000308 21 


.0417 


.C8.o5. 


tw 


Method 


TBLASTX : 


Wheat 


Start 


5320 








End 


5742 




GI 


none 








Score 


209 




Exons 


5320. .5742, 


5396 


. .5737 











51241 




beq. wo. 










Seq. ID 


OJ000308_21.0417.C8 


Gene No. 


10.5477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5363 








End 


5751 


GI 


none 








Score 


59 


Exons 


5363. .5482, 


5365. 


.5487, 


5536. 


.5607, 5537. .5743, 5647.. 5751 


Seq. No. 










Seq. ID 


OJ000308_21.0417.C8 


Gene No. 


105477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


5742 








End 


6027 


GI 


none 








Score 


73 


Exons 


5742. .5837, 


5746. 


.6027, 


5758. 


.5838, 5926. .6018 


Seq. No. 


49603 








Seq. ID 


OJ000308_21.0417.C8 


Gene No . 










Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5866 








End 


6305 


GI 


none 








Score 


46 


Exons 


5866. .5892, 


5890. 


.6033, 


5902. 


.6024, 6104. .6304, 6104. .6304, 




6105. .6305 












Seq. No. 


4 3 bU o 








Seq. ID 


OJ000308_21.0417.C8 


Gene No. 


105477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5977 








End 


6403 


GI 


none 








Score 


139 


Exons 


5977. .6108, 


6104. 


.6403, 


6129. 


.6356 




oeq. no. 


4 y bu d 








Seq. ID 


OJ000308_21.0417.C8 


Gene No. 


105477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6037 








End 


6451 


GI 


none 








Score 


201 


Exons 


6037. .6093, 


6104. 


.6451, 


6105. 


.6353 




Seq. No. 


4 y oU J 








Seq. ID 


OJ000308_21.0417.C8 


Gene No . 


105477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6535 








End 


6891 


GI 


none 








Score 


202 


Exons 


6535. .6891, 


6545. 


.6850 








Seq. No. 


49603 








Seq. ID 


OJ000308_21.0417.C8 


Gene No. 


105477 








Strand 




Start 


9598 








End 


11607 


Name 


OJ000308 21 


.0417. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6565 








End 


7021 


GI 


none 








Score 


260 


Exons 


6565. .7020, 


6566. 


.7021 









51242 



Seq. No. 


49603 






Seq. ID 


OJ000308 21.0417. 


Co 


Gene No. 


105477 






Strand 






Start 


9598 






End 


11607 




Name 


OJ000308 21. 


0417. 


C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


6616 






End 


6981 




GI 


none 






Score 


129 




Exons 


6616. .6750, 


6757. 


.6981 








Seq. No. 


49603 






Seq. ID 


OJ000308_21.0417. 


C8 


Gene- No. 


105477 






Strand 






Start 


9598 






End 


11607 




Name 


OJ000308 21. 


0417. 


C8 .o6.tw 


Method 


TBLASTX: Wheat 




Start 


7264 






End 


7651 




GI 


none 






Score 


94 




Exons 


7264. .7386, 


7280. 


.7375, 7371. 


.7508, 7385.. 7651 




Seq. No. 


49603 






Seq. ID 


OJ000308_21.0417. 


Co 


Gene No. 


105477 






Strand 






Start 


9598 






End 


11607 




Name 


OJ000308 21. 


0417. 


C8.08. tw 


Method 


TBLASTX: Wheat 




Start 


8236 






End 


8629 




GI 


none 






Score 


60 




Exons 


8236. .8628, 


8567. 


.8629 








Seq. No. 


49603 






Seq. ID 


OJ000308_21.0417. 


C8 


Gene No. 


105477 






Strand 






Start 


9598 






End 


11607 




Name 


OJ000308 21. 


0417. 


C8.ol.gp 


Method 


AAT/GAP 




Start 


9598 






End 


11077 




GI 


61605 1.R1084 




Score 


587 




Exons 


9598. .9870, 


10998 


. .11077 








GI Descrip. 


'5852170/emb|AL117265.1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica (GLA4) 


genomic DNA, chromosome 4 


, BAC clone:tl7804 


1 



Seq. No. 49603 Seq. ID OJ000308_21 . 04 17 . C8 

Gene No. 105477 Strand 

Start 9598 End 11607 

Name OJ000308_21 . 0417 .C8 .o3.np Method AAT/NAP 

Start 10241 End 11607 

GI 6063554 Score 254 

Exons 10241. .10415, 11050 .. 11077 , 11248.. 11607 

GI Descrip. (AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


49604 


Seq. ID 


OJ000308 


Gene No. 


105478 


Strand 




Start 


343 


End 


662 


Name 


OJ000308 20.0419.C2.ol.gs 


Method 


GENSCAN 


Start 


343 


End 


662 


GI 


none 


Score 


.61 


Exons 


343. .455, 530. .662 






Seq. No. 


49605 


Seq. ID 


OJ000308 


Gene No. 


105479 


Strand 




Start 


390 


End 


998 



51243 



Name 

Start 

GI 

Exons 



OJ000308_20 . 04 1 9 . C6 . ol . gs Method GENSCAN 

390 End 998 

none Score . 92 
390. .481, 842. .998 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49605 

105480 

2043 

OJ000308_20.0419.C6.o2.gs 

2043 

none 



Seq. ID OJ000308_20.0419.C6 

Strand + 

End 3881 

Method GENSCAN 

End 3881 

Score .45 



2043. .2124, 2292. .2520, 2678. .2821, 3216. .3285, 3765. .3881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49605 
105481 
'884 

OJ000308_20.0419.C6.ol. tm 

861 

none 



Seq. ID OJ000308_20.0419.C6 
Strand 

End 1422 

Method TBLASTX : Mai ze 

End 1416 

Score 106 



861. .971, 868. .1014, 1167. .1247, 1169. .1279, 1173. .1268, 
1195. .1269, 1249. .1416, 1264. .1413 



Seq. No. 49605 
Gene No. 105481 
Start 884 

Name OJ000308_20 . 04 1 9 . C6 . ol . np 

Start 884 
GI 4884932 
Exons 884.. 958, 1169.. 1415 

GI Descrip. (AF141659) AtHVA22a [Arabidopsis thaliana] 

gi|4884944 | gb | AAD31885 . 1 | AF14 1977_1 (AF141977) AtHVA22a 
[Arabidopsis thaliana] gi | 6539254 | gb | AAF15924 . 1 | AC011765_20 
(AC011765) AtHVA22a [Arabidopsis thaliana] 



Seq. ID OJ000308_20.0419.C6 
Strand 

End 1422 

Method AAT/NAP 

End 1415 

Score 199 



a 

13 



Seq. No. 


49605 




Seq. ID 


OJ000308 


Gene No. 


105481 




Strand 




Start 


884 




End 


1422 


Name 


OJ000308 20.0419.C6.ol. 


tw 


Method 


TBLASTX: 


Start 


1176 




End 


1422 


GI 


none 




Score 


44 


Exons 


1176. .1226, 1258. .1413, 


1276. 


.1422 




Seq. No. 


49606 




Seq. ID 


OJ000308 


Gene No. 


105482 




Strand 


+ 


Start 


208 




End 


1295 


Name 


OJ000308 20.0419.C7.ol. 


gs 


Method 


GENSCAN 


Start 


208 




End 


1295 


GI 


none 




Score 


.83 


Exons 


208. .463, 574. .1295 








Seq. No. 


49606 




Seq. ID 


OJ000308 


Gene No. 


105483 




Strand 




Start 


1 




End 


2534 


Name 


OJ000308 20.0419.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


2534 


GI 


4378066 




Score 


889 


Exons 


1..98, 1531. .2534 









51244 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb| AAD27571 . 1 | AF114 171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



49606 

105483 

1 

OJ000308_20.0419.C7.o2.gs 

1538 

none 

1538.. 2097, 2339.. 2519 



Seq. ID OJ000308_20.0419.C7 
Strand 

End 2534 

Method GENSCAN 

End 2519 . 

Score .55 



Seq. No. 49606 

Gene No. 105483 

Start 1 

Name OJ000308_20 . 04 19 . C7 . o2 . tw 

Start 1652 

GI none 

Exons 1652.. 1885, 1749.. 1892 

Seq. No. 49606 . 
Gene No. ' 105483 

Start 1 

Name OJ000308_20 . 0419.C7 .ol . ts 

Start 1955 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C7 
Strand 

End 2534 

Method TBLASTX : Wheat 

End 1892 

Score 58 



Seq. ID OJ000308_20.0419.C7 
Strand 

End 2534 

Method TBLASTX : Soybean 

End 2288 

Score 79 



1955.. 2206, 2191.. 2283, 2193.. 2288 



Seq. No. 49606 

Gene No. 105483 

Start 1 

Name OJ000308_20 . 04 19 . C7 . o3 . tw 

Start 1967 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C7 
Strand 

End 2534 

Method TBLASTX : Wheat 

End 2179 

Score 56 



1967.. 2179, 2072.. 2158, 2076.. 2174 



Seq. No. 49606 

Gene No. 105483 

Start 1 

Name OJ000308_20 . 04 19 . C7 . ol . tm 

Start 2063 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C7 
Strand 

End 2534 

Method TBLASTX : Mai ze 

End 2423 

Score 89 



2063. .2179, 2073. .2180, 2076. .2180, 2184. .2423, 2191. .2382 



Seq. No. 49606 

Gene No. 105483 

Start 1 

Name OJ000308_20. 04 19 . C7 . ol . tw 

Start 2184 

GI none 

Exons 2184.. 2534, 2191.. 2508 



Seq. ID OJ000308_20. 0419.C7 
Strand 

End 2534 

Method TBLASTX : Wheat 

End 2534 

Score 210 



Seq. No. 49607 

Gene No. 105484 

Start 1 

Name OJ000308_20 . 04 19 . C9 . ol . np 

Start 1 



Seq. ID OJ000308_20. 0419.C9 

Strand + 

End 704 

Method AAT/NAP 

End 704 



51245 



fl! 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5902444 Score 375 

1. .704 

(AB030283) GAG-POL precursor [Oryza sativa] 



49607 
105484 

.1 

OJ000308_20.0419.C9.ol.tw 

213 

none 



Seq. ID OJ000308_20.0419.C9 

Strand + 

End 704 

Method TBLASTX : Wheat 

End 618 

Score 93 



213. .338, 397. .525, 398. .526, 398. .526, 517. .618 

49608 Seq. ID OJ000308_20 . 04 19 . C12 

105485 Strand + 

9 End 2480 

OJ000308_20 . 04 1 9 . C12 . ol . np Method AAT/NAP 

9 End 1464 

1173286 Score 625 

9. .414, 1290. .1464 

40S RIBOSOMAL PROTEIN S9 gi | 112274 | pir || S214 97 ribosomal protein 
S9 - rat gi|57143|emb|CAA47013| (X66370) ribosomal protein S9 
[Rattus norvegicus] 



49608 Seq. ID 

105485 Strand 

9 End 
OJ000308_20.0419.C12.ol.gs Method 

50 End 

none Score 

50. .414, 1290. .1444, 2152. .2480 



OJ000308_20.0419.C12 
+ 

2480 
GENSCAN 
2480 
.6 



49608 Seq. ID 

105485 Strand 
9 End 
OJ000308_20.0419.C12.ol.gp Method 
168 End 
5144_4.R1084 Score 
168. .414, 1290. .1784 

»1173286/sp|P29314|RS9_RAT 1.0e-47 40S RIBOSOMAL PROTEIN S9 

>gi_112274_pir S21497 ribosomal protein S9 - rat 

>gi_5714 3_emb_CAA47013_ (X66370) ribosomal protein S9 [Rattus 
norvegicus] 1 



OJ000308_20.0419.C12 
+ 

2480 
AAT/GAP 
1784 
1406 



Seq. No. 


49608 








Seq. ID 


OJ000308_20.0419 


.C12 


Gene No. 


105486 








Strand 


+ 




Start 


5711 








End 


7893 




Name 


OJ000308 20. 


,0419, 


.C12.o3 


.gs 


Method 


GENSCAN 




Start 


5711 






End 


7893 




GI 


none 








Score 


.88 




Exons 


5711. .5835, 


6951. 


. .7108, 


7206. 


.7330, 7348. .7893 




Seq. No. 


49608 








Seq. ID 


OJ000308_20.0419 


.C12 


Gene No. 


105487 








Strand 


+ 




Start 


11455 








End 


12386 




Name 


OJ000308 20. 


,0419, 


,C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


38 








End 


1342 




GI. 


none 








Score 


595 





51246 



Exons 



38. .412, 47. .415, 100. .414, 1287. .1340, 1287. .1340, 1288. .1341, 
1289. .1342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49608 

105487 

11455 

OJ000308_20.0419.C12.o2.tm 
38 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Maize 

End 1428 

Score 606 



38. .415, 47. .415, 1287. .1376, 1288. .1428, 1288. .1389 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49608 

105487 

11455 

OJ000308_20.0419.C12.o2.tc 
38 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Cress 

End 427 

Score 224 



38. .415, 48. .416, 53. .427, 100. .420 



49608 

105487 

11455 

OJ000308_20.0419.C12.o2.ts 
47 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Soybean 

End 1428 

Score 583 



47. .415, 100. .414, 1287. .1370, 1287. .1361, 1288. .1428, 
1310. .1381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49608 

105487 

11455 

OJ000308_20.0419.C12.o4.tc 

1287 

none 

1287.. 1358, 1288.. 1428 

49608 

105487 

11455 

OJ000308_20.0419.C12.o2.tw 

6949 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Cress 

End 1428 

Score 205 



Seq. ID OJ000308_20.0419.C12 



Strand 
End 

Method 

End 

Score 



+ 

12386 

TBLASTX: Wheat 

7270 

208 



6949. .7107, 6955. .7098, 6962. .7099, 6963. .7139, 7203. .7265, 
7205. .7270, 7206. .7268, 7219. .7269 



49608 

105487 

11455 

OJ000308_20.0419.C12.o3.tc 

6949 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Cress 

End 7890 

Score 107 



6949. .7107, 6958. .7095, 7191. .7313, 7205. .7315, 7483. .7665, 
7494. .7655, 7681. .7890, 7716. .7835 



Seq. No, 
Gene No, 
Start 



49608 

105487 

11455 



Seq. ID OJ000308_20.0419.C12 
Strand + 
End 12386 



51247 



Name 

Start 

GI 

Exons 



OJ000308_20 . 0419. C12 . o3 . ts Method 
7483 End 
none Score 
7483. .7680, 7515. .7586, 7780. .7890 



TBLASTX: Soybean 

7890 

212 



Seq. No. 49608 Seq. ID OJ000308_20 . 04 19 . C12 

Gene No. 105487 Strand 

Start 11455 End 

Name OJ000308_20 . 04 1 9 . C12 . o3 . tm Method 

Start 74 98 End 

GI none Score 

Exons 7498.. 7626, 7500.. 7586, 7576.. 7734, 7626.. 7727, 7698.. 7898, 
7699. .7893 



OJ000308_ 
+ 

12386 

TBLASTX: Maize 

7898 

180 



Seq. No. 49608 Seq. ID 

Gene No. 105487 Strand 

Start 11455 End 

Name OJ000308_20 . 0419.C12 .o4 . tm Method 

Start 9255 End 

GI none Score 

Exons 9255.. 9302, 9256.. 9303, 9295.. 9411, 9296.. 9424, 9303.. 9425, 

9581. .9661, 9589.-9657, 9591. .9671, 9764. .9880, 9765. .9890, 

9768. .9893, 9769. .9906, 9878. .9994, 9879. .10007, 9886. .10008, 
9888. .10007 . 



OJ000308_20.0419.C12 
+ 

12386 

TBLASTX: Maize 

10008 

72 



Seq. No. 


49608 




Seq. ID 


OJ000308_20.0419, 


.C12 


Gene No. 


105487 




Strand 


+ 




Start 


11455 




End 


12386 




Name 


OJ000308 20.0419.C12 


.o3.gp 


Method 


AAT/GAP 




Start 


11435 




End 


11953 




GI 


22117 1.R1084 




Score 


784 




Exons 


11435. .11578, 11670., 


.11953 








GI Descrip. 


M027891 6.0e-51 (AF049350) 


alpha-expansin precursor [Nicot. 




tabacum] 1 










Seq. No. 


49608 




Seq. ID 


OJ000308_20.0419. 


,C12 


Gene No. 


105487 




Strand 


+ 




Start 


11455 




End 


12386 




Name 


OJ000308 20.0419.C12, 


. o2 . np 


Method 


AAT/NAP 




Start 


11437 




End 


12380 




GI 


4027891 




Score 


878 




Exons 


11437. .11578, 11670., 


.11988, 


12077. .12380 




GI Descrip. 


(AF049350) alpha-expansin precursor [Nicotiana tabacum] 




Seq. No. 


49608 




Seq. ID 


OJ000308_20.0419. 


.C12 


Gene No. 


105487 




Strand 


+ 




Start 


11455 




End 


12386 




Name 


OJ000308 20.0419.C12, 


,o4 .gs 


Method 


GENS CAN 




Start 


11455 


End 


12386 




GI 


none 




Score 


.98 




Exons 


11455. .11578, 11670.. 


.12054, 


12077. .12386 




Seq. No. 


49608 




Seq. ID 


OJ000308_20.0419. 


.C12 


Gene No. 


105487 




Strand 


+ 




Start 


11455 




End 


12386 




Name 


OJ000308 20.0419.C12. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11545 




End 


12362 





51248 



GI 

Exons 



none 



Score 



65 



11545. .11580, 11665. .11982, 11669 11989, 12075 .. 12362, 
12077.. 12253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49608 

105487 

11455 

OJ000308_20.0419.C12.ol.tm 

11545 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Maize 

End 12380 

Score 65 



11545. .11580, 11665. .11790, 11669 .. 11791 , 11791 11988 , 
11792. .11989, 11915. .11989, 11922 .. 12005 , 1207 4 .. 1237 9, 
12075. .12380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5 Seq. No. 

Gene No. 
\3 Start 
[fl Name 
fjj Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49608 

105487 

11455 

OJ000308_20.0419.C12.ol.ts 

11545 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Soybean 

End 12365 

Score 65 



11545. .11580, 11665. .11838, 11669 .. 11839, 11797 .. 1197 6, 
11825. .11995, 12072. .12197, 12074 .. 12358 , 12075. .12365 



49608 

105487 

11455 

OJ000308_20.0419.C12.o3.tw 

11846 

none 



Seq. ID OJ000308_20.0419.C12 

Strand + 

End 12386 

Method TBLASTX : Wheat 

End 12248 

Score 99 



11846. .11989, 11884. .11934, 12045 .. 12 194 , 12074 .. 12247, 
12075. .12248 



49609 

105488 

660 

OJ000308_20.0419.C13.ol.gs 

660 

none 



Seq. ID OJ000308_20.0419.C13 

Strand + 

End 2107 

Method GENSCAN 

End 2107 

Score .87 



660.. 735, 1877.. 2037, 2069.. 2107 



Seq. ID OJ000308_20.0419.C13 
Strand + 

2785 
AAT/GAP 
2785 
845 



49609 
105489 
2314 

OJ000308_20.0419.C13.ol.gp 
2314 

uC-osrocyp017ellal 
2314. .2785 

, 2924247/emb|CAA69105| 2.0e-25 (Y07782) expansin [Oryza sativa] ' 



End 

Method 

End 

Score 



49609 
105490 
6517 

OJ000308_20.0419.C13.o2.np 
6517 
5777617 
6517.. 6550, 7725. .7825 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. ID OJ000308_20.0419.C13 

Strand + 

End 7825 

Method AAT/NAP 

End 7825 

Score 78 



51249 



Seq. No. 


49609 




Seq. ID 


OJ000308 


_20.0419.C13 


Gene No . 


1U04 y I 




Strand 


+ 




Start 


9179 




End 


12130 




Name 


OJ000308 20 


.0419.C13.o3.np 


Method 


AAT/NAP 




Start 


9179 




End 


12130 




GI 


4680186 




Score 


163 




Exons 


9179. .9290, 


10561. .10730, 11302. .11435, 


12053. . 


12130 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


49609 




Seq. ID 


OJ000308 


_20.0419.C13 


Gene No. 


105492 




Strand 


+ 




Start 


12601 




End 


15012 




Name 


OJ000308 20 


.0419.C13.o4 .np 


Method 


AAT/NAP 




Start 


12601 




End 


15012 




GI 


6907086 




Score 


411 




Exons 


12601. .13445, 14953. .15012 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


49609 




Seq. ID 




Zkj . U4 iy . CI J 


Gene No. 


105493 




Strand 






Start 


2447 




End 


3618 




Name 


OJ000308 20 


.0419.C13.o2.gs 


Method 


GENSCAN 




Start 


2447 




End 


3559 




GI 


none 




Score 


.54 




Exons 


2447. .2759, 


2994.. 3315, 3427 


. .3559 






Seq. No. 


49609 




Seq. ID 


OJ000308 


__20.0419.C13 


Gene No. 


105493 




Strand 






O +- -> -v- +- 

btart 


2447 




End 


3618 




Name 


OJ000308 20 


.0419.C13.o2.gp 


Method 


AAT/GAP 




Start 


2966 




End 


3618 




GI 


uC-osrocyp017ellbl 


Score 


943 




Exons 


2966. .3315, 


3427. .3618 








GI Descrip. 


•4027891 2. 


Oe-56 (AF049350) 


alpha-expansin precursor [Nicotiana 




tabacum] 1 










Seq. No. 


49609 




Seq. ID 


OJ000308 


_20.0419.C13 


Gene No. 


105494 




Strand 






Start 


5314 




End 


17287 




Name 


OJ000308 20 


.0419.C13.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


2447 




End 


6240 




GI 


none 




Score 


87 




Exons 


2447. .2611, 


2453.. 2761, 2457 


..2633, 2691. .2762, 


2993. .3316, 




2997. .3317, 


3425. .3490, 3426 


..3491, 5320. .5640, 


5351. .5629, 




5449. .5637, 


5762.. 5830, 5762 


. .6085, 5763. .6089, 


6172. .6240, 




6173. .6232 










Seq. No. 


49609 




Seq. ID 


OJ000308 


_20.0419.C13 


Gene No. 


105494 




Strand 






Start 


5314 




End 


17287 




Name 


OJ000308 20 


.0419.C13.o2.tc 


Method 


TBLASTX : 1 


Cress 


Start 


2462 




End 


5641 




GI 


none 




Score 


88 




Exons 


2462. .2617, 


2471. .2761, 2478 


..2753, 5333.. 5641, 


5338.. 5628 


Seq. No. 


49609 




Seq. ID 


OJ000308 


_20.0419.C13 



51250 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105494 
5314 

OJ000308_20.0419.C13.o2.ts 

2462 

none 

2462.. 2626, 2463. .2633, 2693. 
5341. .5628, 5348. .5641, 5543. 

49609 

105494 

5314 

OJ000308_20.0419.C13.ol.tw 

2585 

none 

2585.. 2761, 2586. .2762, 2993. 
5456. .5641, 5749. .5892, 5762. 

49609 

105494 

5314 

OJ000308_20.0419.C13.ol.tc 

2993 

none 

2993.. 3316, 2997.. 3131, 3030. 
5739.. 6089, 5762.. 6085, 6172. 

49609 

105494 

5314 

OJ000308_20.0419.C13.ol.ts 

3059 

none 



Strand 

End 17287 

Method TBLASTX : Soybean 

End 5827 

Score 83 

.2761, 2715.. 2762, 2993.. 3058, 
.5641, 5762.. 5827 



Seq. ID 
Strand 
End 

Method 
End 
Score 



.OJ000308 20.0419.C13 



17287 

TBLASTX: Wheat 
5909 
85 

3136, 5453.. 5626, 5455.. 5628, 
5905, 5775.. 5909 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 20.0419.C13 



17287 

TBLASTX: Cress 
6234 
275 

3317, 3425.-3484, 3426. .3485, 
6234, 6173.. 6232 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_20.0419.C13 
17287 

TBLASTX : Soybean 

6234 

275 



3059. .3316, 3060. .3317, 3425. .3484, 3426. .3485, 5828. .6085, 
5829. .6089, 6172. .6234, 6173. .6232 



Seq. No. 49609 

Gene No. 105494' 

Start 5314 

Name OJ000308_20. 0419.C13.o3.gs 

Start 5314 

GI none 

Exons 5314.. 5626, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 20.0419.C13 



5763. .6084, 
7607. .7738, 8726. .8833, 
13078. .13304, 13327 .. 13378 , 13779. .13912 



6150, 
9172. 



17287 
GENSCAN 
13912 
.41 

,6407, 6479.-6558, 6944. .7028, 
.9278, 10544.-10638, 12678 .. 12 924 , 



Seq. No. 49609 

Gene No. 105494 

Start 5314 

Name OJ000308_20 . 0419 . C13 . ol .np 

Start 5320 

GI 7489469 

Exons 5320.. 5626, 5763.. 6084, 
GI Descrip. 



OJ000308 20.0419.C13 



Seq. ID _ 
Strand 

End 17287 
Method AAT/NAP 
End 6360 
Score 850 
6174. .6280, 6314. .6360 
expansin - rice gi | 2924247 | emb | CAA69105 . 1 | (Y07782) expansin 
[Oryza sativa] 



Seq. No. 
Gene No. 



49609 
105494 



Seq. ID 
Strand 



OJ000308 20.0419.C13 



51251 




Start 


5314 


End 


17287 




Name 


OJ000308 20.0419.C13.o5.np 


Method 


AAT/NAP 




Start 


13597 . 


End 


15260 




GI 


6907086 


Score 


1089 




Exons 


13597. .14010; 14248 .. 14440, 


14500. .15260 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49609 


Seq. ID 


OJ000308_20.0419. 


C13 


Gene No. 


105494 


Strand 






Start 


5314 


End 


17287 




Name 


OJ000308 20.0419.C13.o6.np 


Method 


AAT/NAP 




Start 


14425 


End 


17287 




GI 


4680186 


Score 


165 




Exons 


14425. .14444, 16181 16355, 


16825. .16884, 17136.. 17287 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49609 


Seq. ID 


OJ000308_20.0419. 


C13 


Gene No. 


105494 


Strand 






Start 


5314 


End 


17287 




Name 


OJ000308 20.0419.C13.o4.gs 


Method 


GENSCAN 




Start 


14507 


End 


15142 




GI 


none 


Score 


.96 




Exons 


14507. .15142 








Seq. No. 


49610 


Seq. ID 


OJ000308_20.0419. 


C15 


Gene No. 


105495 


Strand 


+ 




Start 


573 


End 


1682 




Name 


OJ000308 20.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


573 


End 


1673 




GI 


4027891 


Score 


763 




Exons 


573. .716, 894. .1209, 1370.. 


1673 






GI Descrip. 


(AF049350) alpha-expansin precursor [Nicotiana tabacum] 




Seq. No. 


49610 


Seq. ID 


OJ000308_20.0419. 


C15 


Gene No. 


105495 


Strand 


+ 




Start 


573 


End 


1682 




Name 


OJ000308 20.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


596 


End 


1682 




GI 


none 


Score 


.99 




Exons 


596. .716, 894. .1209, 1370.. 


1682 






Seq. No. 


49610 


Seq. ID 


OJ000308_20.0419. 


C15 


Gene No. 


105496 


Strand 






Start 


3138 


End 


3368 




Name 


OJ000308 20.0419.C15.ol.tc 


Method 


TBLASTX: Cress 




Start 


889 


End 


1204 




GI 


none 


Score 


70 




Exons 


889. .1005, 889. .1086, 893.. 


1093, 1105. 


.1203, 1106. .1204 




Seq. No. 


49610 


Seq. ID 


OJ000308_20.0419. 


C15 


Gene No. 


105496 


Strand 






Start 


3138 


End 


3368 




Name 


OJ000308 20.0419.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


889 


End 


1667 




GI 


none 


Score 


181 




Exons 


889. .990, 893. .1021, 1052.. 


1102, 1054. 


.1101, 1105. .1194, 





1106. .1210, 1362. .1667, 1367. .1651 



51252 



Seq. No. 49610 
Gene No. . 105496 

Start 3138 

Name OJ000308_20.0419.C15.ol.tm 

Start 889 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C15 
Strand 

End 3368 

Method TBLASTX : Maize 

End 1678 

Score 272 



889. .1101, 893. .1102, 1104. .1205, 1105. .1206, 1106. .1210, 
1362. .1673, 1362. .1451, 1367. .1678 



Seq. No. 49610 

Gene No. 105496 

Start 3138 

Name OJ000308_20.0419.C15.ol.tw 

Start 1103 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C15 
Strand 

End 3368 

Method TBLASTX : Wheat 

End 1544 

Score 7 6 



1103.. 1210, 1364. .1543, 1368.. 1544 



Seq. No. 49610 

Gene No. 105496 

Start 3138 

Name OJ000308_20.0419.C15.o2.tc 

Start 1362 

GI none 

Exons 1362. .1658,* 1367. .1654 



Seq. ID OJ000308_20.0419.C15 
Strand 

End 3368 

Method TBLASTX: Cress 

End 1658 

Score 304 



Seq. No. 49610 

Gene No. 105496 

Start 3138 

Name OJ000308_20 . 0419.C15.o2 .gs 

Start 3138 

GI none 

Exons 3138.. 3368 



Seq. ID OJ000308_20.0419.C15 
Strand 

End 3368 

Method GENSCAN 

End 3368 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49611 

105497 

2161 

OJ000308_20.0419.C16.ol.np 

2138 

4027891 



Seq. ID OJ000308_20.0419.C16 

Strand + 

End 3132 

Method AAT/NAP 

End 3123 

Score 760 



2138.. 2281, 2399. .2714, 2820. .3123 

(AF04 9350) alpha-expansin precursor [Nicotiana tabacum] 



49611 

105497 

2161 

OJ000308_20.0419.C16.ol.gs 

2161 

none 



Seq. ID OJ000308_20.0419.C16 

Strand + 

End 3132 

Method GENSCAN 

End 3132 

Score .78 



2161.. 2281, 2399. .2714, 2820.. 3132 



49611 

105498 

4193 

OJ000308_20.0419.C16.ol.tc 

2241 

none 



Seq. ID OJ000308_20.0419.C16 

Strand + 

End 7013 

Method TBLASTX: Cress 

End 3108 

Score 162 



51253 




Exons 


2241. .2282, 


2394 


. .2501, 


2398. 


.2517, 2533.. 2592, 


2601. .2699, 




2605. .2715, 


2808 


. .2990, 


2818. 


.3108, 2851.. 3099 




Seq. No. 


49611 








Seq. ID 


OJ000308 


_20.0419.C16 


Gene No. 


105498 








Strand 


+ 




Start 


4193 








End 


7013 




Name 


OJ000308 20 


. 0419 


.C16.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2370 








End 


3123 




GI 


none 








Score 


277 




Exons 


2370. .2606, 


2398 


. .2607, 


2442. 


.2615, 2494. .2622, 


2608. .2664, 




2609. .2665, 


2610 


. .2711, 


2611. 


.2715, 2817. .2999, 


2817. .3110, 




2818. .3123, 


2851 


. .3123 










Seq. No. 


49611 








Seq. ID 


OJ000308 


_20.0419.C16 


Gene No. 


105498 








Strand 


+ 




Start 


4193 








End 


7013 




Name 


OJ000308 20 


.0419 


.CI6.0I. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2370 








End 


3108 




GI 


none 








Score 


174 




Exons 


2370. .2495, 


2398 


. .2517, 


2557. 


.2607, 2610.. 2699, 


2611. .2715, 




2817. .3101, 


2818 


. .3108 










Seq. No. 


49611 








Seq. ID 


OJ000308 


_20.0419.C16 


Gene No. 


105498 








Strand 


+ ■ 




Start 


4193 








End 


7013 




Name 


OJ000308 20 


. 0419 


.CI6.0I. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2608 








End 


2994 




GI 


none 








Score 


75 




Exons 


2608. .2715, 


2608 


. .2655, 


2814. 


.2993, 2817.. 2993, 


2818. .2994 


Seq. No. 


49611 








Seq. ID 


OJ000308 


_20.0419.C16 


Gene No. 


105498 








Strand 


+ 




Start 


4193 








End 


7013 




Name 


OJ000308 20 


.0419 


.C16.o2. 


gs 


Method 


GEN SCAN 




Start 


4193 








End 


5970 




GI 


none 








Score 


.44 




Exons 


4193. .4315, 


4595 


. .4707, 


5218. 


.5333, 5659.. 5783, 


5884. .5970 


Seq. No. 


49611 








Seq. ID 


OJ000308 


_20.0419.C16 


Gene No. 


105498 








Strand 


+ 




Start 


4193 








End 


7013 




Name 


OJ000308 20 


.0419 


.C16.o2. 


np 


Method 


AAT/NAP 




Start 


5191 








End 


6621 




GI 


6907088 








Score 


1127 




Exons 


5191. .5328, 


5504 


. .5741, 


6238. 


.6621 







GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 49611 Seq. ID OJ000308_20 . 04 19 . C16 

Gene No. 105498 Strand + 

Start 4193 End 7013 

Name OJ000308_20 . 0419 . C16 . ol . gp Method AAT/GAP 

Start 6002 End 6195 

GI 5667165 Score 356 

Exons 6002.. 6195 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



51254 




Seq. No. 


49611 








Seq. ID 


OJ000308_20.0419.C16 


Gene No. 


1 ft C A ft Q 

105498 








otrana 


+ 


Start 


4193 








End 


7013 


Name 


OJ000308 20 


.0419. 


C16.o3 


.gs 


Method 


GENSCAN 


Start 


6519 








End 


7013 


GI 


none 








Score 


.94 


Exons 


6519. .7013 












Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


105499 








Strand 


+ 


otart 


4 u y y 








End 


5593 


Name 


OJ000308 20 


.0419. 


C17.ol 


.np 


Method 


AAT/NAP 


Start 


4099 








End 


5593 


GI 


4027891 








Score 


658 


Exons 


4099. .4238, 


4895. 


.5183, 


5290. 


.5593 




GI Descrip. 


(AF049350) 


alpha- 


expansin precursor [Nicotiana tabacum] 


Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


105500 








Strand 


+ 


Start 


6991 








End 


7380 


Name 


OJ000308 20 


.0419. 


C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4184 








End 


5577 


GI 


none 








Score 


72 


Exons 


4184. .4240, 


4878. 


.4991, 


4879. 


.5013, 5079. .5168, • 5080. .5184, 




5288. .-5575, 


5290. 


. 5577 








Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


105500 








Strand 


+ 


Start 


£2 ft ft 1 

6991 








End 


7380 


Name 


OJ000308 20 


.0419. 


C17.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4184 








End 


5578 


GI 


none 








Score 


73 


Exons 


4184. .4240, 


4878. 


.4991, 


4879. 


.5013, 5070.. 5168, 5074.. 5184, 




5287. .5571, 


5288. 


.5578 








Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


105500 








Strand 


+ 


Start 


/■ ft ft i 
6991 








End 


7380 


Name 


OJ000308 20 


.0419. 


C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4199 








End 


5593 


GI 


none 








Score 


67 


Exons 


4199. .4240, 


4878. 


.5075, 


4879. 


.5076, 5061.. 5180, 5079.. 5180, 




5080. .5184, 


5116. 


.5181, 


5287. 


.5580, 52? 


38. .5593, 5288. .5593 


Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


1 ft C C ft ft 

105500 








Strand 


+ 


Start 


6991 








End 


7380 


Name 


OJ000308 20 


.0419. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5077 








End 


5464 


GI 


none 








Score 


70 


Exons 


5077. .5184, 


5273. 


.5461, 


5284. 


.5463, 5288.. 5464 


Seq. No. 


49612 








Seq. ID 


OJ000308_20.0419.C17 


Gene No. 


105500 








Strand 


+ 


Start 


6991 








End 


7380 


Name 


OJ000308 20 


.0419. 


C17.o3 


.gs 


Method 


GENSCAN 


Start 


6991 








End 


7380 



51255 



GI 

Exons 



none 

6991. .7380 



Score 



Seq. No. 49613 Seq. ID 

Gene No. 105501 Strand 

Start 1 End 

Name OJ000308_20 .0419. C18 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . .14 6 



OJ000308_20.0419.C18 
+ 

3437 
AAT/GAP 
146 
232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49613 

105501 

1 

OJ000308_20.0419.C18.ol.np 
1 

7506734 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..48, 450. .619, 707. .797, 2185. .2288 
hypothetical protein R144.7 - Caenorhabditis elegans 
gi|746500|gb|AAC46552.1| (U23515) weak similarity to lupus LA 
proteins [Caenorhabditis elegans] 



OJ000308_20.0419.C18 
+ 

3437 
AAT/NAP 
2288 
63 



49613 Seq. ID 

105501 Strand 

1 • End 

OJ000308_20.0419.C18.ol.gs Method 

107 End 

none Score 



OJ000308_20.0419.C18 
+ 

3437 
GENSCAN 
3437 
.62 



107. .384, 466. .619, 707. .797, 2185. .2256, 3366. .3437 



49613 Seq. ID 

105501 Strand 

1 End 
OJ000308_20.0419.C18.o2.gp Method 

155 End 

2799645 Score 
155. .387 



OJ000308_20.0419.C18 
+ 

3437 
AAT/GAP 
387 
376 



Seq. No. 49613 Seq. ID 

Gene No. 105502 Strand 

Start 4008 End 

Name OJ000308_20 . 0419 . C18 . o3 . gp Method 

Start 4008 End 

GI none Score 

Exons 4008.. 4179 



OJ000308_20.0419.C18 
+ 

4179 
AAT/GAP 
4179 
243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



49613 Seq. ID 

105503 Strand 

4051 End 

OJ000308_20 . 0419 . C18 . ol . tm Method 

326 End 

none Score 



OJ000308_20.0419.C18 
4136 

TBLASTX: Maize 

2255 

78 



326.-382, 348. .389, 483. .572, 483. .563, 678. .800, 686. .790, 
2181.. 2255, 2185.. 2253 



49613 
105503 



Seq. ID OJ000308_20.0419.C18 
Strand 



51256 



Start 4051 

Name OJ000308_20 . 0419.C18 . o2 . gs 

Start 4051 

GI none 

Exons 4051.. 4136 

Seq. No. 49614 

Gene No. 105504 

Start 47 

Name OJ000308_20 . 0419 .C19 . ol . gp 

Start 47 

GI none 

Exons 47.. 4 99 



End 

Method 

End 

Score 



4136 
GENSCAN 
4136 
.83 



Seq. ID OJ000308__20.0419.C19 
Strand 

End 4 99 

Method AAT/GAP 

End 4 99 

Score 835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49615 

105505 

1215 

OJ000308_20.0419.C20.ol.ts 

958 

none 



Seq. ID OJ000308__20.0419.C20 
Strand 

End 3875 

Method TBLASTX : Soybean 

End 1383 

Score 178 



958. . 1272, 973. .1284, 974. .1282, 1046. .1291, 1279. .1383 



49615 
105505 
1215 

OJ000308_20.0419.C20.ol.np 
976 

4581123 
976. .1785 

(AC005825) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000308_20.0419.C20 
Strand 

End 3875 

Method AAT/NAP 

End 1785 

Score 849 



49615 

105505 

1215 

OJ000308_20.0419.C20.ol.tc 

976 

none 



Seq. ID OJ000308_20.0419.C20 
Strand 

End 3875 

Method TBLASTX : Cress 

End 1294 

Score 90 



976. .1041, 1042. .1290, 1046. .1291, 1048. .1167, 1049. .1294 



49615 

105505 

1215 

OJ000308_20.0419.C20.ol.gs 

1215 

none 



Seq. ID OJ000308_20.0419.C20 
Strand 

End 3875 

Method GENSCAN 

End 3875 

Score .45 



1215. .1285, 1317. .1397, 3701. .3875 



49615 

105505 

1215 

OJ000308_20.0419.C20.o2.ts 

1385 

none 



Seq. ID OJ000308_20.0419.C20 
Strand 

End 3875 

Method TBLASTX : Soybean 

End 1674 

Score 140 



1385. .1645, 1389. .1655, 1404 .. 1655 , 14 12 .. 1663, 1420. .1674 



49615 
105505 



Seq. ID OJ000308_20.0419.C20 
Strand* 



51257 



Start 


1215 








End 


3875 






Name 


OJ000308 20. 


0419. 


C20.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


1400 








End 


1788 






GI 


none 








Score 


247 






Exons 


1400. .1675, 


1402. 


.1662, 


1407. 


.1664, 1420. .1776, 


1421. .1681, 




1671. .1718, 


1675. 


.1788, 


1721. 


.1786 








Seq. No. 


49615 








Seq. ID 


OJ000308 


_20.0419 


.C20 


Gene No. 


105505 








Strand 








Start 


1215 








End 


3875 






Name 


OJ000308 20. 


0419. 


C20.O2 


.tc 


Method 


TBLASTX : 


Cress 




Start 


1423 








End 


1632 






GI 


none 








Score 


115 






Exons 


1423. .1593, 


1427. 


.1588, 


1594. 


.1632, 1598.. 1630 






Seq. No. 


49616 








Seq. ID 


OJ000308 


_20.0419 


.C21 


Gene No. 


105506 








Strand 


+ 






Start 


1136 








End 


1545 






Name 


OJ000308 20. 


0419. 


C21.ol 


. gs 


Method 


GENSCAN 






Start 


1136 








End 


1545 






GI 


none 








Score 


.69 






Exons 


1136. .1183, 


1372. 


.1545 












Seq. No. 


49616 








Seq. ID 


OJ000308 


_20.0419 


C21 


Gene No. 


105507 








Strand 








Start 


2077 








End 


5843 






Name 


OJ000308 20. 


0419. 


C21.o6 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1243 








End 


1471 






GI 


none 








Score 


55 






Exons 


1243. . 1281, 


1246. 


.1284, 


1247. 


.1306, 1289. .1342, 


1297. .1467, 




1311. .1400, 


1318. 


.1467, 


1427. 


.1471 








Seq. No. 


49616 








Seq. ID 


OJ000308 


_20.0419 


C21 


Gene No. 


105507 








Strand 








Start 


2077 








End 


5843 






Name 


OJ000308 20. 


0419. 


C21.o2 


. gs 


Method 


GENSCAN 






Start 


2077 








End 


5760 






GI 


none 








Score 


.63 






Exons 


2077. .3045, 


3931. 


.4314, 


4615. 


.5760 








Seq. No. 


49616 








Seq. ID 


OJ000308 


_20.0419 


C21 


Gene No. 


105507 








Strand 








Start . . 


2077 








End 


5843 






Name 


OJ000308 20. 


0419. 


C21.ol 


.np 


Method 


AAT/NAP 






Start 


3455 








End 


5843 






GI 


6466937 








Score 


1412 






Exons 


3455. .3566, 


3682. 


.5843 













GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 49616 

Gene No. 105507 

Start 2077 

Name OJ000308_20 . 04 19 . C21 . o3 . tm 
Start - 3677 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C21 
Strand 

End 584 3 

Method TBLASTX : Mai ze 

End 4260 

Score 80 



3677. .3805, 3679. .3864, 3895. .4260, 3938. .4216 



51258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49616 

105507 

2077 

OJ000308_20. 

3712 

none 

3712. .3912, 

49616 

105507 

2077 

OJ000308_20, 

4066 

none 

4066. .4257, 

49616 

105507 

2077 

OJ000308_20, 

4303 

none 

4303. .4938, 

49616 

105507 

2077 

OJ000308_20. 

4454 

none 

4454. .4588, 

49616 

105507 

2077 

OJ000308_20. 

4531 

none 

4531. .4917, 

49616 

105507 

2077 

OJ000308_20. 

4774 

none 

4774. .5202, 

49616 

105507 

2077 

OJ000308_20. 

5065 

none 

5065. .5160, 
5632. .5673 



0419.C21.o4.tw 
3716. .3853 

0419.C21.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_20.0419.C21 
5843 

TBLASTX: Wheat 

3912 

101 



Seq. ID OJ000308_20.0419.C21 
Strand 

End 5843 

Method TBLASTX : Wheat 

End 4453 

Score 57 

4067. .4135, 4069. .4182, 4264. .4452, 4295.-4453 

Seq. ID OJ000308_20.0419.C21 
Strand 

End 5843 

04 19 . C21 . ol . tm Method TBLASTX : Maize 

End 4 938 

Score 318 

4322. .4852 • 



0419.C21.o3.tw 



4459. .4713 



0419.C21.ol.ts 



4532. .4903 



0419.C21.ol.tw 



4775. .4960 



0419.C21.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_20.0419.C21 
5843 

TBLASTX: Wheat 

4713 

53 



OJ000308_20.0419.C21 
5843 

TBLASTX : Soybean 

4917 

172 



OJ000308_20.0419.C21 
5843 

TBLASTX: Wheat 

5202 

87 



OJ000308_20.0419.C21 
5843 

TBLASTX: Maize 

5673 

87 



5185. .5646, 5189. .5287, 5227. .5508, 5336. .5626, 



51259 




oeq. no. 


4 y oio 




beq. lu 


UJUUUouo zu.U4tiy.c-ci 


Gene No. 


105507 




Strand 




Start 


2077 




End 


5843 


Name 


OJ000308 20 


.0419.C21.o5.tw 


Method 


TBLASTX: Wheat 


Start 


5434 




End 


5817 


GI 


none 




Score 


106 


Exons 


5434. .5646, 


5632. .5817 






Seq. No. 


49617 




Seq. ID 


OJ000308_20.0419.C22 


(jene no . 


IUjDUo 




Strand 




Start 


1 




End 


1172 


Name 


OJ000308 20 


■0419.C22.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1172 


GI 


6907086 




Score 


1103 


Exons 


1..362, 420 


. .1172 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


49617 




Seq. ID 


OJ000308_20.0419.C22 


uene wo . 






Strand 




Start 


1894 




End 


7224 


Name 


OJ000308 20 


.0419.C22.o2.np 


Method 


AAT/NAP 


Start 


1894 




End 


5291 


GI 


4680186 




Score 


220 


Exons 


1894. .2308, 


2816.. 2960, 5269. 


.5291 




GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


49617 




Seq. ID 


OJ000308__20.0419.C22 


Gene No. 






Strand 




Start 


1894 




End 


7224 


Name 


OJ000308 20 


.0419.C22.o2.gs 


Method 


GENSCAN 


Start 


3056 




End 


6653 


GI 


none 




Score 


.42 


Exons 


3056. .3978, 


4189. .4676, 4698. 


.4834, 5276. .5538, 5921. .5942, 




6046. .6167, 


6467..6653 






oeq. wo. 


% y oi / 




Seq. ID 


OJ000308_20.0419.C22 


Gene No. 


105509 




Strand 




Start 


1894 




End 


7224 


Name 


OJ000308 20 


.0419.C22.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3096 




End 


3271 


GI 


none 




Score 


55 


Exons 


3096. .3269, 


3098. .3271 






Seq. No. 


49617 




Seq. ID 


OJ000308_20.0419.C22 


Gene No. 


105509 




Strand 




otart 


i o y 4 




End 


7224 


Name 


OJ000308 20 


.0419.C22.o3.np 


Method 


AAT/NAP 


Start 


3098 




End 


6875 


GI 


6466937 




Score 


983 


Exons 


3098. .5161, 


6692. .6875 






GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


49617 




Seq. ID 


OJ000308_20.0419.C22 


Gene No. 


105509 




Strand 




Start 


1894 




End 


7224 



51260 



Name 

Start 

GI 

Exons 



OJ000308_20 .0419. C22 . ol . tm Method 
3218 End 
none Score 
3218. .3697, 3221. .3604, 3225. .3620 



TBLASTX: Maize 

3697 

171 



Seq. No. 


49617 








Seq. ID 


OJ000308_20.0419 


.C22 


Gene No. 


105509 








Strand 


- 




Start 


1894 








End 


7224 




Name 


OJ000308_20. 


0419. 


C22.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


OZ. 14. 








Lna 


"2 ~7 c /I 




GI 


none 








Score 


189 




Exons 


3272. .3754, 


3276. 


.3650 










Seq. No. 


49617 








Seq. ID 


OJ000308_20.0419 


.C22 


Gene No. 


105509 








Strand 


- 




Start 


1894 








End 


7224 




Name 


OJ000308 20. 


0419. 


C22.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


3401 








End 


3733 






none 








Score 


O "3 1 
ZO 1 




Exons 


3401. .3733 














Seq. No. 


49617 








Seq. ID 


OJ000308_20.0419 


.C22 


Gene No. 


105509 • 








Strand 


- 




Start 


1894 








End 


7224 




Name 


OJ000308 20. 


0419. 


C22.o5 


.np 


Method 


AAT/NAP 




Start 


5196 








End 


7224 




GI 


5777622 








Score 


11 j 




Exons 


5196. .5276, 


6958. 


.7086, 


7195. . 


7224 






GI Descrip. 


(AJ245900) CAA303710.1 


protein [Oryza 


sativa] 




Seq. No. 


49618 








Seq. ID 


OJ000308_20.0419 


.C23 


Gene No. 


105510 








Strand 


+ 




Start 


2927 








End 


3385 




Name 


OJ000308 20. 


0419. 


C23.ol 


-gp 


Method 


AAT/GAP 




Start 


2927 








End 


3385 




GI 


427073 








Score 


833 




Exons 


2927. .3385 














Seq. No. 


49618 








Seq. ID 


OJ000308_20.0419 


.C23 


Gene No. 


105511 








Strand 


+ 




Start 


3599 








End 


5267 




Name 


OJ000308 20. 


0419. 


C23.ol 


.np 


Method 


AAT/NAP 




Start 


3599 








End 


5267 




GI 


7486392 








Score 


820 




Exons 


3599. .4069, 


4519. 


.5011, 


5182. . 


5267 






GI Descrip. 


hypothetical 


protein F4B14.19C 


- Arabidopsis thaliana 





gi I 3036796 | emb | CAA18486.il (AL022373) putative protein 
[Arabidopsis thaliana] gi | 3805858 | emb | CAA21478 . 1 1 (AL031986) 
putative protein [Arabidopsis thaliana] 
gi|7270544 | emb | CAB8 1501 . 1 | (AL161588) putative protein 
[Arabidopsis thaliana] 



Seq. No. 49618 Seq. ID 

Gene No. 105511 Strand 

Start 3599 End 

Name OJ000308_20 . 0419 . C23 . ol . ts Method 

Start 3601 End 



OJ000308_20.0419.C23 
+ 

5267 

TBLASTX : Soybean 
3925 



51261 



GI none 

Exons 3601.. 3801, 3602.. 3925 

Seq. No. 49618 

Gene No. 105511 

Start 3599 

Name OJ000308_20 . 0419 . C23 . ol . tw 

Start 3632 

GI none 
Exons 



Score 



474 



Seq. ID OJ000308_20.0419.C23 

Strand + 

End 5267 

Method TBLASTX : Wheat 

End 4003 

Score 7 9 



3632. .3790, 3634. .3741, 3668. .3769, 3797. .4003 



Seq. No. 49618 Seq. ID 

Gene No. 105511 Strand 

Start 3599 End 

Name OJ000308_20 . 04 1 9 . C23 . o2 . tm Method 

Start 3686 End 

GI none Score 

Exons 3686.. 4009, 3691.. 4002, 3845.. 4009 



OJ000308_20.0419.C23 
+ 

5267 

TBLASTX : Maize 

4009 

511 





Seq. No. 


49618 








Seq. ID 


OJ000308_20.0419.C23 




Gene No. 


105511 








Strand 


+ 




Start 


3599 








End 


5267 




Name 


OJ000308 20. 


0419, 


,C23.o2, 


.ts 


Method 


TBLASTX : Soybean 




Start 


3926 








End 


4794 




GI 


none 








Score 


126 




Exons 


3926. .4009, 


3943, 


. .4011, 


4544. 


.4633, 4547. .4615, 4604. .4792, 


^ : " 




4627. .4794 












r 1 1 


Seq. No. 


49618 








Seq. ID 


OJ000308_20.0419.C23 




Gene No. 


105511 








Strand 


+ 




Start 


3599 








End 


5267 




Name 


OJ000308 20. 


0419. 


.C23.ol. 


.tm 


Method 


TBLASTX: Maize 


zs : z 

\ u 


Start 


4487 








End 


4975 




GI 


none 








Score 


530 




Exons 


4487. .4948, 


4490. 


. .4966, 


4898. 


.4975 






Seq. No. 


49619 








Seq. ID 


OJ000308_20.0419.C24 




Gene No. 


105512 








Strand 


+ 




Start 


271 








End 


3940 


r ~ 


Name 


OJ000308 20. 


0419. 


■C24.ol. 


,np 


Method 


AAT/NAP 


3, ZS. 


Start 


271 








End 


1858 


5- J 


GI 


7486392 








Score 


358 



Exons 271. .335, 705. .811, 1195. .1292, 1813.. 1858 

GI Descrip. hypothetical protein F4B14.190 - Arabidopsis thaliana 
gi|3036796|emb|CAA18486.1| (AL022373) putative protein 
[Arabidopsis thaliana] gi | 3805858 | emb | CAA21478 . 1 | (AL031986) 
putative protein [Arabidopsis thaliana] 
gi I 7270544 | emb | CAB81501.il (AL161588) putative protein 
[Arabidopsis thaliana] 



Seq. No. 49619 Seq. ID 

Gene No. 105512 Strand 

Start 271 End 

Name OJ000308_20 .0419.C24.ol.gp Method 

Start 765 End 

GI LIB3433-047-P1-K1-F4 Score 

Exons 765.. 811, 1195.. 1288, 1812.. 2084 



OJ000308_20.0419.C24 
+ 

3940 
AAT/GAP 
2084 
768 



51262 




GI Descrip. • 3036796/emb | CAA18486 | 2.0e-24 (AL022373) putative protein 

[Arabidopsis thaliana] >gi_3805858_emb_CAA21478 . 1_ (AL031986) 
.putative protein [Arabidopsis thaliana] 1 



Seq. No. 49619 

Gene No. 105512 

Start 271 

Name OJ000308_20 .0419. C24 . ol . gs 

Start 1195 

GI none 
Exons 



Seq. ID OJ000308_20.0419.C24 



Strand 
End 

Method 

End 

Score 



+ 

3940 
GENSCAN 
3940 
.88 • 



1195. .1288, 2713. .2823, 2859. .3179, 3858. .3940 



Seq. No. 


49619 


Gene No. 


105513 


Start 


4947 


Name 


OJ000308 20.0419.C24.o3. 


Start 


4947 


GI 


6967112 


Exons 


4947. .4988, 6404. .6511, 


GI Descrip. 


(AL138 652) putative prot 


oeq . jno . 




Gene No. 


105514 


Start 


3344 


Name 


OJ000308 20.0419.C24.o2. 


Start 


3344 


GI 


6978921 


Exons 


3344. .3380, 4473. .4553, 


GI Descrip. 


(AC021665) putative ABC 


Seq. No. 


49619 


Gene No. 


105514 


Start 


3344 


Name 


OJ000308 20.0419.C24.o2. 


Start 


4196 


GI 


2283 1.R1084 


Exons 


4196. .4553, 4664. .4775, 


GI Descrip. 


' 4972067/emb | CAB43874 . 1 | 




[Arabidopsis thaliana] ' 


Seq. No. 


49619 


Gene No. 


105514 


Start 


3344 


Name 


OJ000308 20.0419.C24.o2. 


Start 


4326 


GI 


none 


Exons 


4326. .4559, 4327. .4554, 




4664. .4783 



Seq. ID OJ000308_20.0419.C24" 
Strand + 
End 7357 
np Method AAT/NAP 
End 7357 
Score 405 
6600. .6825, 6900. .7357 
ein [Arabidopsis thaliana] 

Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 
np Method AAT/NAP 
End 7 309 

Score 112 
4664. .4868, 7268. .7309 
transporter [Arabidopsis thaliana] 

Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

.gp Method AAT/GAP 

End 5327 

Score 888 
5310. .5327 

I 4.0e-47 (AL078467) putative protei 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

.tm Method TBLASTX : Maize 

End 4783 

Score 243 
4452. .4559, 4656. .4775, 4664. .4774, 



Seq. No. 49619 Seq. ID 

Gene No. 105514 Strand 

Start 3344 End 

Name OJ000308_20 . 0419.C24 .o2 . gs Method 

Start 4332 End 

GI none Score 

Exons 4332.. 4553, 4664.. 4777 



OJ000308_20.0419.C24 

7309 
GENSCAN 
4777 
.78 



51263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20. 

4345 

none 

4345. .4434, 
4656. .4772, 



0419.C24.ol.tc 



4347. .4457, 4471. 
4664. .4774 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

Method TBLASTX : Cress 

End 4783 

Score 84 

.4551, 4473. .4556, 4655. .4783, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20, 

4347 

none 

4347. .4454, 
4664. .4783, 



0419.C24.ol.ts 



4348.-4434, 4452. 
4668. .4772 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

Method TBLASTX : Soybean 

End 4783 

Score 80 

.4559, 4472. .4561, 4474. .4557, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20, 

6083 

none 

6083. .6478, 



0419.C24.o3.tm 



6304. .6441 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

Method TBLASTX: Maize 

End 6478 

Score 252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20. 

6491 

none 

6491. .6511, 
6600. .6806, 



0419.C24.o2.ts 



6492.. 6512, 6590. 
6695.. 6802, 6898. 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

Method TBLASTX : Soybean 

End 7066 

Score 40 

.6754, 6597.. 6752, 6598.-6753, 
.6987, 6899.. 6991, 7034. .7066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20< 

6602 

none 

6602. .6631, 
6889. .6987, 



0419.C24.ol.tm 



6603.. 6830, 6605. 
6898.. 6975, 6899. 



Seq. ID OJ000308_20.0419.C24 
Strand 

End 7309 

Method TBLASTX: Maize 

End 7122 

Score 40 

.6826, 6661.. 6831, 6751.. 6831, 
.6991, 7030.. 7122, 7031.. 7120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49619 

105514 

3344 

OJ000308_20, 

6642 

none 

6642. .6797, 



0419.C24.ol.tw 



Seq. ID OJ000308_20.0419.C2^ 
Strand 

End 7309 

Method TBLASTX : Wheat 

End 7120 

Score 121 



6692.. 6793, 6899.. 6985, 7034.. 7120 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49620 

105515 

4639 

OJ000308_20, 
4639 



0419.C25.o2.gs 



Seq. ID OJ000308_20.0419.C25 

Strand + 

End 6985 

Method GENSCAN 

End 6985 



51264 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
^3 Gene No. 
Q Start 
fn Name 
?j§ Start 

Exons 



none 

4639. .4765, 6831. .6985 



Score 



Seq. ID OJ000308_20.0419.C25 
Strand 

End 4473 

Method AAT/GAP 

End 533 

Score 691 



49620 
105516 
1 

OJ000308_20 . 0419 . C25 . ol . gp 
1 

2283_1.R1084 • 
1..252, 413. .533 

, 4972067/emb | CAB43874.il 4.0e-47 (AL078467) putative protei 
[Arabidopsis thaliana] 1 



49620 

105516 

1 

OJ000308_20.0419.C25.ol.np 
1 

6978921 



Seq. ID OJ000308_20.0419.C25 
Strand 

End 4473 

Method AAT/NAP 

End 3598 

Score 840 



1..252, 427... 704, 855. .1105, 1173. .1356, 1444. .1599, 3333.. 3598 
(AC021665) putative ABC transporter [Arabidopsis thaliana] 



49620 

105516 

1 

OJ000308_20.0419.C25.ol.gs 
61 

none 



Seq. ID OJ000308_20.0419.C25 
Strand 

End 4473 

Method GENSCAN 

End 4473 

Score .56 



61. .252, 413. .700, 785. .1102, 1173. .1356, 1444. .1599, 
2170. .2201, 2236. .2631, 3333. .3559, 3604. .3743, 3983. .4473 





Seq. No. 


49620 




Seq. ID 


OJ000308_20.0419. 


C25 




Gene No. 


105517 




Strand 








Start 


7269 




End 


9043 






Name 


OJ000308 20.0419.C25. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


500 






GI 


none 




Score 


362 






Exons 


1..264, 2. .253, 412.. 


498, 412 


..498, 413. .499, 414. .500 






Seq. No. 


49620 




Seq. ID 


OJ000308_20.0419. 


C25 




Gene No. 


105517 




Strand 








Start 


7269 




End 


9043 






Name 


OJ000308 20.0419.C25. 


o2.tc 


Method 


TBLASTX: Cress 






Start 


1 




End 


238 






GI 


none 




Score 


189. 






Exons 


1..210, 2. .238 












Seq. No. 


49620 




Seq. ID 


OJ000308_20.0419. 


C25 




Gene No. 


105517 




Strand 








Start 


7269 




End 


9043 






Name 


OJ000308 20.0419.C25. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


1 




End 


532 






GI 


none 




Score 


108 






Exons 


1..264, 8. .238, 446.. 


532 










Seq. No. 


49620 




Seq. ID 


OJ000308_20.0419. 


C25 




Gene No. 


105517 




Strand 







51265 



Start 
Name 
Start 
GI 

Exons 



7269 End 9043 

OJ000308_20.0419.C25.ol.ts Method TBLASTX : Soybean 
7 End 601 

none Score 185 

7. .231, 8. .262, 10. .264, 20. .253, 84. .263, 411. .587, 413. .601, 
414. .587, 428. .595 



Seq. No. 49620 Seq. ID OJ000308_20 . 04 19 . C25 

Gene No. 105517 Strand 

Start 7269 End 9043 

Name OJ000308_20 . 0419. C25 . ol . tc Method TBLASTX : Cress 

Start 417 End 1331 

GI none Score 255 

Exons 417. .701, 419. .703, 431. .703, 824. .1114, 858. .1013, 864. .1133, 
1065. .1115, 1171. .1326, 1173. .1301, 1173. .1331, 1174. .1326 



a. ~x 



Seq. No. 49620 Seq. ID OJ000308_20 . 04 19 . C25 

Gene No. 105517 Strand 

Start ■ • 7269 End 9043 

Name OJ000308__20 . 0419. C25 . o3 . tm Method TBLASTX : Maize 

Start 501 End 810 

GI none Score 24 4 

Exons 501. .677, 501. .680, 503. .709, 503. .682, 677. .712, 787. .810 

Seq. No. 49620 Seq. ID OJ000308_20 . 04 19 . C25 

Gene No. 105517 Strand 

Start 7269 End 9043 

Name OJ000308_20 . 04 19 . C25 . o2 . ts Method TBLASTX : Soybean 

Start 638 End 1081 

GI none Score 53 

Exons 638. .703, 648. .701, 795. .1013, 830. .1081, 845.. 1081 



Seq. No. 49620 Seq. ID OJ000308_20 . 04 19 . C25 

Gene No. 105517 Strand 

Start 7269 End 9043 

Name OJ000308_20 . 0419. C25 . o2 . tm Method TBLASTX : Maize 

Start 899 End 1592 

GI . none Score 78 

Exons 899.. 1099, 1176.. 1355, 1222.. 1350, 1446.. 1592 





Seq. No. 


49620 










Seq. ID 


OJ000308_20.0419, 


.C25 




Gene No. 


105517 










Strand 








Start 


7269 










End 


9043 






Name 


OJ000308 


20. 


0419. 


,C25.o3 


.ts 


Method 


TBLASTX: Soybean 






Start 


1272 










End 


1608 






GI 


none 










Score 


125 






Exons 


1272. . 135 


8, 


1273, 


. .1377, 


1441. 


.1608, 1443. .1607 






Seq. No. 


49620 










Seq. ID 


OJ000308_20.0419, 


.C25 




Gene No. 


105517 










Strand 








Start 


7269 










End 


9043 






Name 


OJ000308 


20. 


0419, 


■C25.o3 


.tc 


Method 


TBLASTX: Cress 






Start 


1332 










End 


1602 






GI 


none 










Score 


53 






' Exons 


1332. . 135 


8, 


1333. 


. .1359, 


1441. 


.1602, 1443.. 1601 






Seq. No. 


49620 










Seq. ID 


OJ000308_20.0419. 


.C25 



51266 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105517 Strand 
7269 End 
OJ000308_20 . 04 19 . C25 . o3 . gs Method 
7269 End 
none Score 
7269. .7373, 8713. .8790, 9008. .9043 



49621 

105518 

51 

OJ000308_20 . 04 1 9 . C26 . ol . gs 
51 

none 



9043 
GENSCAN 
9043 
.67 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method GENSCAN 

End 2749 

Score .71 



51. .334, 562. .909, 1002. .1157, 1334. .1417, 2690. .2749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49621 

105518 

51 

OJ000308_20.0419.C26.ol.np 
450 

6503014 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method AAT/NAP 

End 2867 

Score 534 



450. .495, 593. .702, 775. .909, 1002. .1157, 1334. .1417, 

1610. .1656, 1846. .1919, 2175. .2233, 2675. .2867 

(AF174429) FH protein interacting protein FIP2 [Arabidopsis 

thaliana] 



49621 

105518 

51 

OJ000308_20.0419.C26.ol.tm 

592 

none 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method TBLASTX : Mai ze 

End 870 

Score 72 



592. .684, 594. .671, 597. .701, 598. .702, 768. .833, 772. .870, 
772.-846, 774. .866 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method TBLASTX : Cress 

End 1417 

Score . 105 

597. .677, 598. .684, 772. .909, 774. .893, 1034. .1174, 1059. .1139, 
1334. .1417 



49621 

105518 

51 

OJ000308_20.0419.C26.ol.tc 

597 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49621 

105518 

51 

OJ000308_20.0419.C26.ol.ts 

597 

none 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method TBLASTX : Soybean 

End 870 

Score 130 



597. .701, 598. .699, 772. .870, 774. .869, 781. .870 



Seq. No. 49621 

Gene No. 105518 

Start 51 

Name OJ000308_20 . 04 19 . C26 . ol . gp 

Start 993 



Seq. ID OJ000308_20.0419.C26 

Strand + 

End 2867 

Method AAT/GAP 

End 2255 



51267 




GI 


1631634 


Score 


755 








Exons 


993.. 1157, 1334.. 1417, 1610 


..1656, 1846.. 1919, 


2175. .2255 


Seq. No. 


49622 


beq. ID 


UJUUUozo 




n a i q 


. LZ 


Gene No . 




Strand 


+ 








Start 


204 


End 


/lb 








Name 


OJ000328 20.0418.C2.ol.gs 


Method 


GENSCAN 








Start 


204 


End 


/ID 








GI 


none 


Score 


c o 
. OO 








Exons 


204.. 312, 649.. 716 . 












Seq. No. 


49622 


Seq. ID 


OJ000328 


_20. 


0418 


.C2 


Gene No. 


105520 


Strand 


+ 








o tar z 


21965 


End 


24909 








Name 


OJ000328 20.0418.C2.o2.np 


Method 


AAT/NAP 








Start 


21965 


End 


24909 








GI 


4680186 


Score 


181 








Exons 


21965. .21999, 23336. . 23510, 


24088. .24221, 24856 


. .24909 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


49622 


Seq. ID 


OJ000328 


_20. 


f\ A 1 O 


. CZ 


Gene No . 


105521 


Strand 


+ 








Start 


39206 


End 


39504 








Name 


OJ000328 20 . 0418 .C2 . oil . gs 


Method 


GENSCAN 








Start 


39206 


End 


39504 








GI 


none 


Score 


.77 








Exons 


39206. .39349, 39355.. 39504 












Seq. No. 


49622 


Seq. ID 


OJ000328 


_20. 


0418 


.C2 


Gene No. 


105522 


Strand 










jtal L 


3823 


End 


4699 








Name 




Method 


AAT/NAP 








Start 


3754 


End 


4699 








GI 


6642677 


Score 


128 








Exons 


3754. .3973, 4245. .4699 












GI Descrip. 


(AC0154 50) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


49622 


Seq. ID- 


OJ000328 


_20. 


0418 




Gene No . 


105522 


Strand 










Start 


3823 


End 


4699 








Name 


OJ000328 20.0418.C2.o3.gs 


Method 


GENSCAN 








Start 


3823 


End 


4699 








GI 


none 


Score 


.47 








Exons 


3823. .4084, 4086. .4699 












Seq. No. 


49622 


Seq. ID 


OJ000328_ 


_20. 


0418 




Gene No . 


105523 


Strand 










Start 


17244 


End 


18875 








Name 


OJ000328 20.0418.C2.o5.gs 


Method 


GENSCAN 








Start 


17244 


End 


18875 








GI 


none 


Score 


.96 








Exons 


17244. .17287, 17813. .18875 












Seq. No. 


49622 


Seq. ID 


OJ000328_ 


_20. 


0418 


.C2 


Gene No. 


105524 


Strand 










Start 


25321 


End 


26579 








Name 


OJ000328 20.0418.C2.o7.gs 


Method 


GENSCAN 









51268 



£3 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



25321 
none 



End 
Score 



26579 
.7 



25321. .25824, 26110 .. 26465, 26477.-26579 



49622 Seq. ID 

105525 Strand 
29804 End 
OJ000328_20 . 04 18 . C2 . o9 . gs Method 
29804 End 
none Score 

29804. .30196, 30386 .. 3062 9, 30903 

32092. .32327, 33022.. 33263 



OJ000328_20.0418.C2 

33351 
GENSCAN 
33263 
.86 

,31068, 31149. .31358, 



49622 Seq. ID 

105525 Strand 

29804 End 

OJ000328_20 . 0418 . C2 . o3 . np Method 

30363 End 

4006859 Score 



OJ000328_20.0418.C2 

33351 
AAT/NAP 
33351 
489 



30363. .30623, 30978 .. 31068 , 3114 9 .. 31329, 32090 .. 32327, 
33022. .33351 

(299707) putative protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



49622 Seq. ID 

105526 Strand 

40274 End 

OJ000328_20 . 0418 . C2 . o3 . tm Method 

13542 End 

none Score 

13542. .13751, 13578 .. 13751 , 13784 13885 , 

18543. .18671, 1874 4 .. 18869, 22344.. 22472 

49622 
105526 
40274 

OJ000328_20 . 0418 . C2 . o4 . tm 
29744 
none 

29744. .30067, 29804 .. 30064 , 

30137. .30166, 30213 .. 30305 , 

30386. .30466, 30388 .. 30483, 

30461. .30565, 30463 30570, 

49622 Seq. ID 

105526 Strand 

40274 End 

OJ000328_20 . 04 18 . C2 . o2 . tm Method 

31151 End 

none Score 

31151. .31219, 31212. .31289, 32090. 

32884. .32925, 32973 .. 33128 , 33018. 

49622 Seq. ID 

105526 Strand 

40274 End 

OJ000328_20 . 04 18 . C2 . ol . ts Method 

32195 End 



OJ000328_20.0418.C2 
48706 

TBLASTX: Maize 
22472 
235 

13836. .13874, 



OJ000328 20. 0418. C2 



48706 

TBLASTX: Maize 
30570 
166 

29853. .30068, 29860 30066, 
30380. .30484, 30384 304 4 9, 
30421. .30543, 30458 30550, 
30495.. 30566 



OJ000328 20. 0418. C2 



48706 

TBLASTX: Maize 
33128 
264 

32332, 32091. .32339, 
33104 



OJ000328_20.0418.C2 
48706 

TBLASTX : Soybean 
33128 



51269 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 
[3 GI 
Q Exons 
fn GI Descrip. 

IS Seq. No. 

H Gene No. 

W Start 

^3 Name 

fjj Start 

L GI 

Exons 

^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 103 

32195. .32356, 32212 .. 32322, 32214 .. 32393, 32973. .33128 



49622 

10552 

40274 

OJ000 

37848 

none 

37848 

38155 

38262 

41811 

42070 

45439 

45733 

48244 

48608 



328 20.0418.C2.ol.tm 



,38162, 
,38196, 
,38351, 
,42050, 
,42102, 
,45495, 
,45780, 
.48510, 
,48706, 



37849. 
38181. 
41746. 
41998. 
42151. 
45519. 
48203. 
48473. 
48617. 



.38049, 
.38279, 
.41949, 
.42060, 
.42249, 
.45713, 
.48448, 
.48616, 
.48703 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37910 

38192 



OJ000328 20. 0418. C2 



48706 

TBLASTX: Maize 
48706 
144 

38125, 38118. .38243, 
38278, 38262. .38348, 



41747. .42010, 4 1748 .. 42050 , 

42016. .42159, 42056. . 42100, 

42160. .42246, 45438 .. 45545, 

45523. .45711, 45732 .. 45821, 

48203. .48517, 48205 .. 4 8528 , 

48514. .48633, 48527 .. 4 8 604 , 



49622 Seq. ID 

105526 Strand 

40274 End 

0 J000328_20 . 04 18 . C2 . o4 . np Method 

40274 End 

4680492 Score 
40274. .40457 

(AF119222) putative reverse transcriptase [Oryza sativa] 



OJ000328_20.0418.C2 

48706 
AAT/NAP 
40457 
158 



49623 Seq. ID OJ000308_22 . 04 19 . CI 

105527 Strand 
1 End 1579 

OJ000308_22. 0419.Cl.ol.np Method AAT/NAP 

1 End 1579 

7228438 Score 2006 

1..149, 242. .500, 577. .875, 968. .1378, 1463. .1579 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



49623 Seq. ID 

105527 Strand 

1 End 

OJ000308_22.0419.Cl.ol.gs Method 

24 End 

none Score 



OJ000308_22.0419.C1 

1579 
GENSCAN 
1549 
.63 



24. .149, 242. .430, 624. .875, 968. .1093, 1253. .1378, 1463. .1549 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308 22. 0419. CI 



49623 
105527 
1 

OJ000308_22.0419.Cl.ol.gp 
250 

LIB3475-007-P1-K1-G8 
250. .500, 577. .749 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



1579 
AAT/GAP 
749 
797 



51270 



Seq. No. 49624 Seq. ID 

Gene No. 105528 Strand 

Start 7124 End 

Name OJ000308_22 . 04 1 9 . C2 . o2 . gp Method 

Start 7124 End 

GI 183_2.R1084 Score 

Exons 7124.. 8239 

GI Descrip. • 1304215/dbj | BAA12337 1 1.0e-107 (D84392) precursor of rice 22 

kDa protein of photosystem II (PSII-S) [Oryza sativa] 1 



OJ000308_22.0419.C2 
+ 

8239 
AAT/GAP 
8239 
2199 



Seq. No. 49624 Seq. ID OJ000308_22 . 04 1 9 . C2 

Gene No. 105529 Strand 

Start 1 End 947 

Name OJ000308_22 . 0419 . C2 . ol . np Method AAT/NAP 

Start 1 End 814 

GI 1362051 Score 956 

Exons 1..618, 695.. 814 

GI Descrip. protein kinase 3 - soybean gi | 310582 (L19361) protein kinase 3 
[Glycine max] 



Seq. No. 49624 Seq. ID 

Gene No. 105529 Strand 

Start 1 End 

Name OJ000308_22 . 0419 . C2 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98. .295, 409. .618, 695.. 814 



OJ000308_22.0419.C2 
947 

GEN SCAN 
814 
. 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000308_22.0419.C2 
947 

AAT/GAP 
947 
1010 



49624 Seq. ID 

105529 Strand 
1 End 
OJ000308_22 . 04 19 . C2 . ol . gp Method 
344 End 
32739_1.R1084 Score 
344. .618, 695. .947 

, 3046731/emb|CAA06503| 3.0e-52 (AJ005373) protein kinase 
[Craterostigma plantagineum] ' 

49624 Seq. ID 

105530 Strand 
3850 End 
OJ000308_22 . 04 1 9 . C2 . o2 . np Method 
3850 End 
3894187 Score 



OJ000308_22.0419.C2 

7325 
AAT/NAP 
7325 
105 



3850. .3892, 5884. .6034, 7292. .7325 

(AC005662) hypothetical protein [Arabidopsis thaliana] 



49624 

105531 

7340 

OJ000308_22.0419.C2.ol. tm 
1 

none 



Seq. ID OJ000308_22.0419.C2 



Strand 
End 

Method 

End 

Score 



8104 

TBLASTX: Maize 

814 

35 



1..18, 101. .274, 102. .275, 301. .618, 301. .621, 302. .619, 
678. .806, 680. .814, 683. .796, 696. .800 



51271 



!3 



Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No. 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


.0419 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


101 








End 


814 


GI 


none 








Score 


221 


Exons 


101. .274, 102. .275, 301 


- .621, 


302. .619, 


469. .621, 680. .814 




696. .797 












Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No . 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


.0419 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


101 








End 


814 


GI 


none 








Score 


221 


Exons 


101. .274, 102. .275, 301 


. .621, 


302. .619, 


680. .814, 699. .797 


Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No . 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


.0419 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


161 








End 


552 


GI 


none 








Score 


148 


Exons 


161. .274, 162. .275, 301 


. .552, 


302. .547 




Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No. 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


0419 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


553 








End 


817 


GI 


none 








Score 


40 


Exons 


553.. 621, 554.. 619, 680 


. .817, 


702. .797 




Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No. 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


0419 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7338 








End 


7886 


GI 


none 








Score 


44 


Exons 


7338. .7385, 


7428 


.7670, 


7428. 


.7553, 7448. .7666, 7448. .7549 




7728. .7859, 


7737 


.7886, 


7739. 


.7876, 7739.. 7858 


Seq. No. 


49624; 








Seq. ID 


OJ000308_22.0419.C2 


Gene No. 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22 


0419 


C2.o2. 


tc . 


Method 


TBLASTX: Cress 


Start 


7340 








End 


7972 


GI 


none 








Score 


232 


Exons 


7340. .7381, 


7347, 


.7670, 


7428. 


.7571, 7448.-7666, 7448.-7576 




7661. .7972, 


7713, 


.7925, 


7728. 


.7886, 7739. .7876 


Seq. No. 


49624 








Seq. ID 


OJ000308_22.0419.C2 


Gene No. 


105531 








Strand 




Start 


7340 








End 


8104 


Name 


OJ000308 22. 


0419, 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7340 








End 


7990 


GI 


none 








Score 


205 



51272 



Exons 



7340. .7381, 7347. .7571, 7431. .7571, 7448. .7588, 7448. .7579, 
7589. .7639, 7608. .7640, 7661. .7990, 7713. .7922, 7716. .7919, 
7739. .7876 



Seq. No. 49624 Seq. ID 

Gene No. 105531 Strand 

Start 7340 End 

Name 0 J000308_22 . 04 1 9 . C2 . o3 . gs Method 

Start 7340 End 

GI none Score 

Exons 7340.. 8086 



OJ000308_22.0419.C2 

8104 
GENSCAN 
8086 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49624 Seq. ID OJ000308_22 . 0419 .C2 

105531 Strand 

7340 End 8104 

OJ000308_22 . 04 1 9 . C2 . o3 . np Method AAT/NAP 

7343 End 8104 

7489520 Score 1259 

7343. .8104 

photosystem II 22-K chlorophyll-binding protein - rice 

gi| 1304215 1 dbj |BAA12337.1| (D84392) precursor of rice 22 kDa 

protein of photosystem II (PSII-S) [Oryza sativa] 



11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



■S? start 



Name 

Start 

GI 

Exons 



OJ000308_22.0419.C3 
+ 

2137 
AAT/NAP 
2137 
129 



49625 Seq. ID 

105532 Strand 
1 End 
OJ000308_22.0419.C3.ol.np Method 
1 End 
7484815 Score 
1..420, 1180. .1288, 2111. .2137 

auxin response factor 7 homolog F6G3.110 - Arabidopsis thaliana 
gi|4938484|emb|CAB43843.1| (AL078464) transcription factor-like 
protein [Arabidopsis thaliana] gi | 7269908 | emb | CAB81001 . 1 1 
(AL161576) transcription factor-like protein [Arabidopsis 
thaliana] 



49625 Seq. ID 

105532 Strand 

1 End 

OJ000308_22 . 04 1 9 . C3 . ol . gs Method 

199 End 

none Score 

199.. 336, 1219.. 1809 



OJ000308_22.0419.C3 
+ 

2137 
GENSCAN 
1809 
.66 



Seq. No. 49625 Seq. ID 

Gene No. 105533 Strand 

Start 2832 End 

Name OJ000308_22 . 04 19 . C3 . o2 . gs Method 

Start 2832 End 

GI none Score 

Exons 2832.. 2993, 3140.. 3202, 3256.. 3324 



OJ000308_22.0419.C3 

3324 
GENSCAN 
3324 
.55 



Seq. No. 49626 Seq. ID 

Gene No. 105534 Strand 

Start 357 End 

Name OJ000308_22 . 04 19 . C4 . ol . gs Method 

Start 357 End 



OJ000308_22.0419.C4 

1207 

GENSCAN 

1079 



51273 



GI 


none 


Score 


.84 






Exons 


357. .405, 602. .876, 986. .1079 










Seq. No. 


49626 


Seq. ID 


OJ000308 


_22.0419 


,C4 


Gene No. 


105534 


Strand 








Start 


357 


End 


1207 






Name 


OJ000308 22.0419.C4.ol.np 


Method 


AAT/NAP 






Start 


358 


End 


1207 , 






GI 


5777613 


Score 


856 






Exons 


358.. 405, 602.. 876, 986.. 120.7 










GI Descrip. 


(AJ245900) CAA30371.1 protein 


[Oryza sativa] 






Seq. No. 


49626 


Seq. ID 


OJ000308 


_22.0419 


.C4 


Gene No. 


105534 


Strand 








Start 


357 


End 


1207 






Name 


OJ000308 22 . 04 19 . C4 . ol . gp 


Method 


AAT/GAP 






Start 


627 


End 


1021 






GI 


87997 1.R1084 


Score 


711 






Exons 


627. .1021 










GI Descrip. 


'5777615/emb|CAB53476.1| l.Oe- 


-21 (AJ245900) CAA30373.1 prot 




[Oryza sativa] ' 










Seq. No. 


4 9627 


Seq. ID 


OJ000308 


_22.0419 


.C5 


Gene No. 


105535 


Strand 


+ 






Start 


1346 -.. 


End 


3119 






Name 


OJ000308 22.0419.C5.ol.gs 


Method 


GEN SCAN 






Start 


1346 


End 


3119 






GI 


none 


Score 


.47 






Exons 


1346. .1517, 1648. .1700, 2525.. 


2658, 2933.. 3119 






Seq. No. 


49627 


Seq. ID 


OJ000308 


_22.0419 


.C5 


Gene No. 


105536 


Strand 








Start 


o o n c 

2b95 


End 


16339 






Name 


OJ000308 22.0419.C5.ol.np 


Method 


AAT/NAP 






Start 


2895 


End 


9265 






GI 


5777614 


Score 


4388 






Exons 


2895.. 3043, 5214.. 5360, 6581.. 


6672, 6879.. 6965, 


7141. .9265 


GI Descrip. 


(AJ245900) CAA30372.1 protein 


[Oryza sativa] 






Seq. No. 


49627 


Seq. ID 


OJ000308 


_22.0419 


,C5 


Gene No. 


105536 


Strand 








Start 


2895 


End 


16339 






Name 


OJ000308 22.0419.C5.ol.gp 


Method 


AAT/GAP 






Start 


3082 


End 


7022 






GI 


2800499 


Score 


826 






Exons 


3082. .3378, 6581. .6643, 6879.. 


7022 








GI Descrip. 


5777 612/emb|AJ245900.1|OSA245900 1 . Oe- 


158 Oryza 


sativa 






chromosome 4 BAG q3037-207Fl complete 


genome 






Seq. No. 


49627 


Seq. ID 


OJ000308 


_22.0419 


.C5 


Gene No. 


105536 


Strand 








Start 


2895 


End 


16339 






Name 


OJ000308 22.0419.C5.o2.gs 


Method 


GEN SCAN 






Start 


5149 


End 


15684 






GI 


none 


Score 


.65 






Exons 


5149. .5360, 6581. .6672, 6879.. 


6965, 7141.. 8745, 


8766. .8950, 




9243. .9293, 11233 11310, 11504.. 11529 


, 11806.. 


12319, 





51274 



12558. .12605, 12713. . 12759, .13244 . ..13407, 14016 .. 14115, 
14338. .14404, 14705 .. 1484 1, 15021 .. 15054 , 15587. .15684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49627 Seq. ID OJ000308_22 . 04 19 . C5 

105536 Strand 

2895 End 16339 

OJ000308_22.0419.C5.o2.gp Method AAT/GAP 

10664 End 11009 

2801091 Score 599 

10664. .11009 

5777612/emb|AJ245900.1|OSA245900 1.0e-162 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 



Seq. No. 49627 
Gene No. 105536 
Start 2895 

Name OJ000308_22 . 0419 . C5 . o2 . np 

Start 11798 
GI 5777615 

Exons 11798. .12319, 12558 .. 12 605 , 

14016. .14115, 14338. .14404, 

15489. .15587, 16274. .16339 
GI Descrip. (AJ245900) CAA30373.1 protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_22.0419.C5 

16339 
AAT/NAP 
16339 
1904 



12713. . 12759, 13244 .. 13407, 
14705. . 14841, 15021. .15054, 



Seq. No. 49627 

Gene No. 105536 

Start 2895 

Name OJ000308_22 . 0419.C5 . ol . tm 

Start 11819 

GI none 
Exons 



Seq. ID OJ000308_22.0419.C5 
Strand 

End 16339 

Method TBLASTX : Mai ze 

End 12085 

Score 151 



11819. .12025, 11820. .12026, 11820 12032 , 11999 .. 12085, 
12000. .12083 



: a Seq. No. 

^ Gene No. 

N Start 

Name 

> 8 Start 

n GI 

:f Exons 

r "E 



49627 

105536 

2895 

OJ000308_22.0419.C5.o2.tm 

12085 

none 

12085. .12174, 12089. .12184, 
12203. .12292, 12204 .. 12266, 
12558. .12605, 12559 .. 12606, 
12711. .12761, 12712. .12762, 
13246. .13410, 14009. .14116, 
14017. .14121, 14336. .14401, 
14338. .14406 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12092. .12157, 



OJ000308 22. 0419. C5 



12205. 
12563. 
13236. 
14010, 



,12267, 
12622, 
,13424, 
,14117, 



16339 

TBLASTX: Maize 
14406 
79 

12093. .12158, 
12272. .12322, 
12710. 



12766, 
13245. .13409, 
14010. .14117, 



14337. .14402, 14337 .. 14405, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49627 

105536 

2895 

OJ000308_22, 

14747 

none 



0419.C5.o3.tm 



Seq. ID OJ000308_22. 0419.C5 
Strand 
End 

Method 
End 
Score 



16339 

TBLASTX: Maize 

16338 

136 



14747. .14842, 14748 .. 14873, 14748 .. 14843, 15524 .. 15688, 
15543. .15686, 15762 .. 15809, 1 6275 .. 16337 , 16276.. 16338 



Seq. No. 



49627 



Seq. ID OJ000308_22.0419.C5 



51275 




Gene No. 


105536 


Strand 




Start 


2895 


End 


16339 


Name 


OJ000308 22 . 04 19 . C5 . o3 . gp 


Method 


AAT/GAP 


Start 


15491 


End 


16339 


GI 


2310277 


Score 


463 


Exons 


15491. .15684, 16274. .16339 






GI Descrip. 


5777615/emb|CAB53476.1 | l.Oe 


-21 (AJ245900) CAA30373.1 prote. 




[Oryza sativa] 






Seq. No. 


49628 


Seq. ID 


OJ000308_22.0419.C14 


Gene No. 


105537 


Strand 




Start 


1 


End 


13096 


Name 


OJ000308 22.0419.C14.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


749 


GI 


903 1.R1084 


Score 


1491 


Exons 


1. .749 






GI Descrip. 


'3777598 2.0e-42 (AF095707) 


30S ribosomal protein S17 [Oryz< 




sativa] 1 






Seq. No. 


49628 


Seq. ID 


OJ000308_22. 0419.C14 


Gene No. 


105537 


Strand 




Start 


1 


End 


13096 


Name 


OJ000308 22 .0419.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


344 


End 


620 


GI 


none 


Score 


372 


Exons 


344. . 604, 354 . . 620 






Seq. No. 


49628 


Seq. ID 


OJ000308_22.0419.C14 


Gene No. 


105537 


Strand 




Start 


1 


End 


13096 


Name 


OJ000308 22.0419.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


347 


End 


598 


GI 


none 


Score 


185 


Exons 


347. .598, 372. .593 






Seq. No. 


49628 


Seq. ID 


OJ000308_22.0419.C14 


Gene No. 


105537 


Strand 




Start 


1 


End 


13096 


Name 


OJ000308 22.0419.C14.o2.ts 


Method 


TBLASTX : Soybean 


Start 


347 


End 


601 


GI 


none 


Score 


223 


Exons 


347. .601, 366.-599 






Seq. No. 


49628 


Seq. ID 


OJ000308_22.0419.C14 


Gene No. 


105537 


Strand 




Start 


1 


End 


13096 


Name 


OJ000308 22.0419.C14.ol.gs 


Method 


GEN SCAN 


Start 


440 


End 


13096 


GI 


none 


Score 


.71 


Exons 


440. .773, 1451. .1519, 1546.. 


1713, 2254 


..2378, 2469. .2540, 




2843.. 2917, 2986.. 3048, 4185 


..4388, 5598. .5681, 6164. .6274, 




6412.. 6483, 6593.. 6667, 6744 


..6869, 7275. .7373, 7538. .7651, 




8389. .8572, 9508. .9653, 10091 .. 1014 1, 


10723. .10803, 




10877. .10954, 1114 1 .. 11230, 


11399. .11686, 12903. .13096 


Seq. No. 


49628 


Seq. ID 


OJ000308_22. 0419.C14 


Gene No. 


105537 


Strand 





51276 




Start 1 End 13096 

Name OJ000308_22 . 0419.C14 .o2 .gp Method AAT/GAP 

Start 1122 End 4206 

GI 2882_1.R1084 Score 2292 

Exons 1122.. 1756, 1857.. 1916, 1993.. 2061, 2139.. 2190, 2254.. 2378, 

2469. .2540, 2843. .2917, 2986. .3048, 3133. .3234, 4185. .4206 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62 94 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


49628 










Seq. 


ID OJ000308 


22.0419.C14 


Gene No. 


105537 








Strand 








Start 


1 










End 


13096 






Name 


OJ000308 22 


.0419. 


C14.ol 


.tm 


Method TBLASTX: 


Maize 




Start 


1669 










End 


6854 






GI 


none 










Score 


94 








Exons 


1669. . 


1737, 


1674. 


.1748, 


1674. 


.1739, 


1709. 


.1747, 


1849. 


.1914, 




1854. . 


1916, 


1855. 


.1917, 


1859. 


.1945, 


1988. 


.2062, 


1995. 


.2057, 




1996. . 


2061, 


2136. 


.2189, 


2138. 


.2197, 


2239. 


.2427, 


2253. 


.2381, 




2407. . 


2541, 


2449. 


.2541, 


2469. 


.2552, 


2478. 


.2546, 


2840. 


.2917, 




2844. . 


2918, 


2845. 


.2925, 


2847. 


.2924, 


2986. 


.3048, 


2987. 


.3061, 




3120. . 


3233, 


3126. 


.3230, 


3128. 


.3235, 


3130. 


.3234, 


4185. 


.4295, 




4189. . 


4227, 


4190. 


.4294, 


4242. 


.4295, 


5587. 


.5682, 


5591. 


.5677, 




5595. . 


5699, 


6158. 


.6277, 


6168. 


.6275, 


6406. 


.6486, 


6419. 


.6484, 




6588. . 


6668, 


6592. 


.6669, 


6593. 


.6670, 


6595. 


.6669, 


6703. 


.6852, 




6744.. 


6854, 


6744 . 


.6854 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49628 

105537 

1 

OJ000308_22.0419.C14.ol.ts 

1889 

none 



Seq. ID OJ000308_22.0419.C14 



Strand 
End 

Method 

End 

Score 



13096 

TBLASTX : Soybean 

2884 

47 



1889. .1912, 1993. .2043, 1993. .2061, 2136. .2189, 2137. .2193, 
2253. .2381, 2253. .2381, 2260. .2409, 2469. .2504, 2840. .2884 



49628 

105537 

1 

OJ000308_22.0419.C14.o4.ts 

6597 

none 

6597.. 6668, 6597.. 6668, 6619. 
7269. .7379, 7282. .7374, 7538. 

49628 

105537 

1 

OJ000308_22.0419.C14.ol.tw 

6608 

none 

6608.. 6652, 6609.. 6653, 6610. 
6744. .6881, 6744. .6878, 7275. 
7534.. 7653, 7535.. 7672, 7539. 



Seq. ID" OJ000308_22.0419,.C14 
Strand 

End 13096 

Method TBLASTX : Soybean 

End 7 672 

Score 7 6 

.6669, 6703. .6861, 6744. .6878, 
.7669, 7544. .7672 

Seq. ID OJ000308_22.0419.C14 
Strand 

End 13096 
Method TBLASTX : Wheat 
End 7672 
Score 52 

.6684, 6742. .6870, 6742. .6873, 
.7376, 7275.-7376, 7279. .7377, 
.7652, 7543. .7653 



Seq. No. 
Gene No. 



49628 
105537 



Seq. ID 
Strand 



OJ000308 22.0419.C14 



51277 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

£ Seq. No. 

]] Gene No. 

y Start 

3 Name 

:i Start 

; gi 

f t Exons 

Seq. No. 
3 Gene No. 
j Start 

2 Name 
I Start 

i gi 

3 Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000308_22.0419.C14.o4 .tm 

7275 

none 



End 

Method 

End 

Score 



13096 

TBLASTX: Maize 

8629 

141 



7275.-7376, 7279. .7374, 7535. .7672, 7542. .7652, 7567. .7653, 
8375. .8506, 8389. .8505, 8606. .8629 



49628 

105537 

1 

OJ000308_22.0419.C14.o3.ts 

8363 

none 



Seq. ID OJ000308_22.0419.C14 
Strand 

End 13096 

Method TBLASTX : Soybean 

End 10960 

Score 124 



8363. .8506, 8371. .8505, 8604. .8666, 8606. .8668, 8940. .8984, 
9057. .9104, 9057. .9110, 9203. .9283, 9204. .9272, 9495. .9605, 
10091. .10141, 10720. .10863, 10721 .. 10804 , 10877. .10960 



49628 Seq. ID 

105537 Strand 

1 End 

OJ000308_22 . 04 19 . C14 . o3 . tm Method 

12902 End 

none Score 



OJ000308_22.0419.C14 
13096 

TBLASTX: Maize 

13064 

123 



12902. .13000, 12903. .13064, 12904.. 13062 



49629 Seq. ID 

105538 Strand 

907 End 
OJ000308_22 .0419. C15 . ol . gs Method 

907 End 

none Score 

907. .971, 1234. .1365 



OJ000308_22.0419.C15 
+ 

1365 
GENSCAN 
1365 
.87 



.np 



49629 
105539 
8265 

OJ000308_22.0419.C15.o2, 
8259 
7486036 
8259. .8765, 10372. .10431 

hypothetical protein F23E13.50 - Arabidopsis thaliana 
gi I 2961375 I emb | CAA18122.il (AL022141) NAM like protein 
[Arabidopsis thaliana] gi I 7270568 | emb | CAB81525 . 1 1 (AL161588) 
like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_ 
+ 

11642 
AAT/NAP 
10431 
395 



22.0419.C15 



NAM 



49629 

105539 

8265 

OJ000308_22.0419.C15.o4.gs 

8265 

none 



Seq. ID OJ000308_22.0419.C15 

Strand + 

End 11642 

Method GENSCAN 

End 11642 

Score .65 



8265. .8972, 9106. .9189, 9972. .10095, 11586. .11642 



49629 Seq. ID 

105540 Strand 

2860 End 

OJ000308_22.0419.C15.o2.gs Method 



OJ000308_22.0419.C15 

3701 
GENSCAN 



51278 






Start 


2860 








End 


3701 




GI 


none 








Score 


.42 




Exons 


2860. .3012, 


3675 


. .3701 










Seq. No. 


49629 








Seq. ID 


OJ000308_22 . 04 19. CIS 




Gene No. 


105541 








Strand 






ocar L. 


4427 








End 


10586 




Name 


OJ000308 22. 


0419 


.C15.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


673 








End 


8790 




GI 


none 








Score 


60 




Exons 


673.-765, 8292.. 


8357, 8379.. 8 


465, 8457 


..8492, 8538. .8570, 






8604. .8720, 


8609 


. .8686, 


8727. 


.8753, 8743. .8790 




Seq. No. 


49629 








Seq. ID 


OJ000308_22. 0419. CIS 




Gene No. 


105541 








Strand 






Cf a r t- 


4427 








End 


10586 




Name 


OJ000308 22. 


0419 


.CIS.ol 


.np 


Method 


AAT/NAP 




Start 


4427 








End 


7438 




GI 


6587835 








Score 


895 




Exons 


4427. .5541, 


6923 


. .7214, 


7311. 


.7438 






GI Descrip. 


(AC006551) Similar to peptide 


transporter [Arabidopsis thaliana] 




Seq. No. 


49629 








Seq. ID 


OJ000308_22. 0419. CIS 


: S 


Gene No. 


105541 








Strand 




- £7 

i ^ 


Start 


4427 








End 


10586 


^ =5 


Name 


OJ000308 22. 


0419 


.C15 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


4427 








End 


10383 


F i : 


GI 


none 








Score 


51 


f 1 


Exons 


4427. .4567, 


4428 


. . ^ ooy , 


A c; c Q 


.4765, 4650. .4778, 4790. .5008, 


I : 1 




4863.-4973, 


5021 


. .5146, 


5025. 


.5117, 5204. .5491, 5253. .5465, 






10312. .10383 












Seq. No. 


49629 








Seq. ID 


OJ000308_22. 0419. CIS 




Gene No. 


105541 








Strand 




? ^ 


o tar l 


4427 








End 


10586 


"'J 


Name 


OJ000308 22. 


0419 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4436 








End 


5485 




GI 


none . 








Score 


.81 




Exons 


4436. .4777, 


4790 


. .5008, 


4863. 


.4964, 5021. .5146, 5204. .5332, 


i ~ 




5321. .5377, 


5375 


. .5485 










Seq. No. 


49629 








Seq. ID 


OJ000308_22 . 0419 . CIS 




bene wo ■ 


105541 








Strand 






Start 


4427 








End 


10586 




Name 


OJ000308 22. 


0419 


.CIS.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4439 








End 


4780 




GI 


none 








Score 


271 




Exons 


4439. .4780 














Seq. No. 


49629 








Seq. ID 


OJ000308_22. 0419. CIS 




Gene No. 


105541 








Strand 






Start 


4427 








End 


10586 




Name 


OJ000308 22. 


0419 


.CIS.ol 


.tw 


Method 


TBLASTX: Wheat 




Start- 


4442 








End 


4757 




GI 


none 








Score 


81 




Exons 


4442. .4756, 


4443 


. .4556, 


4650. 


.4757 





51279 



Seq. No. 


49629 








Gene No. 


105541 








otart 


a a on 
44Z / 








Name 


OJ000308 22 


.0419. 


C15.o3. 


tc 


Start 


4863 








GI 


none 








Exons 


4863. .4985, 


4904. 


.5008, 


5021 




5322. .5471, 


7028. 


.7213, 


7313 


Seq. No. 


49629 








Gene No. 


105541 








btarc 


A A 0 *7 
4 ft £. f 








Name 


OJ000308 22 


.0419. 


C15.o2. 


tm 


Start 


7013 








GI 


none 








Exons 


7013. .7216, 


7014. 


.7214, 


7305 




10497. .1058 


6 






Seq. No. 


49629 








Gene No . 


1UD J 4 1 








Start 


4427 








Name 


OJ000308 22 


.0419. 


C15.o3. 


ts 


Start 


7019 








GI 


none 








Exons 


7019. .7216, 


7038. 


.7091, 


7310 


Seq. No. 


49629 








Gene No. 


105541 








o car l 


A A on 
44Z / 








Name 


OJ000308 22 


.0419. 


C15.o2. 


tc 


Start 


8261 








GI 


none 








Exons 


8261. .8359, 


8286. 


.8363, 


8379 




8604. .8723, 


8609. 


.8746, 


8727 


Seq. No. 


49629 








Gene No. 


105541 








otart 


A a on 
4 4 *c / 








Name 


OJ000308 22 


.0419. 


C15.o2. 


ts 


Start 


8264 








GI 


none 








Exons 


8264. .8353, 


8268. 


.8357, 


8379 




8538. .8570, 


8601. 


.8693, 


8609 


Seq. No. 


49630 








Gene No. 


105542 








Start 


311 








Name 


OJ000308 22 


.0419. 


C16.ol. 


gs 


Start 


311 








GI 


none 








Exons 


311. .401, 719. .897, 1003 


. .13' 




1960. .2057, 


2174. 


.2508 





Seq. ID OJ000308_22.0419.C15 
Strand 

End 10586 

Method TBLASTX : Cress 

End 7390 

Score 78 



Seq. ID OJ000308_22.0419.C15 
Strand 

End 10586 

Method TBLASTX : Mai ze 

End 10586 

Score 155 



Seq. ID OJ000308_22.0419.C15 
Strand 

End 10586 

Method TBLASTX : Soybean 

End 7381 

Score 72 



Seq. ID OJ000308_22.0419.C15 
Strand 

End 10586 

Method TBLASTX : Cress 

End 8753 

Score 114 



Seq. ID OJ000308_22.0419.C15 
Strand 

End 10586 

Method TBLASTX : Soybean 

End 8753 

Score 97 



Seq. ID OJ000308_22.0419.C16 

Strand + 

End 2585 

Method GEN SCAN 

End 2508 

Score .84 



Seq. No. 49630 

Gene No. 105542 

Start 311 

Name OJ000308_22 . 0419 . C16 . ol . np 



Seq. ID OJ000308_22.0419.C16 

Strand + 

End 2585 

Method AAT/NAP 



51280 




Start 350 End 2585 

GI 7486499 Score 757 

Exons 350. .401, 500. .616, 725. .897, 1003. .1184, 1286. .1868, 

1960. .2037, 2196. .2585 
GI Descrip. hypothetical protein F6E21.80 - Arabidopsis thaliana 

gi|7270018|emb|CAB79834.1| (AL161578) putative protein 

[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
tSia Name 
u Start 
U GI 
[ft Exons 

r 1 1 



49631 

105543 

1 

OJ000308_22.0419.C17 .ol.np 
1 

7486499 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method AAT/NAP 

End 5232 

Score 2617 



1..101, 191. .424, 461. .790, 866. .1045, 1152. .1279, 1358. .1679, 
2373. .2491, 2581. .4147, 4814. .5232 

hypothetical protein F6E21.80 - Arabidopsis thaliana 
gi I 7270018 | emb | CAB79834.il (AL161578) putative protein 
[Arabidopsis thaliana] 



49631 

105543 

1 

OJ000308_22.0419.C17.ol.gs 

197 

none 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method GENSCAN 

End 5204 

Score .72 



197. .790, 866. .1045, 1152. .1679, 1935. .2045, 2373. .2491, 
2581. .4118, 4812. .5204 



^ Seq. No. 
l ~t Gene No. 
%J Start 
fy Name 
s Start 
GI 

Exons 



49631 

105543 

1 

OJ000308_22.0419.C17.o3.ts 

865 

none 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method TBLASTX : Soybean 

End 1319 

Score 201 

865. .1023, 866. .1021, 1149. .1250, 1160. .1216, 1194. .1319, 
1238.. 1300 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



49631 

105543 

1 

OJ000308_22.0419.C17.o4.tm 

2573 

none 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method TBLASTX : Maize 

End . 2947 

Score 306 

2573. .2815, 2573. .2896, 2715. .2897, 2736. .2900, 2809. .2898, 
2918.. 2947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49631 

105543 

1 

OJ000308_22 . 0419 .C17 . o3 . tm 

3230 

none 



49631 
105543 



Seq. ID OJ000308_22.0419.C17 

Strand - + 

End 5232 

Method TBLASTX : Maize 

End 3523 

Score 314 



3230.. 3523, 3232.. 3522, 3233.. 3523 



Seq. ID OJ000308_22.0419.C17 
Strand + 



51281 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000308_22.0419.C17.ol.ts 

3323 

none 



End 5232 

Method TBLASTX : Soybean 

End 3706 

Score 263 



3323.-3598, 3325. .3597, 3580. .3705, 3581. .3706 



49631 

105543 

1 

OJ000308_22.0419.C17.o2.tm 

3664 

none 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method TBLASTX : Maize 

End 3982 

Score 429 



3664. .3969, 3665. .3982, 3665. .3976 



49631 
105543 
1 ■ 

OJ000308_22.0419.C17 .ol.tw 
3910 
none 



End 

Method 
End 
Score 

3910. .4146, 3911. .4144, 4813. .4902, 4814. .4903, 4816. .4905, 
4820. .4903, 4904. .4927 



Seq. ID OJ000308_22.0419.C17 
Strand + 

5232 

TBLASTX: Wheat 
4927 
345 



49631 

105543 

1 

OJ000308_22.0419.C17.ol.tm 

4022 

none 



Seq. ID OJ000308_22.0419.C17 
Strand + 
End 5232 
Method TBLASTX : Mai ze 
End 5177 
Score 216 

4022. .4144, 4028. .4144, 4813. .4962, 4814. .4996, 4829. .4963, 
4965. .5084, 4965. .5090, 4969. .5169, 4970. .5176, 5133. .5177 



49631 

105543 

1 

OJ000308_22.0419.C17.o2.ts 

4813 

none 

4813. .5064, 4814. .5062 



Seq. ID OJ000308_22.0419.C17 

Strand + 

End 5232 

Method TBLASTX : Soybean 

End 5064 

Score 341 



49632 
105544 
1 

OJ000308_22.0419.C19.ol.np 
1 

5441880 
1..46, 76. .213, 329..S63 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID OJ000308_22.0419.C19 

Strand + 

End 1120 

Method AAT/NAP 

End 563 

Score 556 



49632 

105544 

1 

OJ000308_22.0419.C19.ol.gs 
83 

none 



Seq. ID OJ000308_22.0419.C19 

Strand + 

End 1120 

Method GENSCAN 

End 842 

Score .79 



51282 



Exons 



83. .213, 277. .324, 329. .531, 682. .842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000308_22.0419.C19 

Strand + 

End 1120 

Method AAT/GAP 

End 1120 

Score 856 



49632 
105544 
1 

OJ000308_22.0419.C19-ol.gp 
667 

LIB3431-045-P1-N1-A10 
667. .1120 

'5441876/dbj [AP000367. 1 IAP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. ID OJ000308_22.0419.C19 

Strand + 

End 1120 

Method AAT/NAP 

End 8 66 

Score 258 



49632 
105544 
1 

OJ000308_22.0419.C19.o2.np 
682 

7228442 
682. .866 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



49633 Seq. ID 

105545 Strand 

13647 End 

OJ000308_22.0419.C20.o3.np Method 

13647 End 

5777617 Score 
13647. .13685, 15882. .16148 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000308_22. 0419.C20 

4- 

16148 
AAT/NAP 
16148 
501 



49633 Seq. ID 

105546 Strand 
23093 End 
OJ000308_22.0419.C20.o5.gp Method 
23093 End 
LIB3477-003-P1-K1-E9 Score ' 

23093. .23172 

•2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000308_22.0419.C20 
+ 

23172 
AAT/GAP 
23172 
113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000308_22.0419.C20 

Strand + 

End 24136 

Method AAT/GAP 

End 24136 

Score 1107 



49633 
105547 
23267 

OJ000308_22.0419.C20.o6.gp 
23267 

81542_1.R1084 
23267. .23317, 23426.. 24136 

'5777619/emb|CAB53480.1| 1.0e-27 (AJ245900) CAA30377.1 protein 
[Oryza sativa] ' 



49633 Seq. ID 

105548 Strand 

25326 End 

OJ000308_22.0419.C20.o5.np Method 



OJ000308_22.0419.C20 
+ 

26413 
AAT/NAP 



51283 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25326 End 26306 

5777620 Score 528 

25326. .25464, 26037 26093, 26142.. 26306 
(AJ245900) CAA30378.1 protein [Oryza sativa] 



49633 Seq. ID 

105548 Strand 

25326 End 
OJ000308_22.0419.C20.o6.gs Method 

25326 End 

none Score 

25326. .25464, 26037. .26413 



OJ000308_22.0419.C20 
+ 

26413 
GENSCAN 
26413 
.89 



Seq. No. 49633 Seq. ID OJ000308_22 . 04 19 . C20 

Gene No. 105549 Strand + 

Start 26981 End 27661 

Name OJ000308_22 . 0419 . C20 . o9 . gp Method AAT/GAP 

Start 26981 End 27661 

GI 23151_1.R1084 Score 1287 

Exons 26981.. 27661 

GI Descrip. 1 5777621/emb | CAB53482 . 1 | 2.0e-83 (AJ245900) CAA30379.1 protein 
[Oryza sativa] 1 



_ Seq. No. 

^3 Gene No. 

\1 Start 

ff= Name 

fy Start 

U GI 

^ Exons 

iy GI Descrip. 

\J 

?! 5 



49633 Seq. ID OJ000308_22 . 04 19 . C20 

105550 Strand 

1 End 2963 

OJ000308_22 .0419. C20 . ol . np Method AAT/NAP 

1 End 2963 

7228442 Score 4570 

1..24, 336. .2963 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 49633 Seq. ID 

Gene No. 105550 . Strand 

Start 1 End 

Name OJ000308_22 . 0419 . C20 . ol . gs Method 

Start 336 End 

GI none Score 

Exons 336.. 533, 950.. 2681 



OJ000308_22.0419.C20 

2963 
GENSCAN 
2681 
.44 



Seq. No. 49633 Seq. ID 

Gene No. 105550 Strand 

Start 1 End 

Name OJ000308_22 .0419. C20 . ol . gp Method 

Start 1475 End 

GI 5701669 Score 

Exons 1475.. 1906 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000308_22.0419.C20 

2963 
AAT/GAP 
1906 
841 



Seq. No. 49633 

Gene No. 105551 

Start 3378 

Name OJ000308_22 .0419. C20 . o2 . gp 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 3542 

Method AAT/GAP 



51284 



Start 3378 End 3542 

GI 7406_1.R1084 Score 224 

Exons 3378.-3542 

GI Descrip. ■ 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 49633 

Gene No. 105552 

Start 6027 

Name OJ000308_22 . 04 19 . C20 . o3 . gp 

Start 5753 

GI 101599_1.R1084 

Exons 5753. . 6249 

GI Descrip. 1 5777 616/emb | CAB53477 . 1 | 7.0e-25 (AJ245900) CAA30374.1 protein 
[Oryza sativa] 1 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 12020 

Method AAT/GAP 

End 624 9 

Score 972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49633 

105552 

6027 

OJ000308_22.0419.C20.o2.gs 

6027 

none 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 12020 

Method GENSCAN 

End 11671 

Score . 65 



6027. .6646, 7509. .8040, 8121. .8384, 9847. .9961, 11035 .. 11105, 
11612. .11671 



f Seq. No. 

^ Gene No. 

U Start 

i Name 

* Start 

i gi 

f_ Exons 

GI Descrip. 

j Seq. No. 

Gene No. 
t Start 
3 Name 
l Start 

3 ? 

Exons 

GI Descrip. 



49633 

105552 

6027 

OJ000308_22.0419.C20.o2.np 

6030 

5777616 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 12020 

Method AAT/NAP 

End 12020 

Score 2867 



6030. .6646, 7509. .8040, 8071. .8384, 9847. .9961, 10267 .. 10326, 
11846. .12020 

(AJ245900) CAA30374.1 protein [Oryza sativa] 



49633 
105552 
6027 

OJ000308_22.0419.C20.o4.gp 
7756 

27848_1.R1084 
7756. .8366 

, 5777616/emb|CAB53477.1| 5.0e-63 (AJ245900) CAA30374.1 protein 
[Oryza sativa] ' 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 12020 

Method AAT/GAP 

End 8366 

Score 1126 



Seq. No. 49633 

Gene No. 105553 

Start 14697 

Name OJ000308_22 . 0419. C20 . o3 .gs 

Start 14697 

GI none 

Exons 14697. .14762, 15210.. 15236 

Seq. No. 49633 

Gene No. 105554 

Start 17320 

Name OJ000308_22 . 0419 . C20 . o4 .np 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 15236 

Method GENSCAN 

End 15236 

Score . 63 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 22879 

Method AAT/NAP 



51285 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17320 End 22879 

5777618 Score 3080 

17320. .17437, 17520 .. 18482 , 1994 7 .. 20574 , 21203 .. 21336, 

22519.. 22879 

(AJ245900) CAA30376.1 protein [Oryza sativa] 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 25422 

Method AAT/GAP 

End-. 24 74 9 

Score 1104 



49633 
105555 
23989 

OJ000308_22 . 04 19 . C20 . o7 . gp 
23698 
3762877 
23698. .24144, 24580. .24749 

5777619/emb ICAB53480.il 1.0e-27 (AJ245900) CAA30377.1 protein 
[Oryza sativa] 



49633 

105555 

23989 

OJ000308_22 . 04 19 . C20 . o5 . gs 

23989 

none 

23989. .24144, 24580.. 25038 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 25422 

Method GENSCAN 

End 25038 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 Seq. No. 

~. Gene No. 

J Start 

* Name 

3 Start 

3 GI 

Z Exons 



49633 
105555 
23989 

OJ000308_22.0419.C20.o8.gp 
24918 

23880_3.R1084 
24918. .25422 

, 5777619/emb|CAB53480.1| 6.0e-14 (AJ245900) CAA30377.1 protein 
[Oryza sativa] 1 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 25422 

Method AAT/GAP 

End 25422 

Score 972 



49633 

105556 

27186 

OJ000308_22.0419.C20.o2.tw 

1275 

none 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 

Method TBLASTX : Wheat 

End 1655 

Score 7 9 



1275. .1451, 1305. .1451, 1336. .1455, 1449. .1649, 1461. .1655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49633 

105556 

27186 

OJ000308_22.0419.C20.o2.tm 

1353 

none 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 

Method TBLASTX : Maize 

End 1949 

Score 143 



1353. .1424, 1488. .1787, 1549. .1770, 1821. .1949, 1843. .1941 



49633 

105556 

27186 

OJ000308_22.0419.C20.o2.tc 

6028 

none 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 

Method TBLASTX : Cress 

End 6603 

Score 67 



6028. .6117, 6033. .6110, 6180. .6239, 6184. .6219, 6258.-6299, 



51286 



6294. .6350, 6295. .6351, 6354. .6482, 6355. .6453, 6468. .6602, 
6532. .6603 



Seq. No. 49633 

Gene No. 105556 

Start 27186 

Name OJ000308_22 .0419. C20 . o2 

Start 6279 

GI none 

Exons 6279.. 6350, 6354.. 6482, 

Seq. No. 49633 

Gene No. 105556 

Start 27186 

Name OJ000308_22 . 0419 . C20 . ol 

Start 17528 

GI none 

Exons 17528. .17563, 17555.. 17 
17796. .17909, 17876. .17 
18086. .18139 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 

.ts Method TBLASTX : Soybean 

End 6639 

Score 90 
6379.. 6456, 6471.. 6638, 6532.. 6639 

Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 
.ts Method TBLASTX: Soybean 

End 18139 

Score 135 
803, 17580. .17807, 17795 .. 17866, 
920, 17928. .18068, 17 933 .. 18067 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49633 Seq. ID 

105556 Strand 

27186 End 

OJ000308_22.0419.C20.ol.tc Method 

17555 End 

none Score 



OJ000308 22.0419.C20 



17555. .17869, 17580 .. 17870, 17876. 
17915. .18088, 17916. .18089, 18083. 



28933 

TBLASTX: Cress 
18139 
174 

17929, 17877. .17927, 
18139 



Seq. No. 49633 
Gene No. 105556 
Start 27186 

Name OJ000308_22 . 0419 . C20 . o3 . tm 

Start 17555 
GI none 

Exons 17555. .17635, 17586 .. 17 633, 

17739. .17924, 17876 .. 18013, 
18018. .18074, 18089. .18211, 



Seq. ID OJ000308_22.0419.C20 
Strand 

End 28933 

Method TBLASTX : Mai ze 

End 18212 

Score 43 
17645. .17707, 17738 .. 178 66, 
.17886. .18008, 18017 .. 18073, 
18090. .18212 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49633 

105556 

27186 

OJ000308_22.0419.C20.o3.tw 

17670 

none 

17670. .17708, 17738 .. 17797, 
17876. .18013, 17880.. 18077 

49633 

105556 

27186 

OJ000308_22.0419.C20.o5.tm 

23993 

none 

23993. .24091, 23998 .. 24093, 
24577. .24651, 24580 .. 24651, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_22.0419.C20 
28933 

TBLASTX: Wheat 

18077 

37 



17801. .17866, 17802. .17909, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



23999. .24145, 24039 
24658. .24777, 24659 



OJ000308_22.0419.C20 
28933 

TBLASTX: Maize 

24777 

99 

24152, 
24775 



51287 




O rt « M rt 

beq. No. 


4 yo Jo 




Seq. ID 


OJ000308_22.0419 


- U 


Gene No. 


105556 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


.o3. tc 


Method 


TBLASTX: Cress 




Start 


24643 




End 


25009 




GI 


none 




Score 


83 




Exons 


24643. .24780, 24658. 


.25008, 


24677. .25009 




Seq. No. 






Seq. ID 


OJ000308_22.0419 


. U 


Gene No. 


105556 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


24713 




End 


25023 




GI 


none 




Score 


168 




Exons 


24713. .25006, 24718. 


.25023 








Seq. No. 


49633 




Seq. ID 


OJ000308_22.0419 


.C20 


bene no . 


IUood b 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24803 




End 


25085 




GI 


none 




Score 


75 




Exons 


24803. .24859, 24804. 


.24851, 


24821. .25039, 24833 .. 24 916, 






24834. .25085, 24834. 


.24956, 


24859. .25038, 24965 25084 * 




Seq. No. 


4 y b J J 




Seq. ID 


OJ000308_22.0419 




Gene No. 


105556 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


. o7 .gs 


Method 


GEN SCAN 




Start 


27186 




End 


28933 




GI 


none 




Score 


.79 




Exons 


27186. .27659, 27747. 


.28343, 


28931. .28933 




Seq. No. 


49633 




Seq. ID 


OJ000308_22.0419 


.C20 


Gene No . 


i n c c c c 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


.06. np 


Method 


AAT/NAP 




Start 


27189 


End 


28318 




GI 


5777621 




Score 


1613 




Exons 


27189. .27659, 27747. 


.28232, 


28272. .28 


318 




GI Descrip. 


(AJ245900) CAA30379. 


1 protein [Oryza 


sativa] 




Seq. No. 


49633 




Seq. ID 


OJ000308_22.0419 


.C20 


Gene No. 


lUDDDb 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


27193 




End 


27558 




GI 


none 




Score 


164 




Exons 


27193. .27357, 27196. 


.27366, 


27204. .27365, 27355 .. 27438 , 






27357. .27557, 27460. 


.27558, 


27475. .27558 




Seq. No. 


49633 




Seq. ID 


OJ000308_22.0419 


.C20 


Gene No. 


105556 




Strand 






Start 


27186 




End 


28933 




Name 


OJ000308 22.0419.C20 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


27193 




End 


27368 





51288 




GI 


none 


Score 


150 




Exons 


27193. .27366, 27199. .27363, 


27210. .27368 




Seq. No. 


49633 


Seq. ID 


OJ000308 


_22.0419.C20 


Gene No. 


105556 


Strand 






Start 


27186 


End 


28933 




Name 


OJ000308 22.0419.C20.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


27210 


End 


27635 




GI 


none 


Score 


69 




Exons 


27210. .27344, 27390. .27635, 


27517. .27630 




Seq. No. 


49633 


Seq. ID 


OJ000308 


_22.0419.C20 


Gene No. 


105556 


Strand 






Start 


27186 


End 


28933 




Name 


OJ000308_22.0419.C20.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


27378 


End 


27789 




GI 


none 


Score 


71 




Exons 


27378. .27671, 27379 .. 27438, 


27396. .27557, 27475 


. .27660, 




27750. .27788, 27751.. 2778 9 








Seq. No. 


49633 


Seq. ID 


OJ000308 


_22.0419.C20 


Gene No. 


105556 


Strand 






Start 


27186 


End 


28933 




Name 


OJ000308 22.0419.C20.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


* 27390 


End 


27663 




GI 


none 


Score 


77 




Exons 


27390. .27 662, 27517 . .27663 








Seq. No. 


49634 


Seq. ID 


OJ000308 


_22.0419.C23 


Gene No. 


105557 


Strand 


+ 




Start 


3635 


End 


6552 




Name 


OJ000308 22.0419.C23.ol.gp 


Method 


AAT/GAP 




Start 


3533 


End 


3710 




GI 


uC-osflM202075gllbl 


Score 


344 




Exons 


3533. .3710 








GI Descrip. 


'5777612/embl AJ245900. 1 |0SA2 


45900 l.Oe 


-73 Oryza 


sativa 




chromosome 4 BAC q3037-207Fl 


complete 


genome 1 




Seq. No. 


49634 


Seq. ID 


OJ000308 


_22.0419.C23 


Gene No. 


105557 


Strand 


+ 




Start 


3635 


End 


6552 




Name 


OJ000308 22.0419.C23.o2.gs 


Method 


GENS CAN 




Start 


3635 


End 


6463 




GI 


none 


Score 


.81 




Exons 


3635..38S3, 3929.. 4066, 5101 


..5199, 5286. .5586, 


5675. .5898, 




5964 . . 6050, 6125. . 6463 








Seq. No. 


49634 


Seq. ID 


OJ000308 


_22.0419.C23 


Gene No. 


105557 


Strand 


+ 




Start 


3635 


End 


6552 




Name 


OJ000308 22.0419.C23.o2.np 


Method 


AAT/NAP 




Start 


3635 


End 


6552 




GI 


5777622 


Score 


1973 




Exons 


3635. .3853, 3929. .4066, 5101 


..5199, 5286. .5407, 


5445. .5586, 




5675. .5898, 5964. .6050, 6171 


..6292, 6459.-6552 





GI Descrip. (AJ245900) CAA303710.1 protein [Oryza sativa] 

51289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49634 

105558 

1 

OJ000308_22.0419.C23.ol.np 
1 

5777621 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 2729 

Method AAT/NAP 

End 2729 

Score 1640 



1..24, 666. .927, 1354. .1458, 1714. .2264, 2633.-2729 
(AJ245900) CAA30379.1 protein [Oryza sativa] 



49634 

105558 

1 

OJ000308_22.0419.C23.ol.gs 

666 

none 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 2729 

Method GENS CAN 

End 2729 

Score . 64 



666.-927, 1354. .1458, 1714. .1921, 2005. .2264, 2633. .2729 



Seq. No. 49634 

Gene No. 105559 

Start 7237 

Name OJ000308_22 . 0419 .C23 . o2 . ts 

Start 337 

GI none 
Exons 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Soybean 

End 803 

Score 4 9 



337. .438, 344.-439, 533.-586, 537. .590, 662. .802, 665.-793, 
666. .803 



Seq. No. 49634 

Gene No. 105559 

Start 7237 

Name OJ000308_22 . 0419 .C23 . o3 . tm 

Start 536 

GI none 
Exons 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Maize 

End 8 93 

Score 68 



536. .586, 537. .590, 537. .587, 658. .855, 662. .892, 663.-893, 
666. .893 



Seq. No. 49634 

Gene No. 105559 

Start 7237 

Name OJ000308_22 . 0419.C23.o4 . tc 

Start 536 

GI none 

Exons 536.. 586, 665.. 916, 666.. 917 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Cress 

End 917 

Score 114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49634 
105559 
7237 

OJ000308_22.0419.C23.o2.tm 
1757 
none 

1757. .1867, 1758. .1859, 1867. .2043, 1868. .2044, 1872. .2045 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Mai ze 

End 2045 

Score 118 



Seq. No. 49634 

Gene No. 105559 

Start 7237 

Name OJ000308_22 . 0419 . C23 . ol . tc 

Start 1981 

GI none 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Cress 

End 2283 

Score 152 



51290 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1981. .2283, 1982. .2269 



49634 

105559 

7237 

OJ000308_22, 

2050 

none 

2050. .2265, 



49634 

105559 

7237 

OJ000308_22. 

3754 

none 

3754. .3852, 
4004. .4066, 

49634 

105559 

7237 

OJ000308_22. 

3790 

none 

3790. .3855, 
5095. .5199, 
5421. .5597, 

49634 

105559 

7237 

OJ000308_22. 

5130 

none 

5130. .5195, 
5424. .5585, 

49634 

105559 

7237 

OJ000308_22. 

5322 

none 

5322. .5450, 
5452. .5586, 

49634 

105559 

7237 

OJ000308_22. 

5325 

none 

5325. .5372, 

49634 
105559 



0419.C23.o4.tm 



2051. .2266 



0419.C23.o5.tm 



3770.. 3853, 3925. 
5095.. 5202, 5095. 



0419.C23.ol.ts 



3791.. 3859, 3937. 
5286.. 5372, 5291. 
5424.. 5585, 5676. 



0419.C23.o2.tc 



5131.. 5199, 5286. 
5424. .5579 



0419.C23.ol.tm 



5324.. 5452, 5450. 
5676.. 5813, 5677. 



0419.C23.ol.tw 



5345.-5593, 5424. 



Seq. .ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Mai ze 

End 2266 

Score 286 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Mai ze 

End 5214 

Score 115 
.4011, 3929. .4012, 4003. .4056, 
.5214 

Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Soybean 

End ■ 6008 

Score 53 

.4065, 3938. .4066, 5046.. 5195, 
.5371, 5378. .5509, 5387. .5587, 
.5894, 5677;. 5895, 5955.. 6008 

Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Cress 

End 5585 

Score 91 

.5372, 5291. .5371, 5411. .5563, 



Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Mai ze 

End 5862 

Score 117 

.5587, 5451. .5585, 5451. .5597, 
.5862, 5758. .5826 

Seq. ID OJ000308_22.0419.C23 
Strand 

End 7299 

Method TBLASTX : Wheat 

End 5593 

Score 63 
.5588, 5443. .5589 

Seq. ID OJ000308_22.0419.C23 
Strand 



51291 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7237 End 

OJ000308_22 .0419. C23 . o3 . tc Method 

5703 End 

none Score 
5703.. 5771, 5704. .5895, 5862, 

49634 Seq. ID 

105559 Strand 
7237 End 
OJ000308_22.0419.C23.o3.gs Method 
7237 End 
none Score 
7237. .7299 

49635 Seq. ID 

105560 Strand 
1 End 
OJ000308_22 . 04 19 . C24 . ol . np Method 
1 End 
5777623 Score 
1..27, 167. .377, 448. .1355, 1998. .2237, 



7299 

TBLASTX: Cress 
6050 
171 

5888, 5961. .6050, 5963. .6049 

OJ000308_22.0419.C23 

7299 
GENSCAN 
7299 
. 6 



OJ000308_22.0419.C24 
+ 

3101 
AAT/NAP 
3101 
875 
2678. .3101 



(AJ245900) CAA303711.1 protein [Oryza sativa] 



49636 
105561 ' 
335 

OJ000308_22.0419.C25.ol.gs 

335 

none 



Seq. ID OJ000308_22.0419.C25 



Strand 
End 

Method 

End 

Score 



+ 

6171 
GENSCAN 
3366 
.75 



335. .421, 659. .865, 922. .1583, 1604. .1737, 1892. .3366 



49636 

105561 

335 

OJ000308_22.0419.C25.ol.np 
940 

7228457 



Seq. ID OJ000308_22.0419.C25 
Strand + 
End 6171 
Method AAT/NAP 
End 6171 
Score 7694 

940. .1306, 1368. .3303, 3367. .4201, 4324.. 5474, 5541. .6171 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49636 

105561 

335 

OJ000308_22, 

1434 

none 

1434. .1469, 
1852. .1986 



0419.C25.o5.tw 



1593. .1640, 1647, 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Wheat 

End 1986 

Score 34 

.1745, 1652. . 1744, 1728. . 1805, 



Seq. No. .49636 

Gene No. 105561 

Start 335 

Name OJ000308_22 . 0419 . C25 . o4 . tw 

Start 1994 

GI none 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Wheat 

End 5453 

Score 236 



51292 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1994. .2047, 
5328. .5450, 

49636 

105561 

335 

OJ000308_22, 

2724 

none 

2724. .2897, 

49636 

105561 

335 

OJ000308_22, 

3374 

none 

3374. .3817, 

49636 

105561 

335 

OJ000308_22. 

3415 

none 

3415. .3639, 

49636 

105561 

335 

OJ000308_22. 

3505 

none 

3505. .3861, 

49636 

105561 

335 

OJ000308_22. 

3888 

none 

3888. .4253, 

49636 

105561 

335 

OJ000308_22. 

3945 

none 

3945. .4358, 

49636 

105561 

335 

OJ000308_22. 

4024 

none 



5020.. 5271, 5020, 
5330. .5452 



0419.C25.o3.tw 
2725.. 3210, 2919. 

0419.C25.ol.tw 



,5217, 5085. .5261, 5328.-5453, 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Wheat 

End 3210 

Score 412 
.3179, 2989. .3183 

Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Wheat 

End 3837 

Score 210 



3375. .3830, 3376.-3837, 3376. .3831 



0419.C25.o2.ts 
3646. .3780 

0419.C25.ol.tm 
3540.. 3851, 3556. 

0419.C25.o2.tm 
3889. .4272 

0419.C25.o2.tw 
3946. .4365 

0419.C25.ol.ts 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Soybean 

End • 3780 

Score 116 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX: Maize 

End 3861 

Score 384 
.3861 

Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Maize 

End 4272 

Score 359 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Wheat 

End 4365 

Score 485 



Seq. ID OJ000308_22.0419.C25 

Strand + 

End 6171 

Method TBLASTX : Soybean 

End 4395 

Score 278 



51293 





Exons 


4024. .4395, 


4041. 


.4184 








Seq. No. 


.49636 






Seq. ID 


OJ000308 




Gene No. 


105561 






Strand 


+ 




Start 


335 






End 


c i n i 
Dl / 1 




Name 


OJ000308 22 


.0419. 


C25.o3.ts 


Method 


TBLASTX: 




Start 


5143 






End 


5708 




GI 


5666795 






Score 


68 




Exons 


5143. .5241, 


5328. 


.5453, 5508. .5708 






GI Descrip. 


4206306 2.0e-10 ( 


AF049110) 


prpol [Zea 


mays] 




Seq. No. 


a a c o n 






oeq. iu 


OJ000308 




Gene No. 


105561 






Strand 


+ 




Start 


335 






End 


6171 




Name 


OJ000308_22 


. 0419 . 


C25.o6.tw 


Method 


TBLASTX: 




Start 


5456 






End 


5768 




GI 


none 






Score 


192 




Exons 


5456. .5632, 


5508. 


.5768 








Seq. No. 


A C\ f O 1 

4 9637 






Seq. ID 


OJ000308 




Gene No . 


105562 






Strand 


+ 




Start 


845 






End 


979 




Name 


OJ000308 22 


.0419. 


C27.ol.gs 


Method 


GENSCAN 




Start 


845 






End 


979 




GI 


none 






Score 


.97 


3 

n 


Exons 


845 . .97 9 










y 


Seq. No. 


49638 






Seq. ID 


OJ000208 


3 


Gene No. 


105563 






Strand 






Start 


289 






End 


853 


•=? 


Name 


OJ000208 25 


.0419. 


Cl.ol.gs 


Method 


GENSCAN 


3 


Start 


28 9 






End 


853 


y 


GI 


none 






Score 


.68 




Exons 


O O f\ O C O 

289 . .853 












Seq. No. 


49639 






Seq. ID 


OJ000208 




Gene No. 


105564 






Strand 


+ 




Of -i -w~4- 

o tar l 


2693 






End 






Name 


OJ000208 25 


.0419. 


C2.ol.np 


Method 


AAT/NAP 


1 


Start 


2693 






End 


3025 




GI 


7340909 






Score 


172 


- 


Exons 


2693. .3025 












GI Descrip. 


(AP001550) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


49639 






Seq. ID 


OJ000208 




Gene No. 


105565 






Strand 






Start 


1549 






End 


1943 




Name 


OJ000208 25 


.0419. 


C2.o2.gs 


Method 


GENSCAN 




Start 


1549 






End 


1943 




GI 


none 






Score 


.62 




Exons 


1549. .1574, 


1652. 


.1943 








Seq. No. 


49639 






Seq. ID 


OJ000208 




Gene No. 


105566 






Strand 






Start 


2509 






End 


2966 




Name 


OJ000208 25 


.0419. 


C2.o3.gs 


Method 


GENSCAN 




Start 


2509 






End 


2966 



51294 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



.89' 



none 

2509.. 2578, 2836.. 2966 

49640 
105567 
1742 

OJ000208_25.0419.C3.ol.gs 
1742 
none 

1742. .1882, 1919. .2180, 2388. .2442, 2952. .3142, 3395. .3564, 
3650. .4207 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_25.0419.C3 
+ 

4858 
GENSCAN 
4207 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49640 Seq. ID 

105567 Strand 

1742 End 

OJ000208_25.0419.C3.ol.np Method 

2486 End 

4680199 Score 



OJ000208_25.0419.C3 
+ 

4858 
AAT/NAP 
4858 
1531 



2486. .2703, 2804. .3564, 3650. .4213, 4445. .4548, 4639.-4858 
(AF114171) hypothetical protein [Sorghum bicolor] 



49640 Seq. ID 

105567 Strand 

1742 End 

OJ000208_25 . 04 19 . C3 . ol . tm Method 

3242 End 

none Score 



OJ000208_25.0419.C3 
+ 

4858 

TBLASTX: Maize 

3507 

179 



3242.. 3505, 3252.. 3506, 3252.. 3506, 3253.. 3507 



49640 Seq. ID 

105567 Strand 

1742 End 

OJ000208_25 . 04 19 . C3 . o2 . tm Method 

4708 End 

none Score 

4708. .4857, 4710. .4853, 4751. .4858 



OJ000208_25.0419.C3 
+ 

4858 

TBLASTX: Maize 

4858 

147 



49641 Seq. ID 

105568 Strand 

1 End 

OJ000208_25.0419.C4 .ol.np Method 

1 End 

4680199 Score 
1..141, 218. .335, 507. .658 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ000208_25.0419.C4 
+ 

675 

AAT/NAP 
658 
412 



49641 

105568 

1 

OJ000208_25.0419.C4 .ol.gs 
36 

none 

36. .141, 242. .675 

49641 

105569 

5640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000208_25.0419.C4 
+ 

675 

GENSCAN 

675 

.55 



OJ000208_25.0419.C4 
+ 

5834 



51295 





Name 


UJUUU2UO 23 . U4 ly . . Ol . 


gp 


Method 


AAT/GAP 






Start 


5640 




End 


5834 






GI 


4425 1.R1084 




Score 


342 






Exons 


5640. .5834 












GI Descrip. 


•4176420/dbj |BAA37167| 


2.0e-ll (AB008097) cytochrome P450 






[Arabidopsis thaliana] 1 












Seq. No. 


49641 




Seq. ID 


OJ000208_25.0419 


.C4 




Gene No. 


1055 /U 




Strand 








Start 


1027 




End 


5598 






Name 


OJ000208 25.0419.C4.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2 




End 


252 






GI 


none 




Score 


89 






Exons 


2. .142, 2. .145, 3. .143, 


6. .149, 211. .252, 222. .251 






Seq. No. 


49641 




Seq. ID 


/■ntaaaiao oc ft/i i n 
OJUUUzUo 25.0419 


.C4 




Gene No. 


1055 70 




Strand 








Start 


1027 




End 


5598 






Name 


OJ000208 25.0419.C4.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


3 




End 


426 






GI 


none 




Score 


88 






Exons 


3. .107, 217. .426 












Seq. No. 


49641 




Seq. ID 


OJ000208 25.0419 


.C4 


3 


Gene No. 


105570 




Strand 








Start 


1027 




End 


5598 




n 


Name 


OJ000208 25.0419.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




LJi 


Start 


208 




End 


531 




1 


GI 


none 




Score 


100 






Exons 


208. .306, 216. .290, 325 


. . 531, 


339. .488 






»! 


Seq. No. 


49641 




Seq. ID 


OJ000208_25.0419 


.C4 


11 


Gene No. 


10557 0 




Strand 








Start 


1027 




End 


5598 




1 


Name 


OJ000208 25.0419.C4.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


253 




End 


513 




- 


GI 


none 




Score 


66 




3 


Exons 


2S3..324, 310.. 513, 339 


. .473 








3 


Seq. No. 


49641 




Seq. ID 


OJ000208_25.0419 


.C4 




Gene No. 


105570 




Strand 








Start 


1027 




End 


5598 






Name . 


OJ000208 25.0419.C4.o2. 


gs 


Method 


GENSCAN 






Start 


1027 




End 


5598 






GI 


none 




Score 


.48 






Exons 


1027. .1187, 1881. .1965, 


3737. 


.3845, 5387. .5532, 5551. .5598 




Seq. No. 


49641 




Seq. ID 


OJ000208_25.0419 


.C4 




Gene No. 


105570 




Strand 








Start 


1027 




End 


5598 






Name 


OJ000208 25.0419.C4.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


2979 




End 


3215 






GI 


none 




Score 


184 






Exons 


2979. .3215 












Seq. No. 


49642 




Seq. ID 


OJ000208_25.0419 


.C5 




Gene No. 


105571 




Strand 


+ 





51296 



• * 



Start 


4423 


End 


4935 




Name 


OJ000208 25.0419.C5.o2.gs 


Method 


GENSCAN 




Start 


4423 


End 


4935 




GI 


none 


Score 


.98 




Exons 


4423. .4551, 4801. .4935 








Seq. No. 


49642 


Seq. ID 


OJ000208_25.0419 


.C5 


Gene No. 


105572 


Strand 






Start 


1 


End 


494 




Name 


OJ000208 25.0419.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


398 




GI 


2130024 


Score 


216 




Exons 


1..142, 252. .398 








GI Descrip. 


DNA-binding protein ABF2 - wild oat gi 


I 1159879|emb|CAA88331 




(Z48431) DNA-binding protein 


[Avena fatua] 




Seq. No. 


49642 


Seq. ID 


OJ000208_25.0419 


.C5 


Gene No. 


105572 


Strand 






Start 


1 


End 


494 




Name 


OJ000208 25.0419.C5.ol.gp 


Method 


AAT/GAP 




Start 


101 


End 


494 




GI 


4714600 


Score 


753 




Exons 


101. .494 








Seq. No. 


49642 


Seq. ID 


OJ000208_25.0419 


-C5 


Gene No. 


105573 


Strand 






Start 


5976 


End 


9810 




Name 


OJ000208 25.0419.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


413 




GI 


none 


Score 


129 




Exons 


2. .115, 2. .139, 249. .269, 273 


..338, 285. .338, 334. .402, 


339 


Seq. No. 


49642 


Seq. ID 


OJ000208_25.0419 


.C5 


Gene No. 


105573 


Strand 






Start 


5976 


End 


9810 




Name 


OJ000208 25.0419.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


11 


End 


422 




GI 


none 


Score 


102 




Exons 


11. .115, 11. .139, 250. .333, 250. .279, 


282. .395, 285. .338, 




336. .398, 339. .422, 340. .399 








Seq. No. 


49642 


Seq. ID 


OJ000208__25.0419 


.C5 


Gene No. 


105573 


Strand 






Start 


5976 


End 


9810 




Name 


OJ000208 25.0419.C5.o3.gs 


Method 


GENSCAN 




Start 


5976 


End 


9810 




GI 


none 


Score 


.42 




Exons 


5976.. 6079, 9484.. 9810 








Seq. No. 


49643 


Seq. ID 


OJ000208_25.0419 


.C6 


Gene No. 


105574 


Strand 


+ 




Start 


476 


End 


601 




Name 


OJ000208 25.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


476 - 


End 


601 




GI 


none 


Score 


.93 




Exons 


476. .601 









51297 




Seq. No. 


49643 








Seq. ID 


OJ000208 


_25. 


0419 


.C6 


Gene No. 


105575 








Strand 


+ 








Start 


1535 








End 


2946 








Name 


OJ000208 25. 


0419 


.C6.o2. 


gs 


Method 


GENSCAN 








Start 


1535 








End 


2946 








GI 


none 








Score 


.83 








Exons 


1535. .1748, 


2302 


. .2331, 


2771. 


.2946 










Seq. No. 


49643 








Seq. ID 


OJ000208 


_25. 


0419 


.C6 


Gene No. 


105576 








Strand 










Start 


4412 








End 


6705 








Name 


OJ000208 25. 


0419 


.C6.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


4346 








End 


4699 








GI 


none 








Score 


252 








Exons 


4346. .4501, 


4348 


. .4539, 


4349. 


.4699 










Seq. No. 


49643 








Seq. ID 


OJ000208 


_25. 


0419 


.C6 


Gene No. 


105576 








Strand 










Start 


4412 








End 


6705 








Name 


OJ000208 25. 


0419 


.C6.o3. 


gs 


Method 


GENSCAN 








Start 


4412 








End 


6705 








GI 


none 








Score 


.41 








Exons 


4412. .4669, 


6313 


. .6523, 


6602. 


.6705 










Seq. No. 


49643 








Seq. ID 


OJ000208 


_25. 


0419 


.C6 


Gene No. 


105576 








Strand 










Start 


4412 








End 


6705 








Name 


OJ000208 25. 


0419 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4586 








End 


4879 








GI 


none 








Score 


183 








Exons 


4586. .4783, 


4621 


. .4758, 


4778. 


.4879 










Seq. No. 


49644 








Seq. ID 


OJ000208 


_25. 


0419 


.C7 


Gene No. 


105577 








Strand 


+ 








Start 


804 








End 


1563 








Name 


OJ000208 25. 


0419 


.C7.ol. 


gs 


Method 


GENSCAN 








Start 


804 








End 


1563 - 








GI 


none 








Score 


.8 








Exons 


804. .874, 1376.. 


1563 














Seq. No. 


49644 








Seq. ID 


OJ000208 


_25. 


0419 


.C7 


Gene No. 


105578 








Strand 










Start 


2241 








End 


3558 








Name 


OJ000208 25. 


0419 


.C7.o2. 


gs 


Method 


GENSCAN 








Start 


2241 








End 


3558 








GI 


none 








Score 


.47 








Exons 


2241. .2401, 


3453 


. .3558 














Seq. No. 


49645 








Seq. ID 


OJ000208 


_25. 


0419 


.C8 


Gene No. 


105579 








Strand 


+ 








Start 


2038 








End 


4392 








Name 


OJ000208 25. 


0419 


.C8.ol. 


gs 


Method 


GENSCAN 








Start 


2038 








End 


4392 








GI 


none 








Score 


.85 








Exons 


2038. .2097, 


4156 


. .4392 














Seq. No. 


49645 








Seq. ID 


OJ000208 


_25. 


0419 


.C8 



51298 



Gene No. 


105580 






Strand 






Start 


6471 






End 


8741 




Name 


OJ000208 25 


.0419.C8.o2. 


gs 


Method 


GENSCAN 




Start 


6471 






End 


8741 




GI 


none 






Score 


.41 




Exons 


6471. .6603, 


7552. .7674, 


8475. 


.8502, 8643. .8741 




Seq. No. 


49646 






Seq. ID 


OJ00Q2Q8 


_25.0419.C9 


Gene No. 


105581 






Strand 






Start 


780 






End 


922 




Name 


OJ000208 25 


.0419.C9.ol. 


gs 


Method 


GENSCAN 




Start 


780 






End 


n o o 

922 




GI 


none 






Score 


. 47 




Exons 


780. .805, 873. .922 










Seq. No. 


49647 






Seq. ID 


OJ000208 


_25.0419.C12 


Gene No. 


105582 






Strand 






Start 


1231 






End 


4678 




Name 


OJ000208 25 


.0419.C12.ol 


.gs 


Method 


GENSCAN 




Start 


1231 






End 


4344 




GI 


none 






Score 


. 76 




Exons 


1231. .1443, 


3024. .3183, 


4061. 


.4344 






Seq. No. 


49647 






Seq. ID 


OJ000208 


_25.0419.C12 


Gene No. 


105582 






Strand 






Start 


1231 






End 


4 678 




Name 


OJ000208 25 


.0419.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


2214 






End 


2532 




GI 


2800669 






Score 


570 




Exons 


2214. .2532 












Seq. No. 


49647 






Seq. ID 


OJ000208 


_25.0419.C12 


Gene No. 


105582 






Strand 






Start 


1231 






End 


4678 




Name 


OJ000208 25 


.0419.C12.ol 


.np 


Method 


AAT/NAP 




Start 


3016 






End 


4678 




GI 


3668115 






Score 


542 




Exons 


3016. .3183, 


4061. .4418, 


4605. 


.4678 






GI Descrip. 


• (Y15069) cinnamoyl-CoA 


reductase [Zea mays] 




Seq. No. 


49647 






Seq. ID 


OJ000208 


_25.0419.C12 


Gene No. 


105582 






Strand 






Start 


1231 






End 


4678 




Name 


OJ000208 25 


.0419.C12.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3045 






End 


4419 




GI 


none 






Score 


89 




Exons 


3045. .3185, 


3052. .3186, 


4058. 


.4150, 4060. .4149, 


4075. .4152, 




4150. .4419, 


4151. .4417 










Seq. No. 


49647 






Seq. ID 


OJ000208 


_25.0419.C12 


Gene No. 


105582 






Strand 






Start 


1231 






End 


4678 




Name 


OJ000208 25 


.0419.C12.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3045 






End 


4555 




GI 


none 






Score 


92 




Exons 


3045. .3185, 


3052. .3186, 


4055. 


.4147, 4060. .4149, 


4150. .4419, 



4241. .4417, 4532. .4555 



51299 




Seq. No. 


4 9647 


Seq. ID 


OJ000208_25.0419.C12 


Gene No. 


105582 


Strand 




Start 


1231 


End 


4678 


Name 


OJ000208 25.0419.C12.ol. 


tw Method 


TBLASTX: Wheat 


Start 


3051 


End 


4285 


GI 


none 


Score 


133 


Exons 


3051.. 3185, 3052. .3186, 


4058. .4285, 4060. .4284 


Seq. No. 


49647 


Seq. ID 




Gene No. 


105582 


Strand 




0+- -i v-4- 




bna 




Name 


OJ000208 25.0419.C12.o2. 


gp Method 


AAT/GAP 


Start 


4129 


End 


4474 


GI 


LIB3433-041-P1-K1-D2 


Score 


boo 


Exons 


4129. .4474 






GI Descrip. 


, 3668115/emb|CAA75352| 4 


.(Je-oi (YlbUbyj 


cmnamoyl-CoA reductase 




[Zea mays] 1 






Seq. No. 


49648 


Seq. ID 


OJOOOzOo zD.04iy.C14 


Gene No. 


1 fiCCQQ 

lUODo J 


Strand 




Start 


12 


End 


2383 


Name 


OJ000208 25.0419.C14.ol. 


np Method 


AAT/NAP 


Start 


12 


End 


1400 


GI 


4887618 


Score 


584 


Exons 


12. .299, 376.-566, 1265. 


.1400 




GI Descrip. 


(AB007628) homeobox gene 


[Oryza sativa] 




Seq. No. 


49648 


Seq. ID 


OJ000208_25.0419.C14 


Gene No. 


105583 


Strand 




Start 


12 


End 


2383 


Name 


OJ000208 25.0419.C14.ol. 


tc Method 


TBLASTX: Cress 


Start 


210 


End 


1387 


GI 


none 


Score 


46 


Exons 


210. .299, 376. .462, 419. 


.463, 477. .527, 


478. .528, 511. .561, 




514.. 567, 657. .731, 1263 


..1385, 1264. .1383, 1286. .1387 


Seq. No. 


49648 


Seq. ID 


OJ000208_25.0419.C14 


Gene No. 


105583 


Strand 




Start 


12 


End 


2383 


Name 


OJ000208 25.0419.C14.ol. 


ts Method 


TBLASTX : Soybean 


Start 


210 


End 


1395 


GI 


none 


Score 


54 


Exons 


210. .299, 376. .477, 385. 


.459, 419. .478, 


478. .567, 482. .574, 




493. .612, 1262. .1381, 1263. .1382, 1263. 


.1385, 1264.. 1395 


Seq. No. 


49648 


Seq. ID 


OJ000208_25.0419.C14 


Gene No. 


105583 


Strand 




Start 


12 


End 


2383 


Name 


OJ000208 25.0419.C14.ol. 


tm Method 


TBLASTX: Maize 


Start 


210 


End 


1388 


GI 


none 


Score 


105 


Exons 


210. .299, 212. .301, 213. 


.302, 375.-542, 


376. .570, 376.-567, 




404. .568, 1263. .1388, 1264. .1341. 




Seq. No. 


49648 


Seq. ID 


OJ000208_25.0419.C14 


Gene No. 


105583 


Strand 





51300 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



12 End 

OJ000208_25 . 0419 . C14 . ol . tw Method 

210 End 

none Score 



2383 

TBLASTX: Wheat 

493 

70 



210. .299, 225. .302, 236. .301, 376. .444, 376. .459, 416. .460, 
434. .493, 445. .492 



49648 

105583 

12 

OJ000208_25.0419.C14.ol.gp 
211 

38 1.R1084 



Seq. ID OJ000208_25.0419.C14 
Strand 

End 2383 

Method AAT/GAP 

End 1384 

Score 730 



211. .299, 376. .566, 1265. .1384 

'4887618/dbj IBAA77822.il 1.0e-102 (AB007628) homeobox gene 
[Oryza sativa] 1 



49648 

105583 

12 

OJ000208_25.0419.C14.ol.gs 

242 

none 



Seq. ID OJ000208_25.0419.C14 
Strand 

End 2383 

Method GENSCAN 

End 2383 

Score .82 



242. .299, 376. .566, 1265. .1385, 2257. .2301, 2322. .2383 



49648 

105583 

12 

OJ000208_25.0419.C14.o2.tw 

496 

none 



Seq. ' ID OJ000208_25.0419.C14 
Strand 

End 2383 

Method TBLASTX : Wheat 

End 1386 

Score 90 



496.-567, 505. .576, 1263. .1385, 1264. .1386 



Seq. ID OJ000208_25.0419.C15 

Strand + 

End 897 

Method AAT/NAP 

End 897 

Score 682 



49649 
105584 
1 

OJ000208_25.0419.C15.ol.np 
1 

2130024 
1..180, 307. .423, 535. .897 

DNA-binding protein ABF2 - wild oat gi 1 1159879 | emb | CAA88331 . 1 1 
(Z48431) DNA-binding protein [Avena fatua] 



49649 

105584 

1 

OJ000208_25.0419.C15.ol.gs 
43 

none 

43. .180, 307. .423, 535. .894 

49649 

105585 

574 

OJ000208_25.0419.C15.ol.tm 
72 

none 



Seq. ID OJ000208_25.0419.C15 

Strand + 

End 897 

Method GENSCAN 

End 894 

Score . 9 



Seq. ID OJ000208_25.0419.C15 
Strand 

End 1086 

Method TBLASTX: Maize 

End 582 

Score 76 



51301 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
_ Name 
_ Start 
J GI 
fi Exons 

y 

i Seq. No. 

* Gene No. 
^ Start 

3 Name 

Ll Start 

~ GI 

^ Exons 

* GI Descrip. 



72. .122, 73. .120, 117. .170, 117. .170, 121. .171, 306. .425, 
306. .425, 307. .426, 532. .582, 549. .581 

49649 
105585 
574 



301 
none 

301. .426, 309. .425, 
786. .860, 787. .870 

49649 

105585 

574 

OJ000208_25.0419.C] 

303 

none 



49649 
105585 
574 

OJ000208_25.0419.C15.ol.tc 
307 
none 

307. .426, 315. .425, 532. .630, 534. .626 

49649 
105585 
574 

OJ000208_25.0419.C15.ol.gp 
574 

4425_2.R1084 
574. .1086 

, 2130024/pir| IS61414 2.0e-15 DNA-binding protein ABF2 - wild oat 
>gi_1159879_emb_CAA88331_ (Z48431) DNA-binding protein [Avena 
fatua] ' 



Seq. ID 


OJ000208_25.0419 


.C15 


Strand 


- 




End 


1086 




Method 


TBLASTX: Soybean 




End 


870 




Score 


218 




314 . .427, 


523. .606, 531.. 


593, 


Seq. ID 


OJ000208_25.0419 


.C15 


Strand 


- 




End 


1086 




Method 


TBLASTX: Wheat 




End 


648 




Score 


127 




con f>A R 


J . .044 




Seq. ID 


OJ000208_25.0419 


.C15 


Strand 


- 




End 


1086 




Method 


TBLASTX: Cress 




End 


630 




Score 


166 




534. .626 






Seq. ID 


OJ000208_25.0419 


.C15 


Strand 






End 


1086 




Method 


AAT/GAP 




End 


1086 




Score 


753 





Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49649 
105585 
574 

OJ000208 25.0419.C15.o2.tm Method TBLASTX: Maize 



Seq. ID OJ000208_25. 0419.C15 
Strand 

End 1086 



733 
none 

733. .897, 741. .896 

49650 

105586 

41 



End 8 97 

Score 212 



Seq. ID OJ000208_25.0419.C17 
Strand + 
End 599 



OJ000208_25 . 04 1 9 . C17 . ol . gs Method GENSCAN 



41 

none 

41. .179, 529. .599 

49650 
105587 



End 
Score 



599 
.76 



Seq. ID OJ000208_25.0419.C17 
Strand 



51302 



Start 
Name 
Start 
GI 

Exons 



2849 End 

OJ000208_25 . 0419. C17 . o2 . gs Method 

2849 End 

none Score 
2849. .2962 



3107 
GENSCAN 
2962 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49650 Seq. ID OJ000208_25 . 04 19 . C17 

105587 Strand 

2849 End 3107 

OJ000208_25.0419.C17.ol.np Method AAT/NAP 

2852 End 3107 

2129677 Score 181 

2852. .3107 

probablel N-acetyltransferase hookless 1 - Arabidopsis thaliana 
gi 1 1277090 (U50399) putative N-acetyltransferase hooklessl 
[Arabidopsis thaliana] gi 11277092 (U50400) putative 
N-acetyltransferase hooklessl [Arabidopsis thaliana] 
gi | 4468983 | emb | CAB38297 | (AL035605) probable N-acetyltransferase 
hookless 1 [Arabidopsis thaliana] 



49651 Seq. ID 

105588 Strand 

2987 End 
OJ000208_25.0419.C18.ol.gs Method 

2987 End - 

none Score 
2987. .3017 



OJ000208_25.0419.C18 

3017 
GENSCAN 
3017 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49652 

105589 

2836 

OJ000208_25.0419.C19.ol.gs 

2836 

none 

2836. .2921, 3544. .3553 

49653 

105590 

617 

OJ000208_25.0419.C25.ol.gp 
617 

LIB3477-003-P1-K1-E9 
617. .721 

, 24 9858 6/sp|Q40638 IMP01 
S 1 PRECURSOR (ORY S I)" 
sativa] 1 

49654 

105591 

914 

OJ000208_25.0419.C28.ol.gs 

914 

none 

914. .996 

49655 
105592 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_25.0419.C19 

3553 
GENSCAN 
3553 
.84 



OJ000208_25.0419.C25 
721 

AAT/GAP 

721 

119 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
">gi 1173557 (U31771) Ory s 1 [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_25.0419.C28 
996 

GENSCAN 

996 

.54 



Seq. ID OJ000208_25.0419.C31 
Strand + 



51303 




Start 


8103 


End 


9855 


Name 


OJ000208 25.0419.C31.o2.gs 


Method 


GEN SCAN 


Start 


8103. 


End 


9855 


GI 


none 


Score 


.43 


Exons 


8103. .8253, 9271. .9351, 9468. 


.9577, 9727.. 9855 


Seq. No. 


49655 


Seq. ID 


OJ000208_25. 0419.C31 


Gene No. 


105593 


Strand 




Start 


62 


End 


4877 


Name 


OJ000208 25.0419.C31.ol.gs 


Method 


GENSCAN 


Start 


62 


End 


4877 


GI 


none 


Score 


. 67 


Exons 


62. .229, 2211. .2243, 2276. .2335, 2429. 


.2491, 2878. .2967, 




3004. .3090, 3853. .4116, 4506. 


.4623, 4663. .4877 


Seq. No. 


49655 


Seq. ID 


OJ000208_25.0419.C31 


Gene No. 


105594 


Strand 




Start 


6071 


End 


6154 


Name 


OJ000208 25.0419.C31.ol.np 


Method 


AAT/NAP 


Start 


6071 


End 


6154 


GI 


5852084 


Score 


82 


Exons 


6071. .6154 






GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 




Seq. No. 


49656 


Seq. ID 


OJ000208_25.0419.C32 


Gene No. 


105595 


Strand 


+ 


Start 


103 


End 


1843 


Name 


OJ000208 25.0419.C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


69 


End 


1039 


GI 


none 


Score 


66 


Exons 


69. .152, 79. .153, 142. .318, 145. .318, 


147. .332, 406. .546, 




409. .549, 410. .550, 410. .550, 


411. .551 


, 640. .705, 641. .706, 




777. .899, 798. .899, 799. .903, 


800. .937, 946. .1038, 971. .103 


Seq. No. 


49656 


Seq. ID 


OJ000208_25.0419.C32 


Gene No. 


105595 


Strand 


+ 


Start 


103 


End 


1843 


Name 


OJ000208 25.0419.C32.ol.np 


Method 


AAT/NAP 


Start 


103 


End 


1804 


GI 


4567255 


Score 


647 


Exons 


103. .334, 715. .899, 983. .1084 


, 1227. .1345, 1679. .1804 


GI Descrip. 


(AC007070) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


49656 


Seq. ID 


OJ000208_25.0419.C32 


Gene No. 


105595 


Strand 


+ 


Start 


103 


End 


1843 


Name 


OJ000208 25.0419.C32.o2.tc 


Method 


TBLASTX: Cress 


Start 


130 


End 


501 


GI 


none 


Score 


153 


Exons 


130. .318, 132. .275, 406. .501 






Seq. No. 


49656 


Seq. ID 


OJ000208_25.0419.C32 


Gene No. 


105595 


Strand 


+ 


Start 


103 


End 


1843 


Name 


OJ000208 25.0419.C32.ol.gs 


Method 


GENSCAN 


Start 


151 


End 


1843 


GI 


none 


Score 


.77 



51304 



Exons 



151. .318, 412. .544, 983. .1084, 1227. .1345, 1679. .1843 



Seq. No. 49656 Seq. ID 

Gene No. 105595 Strand 

Start 103 End 

Name OJ000208_25 . 0419. C32 . o2 . ts Method 

Start 169 End 

GI none Score 

Exons 169.. 321, 415.. 546 



OJ000208_25.0419.C32 
+ 

1843 

TBLASTX: Soybean 

546 

108 



Seq. No. 49656 
Gene No. 105595 
Start 103 

Name OJ000208_25 . 0419.C32 .ol , 

Start 292 
GI none 

Exons 292.. 318, 297.. 332, 405. 

411. .545, 640. .705, 641. 
980. .1069, 982. .1068 



tw 



.545, 
.706, 



Seq. ID 
Strand 
End 

Method 
End 
Score 4 6 
406. .546, 409 
777. .899, 799 



OJ000208_25.0419.C32 
+ 

1843 

TBLASTX: Wheat 
1069 



.543, 
,900, 



410. 
800. 



544, 
898, 



ry 



Seq. No. 49656 

Gene No. 105595 

Start 103 

Name OJ000208_25 . 0419.C32 .ol . ts 

Start 642 

GI none 
Exons 



Seq. ID OJ000208_25.0419.C32 

Strand + 

End 1843 

Method TBLASTX : Soybean 

End 1801 

Score 85 



642. .713, 643. .705, 644. .706, 777. .845, 800. .844, 855. .899, 
961. .1068, 971. .1069, 1051. .1086, 1225. .1365, 1226. .1261, 
1243. .1347, 1508. .1600, 1509. .1601, 1676. .1801, 1676. .1798, 
1678. . 1800 



Seq. No. 49656 

Gene No. 105595 

Start 103 

Name OJ000208_25 . 0419.C32 .ol . tc 

Start 794 

GI none 
Exons 



Seq. ID OJ000208_25.0419.C32 

Strand + 

End 1843 

Method TBLASTX : Cress 

End 17 97 

Score 147 



794. .925, 798. .899, 801. .929, 802. .903, 971. .1027, 1232. .1261, 
1234. .1341, 1307. .1345, 1508. .1600, 1509. .1601, 1676. .1795, 
1678. .1797 



Seq. No. 49656 

Gene No. 105595 

Start 103 

Name OJ000208_25 . 04 19 . C32 . o2 . tm 

Start 1477 

GI none 
Exons 



Seq. ID OJ000208_25.0419.C32 

Strand + 

End 1843 

Method TBLASTX: Maize 

End 1801 

Score 148 

1477. .1593, 1496. .1600, 1497. .1601, 1497. .1601, 1676. .1801, 
1678. . 1794 



Seq. No. 49657 

Gene No. 105596 

Start 191 

Name OJ000208_25 . 04 19 . C34 . ol . gp 

Start 191 

GI 71511 1.R1084 
Exons 



Seq. ID OJ000208_25.0419.C34 

Strand + 

End 3469 

Method AAT/GAP 

End 2212 

Score 667 



191. .359, 1095. .1131, 1279. .1356, 1877. .1901, 1983. .2015, 



51305 



2147. .2212 

GI Descrip. ' 4567262/gb | AAD23675 . 1 1 AC00684 1_3 1.0e-21 (AC006841) putative 
ubiquitin [Arabidopsis thaliana] 1 



Seq. No. 49657 Seq. ID 

Gene No. 105596 Strand 

Start 191 End 

Name OJ000208_25 .0419. C34 . ol . gs Method 

Start 1129 End 

GI none Score 
Exons 



OJ000208_25.0419.C34 
+ 

3469 
GENSCAN 
3469 
.92 



1129. .1131, 1279. .1356, 1877. .1901, 1983. .2015, 2147. .2268, 
2622. .2844, 3014. .3177, 3380. .3469 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49657 Seq. ID 

105596 Strand 

191 End 

OJ000208_25 . 04 19 . C34 . ol . np Method 

1273 End 

4567262 Score 



OJ000208_25.0419.C34 
+ 

3469 
AAT/NAP 
3466 
863 



1273. .1356, 1877. .1901, 1983. .2015, 2147. .2268, 2343.-2473, 
2622.. 2865, 2954.. 3186, 3380.. 3466 

(AC006841) putative ubiquitin fusion-degradation protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49657 
105597 
3372 

OJ000208_25.0419.C34.ol.tm 
1271 



OJ000208 25.0419.C34 



none 
1271. 
2145. 
2343. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1379, 1279. .1383, 1984. .2013, 
2267, 2146. .2271, 2146. .2271, 2338.-2433, 2343. .2507, 
2471, 2348.-2479, 2622. .2837, 2628.-2822, 2944. .2970 



3686 

TBLASTX: Maize 

2970 

121 



,1354, 1278. .1355, 1278. 



Seq. No. 49657 
Gene No. 105597 
Start 3372 

Name OJ000208_25.0419.C34 .ol. ts 

Start 1273 
GI none 

Exons 1273.. 1383, 1281.. 1352, 1982. 

2145. .2267, 2146. .2271, 2146. 
2622..28S5, 2630.. 2758, 2946. 



Seq. ID OJ000208_25.0419.C34 
Strand 

End 3686 

Method TBLASTX : Soybean 

End 3003 

Score 129 

.2014, 1984. .2013, 2135. .2269, 
.2271, 2343. .2507, 2351. .2479, 
.3002, 2947.. 3003 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



49657 Seq. ID 

105597 Strand 
3372 End 
OJ000208_25.0419.C34.ol.tc Method 
1279 End 
none Score 

1279. .1383, 1281. .1379, 1984. .2013, 

2149. .2241, 2150. .2245, 2224. .2271, 

2343.-2426, 2348. .2425 

49657 Seq. ID 

105597 Strand 
3372 End 



OJ000208 25.0419.C34 



3686 

TBLASTX: Cress 
2426 
132 

2145. .2240, 2146. 
2241. .2267, 2242. 



,2241, 
,2271, 



OJ000208 25.0419.C34 



3686 



51306 



Name 

Start 

GI 

Exons 



OJ000208_25 . 04 19 . C34 . o2 . tm Method TBLASTX : Maize 
2971 End 3529 

none Score 203 

2971. .3177, 2971. .3177, 2973. .3179, 2973. .3179, 3402. .3467, 
3403. .3468, 3427. .3468, 3494. .3529 



Seq. No. 49657 Seq. ID 

Gene No. 105597 Strand 

Start 3372 End 

Name OJ000208_25 . 0419.C34 .o2 .gp Method 

Start 3372 End 

GI none Score 

Exons 3372.. 3686 



OJ000208_25.0419.C34 

3686 
AAT/GAP 
3686 
591 



Seq. No. 49658 Seq. ID 

Gene No. 105598 Strand 

Start 839 End 

Name OJ000208_25 . 0419. C35 . ol . gp Method 

Start 839 End 

GI none Score 

Exons 839.. 1278 



OJ000208_25.0419.C35 
+ 

1278 
AAT/GAP 
1278 
837 



Seq. No. 49658 

Gene No. 105599 

Start 1064 

Name OJ000208_25 . 0419. C35 . ol . tm 

Start 1061 

GI none 

Exons 1061.. 1342, 1064.. 1342, 1065. 
1509. .1556 



OJ000208_25.0419.C35 
1786 

TBLASTX: Maize 

1558 

266 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1361, 1206.. 1358, 1508.. 1558, 



Seq. No. 49658 Seq. ID 

Gene No. 105599 Strand 

Start 1064 End 

Name OJ000208_25 .0419. C35 . ol . gs Method 

Start 1064 End 

GI none Score 

Exons 1064.. 1369, 1505.. 1711 



OJ000208_25. 0419.C35 

1786 
GEN SCAN 
1711 
.76 



Seq. No. 49658 Seq. ID 

Gene No. 105599 Strand 

Start 1064 End 1786 

Name OJ000208_25.0419.C35.ol.np Method AAT/NAP 

Start 1070 End 1786 

GI 6623879 Score 639 

Exons 1070.. 1369, 1505.. 1786 

GI Descrip. (AC018722) putative ATP-dependent CLPB protein 
thaliana] 



OJ000208 25.0419.C35 



[Arabidopsis 



Seq. No. 49658 

Gene No. 105599 

Start 1064 

Name OJ000208_25 . 04 19 . C35 . ol . ts 

Start 1082 

GI none 

Exons 1082.. 1420, 1083.. 1364, 1163. 
1502. .1684 



Seq. ID OJ000208_25.0419.C35 
Strand 

End 1786 

Method TBLASTX : Soybean 

End 1684 

Score 194 

.1387, 1491. .1679, 1499. .1681, 



51307 




Seq. No. 


4 9658 






Seq. ID 


OJUUUzUo_^o . U419 


. Coo 


Gene No. 


105599 






Strand 






Start 


1064 






End 


1786 




Name 


OJ000208 25. 


0419.C35.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1094 






End 


1285 




GI 


none 






Score 


84 




Exons 


1094. .1285, 


1106. .1273, 


1116 


. .1280 






beq. no. 


4 y boo 






Seq. ID 


OJ000208_25.0419 


. Coo 


Gene No. 


105599 






Strand 






Start 


1064 






End 


1786 




Name 


OJ000208 25. 


0419.C35.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1502 






End 


1786 




GI 


none 






Score 


58 




Exons 


1502. .1660, 


1509. .1661, 


1662 


..1778, 1682. .1786 




Seq. No. 


4 9ooo 






Seq. ID 


OJ000208_25.0419 


. Coo 


Gene No. 


105599 






Strand 






Start 


1064 






End 


1786 




Name 


OJ000208 25. 


0419.C35.o2 


.tc 


Method 


TBLASTX: Cress • 




Start 


1508 






End 


1786 




GI 


none 






Score 


67 




Exons 


1508. .1657, 


1682. .1786, 


1695 


. .1778 






Seq. No. 


4 9ooo 






Seq. ID 


OJ000208_25.0419 


. Coo 


Gene No. 


105599 






Strand 






Start 


1064 






End 


1786 




Name 


OJ000208 25. 


0419.C35.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1558 






End 


1786 




GI 


none 






Score 


317 




Exons 


1558. .1695, 


1559. .1786, 


1560 


. .1784, 1561. .1785 




Seq. No. 


49659 






Seq. ID 


OJ000208_25.0419 


.C36 


Gene No. 


105600 






Strand 






Start 


1 






End 


6078 




Name ■ 


OJ000208 25. 


0419.C36.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1535 




GI 


6623879 






Score 


910 




Exons 


1..110, 421. 


.475, 600.. 


795, 


1023. .1260, 


1344. .1535 




GI Descrip. 


(AC018722) putative ATP 


-dependent CLPB 


protein [Arabidopsis 




thaliana] 












Seq. No. 


49659 






Seq. ID 


OJ000208_25.0419 


.C36 


Gene No . 


105600 






Strand 






Start 


1 






End 


6078 




Name 


OJ000208 25. 


0419.C36.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


1222 




GI 


none 






Score 


75 




Exons 


1..63, 3. .113, 421. .474 


, 422 


..475, 592. 


.801, 599. .796, 


600. 




602. .829, 1020. .1208, 1021.. 


1221, 1024. 


.1209, 1136.. 1222 


Seq. No. 


49659 






Seq. ID 


OJ000208_25.0419 


.C36 


Gene No. 


105600 






Strand 






Start 


1 






End 


6078 




Name 


OJ000208 25. 


0419.C36.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


412 






End 


784 





51308 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none ' Score 

412. .474, 599. .784, 600. .773 



146 



49659 

105600 

1 

OJ000208_25.0419.C36.ol.gs 

421 

none 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method GEN SCAN 

End 237 3 

Score .74 



421. .475, 600. .795, 1023. .1260, 1341. .1559, 2117. .2148, 
2235. .2373 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49659 
105600 
1 

OJ000208_25.0419.C36.ol.tc 
599 
none 

599.-784, 600. .770 

49659 
105600 
1 

OJ000208_25.0419.C36.o3.tm 
1024 
none 

1024. .1260, 1087. .1242, 1142. .1270, 1335. .1394 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method TBLASTX : Cress 

End 784 

Score 142 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method TBLASTX : Mai ze 

End 1394 

Score 74 



49659 

105600 

1 

OJ000208_25.0419.C36.o2.ts 

1380 

none 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method TBLASTX : Soybean 

End 1574 

Score 122 



1380. .1574, 1381. .1485, 1389. .1544 



49659 

105600 

1 

OJ000208_25.0419.C36.o2.np 

2162 

6623883 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method AAT/NAP 

End 6078 

Score 367 



2162. .2180, 5106. .5155, 5550. .5626, 5727. .6078 

(AC018722) putative two-component response regulator protein 

[Arabidopsis thaliana] 



Seq. No. 


49659 


Seq. ID 


OJ000208 


Gene No. 


105600 


Strand 




Start 


1 


End 


6078 


Name 


OJ000208 25.0419.C36.ol.gp 


Method 


AAT/GAP 


Start 


3291 


End 


3499 


GI 


none 


Score 


394 


Exons 


3291. .3499 






Seq. No. 


49659 


Seq. ID 


OJ000208 


Gene No. 


105600 


Strand 




Start 


1 


End 


6078 



51309 



Name 

Start 

GI 

Exons 



/ 

OJ000208_25.0419.C36.ol. 

3453 

none 

3453. .3512, 3463. .3510, 

3590. .3667, 3603. .3668, 

4116. .4265, 4219. .4266, 

4282. .4440, 4443. .4466, 

4465. .4506, 4466. .4507, 

4600. .4695, 4600. .4812, 



tm 



3518. 
4114. 
4259. 
4444. 
4500. 
4601. 



Method TBLASTX : Mai ze 

End 4814 

Score 42 

.3559, 3587. .3664, 3589. .3663, 

.4140, 4114. .4260, 4115. .4249, 

.4444, 4263. .4451, 4269. .4409, 

.4467, 4459. .4506, 4464. .4505, 

.4547, 4508. .4546, 4596. .4694, 

.4813, 4752. .4814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

%j Gene No. 

rjj Start 

'J Name 

! a Start 

H GI 

'"4 Exons 



49659 Seq. ID 

105600 Strand 

1 End 

OJ000208_25. 0419.C36.o2.gs Method 

3610 End 

none Score 



OJ000208_25.0419.C36 

6078 
GENSCAN 
6027 
.78 



3610. .3663, 4116. .4922, 4940. .5155, 5550. .5626, 5727. .6027 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 25.0419.C36 



49659 
105600 
1 

OJ000208_25.0419.C36.o2.gp 
4174 

LIB3434-051-P1-K1-B6 
4174. .4529 

, 5263324/gb|AAD41426.1|AC007727_15 1.0e-38 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T76747 comes from this gene' 



6078 
AAT/GAP 
4529 
538 



49659 

105600 

1 

OJ000208_25.0419.C36.o2. 

4849 

none 

4849. .4950, 4899.-4949, 
5057. .5158, 5546.-5638, 



tm 



4946. 
5550. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_25.0419.C36 
6078 

TBLASTX: Maize 

5752 

101 



5098, 
5654, 



4955. .5065, 
5551. .5625, 



5006. 
5726. 



,5161, 
,5752 



Seq. No. 49659 

Gene No. 105600 

Start 1 

Name OJ000208_25.0419.C36.o3.ts 

Start 5084 

GI none 

Exons 5084.. 5158, 5550.. 5642, 5560. 

5730. .5813, 5747. .5812 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method TBLASTX : Soybean 

End 5813 

Score 79 

.5625, 5719. .5808, 5726. .5812, 



Seq. No. 49659 

Gene No. 105600 

Start 1 

Name OJ000208_25 . 0419.C36. o5 . tm 

Start 5956 

GI none 

Exons 5956.. 6078, 5969.. 6076 

Seq. No. 49660 

Gene No. 105601 



Seq. ID OJ000208_25.0419.C36 
Strand 

End 6078 

Method TBLASTX : Mai ze 

End 6078 

Score 148 



Seq. ID OJ000208_25.0419.C37 
Strand + 



51310 



Start 


18399 


End 


20665 




Name 


OJ000208 25.0419.C37.o5.gs 


Method 


GENSCAN 




Start 


18399 


End 


20665 




GI 


none 


Score 


.65 




Exons 


18399. .18548, 19396. . 19513, 


19719. . 19771, 19814 


. .20665 


Seq. No. 


49660 


Seq. ID 


OJ000208_ 


_25.0419.C37 


Gene No. 


105601 


Strand 


+ 




Start 


18399 


End 


20665 




Name 


OJ000208 25.0419.C37.o3.np 


Method 


AAT/NAP 




Start 


20231 


End 


20335 




GI 


7489571 


Score 


91 




Exons 


20231. .20335 








GI Descrip. 


r40cl protein - rice gi 1 1296955 | emb | CAA64 683 . 1 1 


(X95402) 




duplicated domain structure 


protein [Oryza sativa] 


Seq. No. 


49660 


Seq. ID 


OJ000208_ 


_25.0419.C37 


Gene No. 


105602 


Strand 






Start 


1 


End 


1537 




Name 


OJ000208 25.0419.C37.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1537 




GI 


7485369 


Score 


294 




Exons 


1..197, 753. .850, 1509. .1537 









GI Descrip. hypothetical protein F10N7.270 - Arabidopsis thaliana 

gi I 2827643 | emb | CAA16597.il (AL021636) predicted protein 
[Arabidopsis thaliana] gi I 3549641 1 emb | CAA06432 . 1 1 (AJ005195) 
receiver-like protein 4 [Arabidopsis thaliana] 
gi|7270096|emb|CAB79910.1| (AL161580) predicted protein 
[Arabidopsis thaliana] 



Seq. No. 49660 Seq. ID 

Gene No. 105602 Strand 

Start 1 End 

Name OJ000208_25 . 04 19 . C37 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45.. 197, 684.. 915 



OJ000208_25.0419.C37 

1537 
GENSCAN 
915 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49660 Seq. ID 

105603 Strand 

11821 End 

OJ000208_25.0419.C37.o3.gs Method 

11821 End 

none Score 



OJ000208_25.0419.C37 

15834 
GENSCAN 
15834 
.68 



11821. .12044, 14101. .14397, 15783. .15834 



Seq. No. 49660 Seq. ID 

Gene No. 105604 Strand 

Start 17560 End 

Name OJ000208_25 .0419. C37 . o4 . gs Method 

Start 17560 End 

GI none Score 

Exons 17560.. 18144 



OJ000208_25.0419.C37 

18144 
GENSCAN 
18144 
.89 



Seq. No. 
Gene No. 
Start 



49660 

105605 

21499 



Seq. ID 

Strand 

End 



OJ000208 25.0419.C37 



26398 



51311 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000208_25. 0419.C37.ol.tw Method 
15 End 
none Score 
15. .161, 37. .198, 41. .169, 45. .194 



TBLASTX: Wheat 

198 

184 



49660 

105605 

21499 

OJ000208_25.0419.C37.o2.tm 
31 

none 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method TBLASTX : Mai ze 

End 189 

Score 203 



31. .189, 38. .169, 39. .182, 46. .186 



49660 

105605 

21499 

OJ000208_25.0419.C37.o2.tc 
37 

none 



37. .204, 38. .163, 58. .198, 60. .233, 757 
7259. .7441 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method TBLASTX : Cress 

End 7441 

Score 153 

49, 758. .847, 



Seq. No. 49660 

Gene No. 105605 

Start 21499 

Name OJ000208_25 . 0419.C37 . o3 . ts 

Start 37 

GI none 
Exons 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method TBLASTX : Soybean 

End 849 

Score 151 



37. .204, 38. .166, 58. .192, 757. .849, 758. .841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49660 

105605 

21499 

OJ000208_25. 0419.C37.ol.gp 

21421 

5003116 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method AAT/GAP 

End 22965 

Score 1306 



21421. .21894, 22020 .. 22114 , 22221 .. 22305, 22918. .22965 
5263324/gb|AAD41426.1|AC007727_15 1.0e-38 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T7674 7 comes from this gene 



49660 

105605 

21499 

OJ000208_25 . 04 19 . C37 . 06 . gs 

21499 

none 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method GENSCAN 

End 26398 

Score .89 



21499. .21648, 22221 .. 22305 , 23583 .. 23690, 23753 .. 24024 , 
24078. .24161, 26384. .26398 



49660 

105605 

21499 

OJ000208_25 . 04 19. C37 . ol . tm 

21831 

none 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method TBLASTX : Mai ze 

End 24050 

Score 44 



21831. .21893, 21850 .. 21894 , 22019 .. 22114 , 22020 .. 22112, 



51312 



22221. .22316, 22222 .. 22317 , 22899 23009, 22914 .. 23012, 
22921. .23013, 23582 .. 23689, 23585 .. 2368 9, 237 90 .. 23987 , 
23791. .23976, 24003. .24050 



Seq. No. 49660 

Gene No. 105605 

Start 21499 

Name OJ000208_25 . 0419 . C37 . o2 . ts 

Start 21837 

GI none 

Exons 21837. .21893, 22015 .. 22113, 
22219. .22317, 22220 .. 22327, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22019. .22114, 
22221. .22316 



OJ000208 25.0419.C37 



26398 

TBLASTX: Soybean 
22327 
102 

22029. .22130, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49660 Seq. ID OJ000208_25 . 04 19 . C37 

105605 Strand 

21499 End 26398 

OJ000208_25.0419.C37.o4.np Method AAT/NAP 

21849 End 23981 

5263324 Score 798 

21849. .21894, 22020 .. 22114 , 22221 .. 22305 , 22918 .. 23007 , 

23583. .23690, 23794.. 23981 

(AC007727) Identical to gb|Y13173 Arabidopsis thaliana mRNA for 
proteasome subunit. EST gb|T76747 comes from this gene. 



49660 Seq. ID 

105605 Strand 

21499 End 

OJ000208_25.0419.C37 .ol.tc Method 

22019 End 

none Score 



OJ000208_25.'0419.C37 
26398 

TBLASTX: Cress 

23984 

53 



22019. .22114, 22021. .22116, 22029 .. 22 130 , 22207 .. 22308 , 

22219. .22308, 22220 22324 , 22221 .. 22310 , 228 99 .. 23009, 

22918. .23013, 23580 .. 23690, 23582 .. 23689, 237 90 .. 23984 , 

23791. .23976, 23850.. 23984 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49660 

105605 

21499 

OJ000208_25 
22923 
none 
22923. 
23581. 
23797. 



0419.C37.ol.ts 



23009, 
23688, 
23976, 



22923. .23009, 
23582. .23689, 
23903. .23983 



Seq. ID OJ000208_25.0419.C37 
Strand 

End 26398 

Method TBLASTX : Soybean 

End 23983 

Score 72 
22924. .23013, 23580 23687 , 
23582. .23689, 23790 .. 23981, 



Seq. No. 49660 

Gene No. 105605 

Start 21499 

Name OJ000208_25 . 04 19 . C37 . o2 . gp 

Start 23583 

GI 20862_1.R1084 

Exons 23583. .23690, 23794 .. 23975, 
GI Descrip. 



OJ000208 25.0419.C37 



Seq. ID _ 
Strand 

End 26398 
Method AAT/GAP 
End 24129 
Score 587 
24078. .24129 

, 5263324/gb|AAD41426.1|AC007727_15 1.0e-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T76747 comes from this gene* 



Seq. No. 



49660 



Seq. ID OJ000208_25.0419.C37 



51313 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



105605 Strand 
21499 End 26398 

OJ000208_25 . 04 19 . C37 . o3 . gp Method AAT/GAP 
23583 End 24180 

20862_1.R1084 Score 673 

23583. .23690, 23794 23975, 24078.. 24180 

, 5263324/gb|AAD41426.1|AC007727_15 1.0e-102 (AC007727) Identical 
to gb_Y13173 Arabidopsis thaliana mRNA for proteasome subunit. 
EST gb_T76747 comes from this gene 1 



49661 Seq. ID 

105606 Strand 

1393 End 
OJ000208_25 . 04 19 . C38 . ol . gs Method 

1393 End 

none Score 

1393. .1635, 1839. .1979, 2046. .2171 



OJ000208_25.0419.C38 
+ 

2171 
GENSCAN 
2171 
.78 



OJ000208 25.0419.C39 



49662 Seq. ID 

105607 Strand - - 

1 End 1870 
OJ000208_25 . 0419 . C39 . ol . np Method AAT/NAP 

1 End 1870 

5732016 Score 353 

1..34, 166. .259, 466. .609, 697. .783, 1655. .1870 

(L47355) chorimate mutase [Arabidopsis thaliana] 

gil 5824345 I emb | CAB54519 . 1 1 (AJ242648) chorismate mutase 
[Arabidopsis thaliana] 



Seq. No. 49662 Seq. ID 

Gene No. 105607 Strand 

Start 1 End 

Name OJ000208_25 .0419. C39 . ol . gs Method 

Start 152 End 

GI none Score 

Exons 152. .259, 466. .609, 1655. .1846 



OJ000208_25. 0419.C39 

1870 
GENSCAN 
1846 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49662 Seq. ID 

105607 Strand 

1 End 

OJ000208_25.0419.C39.ol.tm Method 

165 End 

none Score 



OJ000208_25. 0419.C39 
1870 

TBLASTX: Maize 

1843 

92 



165. .257, 167. .256, 178. .261, 184. .267, 185. .265, 464. .610, 
466. .612, 475. .609, 694. .783, 695. .793, 696. .791, 1655. .1843 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 25.0419.C39 



49662 
105607 
1 

OJ000208_25.0419.C39.ol.tc 
167 
none 

167. .271, 470. .610, 481. .609, 490. .612, 694. .780, 695. .781, 
1763. .1831 



1870 

TBLASTX: Cress 

1831 

61 



Seq. No. 
Gene No. 



49663 
105608 



Seq. ID 
Strand 



OJ000208 25.0419.C40 



51314 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1483 
AAT/NAP 
1483 
67 



OJ000208_25.0419.C40.ol.np 
1 

7340860 
1..57, 1372. .1483 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



49663 

105609 

1385 

OJ000208_25.0419.C40.ol.gs 

1385 

none 

1385. .1473 



Seq. ID OJ000208_25.0419.C40 
Strand 

End 1473 

Method GENSCAN 

End 1473 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Pi Seq. No. 

ij Gene No. 

5 Start 

^ Name 

't Start 

3 GI 

LJ Exons 

% Seq. No. 

^ Gene No. 

? Start 

~ Name 

1 Start 

^ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49664 
105610 
1 

OJ000208_25.0419.C41.ol.np 
1 

6623879 
1..496, 588..86S 

(AC018722) putative ATP-dependent CLPB protein [Arabidopsis 
thaliana] 



Seq. ID OJ000208_25.0419.C41 
Strand 

End 8 65 

Method AAT/NAP 

End 8 65 

Score 995 



49664 

105610 

1 

OJ000208_25. 0419.C41.ol.ts 
1 

none 



Seq. ID OJ000208_25.0419.C41 
Strand 

End 8 65 

Method TBLASTX : Soybean 

End 692 

Score 296 



1..273, 2. .493, 3. .356, 237. .533, 266. .499, 585. .665, 585. .692 



49664 

105610 

1 

OJ000208_25.0419.C41.o2.tm 
2 

none 

2. .151, 3. .152 

49664 

105610 

1 

OJ000208_25.0419.C41.o2.tw 
2 

none 

2. .151, 3. .152 



Seq. ID OJ000208_25.0419.C41 
Strand 

End 865 

Method TBLASTX : Mai ze 

End 152 

Score 14 9 



Seq. ID OJ000208_25.0419.C41 
Strand 

End 865 

Method TBLASTX : Wheat 

End 152 

Score 127 



Seq. No. 49664 

Gene No. 105610 

Start 1 

Name OJ000208_25 . 0419. C41 . ol . gp 

Start 34 

GI LIB3434-028-P1-K1-H9 

Exons 34.. 406 



Seq. ID OJ000208_25.0419.C41 
Strand 

End 8 65 

Method AAT/GAP 

End 406 

Score 68 9 



51315 




GI Descrip. 1 348297 4 /emb I CAA20530 . 1 | 3.0e-41 (AL031369) ATP-dependent Clp 
proteinase-like protein [Arabidopsis thaliana] ' 



Seq. No. 


49664 




Seq. ID 


OJ000208_25.0419 


C41 


Gene No. 


105610 




Strand 


- 




Start 


1 




End 


865 




Name 


OJ000208 25.0419.C41.ol 


.gs 


Method 


GENSCAN 




Start 


97 




End 


815 




GI 


none 




Score 


.72 




Exons 


cn yiQc coo qic: 
y / . . 4 y b, ooo . . o lo 










Seq. No. 


49664 




Seq. ID 


OJ000208_25.0419 


C41 


Gene No. 


105610 




Strand 


- 




Start 


1 




End 


865 




Name 


OJ000208 25.0419.C41.ol 


■ tc 


Method 


TBLASTX: Cress 




Start 


138 




End 


671 




GI 


none 




Score 


130 




Exons 


loo.. OOO, 14U..4yo, OZo 


CI Q 

. . o i y , 


/ 1 *7 / Q7 
41/. . 4 y / , 


0 0 O . . D / 1 




Seq. No. 


49664 




Seq. ID 


OJ000208 25.0419 


C41 


Gene No. 


105610 




Strand 


- 




Start 


1 




End 


865 




Name 


OJ000208 25.0419.C41.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


152 




End 


719 




GI ■ 


none 




Score 


93 




Exons 


i co ji qo ICO occ one 
10Z..4yj, lOO. .ODD, Z/O 


. . 4 y y , 


ooo. . / iy , 


coo an 
oo y . . oou 




Seq. No. 


49664 




Seq. ID 


OJ000208_25.0419 


C41 


Gene No . 


105610 




Strand 


- 




Start 


1 




End 


865 




Name 


OJ000208 25.0419.C41.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


176 




End 


713 




GI 


none 




Score 


87 




Exons 


1 "7 C /I Q *3 1"7"7 OCC 0*7R 


/I QQ 

. . 4 y y , 


ooo. . / lo 






Seq. No. 


49664 




Seq. ID 


OJ000208_25.0419 


C41 


Gene No. 


105610 




Strand 


- 




Start 


1 




End 


865 




Name 


OJ000208 25.0419.C41.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


726 




End 


855 




GI 


none 




Score 


96 




Exons 


TOC QC1 IOC QC/1 TOT 
/ZO..OOI, /Z0..004, III 


QCC 

. . OOO 








Seq. No. 


49665 




Seq. ID 


OJ000208_25.0419 


C44 


Gene No. 


105611 




Strand 


+ 




Start 


1470 




End 


2820 




Name 


OJ000208 25.0419.C44 .ol 


.gs 


Method 


GENSCAN 




Start 


1470 




End 


2820 




GI 


none 




Score 


.67 




Exons 


1470. .1657, 1735. .2196, 


2278. 


.2820 






Seq. No. 


49665 




Seq. ID 


OJ000208_25.0419 


C44 


Gene No. 


105612 




Strand 






Start 


1003 




End 


1092 




Name 


OJ000208 25.0419.C44.ol 


• gp 


Method 


AAT/GAP 




Start 


1003 




End 


1092 




GI 


LIB3477-003-P1-K1-E9 




Score 


123 





51316 





Exons 


1003. .1092 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 






S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] ' 








Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 




Gene No. 


105613 


Strand 


+ 




Start 


1 


End 


428 




Name 


OJ000208 27.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


428 




GI 


1438 1.R1084 


Score 


810 




Exons 


1. .428 








GI Descrip. 


'3551954/gb|AAC34855.1| 4 . Oe- 


-82 (AF082030) senescence-associated 






protein 5 [Hemerocallis hybrid cultivar] 1 




Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 




Gene No. 


105614 


Strand 






Start 


92 


End 


420 




Name 


OJ000208 27.0419.C3.ol.gs 


Method 


GENS CAN 




Start 


92 


End 


415 




GI 


none 


Score 


.87 




Exons 


92. .415 








Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 




Gene No. 


105614 


Strand 




i. J 


Start 


92 


End 


420 




Name 


OJ000208 27.0419.C3.ol.np 


Method 


AAT/NAP 


fii 


Start 


98 


End 


420 




GI 


3551954 


Score 


295 


•a kt 


Exons 


98. .420 








GI Descrip. 


(AF082030) senescence-associated protein 5 [Hemerocallis hybrid 


e y 




cultivar] 






s 


Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 


[3 


Gene No. 


105615 


Strand 






Start 


1072 


End 


1196 


i -?» 


Name 


OJ000208 27.0419.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


87 


End 


293 




GI 


none 


Score 


113 


f i 


Exons 


87. .140, 134. .292, 135. .293, 


228. .293 






Seq. No. 


49666 


Seq. ID 


OJ000208_27 .0419.C3 




Gene No. 


105615 


Strand 






Start 


1072 


End 


1196 




Name 


OJ000208 27.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


92 


End 


463 




GI 


none 


Score 


214 




Exons 


92. .148, 137. .463, 138. .416 








Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 




Gene No. 


105615 


Strand 






Start 


1072 


End 


1196 




Name 


OJ000208 27.0419.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


125 


End 


430 




GI 


none 


Score 


116 




Exons 


125. .343, 135. .329, 350. .430, 


351. .416 





51317 



Seq, No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 


Gene No . 


lUODlO 


Strand 




Start 


1072 


End 


1196 


Name 


OJ000208 27.0419.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


135 


End 


431 


GI 


none 


Score 


117 


Exons 


135. .431, 143. .430 






Seq. No. 


49666 


Seq. ID 


OJ000208_27.0419.C3 


Gene No . 


i f\ C C 1 R 

lUODlD 


btrana 




Start 


1072 


End 


1196 


Name 


OJ000208 27.0419.C3.o2.gp 


Method 


AAT/GAP 


Start 


1072 


End 


1196 


GI 


none 


Score 


204 


Exons 


1072. .1196 






Seq. No. 


49667 


Seq. ID 


OJ000208_27.0419.C12 


Gene No. 


105616 


Strand 


+ 


Start 


1 


End 


1733 


Name 


OJ000208 27.0419.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


665 


GI 


7486954 


Score 


180 


Exons 


1..64, 174. .322, 469.-665 






GI Descrip. 


hypothetical protein T13J8. 


150 - Arabidopsis thaliana 




gil 4455363 |emb| CAB36773.il 


(AL035524) 


Medicago nodulin N21- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



protein [Arabidopsis thaliana] gi | 7269658 | emb | CAB79606 . 1 1 
(AL161572) Medicago nodulin N21-like protein [Arabidopsis 
thaliana] 



49667 Seq. ID 

105616 Strand 

1 End 
OJ000208_27.0419.C12.ol.gs Method 

469 End 

none Score 

469. .647, 1264. .1354, 1588. .1733 



OJ000208_27.0419.C12 
+ 

1733 
GEN SCAN 
1733 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49668 

105617 

1 

OJ000208_27.0419.C14 .ol.np 
1 

4680183 

1..62, 342. .431 

(AF111709) gag-pol protein 

49669 

105618 

96 

OJ000208_27.0419.C18.ol.gs 
96 

none 

96. .192, 235. .471, 483. .589 

49669 

105619 

1455 



Seq. ID OJ000208_27.0419.C14 

Strand + 

End 431 

Method AAT/NAP 

End 431 

Score 143 

[Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000208_27.0419.C18 
+ 

589 

GENSCAN 

589 

.58 



OJ000208_27.0419.C18 
+ 

1528 



51318 



Name 

Start 

GI 

Exons 



OJ000208_27.0419.C18.ol.gp 

1455 

none 

1455. .1528 



Method AAT/GAP 
End 1528 
Score 107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49670 Seq. ID OJ000208_27 . 04 19 . C19 

105620 Strand + 

2699 End 3088 

OJ000208_27 . 04 19 . C19 . ol . gp Method AAT/GAP 

2699 End 3088 

LIB3434-053-P1-K1-H7 Score 756 

2699. .3088 

, 6041757/gb|AC011806.1|AC011806 2.0e-12 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence* 



49671 Seq. ID 

105621 Strand 

230 End 
OJ000208_27 . 04 19 . C21 . ol . gs Method 

230 End 

none Score 
230. .428 



OJ000208_27.0419.C21 
+ 

428 

GENSCAN 

428 

.92 



Seq. No. 49672 Seq. ID 

Gene No. 105622 Strand 

Start 472 End 

Name OJ000208_27 . 0419 . C28 . ol . gs Method 

Start 472 End 

GI none Score 

Exons 472.. 595 



OJ000208_27.0419.C2* 
+ 

595 

GENSCAN 

595 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49672 



Seq. ID OJ000208_27.0419.C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105623 Strand 
409 End 713 

OJ000208_27.0419.C28.ol.np Method AAT/NAP 
409 End 713 

6069646 Score 329 

409. .713 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



49673 Seq. ID 

105624 Strand 

1631 End 
OJ000208_27.0419.C29.ol.gs Method 

1631 End 

none Score 
1631. .2965 



OJ000208_27.0419.C29 
+ 

2971 
GENSCAN 
2965 
1 



Seq. No. 49673 Seq. ID 

Gene No. 105624 Strand 

Start 1631 End 

Name OJ000208_27 . 04 19 . C29 . ol . np Method 



OJ000208_27.0419.C29 
+ 

2971 
AAT/NAP 



51319 



Start 1666 End 2971 

GI 3850579 Score 582 

Exons 1666.. 2971 

GI Descrip. (AC005278) Strong similarity to gb|D14550 extracellular dermal 
glycoprotein (EDGP) precursor from Daucus carota. ESTs 
gb|H37281, gb|T44167, gb|T21813, gb|N38437, gb|Z26470 / 
gb|R65072, gb|N76373, gb|F15470, gb|Z35182, gb|H76373, gb|Z34678 
an. . . 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



49673 

105625 

1871 

OJ000208_27.0419.C29.ol.tc 

1733 

none 



Seq. ID OJ000208_27.0419.C29 
Strand 

End 4506 

Method TBLASTX : Cress 

End 2953 

Score 107 



1733. .1861, 1859. .1888, 1997. .2128, 2276. .2314, 2324. .2434, 
2417. .2488, 2480. .2659, 2714. .2953, 2749. .2913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49673 

105625 

1871 

OJ000208_27.0419.C29.ol.ts 

1733 

none 



Seq. ID OJ000208_27.0419.C29 
Strand 

End 4506 

Method TBLASTX : Soybean 

End 2 953 

Score 98 



1733. .1861, 1859. .1888, 1931. .1972, 1997. .2149, 2147. .2191, 
2276..2434, 2423. .2512, 2504. .2659, 2765.-2953, 2794. .2913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49673 

105625 

1871 

OJ000208_27.0419.C29.o2.np 

1871 

6539570 



Seq. ID OJ000208_27.0419.C29 
Strand 

End 4506 

Method AAT/NAP 

End 4506 

Score 242 



1871. .1900, 2104. .2280, 2569.-2797, 3449. .3498, 4087. .4153, 
4313. .4506 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. No. 49674 
Gene No. 105626 
Start 1 

Name OJ000208_27.0419.C30.ol.np 
Start 1 
GI 7446365 
Exons 1..69, 868. .1066, 1120. .1167 

GI Descrip. protein kinase homolog T20D16.7 - Arabidopsis thaliana 

gi|2642433|gb|AAB87101.1| (AC002391) putative receptor-like 
protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000208_27.0419.C30 
Strand 

End 1167 

Method AAT/NAP 

End 1167 

Score 115 



Seq. No. 


49674 


Seq. ID 


OJ000208 


Gene No. 


105626 


Strand 




Start 


1 


End 


1167 


Name 


OJ000208 27.0419.C30.ol.gs 


Method 


GENSCAN 


Start 


427 


End 


1103 


GI 


none 


Score 


.96 


Exons 


427. .1103 






Seq. No. 


49675 


Seq. ID 


OJ000208 



51320 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105627 Strand 
1 End 
OJ000208_27 .0419. C31 . ol . gp Method 
1 * End 
3409_1.R1084 Score 
1..151, 591. .734 
1 32818 68 /emb | CAA197 64 | 7.0e-47 
[Arabidopsis thaliana] ' 

49676 Seq. ID 

105628 Strand 
810 End 
OJ000208_27 .0419. C32 . ol . gs Method 
810 End 
none Score 
810. .961 



+ 

734 

AAT/GAP 

734 

503 



(AL031004) putative protein 



OJ000208_27.0419.C32 
961 

GENSCAN 

961 

.75 



Seq. No. 49677 Seq. ID 

Gene No. 105629 Strand 

Start 17 End 

Name OJ000208_27 . 0419 . C35 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 754, 849.. 1013 



OJ000208_27.0419.C35 
+ 

1058 
GENSCAN 
1013 
.95 



Seq. No. 49677 Seq. ID OJ000208_27 . 0419 . C35 

Gene No. 105629 Strand + 

Start 17 End 1058 

Name OJ000208_27 . 04 19 . C35 . ol . np Method AAT/NAP 

Start 32 End 1058 

GI 7486329 Score 760 

Exons 32.. 171, 208.. 754, 849.. 1058 

GI Descrip. hypothetical protein F28M20.220 - Arabidopsis thaliana 
gi I 3281868 | emb | CAA19764.il (AL031004) putative protein 
[Arabidopsis thaliana] gi | 7270062 | emb | CAB79877 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 49677 

Gene No. 105629 

Start 17 

Name OJ000208_27 . 0419 . C35 . ol . tm 

Start 457 

GI none 

Exons 457.. 693, 491.. 667, 708.. 755, 
842. .1057, 843. .1058 



Seq. ID OJ000208_27.0419.C35 

Strand + 

End 1058 

Method TBLASTX: Maize 

End 1058 

Score 205 

711. .755, 712. .759, 713. .757, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49677 

105629 

17 

OJ000208_27.0419.C35.ol.tc 

637 

none 



Seq. ID OJ000208_27.0419.C35 

Strand + 

End 1058 

Method TBLASTX : Cress 

End 1058 

Score 101 



637. .669, 641. .757, 712. .771, 843. .1058, 848. .1057 



49677 

105629 

17 



Seq. ID OJ000208_27.0419.C35 
Strand + 
End 1058 



51321 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_27 .0419. C35 . ol . gp Method AAT/GAP 

655 End 1058 

5803432 Score 556 
655. .754, 849. .1058 

32818 68 /emb I CAA1 97 64 | 7.0e-47 (AL031004) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49677 

105629 

17 

OJ000208_27.0419.C35.ol.ts 

692 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

692. .757, 693..7S5, 694.-759, 694. .771, 841. .942, 842. .1039, 
842. .1039, 843. .1040 



OJ000208_27.0419.C35 
+ 

1058 

TBLASTX : Soybean 

1040 

97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_27 . 
+ 

381 

AAT/NAP 

381 

55 



0419. C36 



49678 
105630 
1 

OJ000208_27.0419.C36.ol.np 
1 

7486954 
1..25, 264. .381 

hypothetical protein T13J8.150 - Arabidopsis thaliana 
gil 4455363 | emb | CAB36773.il (AL035524) Medicago nodulin N21-like 
protein [Arabidopsis thaliana] gi | 7269658 | emb | CAB7 9606. 1 1 
(AL161572) Medicago nodulin N21-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49678 Seq. ID 

105630 Strand 

1 End 
OJ000208_27 .0419.C36.ol.gs Method 

265 End 

none Score 
265. .381 



49679 

105631 

818 

OJ000208_27.0419.C37.ol.ts 

816 

none 



OJ000208_27 .0419.C36 
+ 

381 

GENSCAN 

381 

.99 



Seq. ID OJ000208_27.0419.C37 

Strand + 

End 1759 

Method TBLASTX : Soybean 

End 1719 

Score 89 



816. .938, 854. .922, 966. .1061, 1173. .1340, 1436. .1585, 
1437. .1586, 1672. .1719, 1677. .1718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49679 

105631 

818 

OJ000208_27.0419.C37.ol.gs 

818 

none 

818. .1177, 1182. .1340, 1437. 

49679 

105631 

818 



Seq. ID OJ000208_27.0419.C37 
Strand + 

1759 
GENSCAN 
1588 
.52 



End 

Method 
End 
Score 
,1588 



Seq. ID OJ000208_27.0419.C37 
Strand + 
End 1759 



51322 




Name 


OJ000208 27 


.0419.C37.ol 


.np 


Method 


AAT/NAP 




Start 


823 






End 


1759 




GI 


7269943 






Score 


443 




Exons 


823. .1055, 


1182. .1340, 


1437. . 


1588, 1671.. 1759 




GI Descrip. 


(AL161577) 


nodulin-like 


protein [Arabidopsis thaliana] 




Seq. No. 


49679 






Seq. ID 


OJ000208_27.0419 


-C37 


Gene No. 


105631 






Strand 


+ 




Start 


818 






End 


1759 




Name 


OJ000208 27 


.0419.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1173 






End 


1550 




GI 


none 






Score 


81 




Exons 


1173. .1232, 


1176. .1232, 


1181. 


.1237, 1238.. 1336, 1239.. 1340, 




1412. .1528, 


1422. .1523, 


1518 . 


.1550 






Seq. No. 


49680 






Seq. ID 


OJ000208__27.0419 


.C44 


Gene No . 


105632 






Strand 


+ 




Start 


752 






End 


1092 




Name 


OJ000208 27 


.0419.C44.ol 


. gs 


Method 


GENSCAN 




Start 


752 






End 


1092 




GI 


none 






Score 


.53 




Exons 


752. .815, 982. .1092 










Seq. No. 


49680 






Seq. ID 


OJ000208_27.0419 


.C44 


Gene No. 


105633 






Strand 






Start 


1203 






End 


1723 




Name 


OJ000208_27 


.0419.C44.ol 


.np 


Method 


AAT/NAP 




Start 


1203 






End 


1723 




GI 


7339707 






Score 


57 




Exons 


1203. .1313, 


1503. .1723 










GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49681 






Seq. ID 


OJ000208_27.0419 


.C45 


Gene No. 


105634 






Strand 


+ 




Start 


76 






End 


588 




Name 


OJ000208 27 


.0419.C45.ol 


. np 


Method 


AAT/NAP 




Start 


76 






End 


588 




GI 


7269947 






Score 


397 




Exons 


76. .588 












GI Descrip. 


(AL161577) 


glycine-rich 


protein [Arabidopsis thaliana] 




Seq. No. 


49682 






Seq. ID 


OJ000208_27.0419 


.C47 


Gene No. 


105635 






Strand 






Start 


102 






End 


201 




Name 


OJ000208 27 


.0419.C47.ol 


.np 


Method 


AAT/NAP 




Start 


102 






End 


201 




GI 


5777617 






Score 


80 




Exons 


102. .201 












GI Descrip. * 


(AJ245900) 


CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


49683 






Seq. ID 


OJ000208_27.0419 


.C48 


Gene No. 


105636 






Strand 


+ 




Start 


1 






End 


1536 




Name 


OJ000208 27 


.0419.C48.ol 


• n P 


Method 


AAT/NAP 




Start 


1 






End 


1536 




GI 


7488400 






Score 


1062 




Exons 


1..28, 143. 


.868, 911. .1536 









51323 



GI Descrip. trehalose-6-phosphate synthase homolog DL4 920W - Arabidopsis 
thaliana gi | 2245136 | emb | CAB10557 . 1 1 (Z97344) 
trehalose-6-phosphate synthase like protein [Arabidopsis 
thaliana] gi | 7268530 | emb | CAB78780 . 1 1 (AL161547) 
trehalose-6-phosphate synthase like protein [Arabidopsis 
thaliana] 



Seq. No. 49683 

Gene No. 105636 

Start 1 

Name OJ000208_27 . 0419 .C48 . ol .gs 

Start 83 

GI none 

Exons 83.. 1441 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method GENSCAN 

End 1441 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



sJ. Seq. No. 
£fl Gene No. 
fy Start 

Name 
)i Start 

^3 Exons 



49683 

105636 

1 

OJ000208_27.0419.C48.ol.tm 

173 

none 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method TBLASTX : Mai ze 

End 1063 

Score 80 



173. .262, 187. .258, 269. .316, 305. .574, 358. .573, 532. .774, 
572. .967, 857. .937, 974. .1063, 974. .1063 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method TBLASTX : Cress 

End 1536 

Score 92 

365. .454, 370. .453, 547. .627, 569. .826, 652. .774, 974. .1348, 
1441. .1536 



49683 

105636 

1 

OJ000208_27.0419.C48.ol.tc 

365 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49683 

105636 

1 

OJ000208_27.0419.C48.ol.ts 

419 

none 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method TBLASTX : Soybean 

End 1348 

Score 64 

419. .460, 572. .961, 652. .711, 971. .1231, 1015. .1116, 1192. .1323, 
1301. .1348 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49683 

105636 

1 

OJ000208_27.0419.C48.o2.tm 

1093 

none 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method ' TBLASTX: Maize 

End 1536 

Score 139 



1093. .1350, 1094. .1240, 1301. .1351, 1387. .1536, 1390. .1536 



Seq. No. 49683 

Gene No. 105636 

Start 1 

Name OJ000208_27 . 0419 . C4 8 . o2 . ts 

Start 1392 

GI none 

Exons 1392.. 1529, 1396.. 1536 



Seq. ID OJ000208_27.0419.C48 

Strand + 

End 1536 

Method TBLASTX : Soybean 

End 1536 

Score 177 



51324 



Seq. No. 49684 Seq. ID 

Gene No. 105637 Strand 

Start 202 End 

Name OJ000208_27 . 0419 .C52 . ol . gs Method 

Start 202 End 

GI none Score 

Exons 202.. 359 



OJ000208_27.0419.C52 
359 

GENSCAN 

359 

.52 



Seq. No. 49685 Seq. ID 

Gene No. 105638 Strand 

Start 431 End 

Name OJ000208_27 .0419. C55 . ol . gs Method 

Start 431 End 

GI none Score 

Exons 431.. 520 



OJ000208_27.0419.C55 
+ 

520 

GENSCAN 

520 

.76 





Seq. No. 


4 y boo 




oeq. id 


UJUUU^UO 


on 
z / 


n a i q 






Gene No. 


105639 




Strand 












Start 


1121 




End 


1296 










Name 


OJ000208 27.0419.C55.o2. 


gs 


Method 


GENSCAN 










Start 


1121 




End 


1296 










GI 


none 




Score 


.67 








zs. 

4 


Exons 


1121.. 1153, 1258.. 1296 














1 


Seq. No. 


49686 




Seq. ID 


OJ000208 


_27 


.0419 


.C56 


; i 


Gene No. 


105640 




Strand 


+ 








=r 


Start 


491 




End 


2127 










Name 


OJ000208 27.0419.C56.ol. 


gs 


Method 


GENSCAN 










Start 


491 




End 


2127 








*S 


GI 


none 




Score 


.5 










Exons 


491. .527, 559. .640, 1998 




2127 












Seq. No. 


49687 




Seq. ID 


OJ000208 


_27 


.0419 


.C57 




Gene No. 


105641 




Strand 










: 


Start 


113 




End 


1146 










Name 


OJ000208 27.0419.C57.ol. 


gs 


Method 


GENSCAN 










Start 


113 




End 


1079 










GI 


none 




Score 


.64 








1 


Exons 


113. .234, 560. .941, 1028 




1079 












Seq. No. 


49687 




Seq. ID 


OJ000208 


_27 


.0419 


.C57 




Gene No. 


105641 




Strand 












Start . 


113 




End 


1146 










Name 


OJ000208 27.0419.C57.ol. 


np 


Method 


AAT/NAP 










Start 


619 




End 


1146 










GI 


6553894 




Score 


243 










Exons 


619.. 770, 810. .941, 1028 




1146 











GI Descrip. (AC012563) putative trehalose-6-phosphate synthase [Arabidopsis 
thaliana] 



Seq. No. 


49687 


Seq. ID 


OJ000208_27.0419 


Gene No. 


105641 


Strand 




Start 


113 


End 


1146 


Name 


OJ000208 27.0419.C57.ol.ts 


Method 


TBLASTX : Soybean 


Start . 


648 


End 


1145 


GI 


none 


Score 


64 



51325 



Exons 


648. .737, 798. .887, 


799. .885, 


897. .953, 


1028. .1144, 1032. .1145 


Seq. No. 


49687 




Seq. ID 


OJ000208_27.0419.C57 


Gene No. 


i ncc/i 1 
1Uod4 1 




otrana 




Start 


113 




End 


1146 


Name 


OJ000208 27.0419.C57 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


654 




End 


1145 


GI 


none 




Score 


56 


Exons 


654. .734, 810. .893, 


820. .885, 


888. .962, 


1020. .1145, 1028. .1144 


Seq. No. 


49687 




Seq. ID 


OJ000208_27.0419.C57 


Gene No. 






Strand 




Start 


113 




End 


1146 


Name 


OJ000208 27.0419.C57 


.ol .tm 


Method 


TBLASTX: Maize 


Start 


654 




End 


1124 


GI 


none 




Score 


78 


Exons 


654. .734, 801. .908, 


888. .962, 


1028. .1123, 1032. .1124 


Seq. No. 


49688 




Seq. ID 


OJ000208_27.0419.C58 


Gene No. 


105642 




Strand 




Start 


1 




End 


652 


Name 


OJ000208 27.0419.C58 


.ol .np 


Method 


AAT/NAP 


Start 


1 




End 


634 


GI 


7486954 




Score 


92 


Exons 


1..45, 165. .220, 443 


. .634 







IZ GI Descrip. 



hypothetical protein T13J8.150 - Arabidopsis thaliana 

gi I 4455363 | embl CAB36773.il (AL035524) Medicago nodulin N21-like 

protein [Arabidopsis thaliana] gi | 7269658 | emb | CAB79606 . 1 1 

(AL161572) Medicago nodulin N21-like protein [Arabidopsis 

thaliana] 



Seq. No. 49688 

^ Gene No. 105642 

= Start 1 

Ll Name OJ000208_27 . 0419.C58 .ol . tm 

Start 1 

i 2 GI none 

? ~ Exons 1..45, 455.. 634 



Seq. ID OJ000208_27.0419.C58 

Strand 

End 652 

Method TBLASTX : Maize 

End 634 

Score 57 



Seq. No. 49688 

Gene No. 105642 

Start 1 

Name OJ000208_27 . 04 19 . C58 . ol . gs 

Start 456 

GI none 

Exons 456. . 652 



Seq. ID OJ000208_27.0419.C58 
Strand 

End 652 

Method GENSCAN 

End 652 

Score .98 



Seq. No. 49689 

Gene No. 105643 

Start 418 

Name OJ000208_27 . 0419 . C61 . ol . gs 

Start 418 

GI none 

Exons 418.. 469 



Seq. ID OJ000208_27.0419.C61 
Strand 

End 469 

Method GENSCAN 

End 4 69 

Score .43 



Seq. No. 
Gene No. 



49690 
105644 



Seq. ID OJ000208_27.0419.C65 
Strand 



51326 




btart 


19 


End 


zz t>y 




Name 


OJ000208 27.0419.C65.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


2175 




GI 


none 


Score 


111 




Exons 


1..111, 2. .121, 997. .1119, 998. .1087, 


1663. .1788, 1666.. 


1806, 




1867. .1890, 1998. .2174, 1999. 


.2175 






Seq. No. 


49690 


Seq. ID 


OJ000208_27.0419. 


C65 


Gene No. 


105644 


Strand 






Start 


19 


End 


2269 




Name 


OJ000208 27.0419.C65.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


2229 




GI 


none 


Score 


.95 




Exons 


19. .200, 999. .1120, 1670. .1889, 1997.. 


2229 




Seq. No. 


49690 


Seq. ID 


OJ000208_27.0419. 


C65 


Gene No. 


105644 


Strand 






Start 


19 


End 


2269 




Name 


OJ000208 27.0419.C65.ol.np 


Method 


AAT/NAP 




Start 


903 


End 


2229 




GI 


7489741 


Score 


567 




Exons 


903. .1120, 1666. .1889, 1997.. 


2229 






GI Descrip. 


glossyl protein gll - maize gi 1 1209655 I gb | AAB87597 . 1 1 (U37428) 




gll [Zea mays] 








Seq. No. 


49690 


Seq. ID 


OJ000208_27.0419. 


C65 


Gene No. 


105644 


Strand 






o tar u 


19 


End 


2269 




Name 


OJ000208 27.0419.C65.ol.gp 


Method 


AAT/GAP 




Start 


1781 


End 


2269 




GI 


2428192 


Score 


623 




Exons 


1781. .1889, 1997. .2269 








GI Descrip. 


1209655 7.0e-30 (U37428) gll 


[Zea mays 


] 




Seq. No. 


49691 


Seq. ID 


OJ000208_27.0419. 


C66 


Gene No . 


105645 


Strand 


+ 




Start 


63 


End 


171 . 




Name 


OJ000208 27.0419.C66.ol.gs 


Method 


GENSCAN 




Start 


63 


End 


171 




GI 


none 


Score 


.77 




Exons 


63. .171 








Seq. No. 


49691 


Seq. ID 


OJ000208_27.0419. 


C66 


Gene No. 


105646 


Strand 






Start 


3171 


End 


4244 




Name 


OJ000208 27.0419.C66.ol.np 


Method 


AAT/NAP 




Start 


3171 


End 


4244 




GI 


6907106 


Score 


447 




Exons 


3171.. 3376, 3450.. 3612, 3733. 


.4041, 4090. .4244 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


49691 


Seq. ID 


OJ000208_27.0419. 


C66 


Gene No. 


105646 


Strand 






Start 


3171 


End 


4244 




Name 


OJ000208 27.0419.C66.ol.tm 


Method 


TBLASTX: Maize 




Start 


3268 


End 


3644 





51327 



GI 

Exons 



none Score 45 

3268.. 3303, 3269.. 3304, 3300.. 3317, 3330.. 3401, 3380.. 3415, 
3405.. 3644, 3432. .3602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49692 Seq. ID 

105647 Strand 
1 End 
OJ000208_27 .0419. C69 . ol . gp Method 
1 End 
LIB3433-020-P1-K1-A6 Score 
1. .265 

'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



OJ000208_27.0419.C69 
+ 

586 

AAT/GAP 
265 
490. 



49692 Seq. ID 

105647 Strand 

1 End 

OJ000208_27 .0419.C69.ol.np Method 

1 End 

5441880 Score 
1..22, 405. .586 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000208_27.0419.C69 
+ 

586 

AAT/NAP 

586 

144 



49693 Seq. ID 

105648 Strand 

1389 End 
OJ000208_27 . 04 19 . C71 . ol . gs Method 

1389 End 

none Score 
1389. .1726 



OJ000208_27.0419.C71 
+ 

2969 
GENSCAN 
1726 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49693 Seq. ID 

105648 Strand 

1389 End 

OJ000208_27 . 0419.C71.ol.np Method 

1616 End 

4006900 Score 
1616. .1738, 2948..2969 

(Z99708) hypothetical protein [Arabidopsis thaliana] 



OJ000208_27.0419.C71 
+ 

2969 
AAT/NAP 
2969 
67 



49694 Seq. ID 

105649 Strand 

1 End 

OJ000208_27 .0419.C74.ol.np Method 

1 End 

7269943 Score 
1..157, 251. .372, 594. .709 

(AL161577) nodulin-like protein [Arabidopsis thaliana] 



OJ000208_27.0419.C74 
+ 

709 

AAT/NAP 
709 
142 



49694 Seq. ID 

105649 Strand 

1 End 

OJ000208_27.0419.C74.ol.gs Method 

5 End 

none Score 



OJ000208_27.0419.C74 
+ 

709 

GENSCAN 

424 

.93 



51328 



Exons 



5.. .424 



Seq. No. 


49695 


Seq. ID 


OJ000208 


_27.0419. 


C76 


Gene No. 


105650 


Strand 


- 






Start 


30 


End 


599 






Name 


OJ000208 27.0419.C76.ol.gs 


Method 


GEN SCAN 






Start 


30 


End 


599 






GI 


none 


Score 


.85 






Exons 


30. .599 










Seq. No. 


49696 


Seq. ID 


OJ000208 


_27.0419. 


C78 


Gene No. 


105651 


Strand 


- 






Start 


554 


End 


767 






Name 


OJ000208 27.0419.C78.ol.gs 


Method 


GENSCAN 






Start 


554 


End 


767 






GI 


none 


Score 


.98 






Exons 


554. .676, 734. .767 










Seq. No. 


49697 


Seq. ID 


OJ000208 


_27.0419. 




Gene No. 


105652 


Strand 








Start 


1 


End 


417 






Name 


OJ000208 27.0419.C80.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


335 






GI 


6997177 


Score 


118 






Exons 


1..335 










GI Descrip. 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


49697 


Seq. ID 


OJ000208 


_27.0419. 


C80 


Gene No. 


105652 


Strand 








Start 


1 


End 


417 






Name 


OJ000208 27.0419.C80.ol.gs 


Method 


GENSCAN 






Start 


36 


End 


417 






GI 


none 


Score 


.45 






Exons 


36. .417 










Seq. No. 


49698 


Seq. ID 


OJ000118 


_23.0419. 


r* 1 


Gene No. 


105653 


Strand 


+ 






Start 


11069 


End 


14331 






Name 


OJ000118 23.0419.Cl.o3.np 


Method 


AAT/NAP 






Start 


11069 


End 


14331 






GI 


7248395 


Score 


339 






Exons 


11069. .11318, 13519. .13754, 


13796. .14143, 14190 


. .14331 




GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






.- *™ 

Seq. No. " ,7 *-~' 


49698 


Seq. ID 


OJ000118_ 


_23.0419. 


CI 


Gene No. 


105654 


Strand 


+ 






Start 


14686 


End 


19471 






Name 


OJ000118 23.0419.Cl.o4.np 


Method 


AAT/NAP 






Start 


14686 


End 


19471 






GI 


6721547 


Score 


471 






Exons 


14686. .14718, 15701 .. 15925, 


16528. .18116, 19434 


. .19471 




GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


49698 


Seq. ID 


OJ000118_ 


_23.0419. 


CI 


Gene No. 


105654 


Strand 


+ 






Start 


14686 


End 


19471 






Name 


OJ000118 23.0419.Cl.o3.gs 


Method 


GENSCAN 







51329 



Start 
GI 

Exons 



15225 End 18728 

none Score . 97 

15225. .15700, 15816 .. 15995, 16505.. 18728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000118 23. 0419. CI 



49698 Seq. ID 

105655 Strand 
1156 End 3457 

OJ000118_23 . 0419 . CI . ol . np Method AAT/NAP 

1156 End 3457 

7452432 Score 462 

1156. .1183, 2449. .2753, 2860. .3065, 3185. .3457 
hypothetical protein F16J13.140 - Arabidopsis thaliana 
gi|4586112 | emb | CAB40948 . 1 | (AL049638) putative protein 
[Arabidopsis thaliana] gi | 7267908 | emb | CAB78250 . 1 1 (AL161533) 
putative protein [Arabidopsis thaliana] 

49698 Seq. ID OJ000118_23 . 04 19 . CI 

105655 Strand 

1156 End 3457 

OJ000118_23.0419.Cl.ol.gp Method AAT/GAP 

2425 End 2990 

63580JL.R1084 Score 834 

.2425.. 2753, 2860.. 2990 

, 4586112/emb|CAB40948.1| 2.0e-37 (AL049638) putative protein 
[Arabidopsis thaliana] 1 

49698 Seq. ID OJ000118_23 . 04 19 . CI 

105656 Strand 

5535 End 11535 

OJ000118_23.0419.Cl.o2.np Method AAT/NAP 

5535 End 11535 

4680207 Score 705 

5535.. 5571, 7788.-9599, 10726.. 11535 
(AF114171) disease resistance protein RPM1 homolog 
bicolor] 



[Sorghum 



Seq. No. 49698 Seq. ID 

Gene No. 105657 Strand 

Start 13486 End 

Name 0 JO 0011 8_2 3.0419.Cl.o2.gs Method 

Start 13486 End 

GI none Score 

Exons 13486. .13680, 13885.. 14004 



OJ000118_23.0419.C1 

14004 
GENSCAN 
14004 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49698 

105658 

17577 

OJ000118_23 

1505 

none 

1505. .1546, 



0419.Cl.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1585. .1707, 



OJ000118 23. 0419. CI 



1579. .1707 
20122. .20421, 20431 .. 20481 , 21380. 
21395. .21478, 21706 .. 21873, 21708, 



22049 

TBLASTX: Maize 
21887 
84 

19557. .19742, 19573. 



.21460, 21382. .21492, 
,21887, 21710. .21883 



19737, 



Seq. No. 
Gene No. 
Start 



49698 

105658 

17577 



Seq. ID 

Strand 

End 



OJ000118 23. 0419. CI 



22049 



51330 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000118_23 . 04 19 . CI . ol . ts Method TBLASTX : Soybean 

1582 End 21804 

none Score 80 

1582.. 1707, 1583. .1750, 19557 .. 19742 , 19568 .. 19690, 

19570. .19746, 19570 .. 19749, 19571 19756, 20110 .. 20307, 

20311. .20481, 20333. .20482, 21320 .. 214 78 , 21322 .. 214 92, 

21323. .21478, 21706. .21804, 21708.. 21803 



49698 Seq. ID 

105658 Strand 

17577 End 

OJ000118_23.0419.Cl.ol.tw Method 

1582 End 

none Score 



OJ000118_23.0419.C1 
22049 

TBLASTX: Wheat 

20382 

58 



1582. .1704, 1582. .1707, 1583. .1708, 1583. .1738, 19594 .. 1974 6, 
19596. .19742, 20110 .. 20322 , 20129 .. 202 18 , 20317 .. 20382, 
20331. .20381 



Seq. No. 49698 Seq. ID OJ000118_23 . 04 19 . CI 

Gene No." 105658 Strand 

Start 17577 End 22049 

Name OJ000118_23 . 0419 . CI . o2 . tm Method TBLASTX : Maize 

Start 2592 - End 3001 

GI none Score 55 

Exons .2592. .2645, 2592. .2654, 2661. .2756, 2686.-2754, 2859. .2999, 

2860. .2994, 2860. .3000, 2867. .3001 

Seq. No. 49698 Seq. ID OJ000118_23 . 04 19 . CI 

Gene No. 105658 Strand 

Start 17577 End 22049 

Name OJ000118_23 . 0419 . CI . o2 . ts Method TBLASTX : Soybean 

Start 2613 End 3320 

GI none Score 98 

Exons 2613.. 2717, 2673.. 2756, 2860.. 3000, 2861.. 3001, 2983.. 3063, 
3186. .3320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



49698 

105658 

17577 

OJ000118_23 

8921 

none 

8921. .9106, 



Seq. ID OJ000118_23.0419.C1 
Strand 

End 22049 

Method TBLASTX : Wheat 

End 17225 

Score 100 

9086.. 9229, 16953 17039, 17046.. 17225 



0419.Cl.o4.tw 



Seq. No. 49698 Seq. ID OJ000118_23 . 04 19 . CI 

Gene No. 105658 Strand 

Start 17577 End 22049 

Name OJ000118_23 . 04 1 9 . CI . o3 . ts Method TBLASTX : Soybean 

Start 8960 End 17612 

GI none Score 34 

Exons 8960.. 9112, 9056.. 9109, 9122.. 9316, 9147.. 9257, 9366.. 9455, 

9401. .9454, 16740. .16814, 16944 .. 17087 , 17493. .17612 



49698 

105658 

17577 

OJ000118 23, 



0419.Cl.o3.tm 



Seq. ID OJ000118_23.0419.C1 
Strand 

End 22049 

Method TBLASTX: Maize 



51331 



£3 



Start 


9101 


End 


17072 




GI 


none 


Score 


116 




Exons 


9101.. 9325, 16938.. 17072 








Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


1 A C C C O 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


16599 


End 


16949, 




GI--'-" 


none 


Score 


49 




Exons 


16599. .16643, 16638 .. 16733, 


16745. .16948, 16746. .16949 




Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


105658 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o5.np 


Method 


AAT/NAP 




o tar t 


17577 


End 


22049 




GI 


1150406 


Score 


186 




Exons 


17577. .17673, 20336 .. 20461, 


21298. .21478, 21709 .. 21884 , 






21986. .22049 








GI Descrip. 


(Z46868) exo-1, 3-beta-glucanase/l, 3-beta-D-glucan 






glucanohydrolase [Pichia angusta] 






Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


105658 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o2.gp 


Method 


AAT/GAP 




Start 


18680 


End 


19114 




GI 


80174 2.R1084 


Score 


814 




Exons 


18680. .19114 








GI Descrip. 


'5441872/dbj | AP000366 . 1 | AP000366 2 . Oe- 


41 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a)' 




Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


105658 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o3.gp 


Method 


AAT/GAP 




Start 


19278 


End 


20369 




GI 


none 


Score 


1256 




Exons 


19278. .19735, 20130.. 20369 








Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


105658 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o4.gs 


Method 


GEN SCAN 




Start 


19548 


End 


21878 




GI 


none 


Score 


1 




Exons 


19548. .19735, 20130 20479, 


21323. .21478, 21709. .21878 




Seq. No. 


49698 


Seq. ID 


OJ000118_23.0419. 


CI 


Gene No. 


105658 


Strand 






Start 


17577 


End 


22049 




Name 


OJ000118 23.0419.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20399 


End 


21734 




GI 


none 


Score 


96 




Exons 


20399. .20482, 20410 .. 20481, 


21322. .21477, 21323 .. 21478 , 





21699. .21734 



51332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49699 

105659 

359 

OJ000118_23.0419.C2.ol.gs 

359 

none 



Seq. ID OJ000118_23.0419.C2 
Strand 

End 3505 

Method GENSCAN 

End 3330 

Score .84 



359.. 439, 1355.. 1513, 3061.. 3330 



49699 
105659 
359 

OJ000118_23.0419.C2.ol.tm 
1353 
none 



Seq. ID OJ000118_23.0419.C2 
Strand 

3505 

TBLASTX: Maize 
3505 
61 



End 

Method 
End 
Score 

1353. .1415, 1355. .1417, 1421. .1513, 3115. .3369, 3116. .3370, 
3470.. 3505, 3471. .3503 



49699 
105659 
359 

OJ000118_23.0419.C2.ol.gp 
1355 

15384JL.R1084 
1355.. 1513, 3061.. 3369, 3472.. 3505 
, 1150406/emb|CAA86948.1| 4.0e-17 (Z46868) 

exo-1, 3-beta-glucanase/l, 3-beta-D-glucan glucanohydrolase 
[Pichia angusta] 1 



Seq. ID OJ000118_23.0419.C2 
Strand 

End 3505 

Method AAT/GAP 

End 3505 

Score 905 



49699 

105659 

359 

OJ000118_23.0419.C2.ol.ts 

3196 

none 



Seq. ID OJ000118_23.0419.C2 
Strand 

End 3505 

Method TBLASTX : Soybean 

End 3504 

Score 155 



3196. .3375, 3197. .3370, 3230. .3412, 3463. .3504, 3472. .3504 



49700 

105660 

300 

OJ000118_23.0419.C4.ol.gs 

300 

none 

300. .529, 694. .3937 



Seq. ID OJ000118_23.0419.C4 

Strand + 

End 3937 

Method GENSCAN 

End 3937 

Score .61 



49700 
105660 
300 

OJ000118_23.0419.C4.ol.np 
713 

6907089 
713. .1973, 2077. .3934 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000118_23.0419.C4 

Strand + 

End 3937 

Method AAT/NAP 

End 3934 

Score 4333 



49700 

105661 

10269 



Seq. ID OJ000118_23.0419.C4 
Strand + 
End 11541 



51333 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
fU Name 
fi Start 

hi GI 

~Z Exons 

l~ GI Descrip. 



OJ000118_23.0419.C4 .o4 .np Method AAT/NAP 

10269 End 11541 

7523512 Score 204 

10269. .10342, 11418.. 11541 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000118_23. 0419.C4 
Strand 

End 20227 

Method GENS CAN 

End 13127 

Score . 63 



49700 
105662 
4148 

OJ000118_23.0419.C4 .o2.gs 
4148 
none 

4148. .4174, 4240. .4366, 4558. .5122, 5193. .7530, 7560. .7736, 
7803. .7886, 7950. .10382, 10419 .. 10589, 10748 .. 10834 , 
11258. .11310, 1138 9. .114 67, 13125. . 13127 



Seq. ID OJ000118_23. 0419.C4 
Strand 

End 20227 

Method TBLASTX : Mai ze 

End 4700 

Score 127 



49700 
105662 
4148 

OJ000118_23.0419.C4.o6.tm 
4557 
none 

4557. .4700, 4561. .4695 

49700 
105662 
4148 

OJ000118_23.0419.C4 .o2.np 
4560 
7228457 

4560. .6108, 6175. .7134, 7257. .7886, 7950. .9882, 9944. .10310 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method AAT/NAP 

End 10310 

Score 8081 



Seq. No. 


49700 








Seq. ID 


OJ000118_23.0419.C4 


Gene No. 


105662 








Strand 




Start 


4148 








End 


20227 


Name 


OJ000118 23 


.0419. 


C4.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


4569 








•End 


5169 


GI 


none 








Score 


74 


Exons 


4569. .4694, 


4573. 


.4695, 


4755. 


.5090, 4887. .5102, 4888. .5103 




5092. .5169, 


5093. 


.5164, 


5094. 


.5165 




Seq. No. 


49700 








Seq. ID 


OJ000118_23.0419.C4 


Gene No. 


105662 








Strand 




Start 


4148 








End 


20227 


Name 


OJ000118 23 


.0419. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5170 








End 


5551 


GI 


none 








Score 


185 


Exons 


5170. .5550, 


5201. 


.5449, 


5209. 


.5547, 5474. .5551 


Seq. No. 


49700 








Seq. ID 


OJ000118_23.0419.C4 


Gene No. 


105662 








Strand 




Start 


4148 








End 


20227 


Name 


OJ000118 23 


.0419. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5365 








End 


5688 



51334 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



. "~- Seq. No. 

?~ Gene No. 

%1 Start 

H Name 

Yk Start 

* J GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

5365.. 5688, 5378.. 5659 

49700 

105662 

4148 

OJ000118_23.0419.C4.ol0.tw 

5881 

none 

5881.. 6141, 6017.. 6193 



Score 



222 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Wheat 

End 6193 

Score 61 



49700 
105662 
4148 

OJ000118_23.0419.C4.o4.ts 
5941 
5666795 

5941. .6141, 6196. .6333, 6409. .6507 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Soybean 

End. 6507 

Score 68 



49700 

105662 

4148 

OJ000118_23.0419.C4.o4.tw 

6196 

none 



Seq. ID OJ000118__23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Wheat 

End 6654 

Score 88 



6196. .6345, 6197. .6334, 6380. .6565, 6400. .6654, 6406. .6630 



49700 

105662 

4148 

OJ000118_23.0419.C4.o3.ts 

7063 

none 

7063.. 7434, 7274.. 7417 

49700 

105662 

4148 

OJ000118_23.0419.C4.ol.tw 

7093 

none 

7093.. 7512, 7118.. 7513 

49700 

105662 

4148 

OJ000118_23.0419.C4.o3.tm 

7186 

none 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Soybean 

End 7434 

Score 8 9 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Wheat 

End 7513 

Score 257 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Maize 

End 7570 

Score 168 



7186. .7569, 7217. .7417, 7300. .7509, 7484. .7570 



49700 

105662 

4148 

OJ000118_23.0419.C4 .o9.tw 
7575 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Wheat 

End 7757 



51335 



GI none 

Exons 7575.-7757, 7615.. 7755 

Seq. No. 49700 

Gene No. 105662 

Start 4148 

Name OJ000118_23 . 0419 .C4 . o2 . tw 

Start 7759 

GI none 

Exons 7759.. 7902, 7773 
8043. .8528, 8074 



7955, 7780.. 7893, 7785 
8334, 8356.. 8529 



Score 116 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method TBLASTX : Wheat 

End 8529 

Score 152 

7955, 7838.. 7951, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49700 

105662 

4148 

OJ000118 

9264 

none 



23. 0419. C4 .oS.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_23.0419.C4 
20227 

TBLASTX: Wheat 

9653 

95 



9264. .9521, 9298. .9537, 9504. .9602, 9505. .9585, 9609. .9653 



Seq. No. 49700 Seq. ID 

Gene No. 105662 Strand 

Start 4148 End 

f= Name OJ000118_23 . 0419 .C4 . o5 . tm Method 

'i Start 9366 End 

w GI none Score 

CH Exons 9366.. 9614, 9367.. 9612 



OJ000118_23.0419.C4 
20227 

TBLASTX : Maize 

9614 

105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49700 Seq. ID 

105662 Strand 
4148 End 20227 

OJ000118_23 . 04 1 9 . C4 . o3 . np Method AAT/NAP 

10536 End 18562 

5042454 Score 188 

10536. .10596, 10939 .. 11110, 18546. .18562 
(AC007789) .putative polyprotein [Oryza sativa] 



OJ000118 23. 0419. C4 



49700 

105662 

4148 

OJ000118_23.0419.C4. 

13555 

none 

13555. .13692, 13584. 
13974. .14372, 14802. 



ol . tc 



.13913, 
.15185, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13729 

14803 



OJ000118 23. 0419. C4 



20227 

TBLASTX: Cress 
15795 
42 

13902, 13957. .14367, 
15186, 15396. .15593, 



15400. .15591, 15682.. 15795 



Seq. No. 49700 

Gene No. 105662 

Start 4148 

Name OJ000118_23 . 04 19 . C4 . o3 . gs 

Start 13557 

GI none 

Exons 13557. .14370, 14 911 .. 15275 , 
17729. .17818, 17 906 18153, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15369. .15586, 
19879. .19967, 



OJ000118 23. 0419. C4 



20227 
GENSCAN 
20227 
.68 

15720. 
20169. 



15786, 
20227 



Seq. No. 



49700 



Seq. ID OJ000118 23. 0419. C4 



51336 




Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118 23. 0419. C4 


. o5 . np 


Method 


AAT/NAP 




Start 


13569 




End 


15828 




GI 


4102839 




Score 


1331 




Exons 


13569. .14370, 14749 


. .15304, 


15396. .15586, 15684. .15828 




GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




Seq. No. 


4 9700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


i f\ c c e o 

105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118_23 . 0419 .C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13584 




End 


15191 




GI 


none 




Score 


146 




Exons 


13584. .13913, 13618 


. .13911, 


13957. .14373, 13974 .. 14372, 






14796 .. 15017, 14797 


. . 15003, 


15021. .1501 


33, 15028. .15087, 






15054 .. 15191, 15070 


. . 15189 








Seq, No. 


49700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118 23. 0419. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13593 




End 


15191 




GI 


none 




Score 


113 




Exons 


- .13593. . 13694, 13728 


. . 13913, 


13957. .14151, 13968. .14150, 






14154 . . 14354, 14155 


. . 14310, 


14 338. .14 373, 14 340. .14 372, 






14835 . . 15191, 14854 


. . 15189 








Seq. No. 


49700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000ll8_23 . 0419.C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13605 




End 


13901 




GI 


none 




Score 


126 




Exons 


13605. .13901, 13606 


. .13899 








Seq. No. 


49700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118 23. 0419. C4 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


15363 




End 


15787 




GI 


none 




Score 


132 




Exons 


15363. .15593, 15400 


. .15591, 


15674 . . 157* 


37, 15679. .15786 




Seq. No. 


49700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118 23.0419.C4.o2.ts 


Method 


TBLASTX: Soybean 




Start 


15396 




End 


15789 




GI 


none 




Score 


119 




Exons 


15396. .15593, 15400 


. .15591, 


15682. .15786, 15685. .15789 




Seq. No. 


49700 




Seq. ID 


OJ000118_23.0419. 


C4 


Gene No. 


105662 




Strand 






Start 


4148 




End 


20227 




Name 


OJ000118 23. 0419. C4 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


15444 




End 


15820 





51337 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 104 

15444. .15593, 154 48 15594 , 15674 .. 15820, 15679. .15807 



49700 

105662 

4148 

OJ000118_23.0419.C4.ol.gp 

16778 

none 

16778. .17070 



Seq. ID OJ000118_23. 0419.C4 
Strand 

End 20227 

Method AAT/GAP 

End 17070 

Score 4 61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49700 
105662 
4148 

OJ000118_23.0419.C4 .o6.np 
17863 
6002603 
17863. .18032, 19776. .19915 

(AF092654) putative high-affinity nitrate transporter 
[Lycopersicon esculentum] 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method AAT/NAP 

End 19915 

Score 65 



49700 

105662 

4148 

OJ000118_23.0419.C4 .o7.np 

19120 

7228450 



Seq. ID OJ000118_23.0419.C4 
Strand 

End 20227 

Method AAT/NAP 

End 19966 

Score 257 



19120. .19233, 19318. .19454, 19596. . 19685, 19854. .19966 
(AP001366) hypothetical protein [Oryza sativa] 



49701 

105663 

349 

OJ000118_23.0419.C5.ol.np 
204 

3859694 



Seq. ID OJ000118_23.0419.C5 
Strand 

End 4873 

Method AAT/NAP 

End 4873 

Score 235 



204. .470, 621. .1008, 1099. .1255, 1488. .1696, 3916. .4033, 
4751. .4873 

(AL033497) beta-gluconase [Candida albicans] 



49701 

105663 

349 

OJ000118_23.0419.C5.ol.ts 

240 

none 



Seq. ID OJ000118_23.0419.C5 
Strand 

End 4873 

Method TBLASTX : Soybean 

End 4839 

Score 104 



240. .425, 244. .426, 246. .425, 647. .781, 651. .761, 759.-878, 
761. .1018, 1099. .1257, 1100. .1237, 1485. .1583, 1487. .1582, 
4049. .4240, 4067. .4240, 4074. .4283, 4480. .4674, 4487. .4672, 
4681. .4839 



Seq. No. 49701 

Gene No. 105663 

Start 349 

Name OJ000118_23 . 0419. C5 . ol . tm 

Start 246 

GI none 



Seq. ID OJ000118_23.0419.C5 
Strand 

End 4873 

Method TBLASTX: Maize 

End 4852 

Score 116 



51338 




Exons 246. .425, 262. .426, 647. .781, 651. .761, 761. .829, 762. .833, 

827. .946, 863. .937, 953. .1018, 954. .1010, 1135. .1251, 
1160. .1246, 1485. .1652, 1487. .1666, 1489. .1662, 2569.-2628, 
4067. .4237, 4067. .4240, 4077. .4280, 4480. .4776, 4487. .4732, 
4789. .4839, 4808. .4852 



Seq. No. 


49701 






Seq. ID 


OJ000118_23.0419.C5 


Gene No. 


105663 






Strand 


- 


Start 


349 






End 


4873 


Name 


OJ000118 23 


.0419.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


283 






End 


4581 


GI 


none 






Score 


167 


Exons 


283. .426, 2i 


35.-425, 319 


. .429, 


647. .754 


, 651. .758, 4098. .42 




4100. .4240, 


4480. .4581, 


4487. 


.4579 




Seq. No. 


49701 






Seq. ID 


OJ000118_23.0419.C5 


Gene No. 


105663 






Strand 


- 


Start 


349 






End 


4873 


Name 


OJ000118 23 


.0419.C5.ol. 


gs 


Method 


GENSCAN 


Start 


349 






End 


4805 


GI 


none 






Score 


-74 


Exons 


349. .527, 652. .1007, 1488. .1657, 2569. 


.2727, 3519. .3827, 




3944. .4239, 


4488. .4805 








Seq. No. 


49701 






Seq. ID 


OJ000118_23.0419.C5 


Gene No. 


105663 






Strand 




Start 


349 






End 


4873 


Name 


OJ000118 23 


0419.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


761 






End 


4839 


GI 


none 






Score 


97 


Exons 


761. .958, 765. .896, 851 


. .958, 


931. .1002, 938. .1018, 939. .1 




1088. . 1255, 


1098. .1256, 


1099. 


.1251, 4585. .4680, 4586. .4681 




4678. .4782, 


4679. .4753, 


4774. 


.4839 




Seq. No. 


49701 






Seq. ID 


OJ000118_23.0419.C5 


Gene No. 


105663 






Strand 




Start 


349 






End 


4873 


Name 


OJ000118 23 


0419.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2635 






End 


4033 


GI 


none 






Score 


133 


Exons 


2635. .2727, 


3495. .3641, 


3502. 


.3645, 3606. .3815, 3609. .3827 




3610. .3828, 


3942. .4031, 


3942. 


.4031, 3943. .4032, 3944. .4033 


Seq. No. 


49701 






Seq. ID 


OJ000118_23.0419.C5 


Gene No. 


105663 






Strand 




Start 


349 






End 


4873 


Name 


OJ000118 23 


0419.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3642 






End 


4033 


GI 


none 






Score 


165 


Exons 


3642. .3827, 


3643. .3834, 


3655. 


.3831, 3942. .4025, 3944. .4033 


Seq. No. 


49702 






Seq. ID 


OJ000118_23.0419.C6 


Gene No. 


105664 






Strand 




Start 


247 






End 


5922 


Name 


OJ000118 23. 


0419.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2 






End 


4389 


GI 


none 






Score 


108 



51339 



Exons 



2. .61, 244. .342, 246. .341, 2891. .3103, 2893. .3084, 3519. .3932, 
3523.. 3879, 3968.. 4102, 3969. .4118, 3969.. 4136, 3979.. 4134, 
4291.. 4389, 4293.-4388 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49702 

105664 

247 

OJ000118_23.0419.C6.ol.tw 
2 

none 



Seq. ID OJ000118_23.0419.C6 
Strand 

End 5922 

Method TBLASTX : Wheat 

End 4135 

Score 62 



2. .46, 3. .47, 219. .272, 3621. .3791, 3622. .3702, 3730. .3804, 
3731. .3796, 3793. .3879, 3803. .3871, 3810. .3887, 3968. .4132, 
3969. .4133, 3970. .4134, 4028. .4135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49702 

105664 

247 

OJ000118_23.0419.C6.ol.tm 
2 



Seq. ID OJ000118_23.0419.C6 
Strand 

End 5922 
Method TBLASTX : Mai ze 
End 4 4 91 

none Score 230 

2. .46, 229. .417, 229. .417, 237. .428, 246. .422, 881. .964, 
971. .1054, 2315. .2434, 2385. .2432, 2420. .2623, 2433. .2624, 
2442. .2624, 2488. .2625, 2783. .2887, 2783. .2872, 2785. .2889, 
2785. .2898, 3717. .3887, 3730. .3879, 3978.. 4133, 3979.. 4134, 
4284. .4397, 4291. .4491, 4293. .4472 



hi Seq. No. 49702 

Gene No. 105664 

H Start 247 

iy Name OJ000118_23 . 0419 .C6 . ol . gs 

U Start 247 

fjj GI none 
Exons 



Seq. ID OJ000118_23.0419.C6 



Strand 
End 

Method 

End 

Score 



5922 
GENSCAN 
5104 
.77 



247. .416, 902. .1060, 2315. .2623, 2785. .3071, 3524. .3876, 
3979. .4134, 4294. .4463, 5015. .5104 



"4 Seq. No. 

Gene No. 
y Start 
^ Name 
H Start 
" GI 
• Exons 



49702 

105664 

247 

OJ000118_23.0419.C6.o2.ts 

343 

none 



Seq. ID OJ000118_23.0419.C6 
Strand 

End 5922 

Method TBLASTX : Soybean 

End 4472 

Score 78 



343. .411, 345. .422, 348. .416, 878. .964, 918. .965, 964. .1029, 
985. .1020, 2312. .2440, 2427. .2558, 2429. .2623, 2448. .2624, 
2783. .2824, 2785. .2826, 2824. .2880, 2828. .2878, 4390. .4458, 
4390. .4464, 4392. .4472 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49702 Seq. ID 

105664 Strand 

247 End 

OJ000118_23.0419.C6.o2.np Method 

1866 End 

1150406 Score 



OJ000118_23.0419.C6 

5922 
AAT/NAP 
5922 
169 



1866. .1980, 3733.-3876, 3970. .4134, 4294. .4469, 5893.-5922 
(Z46868) exo-1, 3-beta-glucanase/l , 3-beta-D-glucan 
glucanohydrolase [Pichia angusta] 



Seq. No. 



49702 



Seq. ID OJ000118_23.0419.C6 



51340 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105664 Strand 

247 End 

OJ000118_23 . 04 1 9 . C6 . o2 . tm Method 

2898 End 

none Score 



5922 

TBLASTX: Maize 

3635 

156 



2898. .3068, 2899. .3084, 2900. .3103, 3519. .3635 



49702 

105664 

247 

OJ000118_23.0419.C6.o2.tw 

2930 

none 



Seq. ID OJ000118_23.0419.C6 
Strand 

End 5922 

Method TBLASTX : Wheat 

End 3614 

Score 149 



2930. .3094, 2930. .3073, 2932. .3084, 3517. .3558, 3519. .3614, 
3523. .3603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49703 
105665 
12445 

OJ000118_23.0419.C7.ol.gp 
12418 

39125_1.R1084 
12418. .12631, 14720.. 15251 

, 4584110/emb|CAB40579.1| 7.0e-38 (AJ133639) SAH7 protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000118_23.0419.C7 

Strand + 

End 15251 

Method AAT/GAP 

End 15251 

Score 1345 



49703 

105665 

12445 

OJ000118_23.0419.C7.o2.gs 

12445 

none 

12445. .12631, 14720. .15051 



Seq. ID OJ000118_23.0419.C7 

Strand + 

End 15251 

Method GEN SCAN 

End 15051 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49703 
105665 
12445 

OJ000118_23.0419.C7.o2.np 
12469 
6561156 
12469. .12631, 14720.. 15045 

(AF109693) allergen-like protein BRSn20 [Sambucus nigra] 



Seq. ID OJ000118_23.0419.C7 

Strand + 

End 15251 

Method AAT/NAP 

End 15045 

Score 312 



49703 

105666 

416 

OJ000118_23.0419.C7.o2.tm 

395 

none 



Seq. ID OJ000118_23.0419.C7 
Strand 

End 10270 

Method TBLASTX: Maize 

End 2376 

Score 59 



395.-487, 500. .574, 1553. .1672, 1566. .1670, 1652. .1870, 
1653. .1871, 2220. .2348, 2266. .2370, 2269. .2376 



49703 

105666 

416 

OJ000118_23.0419.C7.o2.ts 
395 



Seq. ID OJ000118_23.0419.C7 
Strand 

End 10270 

Method TBLASTX : Soybean 

End 2348 



51341 






GI 


none 


Score 


112 




Exons 


395. .544, 1550. .1870, 1716.. 


1871, 2310 


. .2348 




Seq. No. 


49703 


Seq. ID 


OJ000118_23.0419.C7 




Gene No. 


105666 


Strand 






Start 


416 


End 


10270 




Name 


OJ000118 23.0419.C7.ol.gs 


Method 


GEN SCAN 




Start 


416 


End 


10270 




GI 


none 


Score 


.56 




Exons 


416. .574, 1553. .1870, 2194.. 


2241, 2268 


..2419, 2955. .3170, 






3642. .3687, 4022. .4254, 4825 


..4990, 5047. .5145, 5490. .5627 






6562. .6728, 6749.-7242, 10004 .. 10054 , 


10158. .10270 




Seq. No. 


49703 


Seq. , ID 


OJ000118_23.0419.C7 




Gene No. 


105666 


Strand 






Start 


416 


End 


10270 




Name 


OJ000118 23.0419.C7.ol.np 


Method 


AAT/NAP 




Start 


3633 


End 


414*3 




GI 


7523517 


Score 


244 




Exons 


3633. .3687, 3832. .4143 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49703 


Seq. ID 


OJ000118_23.0419.C7 


f 1 


Gene No. 


105667 


Strand 






Start 


12535 


End 


15051 




Name 


OJ000118 23.0419.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12535 


End 


15042 


\ y 


GI 


none 


Score 


116 


C3 


Exons 


12535. .12633, 12555 .. 12647 , 


14719. .15042, 14859. .15038 


- ^ 


Seq. No. 


49703 


Seq. ID 


OJ000118_23.0419.C7 


r!I 


Gene No. 


105667 


Strand 






Start 


12535 


End 


15051 




Name 


OJ000118 23.0419.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


12538 


End 


15042 


— a 


GI 


none 


Score 


143 


13. 


Exons 


12538. .12633, 12555 .. 12632, 


14716. .15042 




Seq. No. 


49703 


Seq. ID 


OJ000118_23.0419.C7 


f 1 


Gene No. 


105667 


Strand 






Start 


12535 


End 


15051 




Name 


OJ000118 23.0419.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


12582 


End 


15051 




GI 


none 


Score 


80 




Exons 


12582. .12632, 12583 .. 12633, 


14718. .15050, 14718. .15047, 






14719. .15051, 14861. .15049 








Seq. No. 


49704 


Seq. ID 


OJ000118_23.0419.C8 




Gene No. 


105668 


Strand 


+ 




Start 


2508 


End 


4044 




Name 


OJ000118 23.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


2508 


End 


4044 




GI 


6598593 


Score 


173 



Exons 2508.. 2574, 3926.. 4044 

GI Descrip.. (AC006228) F5J5.5 [Arabidopsis thaliana] 

gi|6970281|gb|AAF34231.1| (AC021666) putative AP2 
domain-containing transcription factor [Arabidopsis thaliana] 



51342 




Seq. No. 


49704 






Seq. ID 


OJ000118 23.0419. 


C8 


Gene No. 


105668 






Strand 


+ 




Start 


2508 






End 


4044 




Name 


OJ000118 23.0419. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


3451 






End 


4022 




GI 


none 






Score 


.58 




Exons 


3451. .4022 












Seq. No. 


49704 






Seq. ID 


OJ000118_23 . 0419. 


C8 


Gene No. 


105668 






Strand 


+ 




Start 


2508 






End 


4044 




Name 


OJ000118 23.0419. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3924 






End 


4044 




GI 


none 






Score 


207 




Exons 


3924.. 4043, 3928. 


.4044 










Seq. No. 


49704 






Seq. ID 


OJ000118_23 . 0419 . 


C8 


Gene No. 


105668 






Strand 


+ 




Start 


2508 






End 


4044 




Name 


OJ000118 23.0419. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3930 






End 


4044 




GI 


none 






Score 


205 




Exons 


3930.. 4043, 3931. 


. 4044 










Seq. No. 


49704 






Seq. ID 


OJ000118 23.0419. 


C8 


Gene No. 


105668 






Strand 


+ 




Start 


2508 






End 


4044 




Name 


OJ000118 23.0419. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3930 






End 


4044 




GI 


none 






Score 


202 




Exons 


3930.. 4043, 3931. 


.4044 










Seq. No. 


49705 






Seq. ID 


OJ000118 23.0419. 


C10 


Gene No. 


105669 






Strand 


+ 




Start 


1361 






End 


2183 




Name 


OJ000118 23.0419. 


ClO.ol 


. gs 


Method 


GENSCAN 




Start 


1361 






End 


2183 




GI 


none 






Score 


.68 




Exons 


1361. .1454, 1798. 


.2183 










Seq. No. 


49706 






Seq. ID 


OJ000118_23 . 0419. 


Cll 


Gene No. 


105670 






Strand 


+ 




Start 


60 






End 


1032 




Name 


OJ000118 23.0419. 


Cll.ol 


. gs 


Method 


GENSCAN 




Start 


60 






End 


1032 




GI 


none 






Score 


.53 




Exons 


60. .281, 679. .1032 










Seq. No. 


49706 






Seq. ID 


OJ000118_23.0419. 


Cll 


Gene No. 


105671 






Strand 


+ 




Start 


4470 






End 


4762 




Name 


OJ000118 23.0419. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


4470 






End 


4762 




GI 


61605 3.R1084 






Score 


214 




Exons 


4470. .4641, 4725. 


.4762 










GI Descrip. 


' 1402920/emb | CAA66965 | 


2.0e 


-20 (X98321) 


peroxidase [Arabidopsis 



51343 



thaliana] ' 



Seq. No. 49706 

Gene No. 105672 

Start 5114 

Name OJ000118_23 . 0419 . Cll . o2 . np 

Start 5114 

GI 6983860 

Exons 5114.. 5560, 5588.. 5868 

GI Descrip. (AP001168) Similar to 22 kDa 
(AF061282) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118^ 
+ 

5868 
AAT/NAP 
5868 
502 



23. 0419. Cll 



kafirin cluster; Ty3-Gypsy type 



Seq. No. 49706 Seq. ID 

Gene No. 105673 Strand 

Start 6893 End 

Name OJ000118_23 . 0419. Cll . o3 . gp Method 

Start 68 93 End 

GI 101153_1.R1084 Score 

Exons 6893.. 7237, 7555.. 7785 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



OJ000118_23. 0419. Cll 
+ 

7785 
AAT/GAP 
7785 
997 



Seq. No. 49706 Seq. ID 

Gene No. 105674 Strand 

Start 7801 End 

Name OJ000118_23 . 0419 . Cll . o4 . gp Method 

Start 7801 End 

GI 2428185 Score 

Exons 7801.. 8228 
GI Descrip. 



OJ000118_23. 0419. Cll 
+ 

8228 
AAT/GAP 
.8228 
837 



5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. No. 49706 Seq. ID 

Gene No. 105675 Strand 

Start 22484 End 

Name OJ000118_23 . 0419 . Cll . o5 . np Method 

Start " 22484 End 

GI 7228457 Score 

Exons 22484. .22850, 22912 
GI Descrip. 



OJ000118_23. 0419. Cll 
+ 

25279 
AAT/NAP 
25279 
3967 



24847, 24911. .25279 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 49706 Seq. ID OJ000118_23 . 04 19 . Cll 

Gene No. 105676 Strand 

Start 1 End 872 

Name OJ000118_23 . 0419. Cll . ol . gp Method AAT/GAP 

Start 1 End 865 

GI 4996641 Score 1374 

Exons 1 . .8 65 

GI Descrip. 4 996642/dbj | BAA78573 . 1 | 1.0e-108 (AB028130) Dof zinc finger 
protein [Oryza sativa] 

Seq. No. 49706 Seq. ID OJ000118_23 . 04 19 . Cll 

Gene No. 10567 6 VV : Strand 

Start 1 End 872 

Name OJ000118_23 . 0419 . Cll . ol . np Method AAT/NAP 



51344 





Start 


106 


End 


872 




GI 


4996642 


Score 


1015 




Exons 


106. .872 








GI Descrip. 


(AB028130) Dof zinc finger protein [Oryza sativa] 




Seq. No. 


49706 


Seq. ID 


OJ000118 23. 0419. Cll 




Gene No. 


105677 


Strand 






Start 


7017 


End 


18721 




Name 


OJ000118 23 0419 Cll.o2 tm 


Method 


TBLASTX: Maize 

X XV J— IX Xk_s X X i • v j tx x, x# 




Start 


374 ~ 


End 


781 




GI 


none 


Score 


40 




Exons 


374. .412, 427. .477, 443. .562, 


444 . .470, 


476. .499, 515. .559, 






559. 660, 577 762, 661.. 750, 


662 . .781, 


690. .761 




Seq. No. 


49706 


Seq. ID 


OJ000118 23. 0419. Cll 




Gene No . 


105677 


Strand 






Start 


7017 


End 


18721 




Name 


OJ000118 23 0419.Cll.ol. tm 


Method 


TBLASTX: Maize 




Start 


5215 


End 


5514 




GI 


none 


Score 


241 




Exons 


5215 5514. 5229 5399, 5440. 


. 5502 






Seq. No. 


49706 


Seq. ID 


OJ000118 23 0419 Cll 




Gene No . 


105677 


Strand 






Start 


7017 


End 


18721 




Name 


OJ000118 23 0419 Cll o3 tw 


Mpf hod 


TBLASTX ■ Wheat 

X XJ UiiL/ X X i • If 11 \^ CX 


ti3 


Start 


5215 ~ 


End 


5571 




GI 


none 


Score 


288 


1 LI 
I J 


Exons 


5215. .5571, 5229. .5405 






- y? 


Seq. No. 


49706 


Sea ID 


OJ000118 23. 0419. Cll 




Gene No. 


105677 


Strand 

W I— • J- 1 X VX 






Start 


7017 


End 


18721 




Name 


OJ000118 23 0419 Cll o3 no 


Method 


AAT /NAP 




Start 


7017 ~ 


End 


18174 




GI 


5852180 

\J W b J. \J V 


Score 


314 




Exons 


7017. .7390, 8398. .8567, 18118 


. .18174 




M 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




[I 


Seq. No. 


49706 


Seq. ID 


OJ000118 23. 0419- Cll 


i= ™ 


Gene No. 


105677 


Strand 






Start 


7017 


End 


18721 




Name 


OJ000118 23.0419.Cll.o5.gp 


Method 


AAT /RAP 




Start 


8751 


End 


9061 




GI 


61605 3.R1084 


Score 


451 




Exons 


8751. .9061 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) 


peroxidase [Arabidoj 






thaliana] 1 








Seq. No. 


49706 


Seq. ID 


OJ000118_23. 0419. Cll 




Gene No. 


105677 


Strand 






Start 


7017 


End 


18721 




Name 


OJ000118 23.0419.Cll.o4.gs 


Method 


GENSCAN 




Start 


18044 


End 


18721 




GI 


none 


Score 


.93 




Exons 


18044. .18325, 18710.. 18721 







51345 



OJ000118 23.0419.C11 



Seq. No. 49706 Seq. ID 

Gene No. 105678 Strand 

Start 23138 End 

Name OJ000118_23 . 0419 . Cll . o2 . tw Method 

Start 23138 End 

GI none Score 

Exons 23138. .23185, 23192 .. 23290, 23209 .. 23289, 23257 .. 234 18 , 
23273. .23530 



23530 

TBLASTX: Wheat 

23530 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



49706 

105678 

23138 

OJ000118_23.0419.Cll.o3.tm 

23143 

none 

23143. .23427, 23180. .23428 

49706 
105679 " 
24268 

OJ000118_23. 0419. Cll. ol.tw 

24268 

none 

24268. .24441, 24269 .. 24754 , 
24788. .25039, 24842 25024 , 

49707 

105680 

172 

OJ000118_23.0419.C13.ol.gs 

172 

none 

172. .412 



Seq.' ID OJ000118_23. 0419. Cll 
Strand 

End 23530 

Method TBLASTX : Mai ze 

End 23428 

Score 193 



Seq. ID OJ000118_23. 0419. Cll 
Strand 

End 25039 

Method TBLASTX : Wheat 

End 25039 

Score 401 
24269. .24697, 24 463 . .24723, 
24895.. 25038 

Seq. ID OJ000118_23.0419.C13 

Strand + 

End 412 

Method GENS CAN 

End 412 

Score . 68 



OJ000118 23.0419.C13 



49707 Seq. ID 

105681 Strand 
970 End 1562 

OJ000118_23.0419.C13.ol.np Method AAT/NAP 
970 End 1562 

6069646 Score 95 

970.. 1046, 1362.. 1562 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



49707 

105681 

970 

OJ000118_23.0419.C13.ol.tm 

972 

none 



Seq. ID OJ000118_23.0419.C13 



Strand 
End 

Method 

End 

Score 



1562 

TBLASTX: Maize 

1362 

71 



972. .1043, 1018. .1146, 1221. .1361, 1225. .1362 



49708 
105682 



Seq. ID OJ000118_23.0419.C14 
Strand + 



51346 




Start 


1 




End 


784 




Name 


OJ000118 23.0419.C14 


.ol .np 


Method 


AAT/NAP 




Start 


1 




End 


784 




GI 


6729489 




Score 


454 




Exons 


1..545, 747. .784 










GI Descrip. 


(AL132966) receptor 


lectin kinase-like protein [Arabidopsis 




thaliana] 










Seq. No. 


49708 




Seq. ID 


OJ000118 23.0419 


.C14 


Gene No. 


105682 




Strand 


+ 




Start 


1 




End 


784 




Name 


OJ000118 23.0419.C14 


.ol .gs 


Method 


GENSCAN 




Start 


84 




End 


698 




GI 


none 




Score 


.76 




Exons 


84. .698 










Seq. No. 


49708 




Seq. ID 


OJ000118_23.0419 


.C14 


Gene No. 


105683 




Strand 






Start 


651 




End 


784 




Name 


OJ000118 23.0419.C14 


.ol . ts 


Method 


TBLASTX: Soybean 




Start 


2 




End 


404 




GI 


none 




Score 


305 




Exons 


2. .142, 3. .287, 161. 


.280, 327 


. .404 






Seq. No. 


49708 




Seq. ID 


OJ000118_23.0419 


.C14 


Gene No. 


105683 




Strand 






Start 


651 




End 


784 




Name 


OJ000118 23.0419.C14 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


2 




End 


515 




GI 


none 




Score 


446 




Exons 


2. .493, 3. .515 










Seq. No. 


49708 




Seq. ID 


OJ000118_23.0419 


.C14 


Gene No. 


105683 




Strand 






Start 


651 




End 


784 




Name 


OJ000118 23.0419.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


515 




GI 


none 




Score 


331 




Exons 


2. .286, 3. .305, 327. 


.515, 327 


. .392 






Seq. No. 


49708 




Seq. ID 


OJ000118 23.0419 


.C14 


Gene No. 


105683 




Strand 






Start . 


651 




End 


784 




Name 


OJ000118 23.0419.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


299 




GI 


none 




Score 


228 




Exons 


3. .299, 29. .286 










Seq. No. 


49708 




Seq. ID 


OJ000118_23.0419 


.C14 


Gene No. 


105683 




Strand 






Start 


651 




End 


784 




Name 


OJ000118 23.0419.C14 


.ol.gp 


Method 


AAT/GAP 




Start 


651 




End 


784 




GI 


LIB34 31-029-P1-N1-C12 


Score 


268 




Exons 


651. .784 











GI Descrip. ' 4996642/dbj | BAA78573. 1 | 1.0e-108 (AB028130) Dof zinc finger 
protein [Oryza sativa] ' 



51347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. ID OJ000118_23. 0419. CIS 
Strand 

End 167 

Method AAT/GAP 

End 167 

Score 302 



49709 
105684 
1 

OJ000118_23.0419.C15.ol.gp 
1 

73769_1.R1084 
1..167 

, 3080400/emb|CAA18720.1| 3.0e-09 (AL022603) putative protein 
[Arabidopsis thaliana] >gi_44 55264_emb_CAB36800 . 1_ (AL035527) 
putative protein [Arabidopsis thaliana] 1 



49710 

105685 

89 

OJ000118_23.0419.C16.ol.gs 
89 

none 

89. .152, 246. .289, 640. .810 



Seq. ID OJ000118_23.0419.C16 

Strand + 

End 810 

Method GENSCAN 

End 810 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



If. Seq. No. 
I y Gene No . 
s Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



49710 
105686 
1 

OJ000118_23.0419.C16.ol.np 
1 

5922623 
1..58, 739. .843 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj |BAA85199.1| (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000118_23.0419.C16 
Strand 

843 

AAT/NAP 
843 
64 



End 

Method 

End 

Score 



49711 
105687 
1562 

OJ000118_23.0419.C17.ol.np 
1562 
6721547 
1562. .1646 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ000118_23.0419.C17 

Strand + 

End 1646 

Method AAT/NAP 

End 164 6 

Score 80 



49711 

105688 

1559 

OJ000118_23.0419.C17.ol.gs 

1559 

none 

1559.. 1639, 3819.. 3840 



Seq. ID OJ000118_23.0419.C17 
Strand 

End 3840 

Method GENSCAN 

End 3840 

Score . 62 



Seq. No. 49712 

Gene No. 105689 

Start 142 

Name OJ000118_23 . 0419 .C20 . ol . gs 

Start 142 

GI none 

Exons 142.. 299, 679.. 802 



Seq. ID OJ000118_23.0419.C20 

Strand + 

End 802 

Method GENSCAN 

End 802 

Score .43 



Seq. No. 



49712 



Seq. ID OJ000118_23.0419.C20 



51348 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105690 Strand 

1 End 1633 

OJ000118_23.0419.C20.ol.np Method AAT/NAP 

1 End 1633 

7109232 Score 477 

1.-184, 313. .357, 445. .538, 635. .697, 1293. .1416, 1571. .1633 

(AF225922) secretory carrier membrane protein [Oryza sativa] 



49712 

105690 

1 

OJ000118_23.0419.C20.ol.tm 

116 

none 



Seq. ID OJ000118_23.0419.C20 
Strand 

End 1633 

Method TBLASTX : Maize 

End 1416 

Score 75 



116. .199, 117. .179, 119. .184, 310. .336, 317. .346, 318. .359, 
337. .360, 430. .549, 444. .539, 445. .540, 604 .. 696, 619. .699, 
630. .698, 1272. .1358, 1291. .1374, 1293. .1400, 1310. .1393, 
1368. .1415, 1375. .1416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49712 
105690 
1 

OJ000118_23.0419.C20-ol.gp 

117. 

75825 1.R1084 



1633 
AAT/GAP 
1341 
532 

117. .184, 313. .357, 445. .538, 635.-697, 1293. .1341 
M454464/gb|AAD20911| 4.0e-75 (AC006234) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 23.0419.C20 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000118_23.0419.C20 
1633 

TBLASTX: Soybean 
1422 
62 

119. .199, 120. .173, 310. .336, 313. .396, 444. .539, 463.-549, 
630. .698, 634. .699, 1291. .1374, 1310. .1393, 1374. .1415, 
1375. .1422 



49712 

105690 

1 

OJ000118_23.0419.C20.ol.ts 

119 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 49712 Seq. ID 

Gene No. 105690 Strand 

Start 1 End 

Name OJ000118_23 . 0419. C20 . ol . tc Method 

Start 319 End 

GI none Score 
Exons 



OJ000118_23.0419.C20 
1633 

TBLASTX: Cress 

1449 

34 



319. .336, 320. .337, 444. .500, 445. .498, 495. .539, 496. .549, 
630. .704, 634. .699, 1291. .1374, 1316. .1393, 1368. .1415, 
1375. .1449 



Seq. No. 49713 Seq. ID 

Gene No. 105691 Strand 

Start 457 End 

Name OJ000118_23 . 0419. C21 . ol . gs Method 

Start 457 End 

GI none Score 

Exons 457.-546, 857.. 967, 1826.. 1882 



OJ000118_23.0419.C21 

1906 
GENSCAN 
1882 
.81 



51349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49713 

105691 

457 

OJ000118_23.0419.C21.ol.gp 
480 

286756 



Seq. ID OJ000118_23.0419.C21 
Strand 

End 1906 

Method AAT/GAP " 

End 1906 

Score 44 3 



480. .546, 857. .967, 1826. .1906 

2443878 3.0e-16 (AC002294) Unknown protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



y Seq. No. 

1 Gene No. 

i Start 

if Name 

J Start 

y gi 

Exons 



49713 

105691 

457 

OJ000118_23.0419.C21.ol.np 
484 

7109232 



Seq. ID OJ000118_23.0419.C21 
Strand 

End 1906 

Method AAT/NAP 

End 1882 

Score 317 



484. .546, 8S7..967, 1826. .1882 

(AF225922) secretory carrier membrane protein [Oryza sativa] 



49714 

105692 

748 

OJ000118_23.0419.C22.ol.tm 

746 

none 

746. .958, 747. .959, 747. .959 

49714 

105692 

748 

OJ000118_23.0419.C22.ol.tw 

746 

none 

746. .889, 747. .884 



Seq. ID OJ000118_23.0419.C22 

Strand + 

End 1016 

Method TBLASTX : Mai ze 

End 959 

Score 236 



Seq. ID OJ000118_23.0419.C22 

Strand + 

End 1016 

Method TBLASTX : Wheat 

End 889 

Score 182 



" Seq. No. 49714 

" Gene No. 105692 

* Start 748 

3 Name OJ000118_23 . Q419 .C22 .ol .gp 

3 Start 748 

i GI 46944_1.R1084 

** Exons 748.. 944 

GI Descrip. ' 5302775/emb | CAB46053 . 1 1 4.0e-09 (Z97337) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ000118_23.0419.C22 

Strand + 

End 1016 

Method AAT/GAP 

End 94 4 

Score 359 



Seq. No. 49714 

Gene No. 105692 

Start 748 

Name OJ000118_23 . 04 19 . C22 .ol .gs 

Start 748 

GI none 

Exons 748.. 959 



Seq. ID OJ000118_23.0419.C22 

Strand + 

End 1016 

Method GENSCAN 

End 959 

Score .8 



Seq. No. 49714 

Gene No. 105692 

Start 748 

Name OJ000118_23 . 04 19 .C22 . ol .np 



Seq. ID OJ000118_23.0419.C22 

Strand + 

End 1016 

Method AAT/NAP 



51350 



Start 750 End 1016 

GI 5302775 Score 141 

Exons 750.. 1016 

GI Descrip. (Z97337) hypothetical protein [Arabidopsis thaliana] 

gi I 7268241 1 emb | CAB78537.il (AL161540) hypothetical protein 
[Arabidopsis thaliana] 

Seq. No. 49715 Seq. ID OJ000118_23 . 04 19 . C23 

Gene No. 105693 Strand 

Start 1 End 2458 

Name OJ000118_23 . 04 19 . C23 . ol . gp Method AAT/GAP 

Start 1 End ' 514 

GI 3653_1.R1084 Score 942 

Exons 1 . . 514 

GI Descrip. 1 6016874/dbj | BAA85217 . 1 | 3.0e-17 (AP000570) ESTs 

C19143 (E10020) , D25076 (R3116 ) correspond to a region of the 
predicted gene.; Similar to putative AC 9 transposase. (P03010) 
[Oryza sativa] 1 





Seq. No. 


49715 




Seq. ID 


OJ000118_23.0419. 


C23 




Gene No. 


105693 




Strand 








Start 


1 




End 


2458 






Name 


OJ000118 23 


.0419.C23.ol.np 


Method 


AAT/NAP 




_ _ 


Start 


1 




End 


2458 




I J 


GI 


6016874 




Score 


158 




s. i 
-sa- 


Exons 


1..54, 205. 


.339, 2430.. 2458 








il 1 H 


GI Descrip. 


(AP000570) 


ESTs C19143 (E10020 


) , D25076( 


R3116) correspond 


to 


fy 




region of the predicted gene. 


; Similar 


to putative AC 9 








transposase 


. (P03010) [Oryza 


sativa] 








Seq. No. 


49716 




Seq. ID 


OJ000118_23.0419. 


C28 


\J 


Gene No . 


105694 




Strand 






r ! S 


Start 


1 




End 


1478 






Name 


OJ000118 23 


.0419.C28.ol.gp 


Method 


AAT/GAP 




i S3. 


Start 


1 




End 


433 






GI 


3762949 




Score 


808 






Exons 


1. .433 










a ^ 


Seq. No. 


49716 




Seq. ID 


OJ000118_23.0419. 


C28 




Gene No. 


105694 




Strand 








Start 


1 




End 


1478 






Name 


OJ000118 23 


.0419.C28.ol.gs 


Method 


GEN SCAN 






Start 


57 




End 


1478 






GI 


none 




Score 


.43 






Exons 


57. .916, 91 


B..1067, 1161. .1267, 1367.. 


1423, 1444. .1478 






Seq. No. 


49716 




Seq. ID 


OJ000118_23.0419. 


C28 




Gene No. 


105694 




Strand 








Start 


1 




End 


1478 






Name 


OJ000118 23 


.0419.C28.o2.gp 


Method 


AAT/GAP 






Start 


743 




End 


1060 






GI 


2442658 




Score 


545 






Exons 


743. .1060 












Seq. No. 


49717 




Seq. ID 


OJ000118_23.0419. 


C30 




Gene No. 


105695 




Strand 








Start 


1 




End 


1255 





51351 



Name 


OJ000118 


23.0419.C30 


.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1228 


GI 


5702198 








Score 


1130 


Exons 


1. .1228 












GI Descrip. 


(AE107294) rust resistance protein RP1- 


-D homolog [Zea ma 


Seq. No. 


4 9717 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105695 








Strand 




Start 


1 








End 


1255 


Name 


OJ000118 


23.0419.C30 


.ol. 


gs 


Method 


GEN SCAN 


Start 


20 








End 


1135 


GI 


none 








Score 


.7 


Exons 


20 . . 1135 












Seq. No. 


49717 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105695 








Strand 




Start 


1 








End 


1255 


Name 


OJ000118 


23.0419.C30 


.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


447 








End 


714 


GI 


none 








Score 


135 


Exons 


447 . . 590, 


449. . 589, 


450 . 


. 590, 


649. . 690, 


649. .714 


Seq. No. 


49717 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105695 








Strand 




Start 


1 








End 


1255 


Name 


OJ000118 


23.0419.C30 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


717 








End 


1255 


GI 


none 








Score 


48 


Exons 


717 . . 899, 


729. . 905, 


905. 


.1255 


, 959. .1186 


Seq. No. 


49718 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105696 








Strand 


+ 


Start 


56 








End 


2136 


Name 


OJ000118 


23.0419.C31 


.ol. 


gs 


Method 


GENSCAN 


Start 


56 








End 


2136 


GI 


none 








Score 


.7 


Exons 


56 . . 120, 


1589 . . 1932, 


1937. .2136 




Seq. No. 


49719 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105697 








Strand 




Start 


227 








End 


410 


Name 


OJ000118 


23.0419.C32 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


202 








End 


410 


GI 


none 








Score 


59 


Exons 


202. .276, 


224 . .277, 


227. 


.409, 


228. .410 




Seq. No. 


49719 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105697 








Strand 




Start 


227 








End 


410 


Name 


OJ000118 


23.0419.C32 


. ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


225 








End 


403 


GI 


none 








Score 


116 


Exons 


225. .353, 


233. .403 










Seq. No. 


49719 








Seq. ID 


OJ000118_23.0419. 


Gene No. 


105697 








Strand 




Start 


227 








End 


410 



51352 



Name 

Start 

GI 

Exons 



OJ000118_23 . 0419. C32 . ol . gs Method GENSCAN 

227 End 401 

none Score . 93 
227. .401 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



49719 
105697 
227 

OJ000118_23.0419.C32.ol.np 
230 

7486204 
230. .409 

hypothetical protein F26K10.70 - Arabidopsis thaliana 
gi|7269673|emb|CAB79621.1| (AL161572) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ000118_23.0419.C32 
Strand 

410 

AAT/NAP 
409 
213 



End 

Method 

End 

Score 



Seq. ID OJ000118_23.0419.C34 
Strand 

End 770 

Method AAT/GAP 

End 770 

Score 214 



49720 
105698 
1 

OJ000118_23.0419.C34.ol.gp 
1 

uC-osflM202039el2bl 
1..98, 713. .770 

'3169178/gb | AAC17821.il 2.0e-09 (AC004401) hypothetical protein 
[Arabidopsis thaliana] 1 



49721 

105699 

131 

OJ000118_23.0419.C38.ol.gs 

131 

none 

131. .214, 220. .351 



Seq. ID OJ000118_23.0419.C38 

Strand + 

End 351 

Method GENSCAN 

End 351 

Score .78 



49722 
105700 
1 

OJ000118_23.0419.C39.ol.np 
1 

2443881 

1..151, 218. .417, 3752. .3779 

(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



Seq. ID OJ000118_23.0419.C39 

Strand + 

End 4598 

Method AAT/NAP 

End 3779 

Score 184 



49722 
105700 
1 

OJ000118_23.0419.C39.o2.np 
1 

2443881 

1..151, 218. .368, 4569. .4598 

(AC002294) contains beta-transducin motif [Arabidopsis thaliana] 



Seq. ID OJ000118_23.0419.C39 

Strand + 

End 4598 

Method AAT/NAP 

End 4 598 

Score 177 



49722 

105700 

1 

OJ000118_23.0419.C39.ol.tm 
5 



Seq. ID OJ000118_23.0419.C39 

Strand + 

End 4598 

Method TBLASTX : Mai ze 

End' 774 



51353 





GI 


none 








Score 


190 




Exons 


5. .148, 6.. 


149, 


7. .156, 


8. .172, 212. .385, 217. .387, 505. .161 






509.. 760, 513.. 767, 597 


. .764, 


619. .774 






Seq. No. 


49722 








Seq. ID 


OJ000118_23.0419.C39 




Gene No. 


105700 








Strand 


+ 




Start 


1 








End 


4598 




Name 


OJ000118 23 


.0419 


.C39.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


8 








End 


151 




GI 


none 








Score 


205 




Exons 


8. .151, 13. 


.144 












Seq. No. 


49722 








Seq. ID 


OJ000118_23.0419.C39 




Gene No. 


105700 








Strand 


+ 




Start 


1 








End 


4598 




Name 


OJ000118 23 


.0419 


,C39.ol 


. gs 


Method 


GEN SCAN 




Start 


50 








End 


4026 




GI 


none 








Score 


.88 




Exons 


50. .151, 218. .389, 506. 


.1189, 


1311. .1340, 1999. .2183, 






2794. .2868, 


2960 


. .3072, 


3362. 


.3478, 3957.. 4026 




Seq. No. 


49722 








Seq. ID 


OJ000118_23.0419.C39 




Gene No. 


105700 








Strand 


+ 




Start 


1 








End 


4598 




Name 


OJ000118 23 


.0419 


.C39.o2 


. tm 


Method 


TBLASTX: Maize 


a. 


Start 


777 








End 


3480 




GI 


none 








Score 


333 


y 


Exons 


777. .1064, 


778. . 


1164, 917. .1072, 1081. 


.1197, 1126. .1188, 






1285. .1338, 


1289 


. .1339, 


1420. 


.1533, 1421. .1540, 1422. .1541, 






2008. .2181, 


2054 


. .2182, 


2057. 


.2182, 2058. .2186, 2061. .2186, 


if 




2761. .2871, 


2792 


. .2869, 


2793. 


.2870, 2960.. 3073, 2960.. 3073, 


y 




2962. .3081, 


3358 


. .3414, 


3360. 


.3479, 3360.. 3479, 3361. .3480 




Seq. No. 


49722 








Seq. ID 


OJ000118_23.0419.C39 


i 


Gene No. 


105700 








Strand 


+ 




Start 


1 








End 


4598 


I 


Name 


OJ000118 23 


.0419 


.C39.ol 


.gp 


Method 


AAT/GAP 




Start 


1098 








End 


2993 


3 


GI 


40306 1.R1084 






Score 


899 


3 


Exons 


1098. .1189, 


1284 


. .1340, 


1423. 


.1559, 2058. .2183, 2794. .2868, 






2960. .2993 














GI Descrip. 


'2443878 3. 


0e-16 


(AC002294) Unknown protein [Arabidopsis 






thaliana] 1 














Seq. No. 


49722 








Seq. ID 


OJ000118_23.0419.C39 




Gene No. 


105700 








Strand 


+ 




Start 


1 








End 


4598 




Name 


OJ000118 23 


.0419 


.C39.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1420 








End 


3768 




GI 


none 








Score 


172 




Exons 


1420. .1542, 


1422 


. .1559, 


1422. 


.1553, 2008.. 2181, 2009.. 2182, 






2057. .2182, 


2058 


. .2186, 


2058. 


.2186, 2788.. 2871, 2791. .2868, 






2793. .2870, 


2954 


. .3073, 


2960. 


.3094, 2962.. 3081, 2988.. 3083, 






3353. .3478, 


3360 


. .3479, 


3361. 


.3489, 3696.. 3767, 3699.-3767, 






3724 . .3768 














Seq. No. 


49722 








Seq. ID 


OJ000118_23. 0419.C39 



51354 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
1 GI 
~ Exons 

^ Seq. No. 

y Gene No. 

3 Start 

7> Name 

Z Start 

LI Exons 

g Seq. No. 
. § Gene No. 

1 start 
~2 Name 
J Start 
3 GI 
1 Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



105700 Strand + 

1 End 4598 

OJ000118_23,0419.C39.o2.gp Method AAT/GAP 

3698 End 4268 

2280902 Score 712 
3698.. 3770, 3957.. 4268 



49723 
105701 
1 

OJ000118_23.0419.C42.ol.np 
1 

5441880 



Seq. ID OJ000118_23.0419.C42 
Strand 

1692 
AAT/NAP 
1692 
444 



End 

Method 
End 
Score 

1.-36, 595.-933, 1042. .1181, 1665. .1692 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



49723 

105701 

1 

OJ000118_23.0419.C42.ol.gs 

101 

none 

101. .223, 356. .514, 600. .754, 

49723 

105701 

1 

OJ000118_23.0419.C42.ol.tw 

446 

none 



Seq. ID OJ000118_23.0419.C42 
Strand 

End 1692 

Method GENSCAN 

End 1193 

Score . 8 
812. .966, 1042. .1193 

Seq. ID OJ000118_23.0419.C42 
Strand 

End 1692 

Method TBLASTX : Wheat 

End 875 

Score 108 



446. .520, 693. .812, 694. .813, 811. .861, 822. .875 



49724 
105702 . 
1899 

OJ000118_23.0419.C43.o3.np 
1899 
7228456 
1899. .2063 

(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID OJ000118_23.0419.C43 

Strand + 

End 2063 

Method AAT/NAP 

End 2063 

Score 264 



Seq. ID OJ000118_23.0419.C43 
Strand 

End 2063 

Method AAT/NAP 

End 2063 

Score 285 



49724 
105703 
1 

OJ000118_23.0419.C4 3.ol.np 
1 

7228442 
1..245, 1931. .2063 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



49724 

105703 

1 



Seq. ID OJ000118_23.0419.C43 
Strand 

End 2063 



51355 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000118_23.0419.C4 3.ol.tw Method 

27 End 

none Score 
27. .200, 38. .178, 133. .201 



TBLASTX : Wheat 

201 

66 



49724 
105703 
1 

OJ000118_23.0419.C43.ol.gs 
176 
none 



Seq. ID OJ000118_23.0419.C43 
Strand 

2063 
GENSCAN 
1990 
.66 



End 

Method 
End 
Score 

176. .245, 270. .455, 857. .933, 991. .1033, 1107. .1188, 1358. .1483, 
1854. .1990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

^ Seq. No. 

Z Gene No. 

i Start 

Name 

jj Start 

3 GI 

,i Exons 



49724 
105703 
1 

OJ000118_23.0419.C43.o2.np 
387 

5042454 

387. .440, 669. .844, 1519. .1644, 1862. .2063 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000118_23.0419.C43 
Strand 

End 2063 

Method AAT/NAP 

End 2063 

Score 263 



49725 

105704 

937 

OJ000118_23.0419.C4 6.ol.gs 

937 

none 

937. .1009 



Seq. ID OJ000118_23.0419.C46 

Strand + 

End 1009 

Method GENSCAN 

End 1009 

Score .89 



Seq. No. 49726 

Gene No. 105705 

Start 728 

Name OJ000118_23 . 04 19 .C47 . ol . gs 

Start 728 

GI none 

Exons 728.. 1422 



Seq. ID OJ000118_23.0419.C47 

Strand + 

End 1504 

Method GENSCAN 

End 1422 

Score . 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49726 
105705 
728 

OJ000118_23.0419.C47.ol.np 
827 

7442135 
827. .1504 

agglutinin (WBA I) - winged bean (fragment) 



Seq. ID OJ000118_23.0419.C47 

Strand + 

End 1504 

Method AAT/NAP 

End 1504 

Score 261 



49726 

105705 

728 

OJ000118_23.0419.C47 .ol.tm 

839 

none 

839. .988, 841. .987 



Seq. ID OJ000118_23.0419.C47 

Strand + 

End 1504 

Method TBLASTX : Mai ze 

End 988 

Score 197 



Seq. No. 



49727 



Seq. ID OJ000118_23.0419.C52 



51356 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



105706 Strand 

4 6 End 
OJ000118_23.0419.C52.ol.np Method 

4 6 End 

5852084 Score 
46. .96, 1361. .1471 

(AL117264) zwh0007.1 [Oryza sativa] 

49727 Seq. ID 

105706 Strand 

4 6 End 
OJ000118_23.0419.C52.ol.gs Method 

469 End 

none Score 
469. .657, 1388. .1523 



+ 

1523 
AAT/NAP 
1471 
84 



OJ000118_23.0419.C52 
+ 

1523 
GENSCAN 
1523 
.63 



OJ000118 23.0419.C53 



49728 Seq. ID 

105707 Strand 
1 End 288 

OJ000118_23.0419.C53.ol.gp Method AAT/GAP 
1 End 254 

68586_1.R1084 Score 470 

1. .254 

■3080400/emb|CAA18720.1| 2.0e-25 (AL022603) putative protein 
[Arabidopsis thaliana] >gi_44 552 64_emb_CAB36800 . 1_ (AL035527) 
putative protein [Arabidopsis thaliana] ' 

49728 Seq. ID OJ000118_23 . 0419 . C53 

105707 Strand 

1 End 288 

OJ000118_23.0419.C53.ol.np Method AAT/NAP 

1 End 131 

7485715 Score 162 

1. .131 

hypothetical protein F18E5.180 - Arabidopsis thaliana 
gi|3080400|emb|CAA18720.1| (AL022603) putative protein 
[Arabidopsis thaliana] gi | 4455264 | emb | CAB36800 . 1 | (AL035527) 
putative protein [Arabidopsis thaliana] 
gi | 7268953 | emb | CAB81263 . 1| (AL161555) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


49728 




Seq. ID 


OJ000118_23.0419. 


C53 


Gene No. 


105707 




Strand 






Start 


1 




End 


288 




Name 


OJ000118 


_23.0419.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


288 




GI 


none 




Score 


85 




Exons 


3..74, 3. 


,.146, 38. .91, 49.. 


,144, 204... 


281, 205. .288 




Seq. No. 


49728 




Seq. ID 


OJ000118_23.0419. 


C53 


Gene No. 


105707 




Strand 






Start 


1 




End 


288 




Name 


OJ000118 


_23.0419.C53.ol.gs 


Method 


GENSCAN 




Start 


15 




End 


131 




GI 


none 




Score 


.85 




Exons 


15. .131 











51357 





Seq. No. 


49729 






Seq. ID 




Gene No. 


105708 






Strand 




Start 


250 






End 




Name 


OJ000118 23.0419.C56 


.ol. 


gp 


Method 




Start 


250 






End 




GI 


75825 1.R1084 






Score . 




Exons 


250. .534 










GI Descrip. 


»4454 4 64/gb|AAD20911 


1 4. 


0e- 


75 (AC0062: 






[Arabidopsis thaliana] 1 








Seq. No. 


49729 






Seq. ID 




Gene No. 


105709 






Strand 




Start 


678 






End 




Name 


OJ000118_23. 0419.C56 


.01. 


gs 


Method 




Start 


678 






End 




GI 


none 






Score 




Exons 


678. .732 










Seq. No. 


49729 






Seq. ID 




Gene No. 


105710 






Strand 




Start 


425 






End 




Name 


OJ000118 23.0419.C56 


.ol. 


np 


Method 




Start 


425 






End 




GI 


7109232 






Score 


^ ST 


Exons 


425. .508, 665. .763 








=. *t 

- 


GI Descrip. 


(AF225922) secretory 


carrier membrane 


s Li 


Seq. No. 


49730 






Seq. ID 




Gene No. 


105711 






Strand 




Start 


164 






End 




Name 


OJ000118 23.0419.C58 


.ol. 


gs 


Method 


i 3 


Start 


164 






End 


= : s 
s : 3 


GI 


none 






Score 




Exons 


164. .321, 666. .854, : 


1027 


.1180 




Seq. No. 


49731 






Seq. ID 


"•J 


Gene No. 


105712 






Strand 


u 


Start 


1 






End 


. =1 


Name 


OJ000118 23.0419.C61 


.ol. 


np 


Method 


i J 


Start 


1 






End 




GI 


6907089 






Score 




Exons 


1..1609, 1705. .2185 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryz; 




Seq. No. 


49731 






Seq. ID 




Gene No. 


105712 






Strand 




Start 


1 






End 




Name 


OJ000118 23.0419.C61 


.ol. 


gs 


Method 




Start 


3 






End 




GI 


none 






Score 




Exons 


3. .95, 136. .933, 994 


. .1609, 


1705. .187: 




Seq. No. 


49732 






Seq. ID 




Gene No. 


105713 






Strand 




Start 


1 






End 




Name 


OJ000118 23.0419.C62 


.ol. 


np 


Method 




Start 


1 






End 



+ 

534 

AAT/GAP 

534 

470 



+ 

732 

GENSCAN 

732 

.79 



763 

AAT/NAP 

763 

123 



1180 
GENSCAN 
1180 
.82 



2185 
AAT/NAP 
2185 
3110 



2185 
GENSCAN 
2103 
.95 



1141 

AAT/NAP 

1141 



51358 



GI 


2213588 




Score 


212 




Exons 


1. .87, 273. .448, 1084. . 


1141 








GI Descrip. 


(AC000348) T7N9.8 [Arabidopsis thaliana] 




Seq. No. 


49733 




Seq. ID 


"/"NtAAAIIO AO a 1 ft 

OJ000118 23.0419. 


C63 


Gene No. 


105714 




Strand 


+ 




Start 


125 




End 


421 




Name 


OJ000118 23. 0419.C63.ol 


.gs 


Method 


/"I T~l XT A /™1 7\ XT 

GENS CAN 




Start 


125 




End 


421 




GI 


none 




Score 


.9 




Exons 


125. .158, 236. .421 










Seq. No. 


49733 




Seq. ID 


^taaaiio a o a /i 1 a. 

OJ000118 23.0419. 


C63 


Gene No. 


105715 




Strand 






Start 


802 




End 


1105 




Name 


OJ000118 23 . 0419.C63.o2 


.gs 


Method 


GENSCAN 




Start 


802 




End 


1105 




GI 


none 




Score 


■ 61 




Exons 


802. .911, 916. .1105 










Seq. No. 


49734 




Seq. ID 


OJ000118_23.0419. 


C64 


Gene No. 


105716 




Strand 


+ 




Start 


1 




End 


1149 




Name 


OJ000118 23. 0419.C64 .ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1149 




GI 


1931638 




Score 


342 




Exons 


1. .354, 836. .1149 










GI Descrip. 


(U95973) transcription 


factor 


RUSH-lalpha isolog [Arabidopsis 




thaliana] 










Seq. No. 


49734 




Seq. ID 


OJ000118_23.0419. 


C64 


Gene No. 


105717 




Strand 






Start 


221 




End 


1136 




Name 


OJ000118 23. 0419.C64 .ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


113 




End 


1008 




GI 


none 




Score 


77 




Exons 


113.. 175, 113.. 343, 117 


. .380, 


817. .1008, 817. .909, 825.. 


932 


Seq. No. 


49734 




Seq. ID 


OJ000118_23.0419. 


C64 


Gene No. 


105717 




Strand 






Start 


221 




End 


1136 




Name 


OJ000118_23 . 0419.C64 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


217 




End 


1136 




GI 


none 




Score 


181 




Exons 


217. .342, 218. .343, 219 


. .380, 


231. .353 


, 817. .1053, 825.. 


1043, 




1029. .1136, 1048. .1098, 


1065. 


1124 






Seq. No. 


49734 




Seq. ID 


OJ000118_23.0419. 


C64 


Gene No. 


105717 




Strand 






Start 


221 




End 


1136 




Name 


OJ000118 23.0419.C64.ol 


.gs 


Method 


GENSCAN 




Start 


221 




End 


1037 




GI 


none 




Score 


.8 




Exons 


221.. 334, 900.. 1037 










Seq. No. 


49735 




Seq. ID 


OJ000118_23.0419. 


C67 


Gene No. 


105718 




Strand 


+ 





51359 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



2325 
AAT/NAP 
2325 
168 



OJ000118_23.0419.C67.ol.np 
1 

544262 
1.-422, 2272. .2325 

PISTIL-SPECIFIC EXTENS IN-LIKE PROTEIN PRECURSOR (PELP) 
gi I 322761 Ipir | UQ1696 pistil extensin-like protein precursor 
(clone pMG15) - common tobacco gi | 19929 | emb | CAA78397 [ (Z14019) 
pistil extensin like protein [Nicotiana tabacum] 



49735 Seq. ID 

105718 Strand 

1 End 
OJ000118_23.0419.C67.ol.gs Method 

55 End 

none Score 

55. .574, 1175. .2015, 2099. .2214 



OJ000118_23.0419.C67 
+ 

2325 
GENSCAN 
2214 
.74 



Seq. No. 


49736 




Seq. ID 


OJ000118_23.0419. 


C71 


Gene No. 


105719 




Strand 


+ 




Start 


1 




End 


499 




Name 


OJ000118 23 


.0419.C71.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


499 




GI 


4680203 




Score 


189 




Exons 


1. .499 










GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum 


bicolor ] 




Seq. No. 


49736 




Seq. ID 


OJ000118_23.0419. 


C71 


Gene No. 


105719 




Strand 


+ 




Start 


1 




End 


499 




Name 


OJ000118 23 


.0419.C71.ol.gs 


Method 


GENSCAN 




Start 


15 




End 


404 




GI 


none 




Score 


.68 




Exons 


15. .404 










Seq. No. 


49736 




Seq. ID 


OJ000118_23.0419. 


C71 


Gene No. 


105719 




Strand 


+ 




Start 


1 




End 


499 




Name 


OJ000118 23 


.0419.C71.ol.tw 


Method 


TBLASTX: Wheat 




Start 


63 




End 


359 




GI 


none 




Score 


115 




Exons 


63. .167, 93 


..149, 180. .284, 


185. .277, 


291. .359 




Seq. No. 


49737 




Seq. ID 


OJ000118_23.0419. 


C74 


Gene No. 


105720 




Strand 


+ 




Start 


713 




End 


1026 




Name 


OJ000118 23 


-0419.C74.ol.gp 


Method 


AAT/GAP 




Start 


713 


End 


1026 




GI 


none 




Score 


438 





Exons 713.. 1026 



Seq. No. 49737 Seq. ID 

Gene No. 105721 Strand 

Start 533 End 

Name OJ000118_23 . 04 19 . C74 . ol . gs Method 

Start 533 End 

GI none Score 



OJ000118_23.0419.C74 
985 

GENSCAN 

985 

.42 



51360 




Exons 


533. .655, 881. .985 












Seq. No. 


49738 




Seq. ID 


OJ000118_23. 


0419. 


C75 


Gene No. 


105722 




Strand 


+ 






Start 


1 




End 


717 






Name 


OJ000118 23.0419.C75 


.ol .np 


Method 


AAT/NAP 






Start 


1 




End 


717 






GI 


2335108 




Score 


112 






Exons 


1..27, 534. .717 












GI Descrip. 


(AC002339) putative . 


zinc protease [Arabidopsis thaliana] 




Seq. No. 


49738 




Seq. ID 


OJ000118 23. 


0419 . 


C75 


Gene No. 


105722 




Strand 


+ 






Start 


1 




End 


717 






Name 


OJ000118 23.0419.C75 


.ol.gs 


Method 


GEN SCAN 






Start 


581 




End 


705 






GI 


none 




Score 


. 85 






Exons 


581. .705 












Seq. No. 


49739 




Seq. ID 


OJ000118 23. 


0419 . 


C79 


Gene No. 


105723 




Strand 


+ 






Start 


4 




End 


378 






Name 


OJ000118 23.0419.C79 


. ol . gs 


Method 


GENSCAN 






Start 


4 




End 


378 






GI 


none 




Score 


. 54 






Exons 


4. .105, 211. .378 












Seq. No. 


49739 




Seq. ID 


OJ000118 23. 


0419 . 


C79 


Gene No. 


105724 




Strand 








Start 


663 




End 


1157 






Name 


OJ000118 23.0419.C79 


. o2 . gs 


Method 


GENSCAN 






Start 


663 




End 


1157 






GI 


none 




Score 


. 96 






Exons 


663.. 905, 992.. 1064, 


1138. .1157 








Seq. No. 


49740 




Seq. ID 


OJ000118_23. 


0419. 


C80 


Gene No. 


105725 




Strand 








Start 


1867 




End 


2445 






Name 


OJ000118 23.0419.C80 


. ol . gs 


Method 


GENSCAN 






Start 


1867 




End 


2445 






GI 


none 




Score 


.56 






Exons 


1867.. 2050, 2233.. 2348, 2386 


. .2445 








Seq. No. 


49741 




Seq. ID 


OJ000118_23. 


0419. 


C89 


Gene No. 


105726 




Strand 


+ 






Start 


1 




End 


719 






Name 


OJ000118 23.0419.C89 


. o2 . np 


Method 


AAT/NAP 






Start 


1 




End 


719 






GI 


6706417 




Score 


127 






Exons 


1..22, 514. .719 












GI Descrip. 


(AL133248) putative ] 


protein 


[Arabidops 


is thaliana] 






Seq. No. 


49741 




Seq. ID 


OJ000118_23. 


0419. 


C89 


Gene No. 


105726 




Strand 


+ 






Start 


1 




End 


719 






Name 


OJ000118 23.0419.C89 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


265 




End 


719 







51361 



GI 

Exons 



none Score 184 

265. .399, 269. .406, 490. .714, 519. .719, 575. .718 



Seq. No. 49741 

Gene No. 105726 

Start 1 

Name OJ000118_23 . 04 19 . C8 9 . ol . gs 

Start 272 

GI none 

Exons 272.. 394, 522.. 614 



Seq. ID OJ000118_23.0419.C89 

Strand + 

End 719 

Method GENSCAN 

End 614 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49741 
105726 
1 

OJ000118_23.0419.C8 9.ol.np 
272 

2335108 
272. .405, 533. .719 

(AC002339) putative zinc protease [Arabidopsis thaliana] 



Seq. ID OJ000118_23.0419.C89 

Strand + 

End 719 

Method AAT/NAP 

End 719 

Score 211 



49742 
105727 
1 

OJ000118_23.0419.C91.ol.np 
1 

7486204 
1..30, 471. .686 

hypothetical protein F2 6K10.70 - Arabidopsis thaliana 

gi I 7269673 | emb | CAB79621.il (AL161572) hypothetical protein 

[Arabidopsis thaliana] 



Seq. ID OJ000118_23.0419.C91 
Strand 

End 68 6 

Method AAT/NAP 

End 68 6 

Score 190 





Seq. No. 


49742 






Seq. ID 


OJ000118_23.0419. 


C91 




Gene No. 


105727 






Strand 








Start 


1 






End 


686 






Name 


OJ000118 23.0419.C91 


.ol 


.gs 


Method 


GENSCAN 






Start 


44 






End 


682 






GI 


none 






Score 


.88 






Exons 


44. .82, 475.-682 














Seq. No. 


49742 






Seq. ID 


OJ000118_23.0419. 


C91 


3 


Gene No. 


105727 






Strand 








Start 


1 






End 


686 






Name 


OJ000118 23.0419.C91 


.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


461 






End 


655 






GI 


none 






Score 


82 






Exons 


461. .649, 477. .596, 


611 


. .655, 


631. . 654 








Seq. No. 


49742 






Seq. ID 


OJ000118_23.0419. 


C91 




Gene No. 


105727 






Strand 








Start 


1 






End 


686 






Name 


OJ000118 23.0419.C91 


.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


473 






End 


649 






GI 


none 






Score 


235 






Exons 


473. .649 













Seq. No. 
Gene No. 



49743 
105728 



Seq. ID OJ000118_23. 0419. C110 
Strand 



51362 




Start 


300 


End 


549 








Name 


OJ000118 23. 0419. C110. ol.gs 


Method 


GENSCAN 








Start 


300 


End 


549 








GI 


none 


Score 


.88 








Exons 


300. .549 












Seq. No. 


49744 


Seq. ID 


OJ000328_ 


14 


.0418 


.CI 


Gene No. 


105729 


Strand 










Start 


1 


End 


5217 








Name 


OJ000328 14.0418.Cl.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


792 








GI 


5080773 


Score 


87 








Exons 


1..236, 380. .442, 522. .792 












GI Descrip. 


(AC007576) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


49744 


Seq. ID 


OJ000328_ 


14 


.0418 


.CI 


Gene No. 


105729 


Strand 










Start 


1 


End 


5217 








Name 


OJ000328 14. 0418. CI. ol.gs 


Method 


GENSCAN 








Start 


132 


End 


792 








GI 


none 


Score 


.55 








Exons 


132. .266, 359. .442, 630. .792 












Seq. No. 


49744 


Seq. ID 


OJ000328_ 


14. 


.0418 


.CI 


Gene No. 


105729 


Strand 










Start 


1 


End 


5217 








Name 


OJ000328 14.0418.Cl.ol.gp 


Method 


AAT/GAP 








Start 


554 


End 


5217 








GI 


none 


Score 


957 








Exons 


554. .901, 5055. .5217 












Seq. No. 


49744 


Seq. ID 


OJ000328_ 


14 


.0418 


-CI 


Gene No. 


105730 


Strand 










Start 


5810 


End 


5868 








Name 


OJ000328 14.0418.Cl.o2.gs 


Method 


GENSCAN 








Start 


5810 


End 


5868 








GI 


none 


Score 


.9 








Exons 


5810.. 5868 












Seq. No. 


49745 


Seq. ID 


OJ000328_ 


14 


.0418 


.C2 


Gene No. 


105731 


Strand 


+ 








Start 


976 


End 


2390 








Name 


OJ000328 14. 0418. C2. ol.gs 


Method 


GENSCAN 








Start 


976 


End 


2390 








GI 


none 


Score 


.43 








Exons 


976.. 1089, 1830.. 2145, 2296.. 


2390 










Seq. No. 


49745 


Seq. ID 


OJ000328_ 


14 


.0418 


.C2 


Gene No. 


105732 


Strand 


+ 








Start 


2369 


End 


2585 








Name 


OJ000328 14.0418.C2.ol.gp 


Method 


AAT/GAP 








Start 


2369 


End 


2585 








GI 


3759000 


Score 


352 








Exons 


2369. .2585 












Seq. No. 


49745 


Seq. ID 


OJ000328_ 


14 


.0418 


.C2 


Gene No. 


105733 


Strand 


+ 









51363 




Start 


5315 


End 


11657 


Name 


OJ000328 14.0418.C2.o3.gs 


Method 


GENSCAN 


Start 


5315 


End 


11657 


GI 


none 


Score 


.45 


Exons 


5315. .5434, 5478.. 5553, 5621 


..6166, 6349. .7232, 7493. .7745 




7931.. 8055, 8113.. 8902, 9774 


..9878, 10080. .10239, 11054 . .1 




11395. .11657 






Seq. No. 


49745 


Seq. ID 


OJ000328_14.0418.C2 


Gene No. 


105733 


Strand 


+ 


Start 


5315 


End 


11657 


Name 


OJ000328 14.0418.C2.o2.gp 


Method 


AAT/GAP 


Start 


9272 


End 


9564 


GI 


61605 3.R1084 


Score 


457 


Exons 


9272. . 9564 






GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) peroxidase [Arabid 




thaliana] ' 






Seq. No. 


49745 


Seq. ID 


OJ000328_14.0418.C2 


Gene No. 


105734 


Strand 


+ 


Start 


12682 


End 


19867 


Name 


OJ000328 14.0418.C2.o4.gs 


Method 


GENSCAN 


Start 


12682 


End 


19867 


GI 


none 


Score 


.79 


Exons 


12682. .12801, 17 845. .18003, 


18432. .18578, 19133. .19424, 




19644 . . 19867 






Seq. No. 


49745 


Seq. ID 


OJ000328_14.0418.C2 


Gene No. 


105735 


Strand 


+ 


Start 


24578 


End 


25261 


Name 


OJ000328 14.0418.C2.o6.gs 


Method 


GENSCAN 


Start 


24578 


End 


25261 


GI 


none 


Score 


.72 


Exons 


24578. .24916, 25012.. 25261 






Seq. No. 


49745 


Seq. ID 


OJ000328__14.0418.C2 


Gene No . 


105736 


Strand 




Start 


10095 


End 


10524 


Name 


OJ000328 14.0418.C2.o3.gp 


Method 


AAT/GAP 


Start 


10095 


End 


10524 


GI 


2428185 


Score 


805 


Exons 


10095. .10524 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


49745 


Seq. ID 


OJ000328_14.0418.C2 


Gene No . 


105737 


Strand 




Start 


10542 


End 


11276 


Name 


OJ000328 14.0418.C2.o4.gp 


Method 


AAT/GAP 


Start 


10542 


End 


11276 


GI 


101153 1.R1084 


Score 


584 


Exons 


10542. .10769, 11085. .11276 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


49745 


Seq. ID 


OJ000328_14.0418.C2 


Gene No. 


105738 


Strand 





51364 




Start 


13416 








End 


14382 




Name 


OJ000328 14. 


0418. 


C2.o5. 


gp 


Method 


AAT/GAP 




Start 


13416 






End 


14382 




GI 


2442941 








Score 


537 




Exons 


13416. .13566, 13642 .. 13710, 


13784. .13854, 14307 


. .14382 


Seq. No. 


49745 








Seq. ID 


OJ000328 


_14.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.o2. 


tm- 


Method 


TBLASTX: 


Maize 


Start 


3240 








End 


3596 




GI 


none 








Score 


208 




Exons 


3240. . 3596, 


3241 . 


. 3591 










Seq. No. 


49745 








Seq. ID 


OJ000328 


JL4.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3270 








End 


3727 




GI 


none 








Score 


219 




Exons 


3270. . 3665, 


3271 . 


.3666, 


3650 


. .3727 






Seq. No. 


49745 








Seq. ID 


OJ000328 


_14.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6585 








End 


6937 




GI 


none 








Score 


165 




Exons 


6585. . 6731, 


6587 . 


. 6724, 


6693 


. .6935, 6711. .6935, 


6716. .6937 


Seq. No. 


49745 








Seq. ID 


OJ000328 


_14.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6936 








End 


7469 




GI 


none 








Score 


47 




Exons 


6936. . 6977, 


7008 . 


. 7220, 


7010 


..7192, 7296. .7469, 


7304 . .7456 


Seq. No. 


49745 








Seq. ID 


OJ000328 


_14 .0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7158 








End 


7567 




GI 


none 








Score 


278 




Exons 


7158 . .7499, 


7301. 


.7471, 


7463 


..7567, 7501. .7566 




Seq. No. 


49745 








Seq. ID 


OJ000328 


_14.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 




Name 


OJ000328 14. 


0418. 


C2.o4. 


tm 


Method 


TBLASTX : 


Maize 


Start 


7574 








End 


7759 




GI 


none 








Score 


226 




Exons 


.7574. .7759, 


7585. 


.7758 










Seq. No. 


49745 








Seq. ID 


OJ000328 


_14.0418.C2 


Gene No. 


105739 








Strand 






Start 


17193 








End 


24253 





51365 



Name OJ000328_14 . 0418 , 

Start 7843 

GI none. 

Exons 7843.-8778, 7866, 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328__14 . 0418 . 

Start 7890 

GI none 

Exons 7890.. 8135, 7891, 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328_14 . 0418 . 

Start 8206 

GI none 

Exons 8206.. 8328, 8208, 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328_14 . 0418 , 

Start 8407 

GI none 

Exons 8407.. 8466, 8421, 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328_14 . 0418 , 

Start 8668 

GI none 

Exons 8668..8922 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328_14 . 0418 . 

Start 8782 

GI none 

Exons 8782..8967, 8968. 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328_14 .0418. 

Start 12220 

GI none 

Exons 12220. .12483 

Seq. No. 49745 

Gene No. 105739 

Start 17193 

Name OJ000328 14.0418. 



C2.ol.tm 
.8126, 8199. 

C2.o3.tw 
.8205 

C2.o7.tw 



Method TBLASTX: Maize 

End 8778 

Score 731 
.8465, 8517. .8759 

Seq. ID OJ000328_14 .0418.C2 
Strand 

End 24253 

Method TBLASTX : Wheat 

End 8205 

Score 313 



Seq. ID OJ000328_14.0418.C2 
Strand 

End 24253 

Method TBLASTX : Wheat 

End 8553 

Score 118 
,8327, 8328. .8480, 8329. .8481, 8473.-8553 



C2.o2.ts 
.8453, 8536, 

C2.o6. tw 



Seq. ID OJ000328_14.0418-C2 
Strand 

End 24253 

Method TBLASTX : Soybean 

End 8937 

Score 57 

.8763, 8541. .8762, 8752. .8937 

Seq. ID OJ000328_14.0418.C2 
Strand 

End 24253 

Method TBLASTX : Wheat 

End 8 922 

Score 229 



C2.o3.tm 



.9123 



C2.o5.tw 



C2.o7.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000328_14.0418.C2 
24253 

TBLASTX: Maize 

9123 

180 



OJ000328_14.0418.C2 
24253 

TBLASTX: Wheat 

12483 

275 



OJ000328_14.0418.C2 
24253 

TBLASTX: Maize 



51366 




Start 


12318 




End 


12525 






GI 


none 




Score 


188 






Exons . 


12318. .12488, 12319. 


.12525 










Seq. No. 


49745 




Seq. ID 


OJ000328 


_14.0418 


.C2 


Gene No. 


105739 




Strand 








Start 


17193 




End 


24253 






Name 


OJ000328 14. 0418. C2. 


o8.tm 


Method . 


TBLASTX : 


Maize 




Start 


12565 




End 


12822 






GI 


none 




Score 


184 . 






Exons 


12565. .12822, 12600. 


.12707 










Seq. No. 


49745 




Seq. ID 


OJ000328 


_14 .0418 


.C2 


Gene No. 


105739 




Strand 








Start 


17193 




End 


24253 






Name 


OJ000328 14. 0418. C2. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15958 




End 


21661 






GI 


none 




Score 


68 






Exons 


15958. .15996, 16653. 


.16838, 


16655. .16744, 16656 


. .16841, 






16657. .16854, 16657. 


.16839, 


16925. .16987, 16927 


. .16986, 






17063. .17164, 17064. 


.17162, 


17367. .17423, 21133 


. .21228, 






21149. .21241, 21325. 


.21420, 


21326. .214 


15, 21581 


. .21661, 






21585. .21650 












Seq. No. 


49745 




Seq. ID 


OJ000328 


_14.0418 


.C2 


Gene No. 


105739 




Strand 








Start 


17193 




End 


24253 






Name 


OJ000328 14. 0418. C2. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


16764 




End 


17423 






GI 


none 




Score 


103 






Exons 


16764. .16838, 16765. 


.16839, 


16925. .16987, 16936 


. .16986, 






17061. .17186, 17063. 


.17260, 


17367. .17423 






Seq. No. 


49745 




Seq. ID 


OJ000328 


JL4.0418 


.C2 


Gene No. 


105739 




Strand 








Start 


17193 




End 


24253. 






Name 


OJ000328 14. 0418. C2. 


06 . gp 


Method 


AAT/GAP 






Start 


17193 




End 


23327 






GI 


none 




Score 


737 






Exons 


17193. .17255, 17363. 


.17423, 


21139. .21225, 21328 


. .21412, 






21576. .21658, 23267. 


.23327 










Seq. No. 


49745 




Seq. ID 


OJ000328 


_14.0418 


.C2 


Gene No. 


105739 




Strand 








Start 


17193 




End 


24253 






Name 


OJ000328 14. 0418. C2. 


o5 .gs 


Method 


GEN SCAN 






Start 


21124 




End 


24253 






GI 


none 




Score 


.8 






Exons 


21124. .21225, 21328. 


.21412, 


21576. .21658, 23267 


. .23469, 






24013. .24253 












Seq. No. 


49745 




Seq. ID 


OJ000328 


_14.0418 


.C2 


Gene No. 


105740 




Strand 








Start 


24620 




End 


24901 






Name 


OJ000328 14. 0418. C2. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


24620 




End 


24901 






GI 


none 




Score 


223 







51367 



Exons 



24620. .24901, 24622.. 24756 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49746 
105741 



Seq. ID OJ000328_14.0418.C3 



Strand 

1 End 9423 

OJ000328_14 . 04 18 . C3 . ol . np Method AAT/NAP 

1 End 1227 

4585884 Score 517 

1..663, 746. .1080, 1108. .1227 

(AC005850) Hypothetical protein [Arabidopsis thaliana] 

49746 Seq. ID OJ000328_14 . 0418 . C3 

105741 Strand + 

1 End 9423 

OJ000328_14 . 04 18 . C3 . ol . gs Method GEN SCAN 

116 End 4316 

none Score . 53 

116. .163, 435.-663, 746. .919, 4165. .4316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49746 Seq.' ID OJ000328_14 . 0418 . C3 

105741 Strand + 

1 End 9423 

OJ000328_14 . 04 18 . C3 . o2 . np Method AAT/NAP 

2514 End 4875 

5922634 Score 134 

2514. .2613, 4858. .4875 

(AP000492) hypothetical protein [Oryza sativa] 

gil 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



49746 Seq. ID 

105741 Strand 

1 End 

OJ000328__14 . 04 18 . C3 . ol . gp Method 

4225 End 

3762952 Score 

4225. .4299, 4329. .4628 



OJ000328_14.0418.C3 
+ 

9423 
AAT/GAP 
4628 
454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49746 Seq. ID OJ000328_14 . 04 18 . C3 

105741 Strand + 

1 End 9423 

OJ000328_14 . 04 18 . C3 . o3 . np Method AAT/NAP 

4384 End 8839 

7489805 Score 88 

4384. .4431, 8613. .8839 

polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



49746 Seq. ID 

105741 Strand 

1 End 

OJ000328_14 . 04 18 . C3 . o2 . gs Method 

5105 End 

none Score 
5105 
8393 



OJ000328_14.0418.C3 
+ 

9423 
GENS CAN 
9423 
.58 ' 

7940, 



5165, 7044.. 7260, 7319.. 7396, 7598.. 7695, 7793 
8475, 8679.. 8850, 9285.. 9423 



51368 




Seq. No. 


49746 




Seq. ID 


OJ000328_14.0418 


.C3 


Gene No. 


105742 




Strand 


+ 




Start 


11435 




End 


14707 




Name 


OJ000328 14. 0418. C3. 


o4 . gs 


Method 


GENSCAN 




Start 


11435 




End 


14707 




GI 


none 




Score 


.52 




Exons 


11435. .11463, 11507. 


.11636 


, 11734. . 12717, 14540. .14707 




Seq. No. 


49746 




Seq. ID 


OJ000328__14.0418 


.C3 


Gene No. 


105743 




Strand 






Start 


9767 




End 


10640 




Name 


OJ000328 14. 0418. C3. 


o3. gs 


Method 


GENSCAN 




Start 


9767 




End 


10640 




GI 


none 




Score 


.64 




Exons 


9767. .10188, 10438. . 


10523, 


10540. .10640 




Seq. No. 


49746 




Seq. ID 


OJ000328__14 .0418 


.C3 


Gene No. 


105744 




Strand 






Start 


11085 




End 


20004 




Name 


OJ000328 14. 0418. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


119 




End 


614 




GI 


none 




Score 


77 




Exons 


119. .292, 363. .614 










Seq. No. 


49746 




Seq. ID 


OJ000328_14.0418 


.C3 


Gene No. 


10574-4 




Strand 






Start 


11085 




End 


20004 




Name 


OJ000328 14. 0418. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


297 




End 


694 




GI 


none 




Score 


89 




Exons 


297. .377, 315. .353, 


387. .665, 419. .670, 


434. .694 




Seq. No. 


49746 




Seq. ID 


OJ000328JL4.0418 


.C3 


Gene No. 


105744 




Strand 






Start 


11085 




End 


20004 




Name 


OJ000328 14. 0418. C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


694 




End 


1101 




GI 


none 




Score 


407 




Exons 


694. .846, 739. .1101, 


740. . 


1069, 750.. 1100, 898.. 1101 




Seq. No. 


49746 




Seq. ID 


OJ000328_14.0418 


.C3 


Gene No. 


105744 




Strand 






Start . 


11085 




End 


20004 




Name 


OJ000328 14. 0418. C3. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


735 




End 


1047 




GI 


none 




Score 


140 




Exons 


735. .818, 739. .864, 


841. .1047 






Seq. No. 


49746 




Seq. ID 


OJ000328_14.0418 


.C3 


Gene No. 


105744 




Strand 






Start 


11085 




End 


20004 




Name 


OJ000328 14. 0418. C3. 


o4 .np 


Method 


AAT/NAP 




Start 


11085 




End 


18420 




GI 


6721516 




Score 


591 




Exons 


11085. .11354, 13947. 


.14191 


, 14593. .14830, 18393. .18420 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 





51369 




Seq. No. 


49746 


Seq. ID 


OJ000328_14.0418.C3 


Gene No. 


105744 


Strand 




Start 


11085 


End 


20004 


Name 


OJ000328 14.0418.C3.o2.gp 


Method 


AAT/GAP 


Start 


16567 


End 


17554 


GI 


none 


Score 


1046 


Exons 


16567. .16833, 17086 .. 17180, 


17364. .17554 


Seq. No. 


49746 


Seq. ID 


OJ000328_14.0418.C3 


Gene No. 


105744 


Strand 




Start 


11085 


End 


20004 


Name 


OJ000328 14.0418.C3.o5.gs 


Method 


GEN SCAN 


Start 


16807 


End 


20004 


GI 


none 


Score 


.57 


Exons 


16807. .16833, 17364. .17554, 


18607. .18738, 19609.. 20004 


Seq. No. 


49747 


Seq. ID 


OJ000328_14 .0418.C4 


Gene No. 


105745 


Strand 


+ 


Start 


1569 


End 


6297 


Name 


OJ000328 14.0418.C4.ol.np 


Method 


AAT/NAP 


Start 


1569 


End 


6093 


GI 


6587821 


Score 


1115 


Exons 


1569. .1696, 1931. .1986, 2592 


..2831, 4165. .4276, 4363.-4537, 




5478. .5718, 5804. .6093 






GI Descrip. 


(AC010924) Contains similarity to gb|AF181686 membrane protein 




TMSld from Drosophila melanogaster . ESTs gb|R64 994, 




gb|AI994832, gb|Z47674 come 


from this 


gene. [Arabidopsis 




thaliana] 






Seq. No. 


49747 


Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105745 


Strand 


+ 


Start 


1569 


End 


6297 


Name 


OJ000328 14.0418.C4.ol.gs 


Method 


GENSCAN 


Start 


2231 


End 


6099 


GI 


none 


Score 


.77 


Exons 


2231. .2240, 2592. .2831, 2929 


..2982, 4165. .4276, 4363. .4537, 




4913. .4946, 5714. .6099 






Seq. No. 


49747 


Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105745 


Strand 


+ 


Start 


1569 


End 


6297 


Name 


OJ000328 14.0418.C4.ol.gp 


Method 


AAT/GAP 


Start 


5866 


End 


6297 . 


GI 


LIB3434-015-P1-K1-A11 


Score 


748 


Exons 


5866. .6297 






GI Descrip. 


, 3879145/emb|CAB07645.1| 2.0e-13 (Z93386) predicted using 




Genefinder; Similarity to Human placenta (DIFF33) protein 




(TR:Q13530); cDNA EST ykl98all.5 comes 


from this gene 




[Caenorhabditis elegans] 1 






Seq. No. 


49747 


Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105746 


Strand 


+ 


Start 


14369 


End 


22413 


Name 


OJ000328 14.0418.C4.o3.gs 


Method 


GENSCAN 


Start 


14369 


End 


21994 


GI 


none 


Score 


.56 


Exons 


14369. .14394, 14487 .. 14712, 


14978. .15881, 15970 .. 16955, 



51370 



17056. . 17581, 17626. .17879, 18162 .. 1834 9, 18731 18861, 
19499. .19550, 20762 .. 21773, 21779.. 21994 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49747 

105746 

14369 

OJ000328_14.0418.C4.o3.np 

20527 

6907087 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20527. .20897, 21078 .. 21773, 22312.. 22413 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



OJ000328_14.0418.C4 
+ 

22413 
AAT/NAP 
22413 
996 



Seq. ID 

Strand 

End 

Method 

End 

Score 



49747 
105747 
22878 

OJ000328_14 . 0418 . C4 . o3 . gp 
22878 

uC-osflcyp033a04bl 
22878. .23260 

' 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ000328_ 
+ 

23260 
AAT/GAP 
23260 
688 



14. 0418. C4 



49747 
105748 
6812 

OJ000328_14.0418.C4.o2.gs 
6812 
none 
6812 
8116 



OJ000328 14. 0418. C4 



Seq. ID _ 
Strand 

End 13170 
Method GENSCAN 
End 13170 
Score .57 

7003, 7053. .7209, 7281. .7468, 7512. .7798, 7800. .8016, 
8202, 8343. .8476, 8685. .8711, 9058. .9155, 9416. .9528, 



9651.. 9713, 11945. .12016, 12964.. 13170 

49747 Seq. ID OJ000328_14 . 04 18 . C4 

105748 Strand 

6812 End 13170 

OJ000328_14 . 04 18 . C4 . o2 . np ■ - Method AAT/NAP 

6853 End 7591 

5922636 Score 391 

6853. .6986, 7281. .7591 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


49747 


Seq. ID 


OJ000328 


Gene No. 


105749 


Strand 




Start 


13124 


End 


13429 


Name 


OJ000328 14.0418.C4.o2.gp 


Method 


AAT/GAP 


Start 


13124 


End 


13429 


GI 


3766645 


Score 


556 


Exons 


13124. .13429 






Seq. No. 


49747 


Seq. ID 


OJ000328 


Gene No. 


105750 


Strand 





51371 




Start 


22306 








End 


24587 


Name 


- OJ000328 14 


.0418 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


483 








End 


677 


GI 


none 








Score 


54 


Exons 


483. .530, 527. .676, 531 


. .677 






Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328_14 


. 0418 


.C4 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2433 








End 


2833 


GI 


none 








Score 


36 


Exons 


2433. . 2522, 


2576 


. . 2749, 


2593. 


.2775, 2612. .2833, 2623. .2820 


Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328_14 


. 0418 


.C4 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2576 








End 


6102 


GI 


none 








Score 


218 


Exons 


2576. .2842, 


2580 


. .2828, 


2584. 


.2829, 2584. .2853, 2585. .2830, 




4146. .4232, 


4152 


. .4277, 


4163. 


.4276, 4165. .4278, 4361. .4522, 




4362. .4475, 


4363 


. .4578, 


4363. 


.4539, 5475. .5675, 5475.-5669, 




5476. . 5718, 


5477 


. .5731, 


5820. 


.6095, 5826. .6101, 5827. .6102, 




5833. . 6102 












Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328 14 


.0418 


,C4 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


2604 








End 


2818 


GI 


none 








Score 


116 


Exons 


2604. .2759, 


2623 


. .2814, 


2624. 


.2818 




Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328_14 


.0418 


.C4 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2746 








End 


4497 


GI 


none 








Score 


100 


Exons 


2746. .2817, 


2747 


. .2830, 


4152. 


.4277, 4163. .4270, 4279. .4323, 




4361. .4483, 


4366 


. .4497, 


4367. 


.4474 




Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328 14, 


.0418 


,C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4160 








End 


6118 


GI 


none 








Score 


152 


Exons 


4160. .4270, 


4161 


. .4277, 


4361. 


.4531, 4366. .4539, . 4367. .4540, 




5477. .5722, 


5478 


. .5675, 


5480. 


.5734, 5551. .5730, 5842. .6093, 




5865. .6095, 


5882 


. .6106, 


5882. 


.6118 




Seq. No. 


49747 








Seq. ID 


OJ000328_14.0418.C4 


Gene No. 


105750 








Strand 




Start 


22306 








End 


24587 


Name 


OJ000328 14, 


.0418 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 



51372 




Start 


4218 


End 


6095 






GI 


none 


Score 


81 






Exons 


4218. .4283, 4220. .4282, 4361 


..4531, 4369. .4539, 


4370. .4471 




5477. .5710, 5478. .5675, 5480 


..5692, 5842. .6093, 


5869. .6093 




5871. .6095 










Seq. No. 


49747 


Seq. ID 


OJ000328 


_14.0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


5869 


End 


6094 






GI 


none 


Score 


315 






Exons 


5869.. 6093, 5871.. 6089, 5875 


..6093, 5891. .6094 






Seq. No. 


49747 


Seq. ID 


OJ000328 


_14 .0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


19267 


End 


19527 






GI 


none 


Score 


88 






Exons 


19267. .19527, 19292. .19459 










Seq. No. 


49747 


Seq. ID 


OJ000328 


14 .0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


19534 


End 


19776 






GI 


none 


Score 


198 






Exons 


19534. .19776 










Seq. No. 


49747 


Seq. ID 


OJ000328 


14.0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.o4.gs 


Method 


GENSCAN 






Start 


22306 


End 


24456 






GI 


none 


Score 


.56 






Exons 


22306. .22412, 22858 .. 23012, 


23984. .24456 






Seq. No. 


49747 


Seq. ID 


OJ000328 


14.0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.o4.np 


Method 


AAT/NAP 






Start 


22807 


End 


24587 






GI 


4680186 


Score 


238 






Exons 


22807. .23012, 24505.. 24587 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


49747 


Seq. ID 


OJ000328 


_14.0418 


.C4 


Gene No. 


105750 


Strand 








Start 


22306 


End 


24587 






Name 


OJ000328 14.0418.C4.o5.np 


Method 


AAT/NAP 






Start 


23981 


End 


24587 






GI 


4836930 


Score 


341 






Exons 


23981. .24587 










GI Descrip. 


(AC006085) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


49747 


Seq. ID 


OJ000328 


_14.0418 


.C4 



51373 



Gene No . 


IUd idO 




Strand 








Start 


22306 




End 


24587 






Name 


OJ000328 14. 0418. C4 


.o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


23989 




End 


24363 






GI 


none 




Score 


55 






Exons 


23989. .24213, 23996 


. .24214, 


24220. .24363, 24221 


. .24334 




Seq. No. 


49747 




beq. iu 


ri Tfinn toq 
(JJ uuuo^o 


_14.0418 


.C4 


Gene No. 


lUo / oU 




otidna 








Start 


22306 




End 


24587 






Name 


OJ000328 14. 0418. C4 


.o2. tm 


Method 


TBLASTX: 


Maize 




Start 


24004 




TP 

bna 


0 A "3 £ £ 
JUO 






GI 


none 




Score 








Exons 


24004. .24366, 24005 


. .24274 










Seq. No. 


49747 




beq. id 


UJUUU jZo 


_14 .0418 


.C4 


Gene No . 


1UO / jU 




btrana 








Start 


22306 




End 


24587 






Name 


OJ000328 14. 0418. C4 


.o3.tw 


Method 


TBLASTX: 


Wheat 




Start 


24136 




T-> _] 

End 


O A A Q O 






GI 


none 




Score 


zol 






Exons 


24136. .24492 












Seq. No. 


49748 




oeq. iu 


UJUUU jZo 


_17.0419 


.C4 


Gene No. 


105 /ol 




Strand 








Start 


93 




£jna 








Name 


OJ000328 17. 0419. C4 


. ol. tm 


Method 


TBLASTX: 


Maize 




Start 


2 




End 


219 






GI 


none 




Score 


122 






Exons 


2. .130, 2. .181, 78. 


.185, 79. 


.219 








Seq. No. 


49748 




Seq. ID 


OJ000328 


_17.0419 


.C4 


Gene No. 


105751 




Strand 








Start 


93 




End 


382 






Name 


OJ000328 17. 0419. C4 


. ol .gs 


Method 


GEN SCAN 






Start 


93 




End 


382 






GI 


none 




Score 


.9 






Exons 


93.. 218, 281.. 382 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49749 

105752 

3209 

OJ000328_17.0419.C5.ol.gp 
3104 

294_3.R1084 

3104. .3311, 3488. .3683, 4444, 



Seq. ID OJ000328_17.0419.C5 

Strand + 

End 5014 

Method AAT/GAP 

End 5014 

Score 1029 
.4510, 4906. .5014 



* 70654/pir | | UQKM 2.0e-37 ubiquitin / ribosomal protein CEP52 
Chlamydomonas reinhardtii >gi_1824 4_emb_CAA43216_ (X60826) 
ubiquitin extension protein (UbCEP52) [Chlamydomonas 
reinhardtii] >gi_1824 6_emb_CAA334 66_ (X15427) 
ubiquitin/ribosomal protein [Chlamydomonas reinhardtii] ' 



49749 Seq. ID 

105752 Strand 

3209 End 

OJ000328_17 . 04 19 . C5 . o2 . gs Method 

3209 End 



OJ000328_17.0419.C5 
+ 

5014 
GENS CAN 
4934 



51374 



GI none Score . 52 

Exons 3209.. 3311, 3488.. 3672, 4444.. 4510, 4906.. 4934 

Seq. No. 49749 Seq. ID OJ000328_17 . 04 19 . C5 

Gene No. 105752 Strand + 

Start 3209 End 5014 

Name OJ000328_17 . 0419 .C5 . o2 . np Method AAT/NAP 

Start 3209 End 4929 

GI 7493554 Score 453 

Exons 3209.. 3311, 3488.-3683, 4444.. 4510, 4906.. 4929 

GI Descrip. ubiquitin - fission yeast (Schizosaccharomyces pombe) 

gi I 7493566 Ipir | | T37897 ubiquitin fusion protein - fission yeast 
(Schizosaccharomyces pombe) gi I 2408009 | emb | CAB16209 . 1 1 (Z99161) 
ubiquitin family protein [Schizosaccharomyces pombe] 
gi I 5912365 | emb | CAB55853 . 1| (AL117390) ubiquitin fusion protein 
[Schizosaccharomyces pombe] 



Seq. No. 


49749 






Seq. ID 


OJ000328 


Gene No. 


105753 






Strand 




Start 


15 






End 


1458 


Name 


OJ000328 


17. 0419. C5 


. ol . gs 


Method 


GENSCAN 


Start 


15 






End 


1458 


GI 


none 






Score 


.74 


Exons 


15. .274, 


357. .560, 


652. .1147, 


1234. .1458 


Seq. No. 


49749 






Seq. ID 


OJ000328 


Gene No. 


105753 






Strand 




Start 


15 






End 


1458 


Name 


OJ000328 


17. 0419. C5 


. ol . np 


Method 


AAT/NAP 


Start 


111 






End 


1413 


GI 


3243234 






Score 


447 


Exons 


111. .274, 


357. .560, 


652. .889, 


998. .1141 


1243.. 


GI Descrip. 


(AF071477) isoflavone reductase related protein 


Seq. No. 


49749 






Seq. ID 


OJ000328 


Gene No. 


105753 






Strand 




Start 


15 






End 


1458 


Name 


OJ000328 


17. 0419. C5 


.ol.ts 


Method 


TBLASTX: 


Start 


111 






End 


1392 


GI 


none 






Score 


46 


Exons 


111. .263, 


370. .561, 


659. .895, 


855. .896, 


999. .10 


Seq. No. 


49749 






Seq. ID 


OJ000328 


Gene No. 


105753 






Strand 




Start 


15 






End 


1458 


Name 


OJ000328 


17. 0419. C5 


.o2.tw 


Method 


TBLASTX:! 


Start 


129 






End 


501 


GI 


none 






Score 


111 


Exons 


129. .284, 


364. .501 








Seq. No. 


49749 






Seq. ID 


OJ000328 


Gene No. 


105753 






Strand 




Start 


15 






End 


1458 


Name 


OJ000328 


17. 0419. C5 


.ol . tc 


Method 


TBLASTX : i 


Start 


370 






End 


1392 


GI 


none 






Score 


64 


Exons 


370. .540, 


653. .712, 


734. .895, 


840. .896, 


998. .10: 



51375 



1306. .1392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49749 
105753 
15 

OJ000328 
370 
none 

370. .462, 469. .555, 612. .716, 650. .868 



17.0419.C5.o2.tm 



Seq. ID OJ000328_17.0419.C5 
Strand 
End 

Method 
End 
Score 



1458 

TBLASTX : Maize 

868 

64 



49749 Seq. ID 

105754 Strand 

3179 End 

OJ000328_17.0419.C5.o2.tc Method 

3179 End 

none Score 



OJ000328_17.0419.C5 
4521 

TBLASTX: Cress 

4520 

161 



3179. .3319, 3208. .3318, 3483. .3611, 3486. .3611, 3487. .3618, 
3622. .3690, 4438. .4506, 4442. .4513, 4485. .4520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ru 



Seq. No. 
Gene No. 
f t Start 
if Name 
3 Start 
U GI 
Exons 



49749 

105754 

3179 

OJ000328_17 .0419.C5.o2.ts 

3181 

none 

3181. .3249, 3196. .3318, 3197. 
3487. .3618, 3622. .3690, 4438. 

49749 

105754 

3179 

OJ000328_17.0419.C5.ol.tw 

3197 

none 

3197. .3253, 3205. .3318, 3206. 
3209.. 3319, 3209.. 3319, 3429. 
3487. .3612, 3487. .3612, 3487. 
3622. .3690 



Seq. ID OJ000328_17.0419.C5 
Strand 

End 4 521 

Method TBLASTX : Soybean 

End 4513 

Score 68 

.3319, 3483. .3617, 3486. .3587, 
.4506, 4442. .4513 

Seq. ID OJ000328_17.0419.C5 
Strand 

End 4521 

Method TBLASTX : Wheat 

End 3690 

Score 159 

.3319, 3208. .3318, 3208. .3318, 
.3617, 3483. .3611, 3483. .3611, 
.3618, 3489..3653, 3622. .3690, 



□ Seq. No. 49749 Seq. ID 

fj Gene No. 105754 Strand 

p 2 Start 3179 End 

Name OJ000328_17 . 04 19 . C5 . ol . tm Method 

Start 3202 End 

GI none Score 
Exons 



OJ000328_17.0419.C5 
4521 

TBLASTX: Maize 

4521 

159 



3202. .3318, 3206. .3319, 3483. .3617, 3486. .3617, 3487. .3618, 
3610. .3690, 3622. .3690, 4438. .4521, 4442. .4513 



Seq. No. 49750 Seq. ID 

Gene No. 105755 Strand 

Start 1 End 

Name OJ000328_17 . 0419.C6.ol .np Method 

Start 1 End 

GI 1362010 Score 

Exons 1..33, 103.. 222, 640.. 755 

GI Descrip. ubiquitin-like protein 9 - Arabidopsis thaliana 



OJ000328_17.0419.C6 
+ 

1501 
AAT/NAP 
755 
94 



51376 





Seq. No. 


49750 


Seq. ID 


OJ000328_17. 0419.C6 




Gene No . 


105755 


Strand 


+ 




Start 


1 


End 


1501 




Name 


OJ000328 17.0419.C6.ol.gs 


Method 


GENSCAN 




Start 


120 


End 


1501 




GI 


none 


Score 


. 95 




Exons 


120. .222, 595. .776, 1277. .1501 






Seq. No. 


49751 


Seq. ID 


OJ000328 17 . 0419.C7 




Gene No . 


105756 


Strand 






Start 


1192 


End 


1410 




Name 


OJ000328 17.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


1192 


End 


1410 




GI 


none 


Score 


. 99 




Exons 


1192. .1410 








Seq. No. 


49752 


Seq. ID 


OJ000328_17 . 0419. C8 




Gene No. 


105757 


Strand 


+ 




Start 


2306 


End 


4315 




Name 


OJ000328 17.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


2306 


End 


4315 




GI 


7446441 


Score 


1755 




Exons 


2306. .4315 








GI Descrip. 


probable serine/threonine-specif ic protein kinase F13M22.2 






2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC2364 1 . 1 1 


i ^ 




(AC004 684) putative receptor- 


like protein kinase [Arabidop 


r rs 




thaliana] 






== = = 

rii 


Seq. No. 


49752 


Seq. ID 


OJ000328_17.0419.C8 




Gene No. 


105758 


Strand 


+ 




Start 


4982 


End 


5716 


Is'™ 


Name 


OJ000328 17.0419.C8.o3.tw 


Method 


TBLASTX: Wheat 




Start 


64 


End 


3338 




GI 


none 


Score 


48 




Exons 


64. .96, 116. .166, 3020. .3292, 


3021.. 3179, 3281.. 3331, 3297 



(EC 



Seq. No. 49752 

Gene No. 105758 

Start 4982 

Name OJ000328_17 . 04 19 . C8 . o2 . tm 

Start 2360 

GI none 

Exons 2360.. 2836, 2361.. 2849, 2604. 

5129. .5209, 5149. .5274, 5215. 



Seq. ID OJ000328_17.0419.C8 

Strand + 

End 5716 

Method TBLASTX : Maize 

End 5521 

Score 539 

.2849, 5030. .5146, 5035. .5145, 
.5520, 5270.. 5521 



Seq. No. 49752 
Gene No. 105758 
Start 4982 

Name OJ000328_17 . 0419 . C8 . o2 . ts 

Start 2391 
GI none 

Exons 2391.. 2561, 2393.-2542, 2532. 

5000. .5149, 5156. .5194, 5261. 
5504. .5653 



Seq. ID OJ000328_17.0419.C8 

Strand + 

End 5716 

Method TBLASTX : Soybean 

End 5653 

Score 138 

.2654, 2661.. 2954, 2702.. 2836, 
.5326, 5336. .5509, 5344. .5508, 



Seq. No. 
Gene No. 



49752 
105758 



Seq. ID OJ000328_17. 0419.C8 
Strand + 



51377 



[3 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 982 End 

OJ000328_17.0419.C8.ol.tc Method 

2412 End 

none Score 



5716 

TBLASTX: Cress 

5715 

101 



2412. .2540, 2532. .2852, 2552. .2836, 2844. .3008, 2850. .3179, 

2858. .3151, 3255. .3392, 3269. .3394, 3347. .3961, 3349.. 3489, 

3350. .3961, 3959. .4045, 4009. .4182, 4100. .4183, 5087. .5146, 

5101. .5145, 5162. .5209, 5224. .5319, 5267. .5515, 5347. .5502, 

5507. .5620, 5512. .5640, 5632. .5715 



49752 

105758 

4982 

OJ000328_17 . 04 19 . C8 . o2 . tw 

2762 

none 



Seq. ID OJ000328_17.0419.C8 

Strand + 

End 5716 

Method TBLASTX : Wheat 

End 5685 

Score 106 



2762. .2836, 2763. .2849, 2841. .3020, 2841. .3008, 2855. .3016, 
5429. .5596, 5432. .5641, 5434. .5640, 5626. .5685 



49752 

105758 

4982 

OJ000328_17.0419.C8.o3.tm 

2858 

none 



Seq. ID OJ000328_17.0419.C8 

Strand + 

End 5716 

Method TBLASTX: Maize 

End 5715 

Score 320 



2858. .3151, 2859. .3152, 2859. .3173, 5522. .5641, 5528. .5590, 
5620. .5715 



49752 

105758 

4982 

OJ000328_17.0419.C8.ol.ts 

3347 

none 

3347. .3847, 3349. .3846 



Seq. ID OJ000328_17.0419.C8 

Strand + 

End 5716 

Method TBLASTX : Soybean 

End 3847 

Score 583 



Seq. No. 49752 Seq. ID 

U Gene No. 105758 Strand 

Start 4 982 End 

lZ Name OJ000328_17 . 0419.C8 .ol . tw Method 

^ Start 3367 End 

U GI none Score 

Exons 3367.. 3489, 3368.. 3790 



OJ000328_17.0419.C8 
+ 

5716 

TBLASTX: Wheat 

3790 

321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49752 Seq. ID 

105758 Strand 

4982 End 

OJ000328_17 . 04 1 9 . C8 . ol . tm Method 

3392 End 

none Score 



OJ000328_17.0419.C8 
+ 

5716 

TBLASTX: Maize 

3964 

339 



3392.. 3625, 3394, 
3622. .3963 



.3612, 3395.. 3625, 3614.. 3856, 3617.. 3964, 



Seq. No. 49752 Seq. ID 

Gene No. 105758 Strand 

Start 4 982 End 

Name OJ000328 17 . 04 19 . C8 . o4 . tm Method 



OJ000328_17.0419.C8 
+ 

5716 

TBLASTX: Maize 



51378 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3965 End 4255 

none Score 218 
3965. .4255, 3977. .4240 

49752 

105758 Strand 

4 982 End 

OJ000328_17 . 04 1 9 . C8 . o2 . np Method 

4 982 End 

1418331 Score 
4982. .5716 

(X95909) receptor like protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000328_17.0419.C8 
+ 

5716 
AAT/NAP 
5716 
499 



Seq. No. 49753 Seq. ID OJ000328_17 . 04 19 . C9 

Gene No. 105759 Strand + 

Start 1 End 1055 

Name OJ000328_17 . 0419 . C9 . ol . np Method AAT/NAP 

Start 1 End 1052 

GI 7446441 Score 998 

Exons 1..1052 

GI Descrip. probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) Arabidopsis thaliana gi | 3236253 | gb|AAC23641 . 1 1 
(AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 49753 Seq. ID 

Gene No. 105759 Strand 

Start 1 End 

Name OJ000328_17 . 0419 . C9 . ol . gs Method 

Start 231 End 

GI none Score 

Exons 231.. 569, 600.. 1055 



OJ000328_17.0419.C9 
+ 

1055 
GENSCAN 
1055 
.97 



Seq. No. 49753 Seq. ID 

Gene No. 105760 Strand 

Start 1499 End 

Name OJ000328_17 . 0419 .C9 . ol . tc Method 

Start 9 End 

GI none Score 
Exons 



OJ000328_17.0419.C9 
2502 

TBLASTX: Cress 

938 

133 



9. .137, 23. .133, 150. .350, 159. .725, 250. .351, 299. .685, 
402. .713, 705. .938, 715. .750, 818. .937 



Seq. No. 


49753 










Seq. ID 


OJ000328_17.0419 


.C9 


Gene No. 


105760 










Strand 






Start 


1499 










End 


2502 




Name 


OJ000328 


_17. 


0419. 


C9.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


65 










End 


578 




GI 


none 










Score 


87 




Exons 


65. .148, 


66. 


.152, 


138. 


578, 


149. .577 






Seq. No. 


49753 










Seq. ID 


OJ000328_17.0419 


.C9 


Gene No. 


105760 










Strand 






Start 


1499 










End 


2502 




Name 


OJ000328 


_17. 


0419. 


C9.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


87 










End 


521 




GI 


none 










Score 


65 




Exohs 


87. .131, 


98. 


.163, 


141. 


521, 


189. .392 







51379 



Seq. No. 49753 

Gene No. 105760 

Start 1499 

Name OJ000328_17 . 0419. C9. ol . tm 

Start 116 

GI none 
Exons 



Seq. ID OJ000328_17.0419.C9 
Strand 

End 2502 

Method TBLASTX : Mai ze 

End 692 

Score 36 



116. .148, 117. .146, 149. .253, 150. .359, 159. .359, 347. .685, 
348. .692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



' 7 jZ Seq. No. 

Gene No. 

LiJ Start 

• % j Name 

ffi Start 

r gi 

!„ Exons 

Lj 

"'"4 Seq. No. 

.U Gene No. 

[*% Start 

i~ Name 

it Start 

U GI 

Exons 



49753 

105760 

1499 

OJ000328_17.0419.C9.o3.tm 

696 

none 

696.. 1016, 696.-935 



Seq. ID OJ000328_17.0419.C9 
Strand 

End 2502 

Method TBLASTX: Maize 

End 1016 

Score 190 



49753 
105760 
1499 

OJ000328_17.0419.C9.ol.gp 
1362 

LIB3433-003-Q6-K6-F12 
1362.. 1574, 2353.. 2502 

'6015437/dbj | AB008112 . 1 | AB008112 9.0e-12 Homo sapiens PEX1 mRNA, 
complete cds' 



Seq, ID OJ000328_17.0419.C9 
Strand 

End 2502 

Method AAT/GAP 

End 2502 

Score 650 



Seq. ID OJ000328_17 .0419.C9 
Strand 

End 2502 

Method GENSCAN 

End 2500 

Score .58 



Seq. ID OJ000328_17.0419.C9 
Strand 

End 2502 

Method TBLASTX : Mai ze 

End 2502 

Score 67 



49753 
105760 
1499 

OJ000328_17.0419.C9.o2.gs 
1499 
none 

1499.. 1574, 2353.. 2500 

49753 
105760 
1499 

OJ000328_17.0419.C9.o2.tm 
1515 
none 

1515. .1574, 1516. .1575, 1517. .1573, 2319. .2501, 2355. .2501, 
2356. .2502 



Seq. No. 49754 

Gene No. 105761 

Start 210 

Name OJ000328_17 . 0419 . C10 . ol . gs 

Start 210 

GI none 
Exons " 210. . 302 



Seq. ID OJ000328_17. 0419. C10 

Strand + 

End 302 

Method GENSCAN 

End 302 

Score . 6 



Seq. No. 49754 

Gene No. 105762 

Start 3411 

Name OJ000328_17 . 04 19 . C10 . o2 . np 



Seq. ID OJ000328_17. 0419. C10 

Strand + 

End 4049 

Method AAT/NAP 



51380 



Start 3411 End 4049 

GI 7106512 Score 138 

Exons 3411.. 3470, 3544.. 3593, 3995.. 4049 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


49754 






Seq. ID 


OJ000328_17.0419 


.C10 


Gene No . 


105763 






Strand 






Start 


1303 






End 


4049 




Name 


OJ000328 17 


.0419. C10. ol 


.np 


Method 


AAT/NAP 




Start 


1195 






End 


4049 




GI 


5852093 






Score 


83 




Exons 


1195. . 1213, 


2934. .3041, 


3962. 


.4049 






GI Descrip. 


(AL117264) 


zwhl6.1 [Oryza sativa] 






Seq. No. 


49754 






Seq. ID 


OJ000328_17.0419 


.C10 


Gene No . 


105763 






Strand 






Start 


1303 






End 


4049 




Name 


OJ000328 17 


.0419. C10. o2 


.gs 


Method 


GENSCAN 




Start 


1303 






End 


3582 




GI 


none 






Score 


.72 




Exons 


1303. .1401, 


' 1848. .1871, 


1928. 


.1998, 3483.. 3582 




Seq. No. 


49755 






Seq. ID 


OJ000328JL7.0419 


.Cll 


Gene No. 


105764 






Strand 


+ 




Start 


1 






End 


5190 




Name 


OJ000328 17 


.0419.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


3788 




GI 


7486188 






Score 


100 




Exons 


1..43, 1063 


..1209, 1294 


. .1397 


, 1522.. 


1694, 3733.-3788 




GI Descrip. 


hypothetical protein F26C24.3 


- Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi I 3252806 | gb | AAC2417 6.il 
[Arabidopsis thaliana] 



(AC004705) hypothetical protein 



49755 

105764 

1 

OJ000328_17.0419.Cll.ol.gs 

436 

none 

436. .441, 1009. .1209, 1294 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1397, 1522.. 1690, 1837.. 1959, 
2074. .2154, 2299. .3183, 4349. .4504, 4602. .4705, 4793. .4958, 
5056. .5190 



OJ000328_17.0419.C11 
+ 

5190 
GENSCAN 
5190 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



49755 Seq. ID 

105764 Strand 
1 End 
OJ000328_17.0419.Cll.ol.gp Method 
977 End 
uC-osroM202019d07bl Score 
977. .1209, 1294. .1397, 1522. .1718 

, 3367591/emb|CAA20043| 2.0e-12 (AL031135) putative protein 
[Arabidopsis thaliana] 1 



OJ000328_17.0419.C11 
+ 

5190 
AAT/GAP 
1718 
950 



49755 

105765 

7275 



Seq. ID 

Strand 

End 



OJ000328_ 
+ 

9899 



17.0419.C11 



51381 



Name 

Start 

GI 

Exons 



OJ000328JL7 . 041 9 . Cll . o2 . gs Method GENS CAN 
7275 End 9899 

none Score .52 

7275.. 7329, 8881.. 8969, 9069. .9224, 9313.. 9416, 9505.. 9670, 
9777. .9899 



Seq. No. 49755 Seq. ID OJ000328_17 . 04 19 . Cll 

Gene No. 105766 Strand 

Start 3140 End 3568 

Name OJ000328_17 . 0419 . Cll . o2 . gp Method AAT/GAP 

Start 3140 End 3568 

GI uC-osroM202019d07al Score 778 

Exons 3140. . 3568 

GI Descrip. ' 5670155/gb | AF161269 . 1 1 AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



Seq. No. 49755 
Gene No. 105767 
Start 11146 

Name OJ000328_17 . 0419 . Cll . ol . tm 

Start 1144 
GI none 

Exons 1144.. 1209, 1291.. 1395, 1353. 

1580.. 1630, 4305.. 4436, 4306. 
4599.. 4703, 4601.. 4702, 4793. 
9067.. 9159, 9173.. 9280, 9310. 
9506. .9613 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1394, 1522 
.4440, 4315 
.4900, 4794 
.9414, 9312 



OJ000328 17. 0419. Cll 



11357 

TBLASTX: Maize 
9613 
77 

1569, 1523.. 1630, 
4503, 4316. .4504, 
4901, 9045.. 9224, 
9413, 9505.. 9612, 



f l 



Seq. No. 49755 Seq. ID 

Gene No. 105767 Strand 

Start 11146 End 

Name OJ000328_17 .0419. Cll . ol . ts Method 

Start 1150 End 

GI none Score 
Exons 



OJ000328_17. 0419. Cll 
11357 

TBLASTX : Soybean 

9645 

71 



1150. .1212, 1288. .1398, 1520. .1651, 4592. .4678, 4593. .4700, 
4775.. 4933, 4791.. 4916, 9111. .9227, 9303.. 9389, 9304.. 9411, 
9502.. 9645, 9506.. 9631 



Seq. No. 49755 
Gene No. 105767 
Start 11146 

Name OJ000328_17 . 0419 . Cll . o2 . tm 

Start 10961 
GI none 
Exons 10961 
11138 

11304. .11357 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

11038, 10961. .11038, 11061 .. 11213, 11137 
11260, 11255. .11293, 11297 .. 11356, 11303 



OJ000328_17. 0419. Cll 
11357 

TBLASTX: Maize 
11357 
55 

11259, 
11356, 



Seq. No. 49755 Seq. ID 

Gene No. 105767 Strand 

Start 11146 End 

Name OJ000328_17 . 04 19 . Cll . o3 . gs Method 

Start ' 11146 End 

GI none Score 

Exons 11146. .11334 



OJ000328_17. 0419. Cll 

11357 
GENSCAN 
11334 
.74 



Seq. No. 



49756 



Seq. ID OJ000328_17.0419.C12 



51382 





Gene No. 


105768 


Strand 






Start 


684 


End 


1045 




Name 


OJ000328 17.0419.C12.ol.gs 


Method 


GENSCAN . 




Start 


684 


End 


1045 




GI 


none 


Score 


.4 




Exons 


684. .832, 923. .1045 








Seq. No. 


49757 


Seq. ID 


OJ000328 




Gene No. 


105769 


Strand 






Start 


625 


End 


1529 




Name 


OJ000328 17.0419.C13.ol.np 


Method 


AAT/NAP 




Start 


373 


End 


1529 




GI 


4680183 


Score 


201 




Exons 


373. .462, 1072. .1142, 1500. 


.1529 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 




Seq. No. 


49757 


Seq. ID 


OJ000328 




Gene No. 


105769 


Strand 






Start 


625 


End 


1529 




Name 


OJ000328 17.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


625 


End 


1142 




GI 


none 


Score 


.43 




Exons 


625. .730, 1004 . . 1142 








Seq. No. 


49758 


Seq. ID 


OJ000328 




Gene No. 


105770 


Strand 


— 




Start 


1 


End 


1806 


: =? 


Name 


OJ000328 17.0419.C14.ol.np 


Method 


AAT/NAP 


S3 


Start 


1 


End 


496 


- Vs? 


GI 


6907086 


Score 


279 




Exons 


1. .496 






r!§ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49758 


Seq. ID 


OJ000328 




Gene No. 


105770 


Strand 


— 




Start 


1 


End 


1806 


p — 


Name 


OJ000328 17.0419.C14.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


1806 




GI 


none 


Score 


.5 




Exons 


45. .186, 1127. .1281, 1343.. 


1399, 1780. 


.1806 




Seq. No. 


49759 


Seq. ID 


OJ000328 




Gene No. 


105771 


Strand 






Start 


1 


End 


1668 




Name 


OJ000328 17.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


407 




GI 


4680186 


Score 


187 




Exons 


1..71, 232. .407 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49759 


Seq. ID 


OJ000328 




Gene No. 


105771 


Strand 






Start 


1 


End 


1668 




Name 


OJ000328 17.0419.C15.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1113 




GI 


7340860 


Score 


74 




Exons 


1..22, 1014. .1113 







51383 




GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


49759 


Seq. ID 


OJ000328__17.0419 


.C15 


Gene No. 


105771 


Strand 






Start 


1 


End 


1668 




Name 


OJ000328 17.0419.C15.ol.gs 


Method 


GEN SCAN 




Start 


222 


End 


1668 




GI 


none 


Score 


.82 




Exons 


222.. 412, 1014.. 1113, 1457..\.1668 






Seq. No. 


49760 


Seq. ID 


OJ000328_17 .0419 


.C16 


Gene No. 


105772 


Strand 


+ 




Start 


407 


End 


701 




Name 


OJ000328_17 .0419.C16.ol.gs 


Method 


GENSCAN 




Start 


407 


End 


701 




GI 


none 


Score 


.69 




Exons 


407. .480, 618. .701 








Seq. No. 


49761 


Seq. ID 


OJ000328_17 .0419 


.C18 


Gene No. 


105773 


Strand 


+ 




Start 


130 


End . 


354 




Name 


OJ000328 17.0419.C18.ol.gs 


Method 


GENSCAN 




Start 


130 


End 


354 




GI 


none 


Score 


.91 




Exons 


130. .354 








Seq. No. 


49762 


Seq. ID 


OJ000328_17 . 0419 


.C19 


Gene No. 


105774 


Strand 






Start 


215 


End 


1024 




Name 


OJ000328 17.0419.C19.ol.gs 


Method 


GENSCAN 




Start 


215 


End 


1024 




GI 


none 


Score 


.42 ■ 




Exons 


215. .346, 1004. .1024 








Seq. No. 


49763 


Seq. ID 


OJ000328_17.0419 


.C21 


Gene No. 


105775 


Strand 


+ 




Start 


1 


End 


1060 




Name 


OJ000328 17.0419.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1060 




GI 


7340860 


Score 


75 




Exons 


1..26, 632. .698, 815. .949, 1015. .1060 






GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


49763 


Seq. ID 


OJ000328_17.0419 


.C21 


Gene No. 


105775 


Strand 


+ 




Start 


1 


End 


1060 




Name 


OJ000328 17.0419.C21.ol.gs 


Method 


GENSCAN 




Start 


497 


End 


700 




GI 


none 


Score 


.82 




Exons 


497. .700 








Seq. No. 


49764 


Seq. ID 


OJ000328_17.0419 


.C22 


Gene No. 


105776 


Strand 


+ 




Start 


2541 


End 


3723 




Name 


OJ000328 17.0419.C22.o2.np 


Method 


AAT/NAP 





51384 




Start 


2541 






End 


3723 


GI 


6850862 






Score 


915 


Exons 


2541, .3723 










GI Descrip. 


(AL132959) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


49764 






Seq. ID 


OJ000328_17 . 0419.C22 


Gene No. 


105777 






Strand 




Start 


1392 






End 


2029 


Name 


OJ000328 17 


.0419.C22.ol 


np 


Method 


AAT/NAP 


Start 


1392 






End 


2029 


GI 


7339719 






Score 


129 


Exons 


1392. .1789, 


1899. .2029 








GI Descrip. 


(AP001539) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49764 






Seq. ID 


OJ000328_17.0419.C22 


Gene No. 


105778 






Strand 




Start 


2534 






End 


3709 


Name 


OJ000328 17 


.0419.C22.ol 


tm 


Method 


TBLASTX: Maize 


Start 


2534 






End 


3709 


GI 


none 






Score 


427 


Exons 


2534. .2581, 


2552. .2662, 


2579 


..2926, 2584. .2940, 2687. .2941, 




2870. .3199, 


2923. .2985, 


2984 


..3196, 2986. .3219, 2986. .3291, 




3141. .3299, 


3264. .3389, 


3266 


..3709, 3281.. 3451, 3361.. 3705, 



3497. .3706 



Seq. No. 49764 

Gene No. 105778 

Start 2534 

Name OJ000328_17 . 0419.C22 .ol . tc 

Start 2585 

GI none 

Exons 258S..2662, 2675.-2767, 2788, 
2998. .3075 



Seq. ID OJ000328_17.0419.C22 
Strand 

End 3709 

Method TBLASTX : Cress 

End 3139 

Score 97 

.2877, 2789. .2875, 2978. .3139, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49764 

105778 

2534 

OJ000328 

3457 

none 



17.0419.C22.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_17.0419.C22 
3709 

TBLASTX : Soybean 

3709 

353 



3457.. 3705, 3458.. 3709, 3503.. 3706 



Seq. No. 49765 
Gene No. 105779 
Start 1 

Name OJ000328_17 . 0419 .C23 . ol . np 

Start 1 

GI 7522316 

Exons 1..218 

GI Descrip. hypothetical protein 
(Schizosaccharomyces 
gi I 24 4 0186 | emb I CAB08604.il 
[Schizosaccharomyces pombe 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_ 
+ 

593 

AAT/NAP 

218 

73 



17.0419.C23 



SPAC20G8.10c - fission yeast 
pombe) (fragment) 

(Z95334) hypothetical protein 



Seq. No. 
Gene No. 
Start 



49765 

105779 

1 



Seq. ID 

Strand 

End 



OJ000328_ 
+ 

593 



17.0419.C23 



51385 





Name 


OJ000328 17.0419.C23.ol.tm 


Method 


TBLASTX: 




Start 


2 


End 


232 




GI 


none 


Score 


364 




Exons 


2. .232, 4. .228 








Seq. No. 


49765 


Seq. ID 


OJ000328 




Gene No. 


105779 


Strand 


+ 




Start 


1 


End 


593 




Name 


OJ000328 17.0419.C23.ol.tc 


Method 


TBLASTX: 




Start 


11 


End 


219 




GI 


none 


Score 


242 




Exons 


11. .217, 34. .216, 133. .219 








Seq. No. 


49765 


Seq. ID 


OJ000328 




Gene No. 


105779 


Strand 


+ 




Start 


1 


End 


593 




Name 


OJ000328 17.0419.C23.ol.gp 


Method 


AAT/GAP 




Start 


47 


End 


593 




GI 


LIB3434-035-PI-K1-A7 


Score 


353 




Exons 


47. .256, 557. .593 








GI Descrip. 


'544187 6/dbj | AP000367 . 1 | AP000367 l.Oe- 


114 Oryza 






DNA, chromosome 2, clone : P0437H03 (contig b) 1 


JS is. 


Seq. No. 


49765 


Seq. ID 


OJ000328 




Gene No. 


105779 


Strand 


+ 




Start 


1 


End 


593 


rn 


Name 


OJ000328 17.0419.C23.ol.ts 


Method 


TBLASTX: 


r; 3 


Start 


64 


End 


217 




GI 


none 


Score 


201 




Exons 


64. .216, 65. .217 








Seq. No. 


49766 


Seq. ID 


OJ000328 


! =7 


Gene No. 


105780 


Strand 


+ 




Start 


817 


End 


2153 


f ~1 


Name 


OJ000328 17.0419.C24.ol.np 


Method 


AAT/NAP 




Start 


817 


End 


2153 




GI 


5734715 


Score 


259 


2* ~ 


Exons 


817. .865, 1817. .2153 






l t3 


GI Descrip. 


(AC008075) Similar to gb|AF110333 PrMC3 protein 



17.0419.C24 



radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



49766 

105780 

817 

OJ000328_17.0419.C24.ol.tm 

1639 

none 



Seq. ID OJ000328_17.0419.C24 



Strand 
End 

Method 

End 

Score 



+ 

2153 

TBLASTX: Maize 

2105 

52 



1639. .1692, 1641. .1694, 1643. .1705, 1710. .1745, 1711. .1752, 
1713. .1751, 1830. .1934, 1831. .1938, 1914. .2105, 2056. .2103 



Seq. No. 49766 Seq. ID 

Gene No. 105780 Strand 

Start 817 End 

Name OJ000328__17 .0419. C24 . o2 . gs Method 

Start . 1735 End 

GI none Score 



OJ000328_17.0419.C24 
+ 

2153 
GEN SCAN 
2138 
.99 



51386 



Exons 



1735. .2138 



Seq. No. 4 9766 

Gene No. 105780 

Start 817 

Name OJ000328_17 . 0419.C24 .ol . tw 

Start 1822 

GI none 

Exons 1822.. 1893, 1823 1894 , 1830 . 
2056. .2151 



Seq. ID OJ000328_17.0419.C24 

Strand + 

End 2153 

Method TBLASTX : Wheat 

End 2153 

Score 93 

.1934, 1831. .1947, 2031. .2153, 



f=3 



Seq. No. 49767 
Gene No. 105781 
Start 1 

Name OJ000328_17 . 0419 . C25 . ol . np 

Start 1 
GI 5734715 
Exons 1 . .470 

GI Descrip,.. (AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 

radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



Seq. ID OJ000328_17.0419.C25 

Strand + 

End 470 

Method AAT/NAP 

End 470 

Score 258 



Seq. No. 49767 Seq. ID 

Gene No. 105781 Strand 

Start 1 End 

W Name OJ000328_17 . 0419 .C25 . ol . gs Method 

[H Start 60 End 

fij GI none Score 

Exons 60 . .4 61 



OJ000328_17.0419.C25 
+ 

470 

GEN SCAN 

461 

.87 



"-;f Seq. No. 49767 Seq. ID 

*3 Gene No. 105781 Strand 

fij. Start 1 End 

'J Name OJ000328_17 . 0419 . C25 . ol . gp Method 

~ f ~ Start 285 End 

^ GI none Score 

Exons 285.. 404 



OJ000328_17.0419.C25 
+ 

470 

AAT/GAP 

404 

197 



Q Seq. No. 

fi Gene No. 

I* Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49767 Seq. ID 

105782 Strand 

1270 End 
OJ000328_17 .0419. C25 . o2 . gs Method 

1270 End 

none Score 

1270. .1482, 2140. .2247 



49767 

105783 

2558 

OJ000328_17.0419.C25.ol.tm 
17 

none 



OJ000328_17.0419.C25 
+ 

2247 
GEN SCAN 
2247 
.93 



Seq. ID OJ000328_17.0419.C25 
Strand 

End 3385 

Method TBLASTX : Mai ze 

End 449 

Score 266 



17. .205, 18. .209, 228. .449, 260. .391 



49767 

105783 

2558 



Seq. ID OJ000328JL7 .0419.C25 
Strand 

End 3385 



51387 





Name 


OJ000328 17.0419.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17 


End 


449 




GI . 


none 


Score 


266 




Exons 


17. .205, 18. .209, 228. .449, 


260. .391 






Seq. No. 


49767 


Seq. ID 


OJ000328_17.0419.C25 




Gene No. 


105783 


Strand 






Start 


2558 


End 


3385 




Name 


OJ000328 17 .0419.C25.o3.gs 


Method 


GENSCAN 




Start 


2558 


End 


3385 




GI 


none 


Score 


.89 




Exons 


2558.. 2796, 3061.. 3115, 3233 


. .3385 






Seq. No. 


49768 


Seq. ID 


OJ000328_17.0419.C26 




Gene No. 


105784 


Strand 


+ 




Start 


944 


End 


2296 




Name 


OJ000328 17.0419.C26.ol.gs 


Method 


GENSCAN 




Start 


944 


End 


2128 




GI 


none 


Score 


.55 




Exons 


944.. 1161, 1278.. 1308, 1819. 


.2128 






Seq. No. 


49768 


Seq. ID 


OJ000328_17.0419.C26 




Gene No. 


105784 


Strand 


+ 




Start 


944 


End 


2296 


3 


Name 


OJ000328 17.0419.C26.ol.np 


Method 


AAT/NAP 


1 


Start 


1580 


End 


2296 


h 


GI 


6907088 


Score 


322 




Exons 


1580.. 1717, 1893.. 2077, 2268 


. .2296 




3 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


y 


Seq. No. 


49769 


Seq. ID 


OJ000328_17 .0419.C28 




Gene No. 


105785 


Strand 


+ 


y 


Start 


726 


End 


1221 




Name 


OJ000328 17.0419.C28.ol.tc 


Method 


TBLASTX: Cress 


— 


Start 


724 


End 


1196 


j 


GI 


none 


Score 


42 




Exons 


724. .747, 726. .749, 834 . .893 


, 845. .892, 


1002. .1067, 1003. .1071, 


= 




1087.. 1191, 1089. .1196 






5 


Seq. No. 


49769 


Seq. ID 


OJ000328_17.0419.C28 


1! 


Gene No. 


105785 


Strand 


+ 




Start 


726 


End 


1221 




Name 


OJ000328 17.0419.C28.ol.gs 


Method 


GENSCAN 




Start 


726 


End 


1197 




GI 


none 


Score 


1 




Exons 


726. .894, 1004. .1197 








Seq. No. 


49769 


Seq. ID 


OJ000328 17.0419.C28 




Gene No. 


105785 


Strand 


+ 




Start 


726 


End 


1221 




Name 


OJ000328 17.0419.C28.ol.np 


Method 


AAT/NAP 




Start 


726 


End 


1194 




GI 


7430872 


Score 


286 




Exons 


726. .894, 1004. .1194 








GI Descrip. 


plantacyanin - spinach gi | 3395754 | gb IAAC32448 . 1 1 (U76296) 






plantacyanin [Spinacia oleracea] 





51388 



Seq. No. 49769 

Gene No. 105785 

Start 726 

Name OJ000328_17 . 0419.C28 .ol . ts 

Start 726 

GI none 
Exons 



Seq. ID OJ000328_17.0419.C28 

Strand + 

End 1221 

Method TBLASTX : Soybean 

End 1191 

Score 80 

726.-752, 779. .844, 834. .893, 834. .890, 1003. .1080, 1008. .1079, 
1087. .1191, 1089. .1190 



Seq. No. 49769 

Gene No. 105785 

Start 726 

Name OJ000328_17 . 0419 .C28 . ol . tm 

Start 834 

GI none 

Exons 834. .893, 834. .893, 1002. .1055, 1003. .1068, 1072. .1221, 
1095. .1199 



Seq. ID OJ000328_17.0419.C28 

Strand + 

End 1221 

Method TBLASTX: Maize 

End 1221 

Score 79 



Seq. No. 49770 

Gene No. 105786 

Start 72 

Name OJ000328_17 . 0419 . C29 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000328_17.0419.C29 

Strand + 

End 1721 

Method TBLASTX : Soybean 

End 1711 

Score 67 



1..72, 72. .107, 1201. .1590, 1269. .1628, 1279. .1434, 1395. .1628, 
1486. .1644, 1643. .1711, 1643. .1711 



Seq. No. 49770 

Gene No. 105786 

Start 72 

Name OJ000328_17 . 04 1 9 . C2 9 . ol . gs 

Start 72 

GI none 

Exons 72.. 104, 1216.. 1701 



Seq. ID OJ000328_17.0419.C29 

Strand + 

End 1721 

Method GEN SCAN 

End 1701 

Score .84 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 



49770 
105786 
72 

OJ000328_17.0419.C29.ol.np 
1297 
7225642 
1297. .1710 

(AE002398) conserved hypothetical protein [Neisseria 
meningitidis] 



Seq. ID OJ000328_17.0419.C29 
Strand + 

1721 
AAT/NAP 
1710 
141 



End 

Method 

End 

Score 



49770 

105786 

72 

OJ000328_17.0419.C2 9.ol.tm 

1473 

none 



Seq. ID OJ000328_17.0419.C29 

Strand + 

End 1721 

Method TBLASTX : Maize 

End 1721 

Score 187 



1473. .1706, 1476. .1643, 1486. .1644, 1486. .1584, 1643. .1711, 
1654.. 1710, 1686. .1721 



Seq. No. 
Gene No. 
Start 



49771 

105787 

669 



Seq. ID OJ000328_17.0419.C31 
Strand + 
End 14 63 



51389 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000328_17 . 0419 . C31 . ol . np Method AAT/NAP 
669 End 1463 

6907088 Score 353 

669. .806, 982. .1224, 1416. .1463 
(AP001129) hypothetical protein [Oryza sativa] 



49772 
105788 
197 • 

OJ000328_17.0419.C34.ol.gp 
197 

uC-osflcypl25e02bl 



Seq. ID OJ000328_17.0419.C34 

Strand + 

End 1308 

Method AAT/GAP 

End 1308 

Score 711 



197. .480, 566. .615, 1254. .1308 

1 6069643/dbj | AP000616.il AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


49772 


Seq. ID 


OJ000328_ 


17 


.0419. 


C34 


Gene No. 


105788 


Strand 


+ 








Start 


197 


End 


1308 








Name 


OJ000328 17.0419.C34.ol.gs 


Method 


GENSCAN 








Start 


199 


End. 


998 








GI 


none 


Score 


.94 








Exons 


199. .480, 566. .615, 983. .998 












Seq. No. 


49773 


Seq. ID 


OJ000328_ 


17 


.0419. 


C37 


Gene No. 


105789 


Strand 


+ 








Start 


30 


End 


701 








Name 


OJ000328 17.0419.C37.ol.gs 


Method 


GENSCAN 








Start 


30 


End 


701 








GI 


none 


Score 


.65 








Exons 


30. .53, 190. .332, 632. .701 












Seq. No. 


49773 


Seq. ID 


OJ000328_ 


17 


.0419. 


C37 


Gene No. 


105790 


Strand 










Start 


2040 


End 


3382 








Name 


OJ000328 17.0419.C37.o2.gs 


Method 


GENSCAN 








Start 


2040 


End 


3382 








GI 


none 


Score 


.52 








Exons 


2040.. 2062, 2289.. 2317, 2634.. 


2782, 3308.. 3382 








Seq. No. 


49774 


Seq. ID 


OJ000328_ 


17 


.0419. 


C38 


Gene No. 


105791 


Strand 


+ 








Start . 


336 


End 


3712 








Name 


OJ000328 17.0419.C38.ol.gs 


Method 


GENSCAN 








Start 


336 


End 


3504 








GI 


none 


Score 


.65 








Exons 


336. .493, 669. .905, 1049. .1192 


, 1323.. 


1394, 1476 




1535, 






1772. .1861, 2274. .2444, 2689.. 


3504 










Seq. No. 


49774 


Seq. ID 


OJ000328_ 


17 


.0419. 


C38 


Gene No. 


105791 


Strand 


+ 








Start 


336 


End 


3712 









Name OJ000328_17 . 0419 . C38 . ol . gp Method AAT/GAP 

Start 2451 End 2643 

GI 5667165 Score 329 

Exons 2451.. 2643 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 



51390 



japonica BAC clone 34K24, complete sequence 



Seq. No. 


49774 


Seq. ID 


OJOOQozo 17. 0419. Coo 


Gene No. 


105791 


Strand 


+ 


Start 


336 


End 


3712 


Name 


OJ000328 17.0419.C38.ol.np 


Method 


AAT/NAP 


Start 


2729 


End 


3712 


GI 


6907086 


Score 


1252 


Exons 


2729. .3484, 3542. .3712 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


49775 


Seq. ID 


OJ000328_17.0419.C39 


Gene No. 


105792 


Strand 


+ 


Start 


796 


End 


1884 


Name 


OJ000328 17.0419.C39.ol.np 


Method 


AAT/NAP 


Start 


796 


End 


1884 


GI 


7485502 


Score 


935 


Exons 


796. .1884 






GI Descrip. 


hypothetical protein F15B8. 


190 - Arabidopsis thaliana 




gi I 4 678285 |emb ICAB41193.il 


(AL049660) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


49775 


Seq. ID 


OJ000328_17.0419.C39 


Gene No. 


105792 


Strand 


+ 


Start 


796 


End 


1884 


Name 


OJ000328 17.0419.C39.ol.ts 


Method 


TBLASTX : Soybean 


Start 


838 


End 


1882 


GI 


none 


Score 


346 


Exons 


838. .1149, 906. .1001, 1051. 


.1146, 1056 


. .1169, 1154. .1225, 




1155. .1250, 1254. .1382, 1295. .1384, 1445. .1564, 1445. .1630, 




1449. .1631, 1486. .1644, 1626. .1859, 1643. .1834, 1719. .1859, 




1812.. 1880, 1832. .1882 






Seq. No. 


49775 


Seq. ID 


OJ000328_17.0419.C39 


Gene No . 


105792 


Strand 


+ 


Start 


796 


End 


1884 


Name 


OJ000328 17.0419.C39.ol.gs 


Method 


GEN SCAN 


Start 


857 


End 


1835 


GI 


none 


Score 


.42 


Exons 


857. .1098, 1188. .1835 






Seq. No. 


49775 


Seq. ID 


OJ000328_17.0419.C39 


Gene No. 


105792 


Strand 


+ 


Start 


796 


End 


1884 


Name 


OJ000328 17.0419.C39.ol.tc 


Method 


TBLASTX: Cress 


Start 


886 


End 


1871 


GI 


none 


Score 


297 


Exons 


886. .1149, 924. .1001, 1065. 


.1169, 1154 


..1225, 1155. .1238, 




1218. .1382, 1295. .1384, 1446. .1631, 1448. .1630, 1626. .1871, 




1643.. 1852 






Seq. No. 


49775 


Seq. ID 


OJ000328_17.0419.C39 


Gene No. 


105792 


Strand 


+ 


Start 


796 


End 


1884 


Name 


OJ000328 17.0419.C39.ol.tm 


Method 


TBLASTX: Maize 


Start 


1407 


End 


1856 


GI 


none 


Score 


162 



51391 





Exons 


1407. .1619, 1433. .1579, 1444. 


.1626, 1574. .1624, 1650. .1856 




Seq. No. 


4 y / / D 




Seq. ID 


OJ000328_17.0419. 


U 




Gene No. 


i r\ c i c\ o 

lOo /yj 




Strand 


+ 






Start 


1 




End 


394 






Name 


OJ000328_17.0419.C40.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


382 






GI 


7485502 




Score 


181 






Exons 


1 . .23, 148 , , 382 












GI Descrip. 


hypothetical protein F15B8. 


190 - Arabidopsis thaliana 








gi I 4 678285 I emb | CAB41193 . 1 1 


(AL049660) 


putative protein 








[Arabidopsis thaliana] 












Seq. No. 


49776 




Seq. ID 


OJ000328 17.0419. 


C40 




Gene No. 


105793 




Strand 


+ 






Start 


1 




End 


394 






Name 


OJ000328 17.0419.C40.ol.ts 




Method 


TBLASTX : Soybean 






Start 


157 




End 


394 






GI 


none 




Score 


94 






Exons 


157. .231, 158. .232, 263. .394, 


349. .390 








Seq. No. 


49776 




Seq. ID 


OJ000328 17.0419. 


C40 




Gene No. 


105793 




Strand 


+ 






Start 


1 




End 


394 




Ji 


Name 


OJ000328 17.0419.C40.ol.tc 




Method 


TBLASTX: Cress 




~= 


Start 


163 




End 


385 




h ' 


GI 


none 




Score 


214 




: s 
La 


Exons 


163. .237, 164. .385, 334. .384 










Seq. No. 


49777 




Seq. ID 


OJ000328 17.0419. 


C41 




Gene No. 


105794 




Strand 


+ 






Start 


177 




End 


267 






Name 


OJ000328 17.0419.C41.ol.gs 




Method 


GENSCAN 






Start 


177 




End 


267 






GI 


none 




Score 


. 72 






Exons 


177. .267 












Seq. No. 


49778 




Seq. ID 


OJ000208_18.0417. 


CI 


3 


Gene No. 


105795 




Strand 


+ 






Start 


4131 




End 


4246 






Name 


OJ000208 18.0417.Cl.ol.gs 




Method 


GENSCAN 






Start 


4131 




End 


4246 






GI 


none 




Score 


.71 






Exons 


4131. .4246 












Seq. No. 


49778 




Seq. ID 


OJ000208_18.0417. 


CI 




Gene No. 


105796 




Strand 


+ 






Start 


10457 




End 


10511 






Name 


OJ000208 18.0417.Cl.o3.gp 




Method 


AAT/GAP 






Start 


10457 




End 


10511 






GI 


557 1.R1084 




Score 


64 






Exons 


10457. .10511 












GI Descrip. 


, 576771/gb|U16256|OSU16256 


0. 


0e+00 Oryza sativa cone SRI 






sucrose-regulated mRNA, 3 1 ' 


-end sequence' 






Seq. No. 


49778 




Seq. ID 


OJ000208_18.0417. 


CI 




Gene No. 


105797 




Strand 







51392 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4901 End 12070 

OJ000208_18 . 04 17 . CI . ol . np Method AAT/NAP 

4901 End 8226 

6815052 Score 264 

4901. .5025, 7880. .7949, 8021. .8226 
(AP001080) hypothetical protein [Oryza sativa] 



49778 
105797 
4901 

OJ000208_18.0417.Cl.o2.gs 
5482 
none 

S482..5634, 5782. .5991, 6326. .6481, 6777. .6827, 
10688. .10733, 10922 .. 11015 , 11101 .. 11298, 11657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 18. 0417. CI 



12070 
GENSCAN 
12070 
.66 



7937. .8172, 
, .12070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49778 Seq. ID OJ000208_18 . 04 17 . CI 

105797 Strand 

4901 End 12070 

OJ000208_18 . 04 17 . CI . o2 . gp Method AAT/GAP 

7006 End 7571 

4879016 Score 843 

7006. .7571 

6041757/gb|AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49779 

105798 

690 

OJ000208_18.0417.C2.ol.gs 

690 

none 

690. .753, 971. .1011 

49779 

105799 

2140 

OJ000208_18 . 04 17 . C2 . ol . gp 

2140 

none 

2140. .2593 

49779 
105800 
2408 

OJ000208_18.0417.C2.ol.np 
2408 
6978915 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_18.0417.C2 
+ 

1011 
GENSCAN 
1011 
.64 



OJ000208_18.0417.C2 
+ 



2593 
AAT/GAP 
2593 
890 



Seq. ID OJ000208_18.0417.C2 
Strand 

End 6754 

Method AAT/NAP 

End 6754 

Score 795 

2408. .2618, 3629. .3721, 4334. .4471, 4563. .4690, 5145. .5305, 
5385. .5475, 6375. .6430, 6592. .6754 



GI Descrip. (AC021665) unknown protein [Arabidopsis thaliana] 



Seq. No. 49779 Seq. ID 

Gene No. 105801 Strand 

Start 704 6 End 

Name OJ000208 18 . 04 17 . C2 . o7 . tm Method 



OJ000208_18.0417.C2 
11135 

TBLASTX: Maize 



51393 



Start 
GI 

Exons 



3596 End 6644 

none Score 75 

3596. .3715, 3597. .3731, 4334. .4471, 4560. .4700, 5146. .5301, 

5146. .5307, 5147. .5308, 5363. .5482, 5385.-5474, 5393. .5479, 

6376.. 6420, 6591. .6644 



Seq. No. 49779 

Gene No. 105801 

Start 7046 

Name OJ000208_18 . 0417 . C2 . o4 . ts 

Start 4406 

GI none 

Exons 4406.. 4471, 4410.. 4472, 4560. 
5143.. 5307, 5144.. 5308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_18.0417.C2 
11135 

TBLASTX: Soybean 

5308 

58 



,4700, 4561.. 4701, 5143.. 5307, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000208_18.0417.C2 
Strand 
End 

Method 
End 
Score 

4560. .4700, 5137. .5307, 5144. .5332, 5385. .5483, 5390. .5485 



49779 

105801 

7046 

OJ000208_18 . 0417 . C2 . o4 . tw 

4560 

none 



11135 

TBLASTX .-Wheat 

5485 

164 



Seq. No. 49779 Seq. ID 

Gene No. 105801 Strand 

Start 7046 End 

Name OJ000208_18 . 0417 .C2 .06 . tw Method 

Start 7037 End 

GI none Score 

Exons 7037.. 7240, 7038.. 7244 



OJ000208_18.0417.C2 
11135 

TBLASTX: Wheat 

7244 

132 



Seq. No. 49779 

Gene No. 105801 

Start 7046 

Name OJ000208_18 . 0417 .C2 . o2 . np 

Start 7046 

GI 2865424 

Exons 7046.. 10489, 10624 .. 10783, 
GI Descrip. 



Seq. ID OJ000208_18.0417.C2 
Strand 

End 11135 

Method AAT/NAP 

End 11135 

Score 1994 
10925. .11135 



(AF039371) polyprotein [Arabidopsis thaliana] 



Seq. No. 49779 

Gene No. 105801 

Start 7046 

Name OJ000208_18 . 0417 . C2 . o3 . np 

Start 7055 

GI 7444451 

Exons 7055.. 10396, 10590 .. 10728 , 
GI Descrip. 



Seq. ID OJ000208_18.0417.C2 
Strand 

End 11135 

Method AAT/NAP 

End 11135 

Score 1944 
10840. .11135 



probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | 
retrofit [Oryza longistaminata] 



(U72725) 



Seq. No. 49779 Seq. ID 

Gene No. 105801 Strand 

Start 7046 End 

Name 0 J000208_18 . 04 17 . C2 . o4 . tm Method 

Start 7103 End 

GI none Score 



OJ000208_18.0417.C2 
11135 

TBLASTX: Maize 

7401 

105 



51394 






Exons 


7103. .7399, 


7104 


. .7340, 


7115. 


.7399, 7204.. 7401 






Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 




Gene No. 


105801 








Strand 


~ - 






Start 


7046 








End 


11135 






Name 


OJ000208 18 


.0417 


,C2.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


7106 








End 


7702 






GI 


none 








Score 


175 






Exons 


7106. .7702, 


7107 


. .7511, 


7575. 


.7697 








Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 




Gene No. 


105801 








Strand 








Start 


7046 








End 


11135 






Name 


OJ000208 18 


.0417 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


7405 








End 


7867 






GI 


none 








Score 


70 






Exons 


7405. .7515, 


7409 


. .7867, 


7410. 


.7856 








Seq. No. 


49779 








Seq. % ID 


OJ000208JL8.0417 


: C2 




Gene No. 


105801 








Strand 








Start 


7046 








End 


11135 






Name 


OJ000208 18 


.0417 


.C2.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


7466 








End 


■7897 






GI 


none 








Score 


60 




1 J 

\2 

Cn 


Exons 


7466. .7735, 


7467 


. .7520, 


7578. 


.7760, 7733. .7897, 7737. .7889 


Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


= : s 
3 ij 


Gene No. 


105801 








Strand 








Start 


7046 








End 


11135 




3 . S 


Name 


OJ000208 18 


.0417 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


7874 








End 


8279 






GI 


none 








Score 


279 




ru 


Exons 


7874. .8278, 


7878 


. .8279 










f 1 


Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


* 


Gene No. 


105801 








Strand 








Start 


7046, 








End 


11135 




pa 


Name 


OJ000208 18 


.0417 


. C2.o2. 


tw 


Method 


TBLASTX: Wheat 




%2 


Start 


7898 








End 


8411 




f *% 


GI 


none 








Score 


124 






Exons 


7898. .8080, 


8066 


. .8410, 


8067. 


.8411 








Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 




Gene No. 


105801 








Strand 








Start 


7046 








End 


11135 






Name 


OJ000208 18 


.0417 


.C2.o2 . 


ts 


Method 


TBLASTX : Soybean 






Start 


8081 








End 


8575 






GI 


5509260 








Score 


99 






Exons 


8081. .8575, 


8097 


. .8252 












GI Descrip. 


















Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 




Gene No. 


105801 








Strand 








Start 


7046 








End 


11135 






Name 


OJ000208 18 


.0417 


.C2.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


8192 








End 


8467 






GI 


none 








Score 


89 





51395 




Exons 


o i yz . . O 4 0 / , 




Q A A A 
.0444 










Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


Gene No. 


105801 








Strand 






0 4--. 


7 n 4 £ 

/ U 4 0 








PnH 


11135 

J. X X J *J 




Name 


UJUUUZUo 10 


HA 1 7 
. U4 1 / . 


CO 

bZ . OD . 


4- m 


Mof H/^H 


TRT.A9TX • Ma -i *7^s 




otart 


QOQc; 
OZOJ 










ft S^U 




bl 


none 








Score 






Exons 


OOQC O ClJfl 

OioD. . 0 jjU/ 


fi9 Q9 
O Z :?Z . 


ft 










Seq. No. 


49779 








Seq. ID 


OJ000208_18;0417 


.C2 


Gene No. 


105801 








Strand 






Q4- y-4- 


/ U 4 O 










11135 




Name 


UJUUUZUo 10 


. Uft 1 / . 


CO ml 
v-Z . 0 1 • 


t C 


Mof h r\H 


1 OJLtAO 1 *\ • J. O O 




btart 


y U4 4 








tjiia 


Q4 

^ fl J 3 




bl 


none 








Score 






Exons 


OH A A QOTI 

y u 4 4 . . y z / 1 , 


yuy D . 


Q4 O'X 

. y 4 y o / 


Q94 £ 
:?Z 4 O . 








Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


Gene No. 


105801 








Strand 






Of 3 

OLdlL 


/ U 4 0 








LOU 


111JJ 




Name 


UJUUUZUo lo 


n a 1 7 


no 

bZ . Oj . 




4— V*> y^l 

i*ie tnoa 


1 Dlirao 1 A . KiUcaL 




btart 


yuo / 










Q4 97 
^7 4 Z / 




bl 


none 








Score 


1 94 
1 Z 4 




Exons 


on c;*7 q^i vi 
y u d / . . y Ji ft , 


yu yo . 


Q4 97 

. y 4 z / / 


yioo. 


i j Jl J 






Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


Gene No. 


105801 








Strand 






btart 


/ U 4 0 










1 1 1 




Name 


UJUUUZUo lo 


. U4 1 / . 


bZ . Oj . 


ZS 








b tar l 


yu yo 








una 






bl 


none 








Score 


9^7 
Z Q / 




Exons 


y u y d . . yjjj 














Seq. No. 


49779 








Seq. ID 


OJ000208_18.0417 


.C2 


Gene No. 


105801 








Strand 






Cf -s >~4- 


7 Pi 4 £ 
i U 4 D 








End 


11135 




Name 


p» Tnnn ono. i q 
UJUUUZUo lo 


. U4 1 / . 


CO r\0 

bZ . oz . 


fm 
till 


Method 


TBLASTX: Maize 




C 4 s v-4- 

btart 


qi no 
y luz 








End 


9563 




C T 
bl 


none 








Score 


209 




Exons 


y l uz . . yzz l / 


y i U4 . 


Q4 ft 1 

. y 4 o i / 


y iuo . 


.9500, 9458..9559 f 9459. .9563 


Seq. No. 


49779 








Seq. ID. 


OJ000208_18.0417 


.C2 


Gene No. 


105801 








Strand 






Of 2 — 4- 


7 Pl4 £ 
/ U4 O 








End 


11135 




Name 


UJUUUZUo lo 


Hyl 1 7 
. U4 1 / . 


rO r\Q. 
bZ . Oo . 


T-IU 


Method 


TBLASTX: Maize 




O 4- —i 4- 

btart 


yoby 








End 


9847 






none 








Score 


50 




Exons 


y d oy . . y DD4 , 


qc on 

y d y u . 


. y oo d f 


Q£7 7 

yt> / / . 


.9844 f 9677. .9847 




C ^ rr Kff~\ 

ocq. in o • 


a Q77 Q 








Seq. ID 


OJ000208JL8.0417 


.C2 


Gene No. 


105801 








Strand 






Start 


7046 








End 


11135 




Name 


OJ000208 18 


.0417. 


C2.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


9653 








End 


9934 




GI 


none 








Score 


188 




Exons 


9653. .9739, 


9743. 


.9934 











51396 



Seq. No. 


49779 


Seq. ID 


OJ000208 


Gene No. 


105801 


Strand 




Start 


7046 


End 


11135 


Name 


OJ000208 18 . 0417 ,C2 .o5. tw 


Method 


TBLASTX : 


Start 


9749 ~~ 


End 


10198 


GI 


none 


Score 


73 


*\. \^ 1 x *-> 


9749.. 9868, 9759.. 9863, 9896 


..9934, 9931.. 9975, 




10016 . . 10135 






Seq. No. 


49779 


Seq. ID 


OJ000208 


Gene No . 


105801 


Strand 




Start 


7046 


End 


11135 


Name 


OJ000208 18.0417.C2.o6.tm 


Method 


TBLASTX: 


Start 


9857 


End 


10174 


GI 


none 


Score 


118 


F.xon <5 


9857.. 9934, 9980.. 10174, 10002.. 10172 




Seq. No. 


49780 


Seq. ID 


OJ000208 


Gene No . 


105802 


Strand 


+ 


Start 


6 


End 


1953 


Name 


OJ000208 18.0417.C3.ol.gs 


Method 


GENSCAN 


Start 


6 


End 


1953 


GI 


none 


Score 


. 66 




6. .118, 240. .374, 838. .954, 


1587. .1953 




Seq. No. 


49781 


Seq. ID 


OJ000208 


Gene No . 


105803 


Strand 




Start 


278 


End 


7346 


Name 


OJ000208 18.0417.C4.ol.gs 


Method 


GENSCAN 


Start 


278 


End 


690 


GI 


none 


Score 


.86 




278. .347, 598. .690 






Seq. No. 


49781 


Seq. ID 


OJ000208 


Gene No. 


105803 


Strand 




Start 


278 


End 


7346 


Name 


OJ000208 18.0417.C4.ol.np 


Method 


AAT/NAP 


Start 


380 


End 


7346 


GI 


119714 


Score 


304 


Exons 


380. .589, 5363. .6032, 6126.. 


6274, 6812 


. .7346 



18. 0417. C4 



GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | | S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49781 

105803 

278 

OJ000208_18.0417 .C4 .o2.gs 

1111 

none 



Seq. ID OJ000208_18.0417.C4 
Strand 

End 7346 

Method GENSCAN 

End 3150 

Score .66 



1111. .1428, 2577. .2726, 2756. .2876, 3119. .3150 



Seq. No. 
Gene No. 
Start 



49782 

105804 

2647 



Seq. ID OJ000208_18.0417.C5 
Strand + 
End 2709 



51397 



Name OJ000208_18 . 0417 .C5 . ol . gp Method AAT/GAP 

Start 2647 End 2709 

GI LIB3431-004-P1-K1-G12 Score 83 

Exons 2647.. 2709 

GI Descrip. 1 4680203/gb| AAD27566. 1 | AF114171J7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49782 Seq. ID 

105805 Strand 

156 End 

OJ000208_18 . 04 17 . C5 . ol . gs Method 

156 End 

none Score 



OJ000208_18.0417.C5 

2931 
GENSCAN 
2931 
.49 



156. .329, 576. .701, 706. .759, 2410. .2479, 2798. .2931 



49783 

105806 

100 

OJ000208_18.0417.C6.ol.np 
100 

6642641 

100. .154, 1255. .1404, 1528.. 
3506.. 3589, 5050.. 5141, 5653 



Seq. ID OJ000208_18 .0417.C6 

Strand + 

End 5878 

Method AAT/NAP 

End 5743 

Score 232 
1743, 1783. .1819, 3292. .3404, 
. .5743 



GI Descrip. (AC012395) putative RNA-binding protein [Arabidopsis thaliana] 





Seq. No. 


49783 


Seq. ID 


OJ000208_1£ 


3.0417.C6 




Gene No. 


105806 


Strand 


+ 




r *s 


Start 


100 


End 


5878 






Name 


OJ000208 18.0417.C6.ol.gs 


Method 


GENSCAN 






Start 


724 


End 


5836 






GI 


none 


Score 


.85 




t bf 


Exons 


724. .930, 995. .1032, 1255. .1398, 1528. 


.1861, 1947 


.2179, 






3013.. 3196, 3253.. 3404, 5071. 


.5137, 5586.. 5836 






Seq. No. 


49783 


Seq. ID 


OJ000208_1E 


J.0417.C6 




Gene No. 


105806 


Strand 


+ 




1 .3. 


Start 


100 


End 


5878 






Name 


OJ000208 18.0417.C6.ol.gp 


Method 


AAT/GAP 






Start 


1001 


End 


1579 






GI 


none 


Score 


628 






Exons 


1001.. 1138, 1255.. 1398, 1528. 


.1579 








Seq. No. 


49783 


Seq. ID 


OJ000208_ie 


3.0417.C6 




Gene No. 


105806 


Strand 


+ 






Start 


100 


End 


5878 






Name 


OJ000208 18.0417.C6.o2.gp 


Method 


AAT/GAP 






Start 


3074 


End 


5878 






GI 


16778 1.R1084 


Score 


1191 






Exons 


3074. .3196, 3283. .3404, 3500. 


.3565, 5071. .5137, 5586. .5878 




GI Descrip. 


'4263721/gb|AAD15407 | 5.0e-17 


(AC006223) putative 


DNA repair 






protein RAD50 [Arabidopsis thaliana] 1 








Seq. No. 


49783 


Seq. ID 


OJ000208_1E 


3.0417.C6 




Gene No. 


105807 


Strand 


+ 






Start 


5988 


End 


6333 






Name 


OJ000208 18.0417.C6.o3.gp 


Method 


AAT/GAP 






Start 


5988 


End 


6333 





51398 



GI 

Exons 



3769185 
5988. .6333 



Score 



627 



Seq. No. 49783 Seq. ID 

Gene No. 105808 Strand 

Start 7127 End 

Name OJ000208_18 . 04 17 . C6 . ol . tm Method 

Start 1546 End 

GI none Score 

Exons - 1546. .1743, 1546.. 1740, 1650. 

2055. .2228, 2158. .2202, 3013. 

3278. .3403, 3279. .3416, 3487. 

3499..3S67, 5052. .5138, 5064. 

5627. .5707, 5628.-5786, 5628. 

5963. .6007, 6003.. 6038 



OJ000208_18.0417.C6 
+ 

21316 

TBLASTX: Maize 
6038 
211 

1748, 1813.. 1857, 2054.. 2179, 
3033, 3119.. 3202, 3154.. 3195, 
3564, 3497.. 3565, 3498.. 3566, 
5138, 5068.. 5139, 5585.-5629, 
5798, 5718. .5837, 5788. .5850, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49783 Seq. ID 

105808 Strand 

7127 End 

OJ000208_18 . 04 17 . C6 . o2 . gs Method 

7127 End 

none Score 



OJ000208_18.0417.C6 
+ 

21316 
GENS CAN 
21187 
.56 



7127. .7189, 7868. .8135, 8137. .8219, 8524. .8602, 8995. .9240, 
9344. .9430, 9698. .9978, 10298 .. 1038 1 , 11129 .. 11304 , 
11486. .11600, 12472. .12700, 1278 9 .. 12967 , 13086 .. 13256, 
13612. .13716, 13813. .13920, 14 183 .. 14335, 15953 .. 15998 , 
16038. .16776, 18951 .. 19080, 19180 .. 19389, 20166 .. 20374 , 
20986. .21187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



49783 Seq. ID 

105808 Strand 

7127 End 

OJ000208_18.0417.C6.o2 .np Method 

9118 End 

7110148 Score 



OJ000208_18.0417.C6 
+ 

21316 
AAT/NAP 
21316 
2257 



9118. .9240, 9344. .9430, 9811. .9978, 11129 .. 11304 , 1148 6 .. 11600, 
12472. .12700, 1278 9 .. 12 967 , 1308 6 .. 13256, 13612 .. 13716, 
13813. .13920, 14183. .14394, 14516 14 603, 15078 .. 15210 , 
18750. .18864, 18951 .. 19080, 19180 .. 19393, 20170 .. 20374 , 
20986. .21316 

(AF168748) DNA repair-recombination protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49783 Seq. ID 

105808 Strand 

7127 End 

OJ000208_18.0417.C6.o4 ,gp Method 

124 62 End 

2310054 Score 
12462. .12700, 12789. .12827 

4263721/gb | AAD15407 | 5.0e-17 (AC006223) putative DNA repair 
protein RAD50 [Arabidopsis thaliana] 



OJ000208_18.0417.C6 
+ 

21316 
AAT/GAP 
12827 
480 



Seq. No. 
Gene No. 
Start 
Name 



49784 

105809 

1 

OJ000208 



18.0417.C7.ol.np 



Seq. ID OJ000208_18 .0417 . C7 

Strand + 

End 1221 

Method AAT/NAP 



51399 



Start 1 End 1221 

GI 7110148 Score 337 

Exons 1..19, 490. .659, 736. .1060, 1199. .1221 

GI Descrip. (AF168748) DNA repair- recombination protein [Arabidopsis 
thaliana] 



Seq. No. 49784 

Gene No. 105809 

Start 1 

Name OJ000208_18 . 04 17 . C7 . ol . gs 

Start 457 

GI none 

Exons 4S7..659, 736.. 1060 



Seq. ID OJ000208_18.0417.C7 

Strand + 

End 1221 

Method GEN SCAN 

End 1060 

Score .83 



Seq. No. 49784 

Gene No. 105809 

Start 1 

Name OJ000208_18 . 0417 . C7 . ol . tm 

Start 519 - 

GI none 
Exons 



Seq. ID OJ000208_18.0417.C7 

Strand + 

End 1221 

Method TBLASTX : Mai ze 

End 869 

Score 181 



519. .662, 520. .663, 523. .663, 735. .869, 737. .868 



f 13. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000208_18.0417.C7 

Strand + 

End 1221 

Method AAT/GAP 

End 1221 

_ Score 865 

527.. 659, 736. .1075, 1198.. 1221 

1 4263721/gb | AAD15407 | 1.0e-43 (AC006223) putative DNA repair 
protein RAD50 [Arabidopsis thaliana] ■ 



49784 

105809 

1 

OJ000208JL8.0417.C7.ol.gp 
527 

48969 1.R1084 



49785 

105810 

1 

OJ000208_18.0417.C8.ol.np 
1 

4263721 



Seq. ID OJ000208_18.0417.C8 

Strand + 

End 1429 

Method AAT/NAP 

End 1429 

Score 191 



1..46, 1191. .1345, 1381. .1429 

(AC006223) putative RAD50 DNA repair protein [Arabidopsis 
thaliana] 



Seq. No. 49786 

Gene No. 105811 

Start 1 

Name OJ000208_18 . 0417 .C10 . ol . np 

Start 1 

GI 6143875 

Exons 1..69, 617. .682, 801. .961 

GI Descrip. (AC010927) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000208_18. 0417. C10 

Strand + 

End 1116 

Method AAT/NAP 

End 961 

Score 156 



Seq. No. 49786 

Gene No. 105811 

Start 1 

Name OJ000208_18 . 0417 .C10 .ol .tm 

Start 607 

GI none 



Seq. ID OJ000208_18. 0417. C10 

Strand + 

End 1116 

Method TBLASTX : Maize 

End 920 

Score 105 



51400 



Exons 



607. .702, 617. .706, 798. .920 



Seq. No. 49786 Seq. ID 

Gene No. 105811 Strand 

Start 1 End 

Name OJ000208_18 . 0417. CIO . ol . gs Method 

Start 801 End 

GI none Score 

Exons 801.. 915, 999.. 1037, 1091.. 1116 

Seq. No. 49787 Seq. ID 

Gene No. 105812 Strand 

Start 108 End 

Name OJ000208_18 . 04 17 . Cll . ol . gp Method 

Start 108 End 

GI 4715758 Score 

Exons 108.. 54 6 



OJ000208_18. 0417. C10 
+ 

1116 
GENSCAN 
1116 
.81 



OJ000208_18. 0417. Cll 
+ 

546 

AAT/GAP 

546 

806 



Seq. No. 49787 Seq. ID 

Gene No. 105812 Strand 

Start 108 End 

Name OJ000208_18 .0417. Cll . ol . gs Method 

Start 110 End 

GI none Score 

Exons 110.. 291 



OJ000208_18. 0417. Cll 
+ 

546 

GENSCAN 

291 

1 



Seq. No. 49787 Seq. ID 

Gene No. 105813 Strand 

Start 1168 End 

Name OJ000208_18 . 04 17 . Cll . o2 . gs Method 

Start 1168 End 

GI none Score 

Exons 1168.. 1575 



OJ000208_18. 0417. Cll 

1575 
GENSCAN 
1575 
.42 



Seq. No. 49788 Seq. ID 

Gene No. 105814 Strand 

Start 990 End 

Name OJ000208_18 . 0417 . C13 . ol . gs Method 

Start 990 End 

GI none Score 

Exons 990.. 1376 



OJ000208_18.0417.C13 
+ 

1653 
GENSCAN 
1376 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



49788 Seq. ID 

105814 Strand 
990 End 
OJ000208__18 . 04 17 . C13 . ol . gp Method 
1032 End 
16986JL.R1084 Score 
1032. .1653 

•3142296 3.0e-10 (AC002411) Contains similarity to hypothetical 
mitochondrial import receptor subunit gb_Z98597 from S. pombe. 
ESTs gb_T45575 and gb_Z26435 and gb_AA394576 come from this 
gene. [Arabidopsis thaliana] ' 



OJ000208_18.0417.C13 
+ 

1653 
AAT/GAP 
1653 
1155 



49788 

105815 

2480 



Seq. ID OJ000208_18.0417.C13 
Strand 

End 11693 



51401 



Name 

Start 

GI 

Exons 



OJ000208_18.0417.C13.o2.gs 
2480 
none 
2480 
6561 
9613 



Method GENSCAN 
End 10633 
Score .48 

2589, 4033. .4220, 5246. .5342, 5535. .5659, 5875. .6249, 
6788, 6857. .7166, 7708. .7865, 8628. .9092, 9338. .9524, 
10633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49788 
105815 
2480 

OJ000208_18.0417.C13.ol.np 
6578 
7340884 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 18.0417.C13 



11693 
AAT/NAP 
11693 
720 

6578. .7503, 9354. .9524, 9613. .10511, 11281. .11693 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 

transposase. (AB013982) [Oryza sativa] 



Seq. No. 


49788 






Seq. ID 


OJ000208_18.0417 


.C13 


Gene No . 


105816 






Strand 






Start 


13242 






End 


14594 




Name 


OJ000208 18. 


0417 C13 o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1142 ~~ 






End 


1301 




GI 


none 






Score 


232 




Exons 


1142 . . 1276, 


1143. . 1301 










Seq. No. 


49788 






Seq. ID 


OJ000208_18.0417 


.C13 


Gene No . 


105816 






Strand 






Start 


13242 






End 


14594 




Name 


OJ000208 18 


0417.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1143 






End 


1301 




GI 


none 






Score 


224 




Exons 


1143. .1301, 


1145. .1276 










Seq. No. 


49788 






Seq. ID 


OJ000208_18.0417 


.C13 


Gene No. 


105816 






Strand 






Start 


13242 






End 


14594 




Name 


OJ000208 18. 


0417.C13.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3165 






End 


3524 




GI 


none 






Score 


60 




Exons 


3165. .3215, 


3166. .3216, 


3329 


..3523, 3333.. 3524 




Seq. No. 


49788 






Seq. ID 


OJ000208_18.0417 


.C13 


Gene No. 


105816 






Strand 






Start 


13242 






End 


14594 




Name 


OJ000208 18. 


0417.C13.ol 


tm 


Method 


TBLASTX: Maize 




Start 


10001 






End 


10306 




GI 


none 






Score 


122 




Exons 


10001. .10240 


, 10002. .10229, 


10242. .1028 6, 1024 7. .10306 




Seq. No. 


49788 






Seq. ID 


OJ000208_18.0417 


.C13 


Gene No. 


105816 






Strand 






Start 


13242 






End 


14594 





Name OJ000208_18 .0417 .C13.o2 .np Method AAT/NAP 

Start 13201 End 14312 

GI 6815053 Score 765 

Exons 13201. .13437, 13487 13662, 14166.. 14312 

GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



51402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49788 

105816 

13242 

OJ000208_18.0417.C13.o3.gs 

13242 

none 



Seq. ID OJ000208_18.0417.C13 
Strand 

End 14594 

Method GENSCAN 

End 14594 

Score .53 



13242. .13437, 13478 .. 13603, 14530. .14594 



49789 

105817 

4332 

OJ000208_18 . 0417 . C14 . o3 .gs 

4332 

none 

4332. .4411, 4468. .4681 



Seq. ID OJ000208_18.0417.C14 

Strand + 

End 4 681 

Method GENSCAN 

End 4 681 

Score .97 



Seq. ID OJ000208_18.0417.C14 
Strand 

End 588 

Method AAT/NAP 

End 588 

Score 174 



Seq. No. 49789 
Gene No. 105818 
Start 1 

Name OJ000208_18 . 04 17 . C14 . ol . np 

Start 1 
GI 7487609 
Exons 1..32, 142.. 588 

GI Descrip. hypothetical protein T3F12.2 - Arabidopsis thaliana 

gi|2565011|gb|AAB81881.1|AAB81881 (AC002 983) putative 
MuDR-A-like transposon protein [Arabidopsis thaliana] 
gi I 7267510 | emb | CAB77993.il (AL161512) putative MuDR-A-like 
transposon protein [Arabidopsis thaliana] 



Seq. No. 


49789 






Seq. ID 


OJ000208_18.0417 


• C14 


Gene No. 


105819 






Strand 






Start 


1867 






End 


2448 




Name 


OJ000208 18.0417.C14 


.o2 


.gs 


Method 


GENSCAN 




Start 


1867 






End 


2448 




GI 


none 






Score 


.48 




Exons 


1867. .2448 












Seq. No. 


49789 






Seq. ID 


OJ000208_18.0417 


.C14 


Gene No. 


105820 






Strand 






Start 


2982 






End 


5019 




Name 


OJ000208 18.0417.C14 


.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


598 






End 


826 




GI 


none 






Score 


221 




Exons 


598. .756, 599. .826, 


599 


. .796 








Seq. No. 


49789 






Seq. ID 


OJ000208_18.0417 


.C14 


Gene No. 


105820 






Strand 






Start 


2982 






End 


5019 




Name 


OJ000208 18.0417.C14 


.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


599 






End 


883 




GI 


none 






Score 


113 




Exons 


599. .709, 604. .690, 


698 


. .775, 


709. .762, 


776. .883, 781.. 


873 


Seq. No. 


4 97.89 






Seq. ID 


OJ000208_18.0417 


.C14 


Gene No. 


105820 






Strand 






Start 


2982 






End 


5019 





51403 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_18 . 0417 .C14 . ol . tm Method 
1054 End 
none Score 
1054. .1128, 1114. .1443, 1125. .1223 



TBLASTX: Maize 

1443 

69 . 



49789 
105820 
2982 

OJ000208_18 . 0417 .C14 . o2 . np 
2982 
6063554 
2982. .3157, 4977. .5019 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000208_18.0417.C14 
Strand 

End 5019 

Method AAT/NAP 

End 5019 

Score 126 



49789 
105820 
2982 

OJ000208_18.0417.C14.ol.gp 
3595 

101153_1.R1084 
3595. .3830 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17 804 1 



Seq. ID OJ000208_18.0417.C14 
Strand 

End 5019 

Method AAT/GAP 

End 3830 

Score 276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49790 

105821 

148 

OJ000208_18.0417.C15.ol.gs 

148 

none 

148. .414 



Seq. ID OJ000208_18.0417.C15 

Strand + 

End 414 

Method GENS CAN 

End 414 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49790 

105822 

1114 

OJ000208_18 .0417. C15 . o2 . gs 

1114 

none 

1114. .1127, 1485. .1671, 2219. 

49791 

105823 

5563 

OJ000208_18 .0417. C18 . o2 . gs 

5563 

none 



Seq. ID OJ000208_18.0417.C15 
Strand 

2329 
GENS CAN 
2329 
.8 



End 

Method 
End 
Score 
.2329 



Seq. ID OJ000208_18.0417.C18 

Strand + 

End 7078 

Method GEN SCAN 

End 7078 

Score .98 



5563. .5722, 6253. .6408, 6541. .6672, 6810. .6875, 6953. .7078 



49791 

105824 

1 

OJ000208_18.0417.C18.ol.np 
1 

7452450 



Seq. ID OJ000208_18.0417.C18 
Strand 

End 5525 

Method AAT/NAP 

End 5525 

Score 90 



1..41, 1837. .1885, 1990. .2073, 2914. .3116, 5503. .5525 



51404 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein F28A23.180 - Arabidopsis thaliana 
gi|2911056|emb|CAA17566.1| (AL021961) hypothetical protein 
[Arabidopsis thaliana] gi | 7270355 I emb | CAB80123 . 1 1 (AL161584) 
hypothetical protein [Arabidopsis thaliana] 



49791 Seq. ID 

105824 Strand 

1 End 

OJ000208_18 .0417. C18 . ol . gs Method 

250 End 

none Score 



OJ000208_18.0417.C18 

5525 
GEN SCAN 
4676 
.49 



250. .348, 1318. .1885, 1990. .2080, 2921. .4417, 4640. .4676 



49791 Seq. ID 

105824 Strand 

1 End 
OJ000208J.8 . 0417 . C18 . ol . gp Method 

1746 End 

4715757 Score 

1746. .1885, 1990. .2080, 2921. .3361 



OJ000208_18.0417.C18 

5525 
AAT/GAP 
3361 
1141 



49792 Seq. ID OJ000208_18 . 04 17 . C19 

105825 Strand + 

1 End 635 

OJ000208_18.0417.C19.ol.np Method AAT/NAP 

1 End 623 

6539555 Score 546 

1..213, 318. .623 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



49792 Seq. ID 

105825 Strand 

1 End 
OJ000208_18 . 04 17 . CI 9 . ol . gs Method 

360 End 

none Score . 
360. .635 



OJ000208_18.0417.C19 
+ 

635 

GENSCAN- 

635 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49792 Seq. ID OJ000208_18 . 04 17 . C19 

105826 Strand + 

1328 End 1436 

OJ000208_18 . 0417 . C19 . ol . gp Method AAT/GAP 

1328 End 1436 

5867_1.R1084 Score 138 

1328. .1436 

, 464986/sp|P35132|UBC9_ARATH 5.0e~58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714__ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



49792 
105827 



Seq. ID OJ000208_18.0417.C19 
Strand + 



51405 




Start 


9150 




End 


9676 




Name 


OJ000208 18.0417.C19.o3 


.gs 


Method 


GENSCAN 




Start 


9150 




End 


9676 




GI 


none 




Score 


.95 




Exons 


9150. .9160, 9538..9676 










Seq. No. 


49792 




Seq. ID 


OJ000208_18 


.0417.C19 


Gene No . 


105828 




Strand 


+ 




Start 


10809 




End 


11359 




Name 


OJ000208 18.0417.C19.o4 


. gs 


Method 


GENSCAN 




Start 


10809 




End 


11359 




GI 


none 




Score 


.64 




Exons 


10809. .11158, 11227. .11359 








Seq. No. 


49792 




Seq. ID 


OJ000208_18 


.0417.C19 


Gene No. 


105829 




Strand 






Start 


1756 




End 


10374 




Name 


OJ000208 18.0417.C19.o2 


. gs 


Method 


GENSCAN 




Start 


1756 




End 


8349 




GI 


none 




Score 


.56 




Exons 


1756. .1769, 2182. .2410, 


2834. 


.2995, 5625. .5801, 6182. .6820, 




6949. .7083, 7128. .7193, 


8314. 


.8349 






Seq. No. 


49792 




Seq. ID 


OJ000208_18 


.0417. C19 


Gene No. 


105829 




Strand 






Start 


1756 




End 


10374 




Name 


OJ000208 18.0417.C19.o2 


.np 


Method 


AAT/NAP 




Start 


2135 




End 


4660 




GI 


6539556 




Score 


119 




Exons 


2135.. 2626, 4626. .4660 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






gi | 6539593 | dbj | BAA88209 


.11 (AP000837) 


hypothetical 


protein 



[Oryza sativa] 



fl Seq. No. 


49792 




Seq. ID 


OJ000208_18.0417.C19 


vj Gene No. 


105829 




Strand 




i* Start 


1756 




End 


10374 


r ~ Name 


OJ000208 18 


!.0417.C19.o2.gp 


Method 


AAT/GAP 


^ Start 


2855 




End 


3142 


C3 gi 


3090601 




Score 


559 


C3 Exons 


2855. .3142 








Seq. No. 


49792 




Seq. ID 


OJ000208_18.0417.C19 


Gene No. 


105829 




Strand 




Start 


1756 




End 


10374 


Name 


OJ000208 18 


!. 0417.C19.o3.np 


Method 


AAT/NAP 


Start 


2928 




End 


10374 


GI 


6523547 




Score 


170 


Exons 


2928. .3302, 


6257.. 6321, 6379. 


. 6790, 10353. .10374 


GI Descrip. 


(AJ242540) 


hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. 


nagariensis] 






Seq. No. 


49792 




Seq. ID 


OJ000208_18.0417.C19 


Gene No. 


105830 




Strand 




Start 


12624 




End 


13518 


Name 


OJ000208 18 


.0417.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


12620 




End 


13170 



51406 



GI 

Exons 



none Score 41 

12620. .12658, 12694 .. 12783, 12708 12791, 127 68 .. 12827 , 

12912. .12962, 12918 .. 12962, 12957 .. 1314 5, 12960 13163, 
12961. .13170 



Seq. No. 49792 Seq. ID 

Gene No. 105830 Strand 

Start 12624 End 

Name OJ000208_18 . 04 17 . C19 . o5 . gs Method 

Start 12624 End 

GI none Score 

Exons 12624. .13256 



OJ000208__18.0417.C19 

13518 
GENSCAN 
13256 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49792 Seq. ID OJ000208_18 . 0417 . C19 

105830 Strand 

12624 End 13518 

OJ000208_18.0417.C19.o4 . np Method AAT/NAP 

12627 End 13518 

7488121 Score 257 

12627. .13518 

probable heat shock transcription factor - Arabidopsis thaliana 
gi I 2244754 | emb | CAB10177.il (Z97335) heat shock transcription 
factor like protein [Arabidopsis thaliana] 

gi I 7268102 | emb | CAB78440.il (AL161537) heat shock transcription 
factor like protein [Arabidopsis thaliana] 



Seq. No. 49792 Seq. ID 

Gene No. 105830 Strand 

Start 12624 End 

Name OJ000208_18 . 04 17 . C19 . o3 . gp Method 

Start 13127 End 

GI LIB3433-026-P1-K1-D8 Score 

Exons 13127. .13348 

GI Descrip. ' 2244754/emb | CAB10177 . 1 1 9.0e-21 (Z97335) heat shock 

transcription factor like protein [Arabidopsis thaliana] ' 



OJ000208_18.0417.C19 

13518 
AAT/GAP 
13348 
418 



: ^ Seq. No. 

f & Gene No. 

□ Start 

f g Name 

=i Start 

^ GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



49793 Seq. ID 

105831 Strand 

1 End 

OJ000208_18 . 0417 . C20 . ol . gp Method 

1 End 

none Score 
1..53, 148. .238, 330. .398, 478. .506 



OJ000208_18 .0417.C20 
+ 

1249 
AAT/GAP 
506 
363 



49793 

105831 

1 

OJ000208_18.0417.C20.ol.np 
1 

6143875 



Seq. ID OJ000208_18.0417.C20 

Strand + 

End 1249 

Method AAT/NAP 

End 1249 

Score 161 



1..53, 148. .238, 478. .518, 620. .698, 1186. .1249 
(AC010927) hypothetical protein [Arabidopsis thaliana] 



49793 Seq. ID 

105831 Strand 

1 End 

OJ000208 18.0417.C20.ol.tm Method 



OJ000208_18.0417.C20 
+ 

1249 

TBLASTX: Maize 



51407 



Start 
GI 

Exons 



3 End 680 

none Score 70 

3. .56, 5. .55, 139. .177, 142. .177, 176. .205, 177. .206, 331. .399, 
332. .400, 333. .434, 478. .516, 479. .517, 612. .680, 619. .678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49793 

105831 

1 

OJ000208_18.0417.C20.ol.ts 
177 

5606759 



Seq. ID OJ000208_18.0417.C20 

Strand + 

End 1249 

Method TBLASTX : Soybean 

End 698 

Score 73 



177. .239, 312. .404, 331. .399, 478. .516, 479. .517, 621. .698, 
622.. 696 

2911056/emb_CAA17566_ 7.0e-17 (AL021961) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID OJ000208_18.0417.C22 

Strand + 

End 236 

Method AAT/GAP 

End 236 

Score 342 



49794 
105832 
47 

OJ000208_18.0417.C22.ol.gp 
47 

uC-osrocyp016b02al 
47. .236 

1 6041757/gb| AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence* 



49794 

105833 

222 

OJ000208_18.0417.C22.ol.gs 

222 

none 

222. .333, 523. .651 



Seq. ID OJ000208_18.0417.C22 
Strand 

End 823 

Method GEN SCAN 

End 651 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49794 

105833 

222 

OJ000208_18 . 0417 . C22 . ol . tm 

378 

none 



Seq. ID OJ000208_18.0417.C22 
Strand 

End 823 

Method TBLASTX : Mai ze 

End 822 

Score 59 



378. .434, 382. .429, 519. .653, 521. .652, 525. .653, 526. .654, 
747. .821, 748.-822 



Seq. No. 49794 

Gene No. 105833 

Start 222 

Name OJ000208_18 . 0417 . C22 . ol . np 

Start 381 

GI 7110148 

Exons 381.. 417, 523. .651, 748. .823 

GI Descrip. (AF168748) DNA repair-recombination protein [Arabidopsis 
thaliana] 



Seq. ID OJ000208_18.0417.C22 
Strand 

End 823 

Method AAT/NAP 

End 823 

Score 287 



Seq. No. 
Gene No. 
Start 



49795 

105834 

1 



Seq. ID OJ000328_11.0419.C1 
Strand + 
End 732 



51408 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000328_11 . 04 19 . CI . ol . np Method AAT/NAP 

1 End 732 

3935150 Score 108 

1..69, 364. .513, 694. .732 

(AC005106) T25N20.14 [Arabidopsis thaliana] 



49795 

105834 

1 

OJ000328_11.0419.Cl.ol.tm 

369 

none 

369. .500, 374. .499, 379. .507 

49795 

105834 

1 

OJ000328_11 . 04 19 . CI . ol . gs 

376 

none 

376. .497 



Seq. ID OJ000328_11.0419.C1 

Strand + 

End 732 

Method TBLASTX : Mai ze 

End 507 

Score 197 



Seq. ID OJ000328_11.0419.C1 

Strand + 

End 732 

Method GEN SCAN 

End 4 97 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49796 
105835 
1 

OJ000328_11.0419.C2.ol.gp 
1 

18636_1.R1084 
1..56, 664. .1153 

•3935150 2.0e-30 (AC005106) T25N20.14 [Arabidopsis thaliana] 1 



Seq. ID OJ000328_11.0419.C2 

Strand + 

End 1153 

Method AAT/GAP 

End 1153 

Score 1061 



49796 
105835 
1 

OJ000328_11.0419.C2.ol.np 
1 

3935150 
1..56, 664. .807 

(AC005106) T25N20.14 [Arabidopsis thaliana] 



Seq. ID OJ000328_11.0419.C2 

Strand + 

End 1153 

Method AAT/NAP 

End 807 

Score 207 



49796 

105835 

1 

OJ000328_11.0419.C2.ol.gs 

664 

none 

664. .822 



Seq. ID OJ000328_11.0419.C2 

Strand + 

End 1153 

Method GENS CAN 

End 822 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49796 

105836 

1482 

OJ000328_11.0419.C2.o3.np 

1482 

3283026 



Seq. ID OJ000328_11.0419.C2 

Strand + 

End 4744 

Method AAT/NAP 

End 4 390 

Score 121 



1482. .1504, 3761. .3912, 3996. .4390 

(AF051562) putative transposase [Arabidopsis thaliana] 



51409 



Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105836 




Strand 


+ 




Start 


1482 




End 


4744 




Name 


OJ000328 11.0419. 


C2.o2.gs 


Method 


GENS CAN 




Start 


2254 




End 


4744 




GI 


none 




Score 


.49 




Exons 


2254. .2264, 3111. 


.3241, 3506. 


, .3660, 4553. .4744 




Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105837 




Strand 






Start 


3337 




End 


5428 




Name 


OJ000328 11.0419. 


C2.o2.tm 


Method 


TBLASTX : Maize 




Start 


1 




End 


900 




GI 


none 




Score 


101 




Exons 


1.-57, 3. .56, 6.. 


98, 661. .828, 661. .828, 662. .829, 662. 


.832, 




663..848, 850. .900 








Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105837 




Strand 


- 




Start 


3337 




End 


5428 




Name 


OJ000328 11.0419. 


C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


6 




End 


821 




GI 


none 




Score 


91 




Exons 


6. .56, 661. .804, 


663. .821, 663. .794 






Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105837 




Strand 






Start 


3337 




End 


5428 




Name 


OJ000328 11.0419. 


C2.o2.np 


Method 


AAT/NAP 




Start 


3337 




End 


5428 




GI 


7340868 




Score 


90 




Exons 


3337.. 3637, 5405. 


.5428 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105837 




Strand 






Start 


3337 




End 


5428 




Name 


OJ000328 11.0419. 


C2 .ol . tm 


Method 


TBLASTX: Maize 




Start 


4492 




End 


4953 




GI 


none 




Score 


80 




Exons 


4492. .4539, 4493. 


.4546, 4545. 


.4595, 4547.-4588, 4595. .4660, 




4595. .4660, 4693. 


.4953, 4695. 


.4934 






Seq. No. 


49796 




Seq. ID 


OJ000328_11.0419 


.C2 


Gene No. 


105837 




Strand 






Start 


3337 




End 


5428 




Name 


OJ000328 11.0419. 


C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4548 




End 


4944 




GI 


none 




Score 


50 




Exons 


4548. .4595, 4610. 


.4660, 4717. 


.4944, 4738. .4869 




Seq. No. 


49797 




Seq. ID 


OJ000328_11.0419 


.C3 


Gene No. 


105838 




Strand 


+ 




Start 


1134 




End 


5281 




Name 


OJ000328 11.0419. 


C3 . ol ,np 


Method 


AAT/NAP 




Start 


1134 




End 


5281 




GI 


5042463 




Score 


131 





51410 




Exons 


1134. .1340, 


2211.. 2422, 3082 


..3240, 3292. .3374, 


5256. .5281 


GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 






Seq. No. 


49797 




Seq. ID 


OJ000328 


_1 1 . 04 19 . 


C3 


Gene No. 


105839 




Strand 








Start 


727 




End 


1456 






Name 


OJ000328 11 


.0419.C3.ol.gs 


Method 


GENSCAN 






Start 


727 




End 


1456 






GI 


none 




Score 


. 9 






Exons 


727. .898, 1305. .1456 










Seq. No. 


49797 




Seq. ID 


OJ000328 


_11 . 04 19 . 


C3 


Gene No. 


105840 




Strand 








Start 


1869 




End 


4570 






Name 


OJ000328 11 


.0419.C3.o2.gs 


Method 


GENSCAN 






Start 


1869 




End 


4570 






GI 


none 




Score 


. 52 






Exons 


1869. .2124, 


3157.. 3235, 4489 


. .4570 








Seq. No. 


49798 




Seq. ID 


OJ000328 


_11 . 0419. 


C4 


Gene No. 


105841 




Strand 








Start 


332 




End 


2008 






Name 


OJ000328 11 


.0419.C4.ol.gs 


Method 


GENSCAN 






Start 


332 




End 


2008 






GI 


none 




Score 


. 98 






Exons 


332. .510, 1087. .1241, 1688.. 


1831, 1999. 


.2008 






Seq. No. 


49798 




Seq. ID 


OJ000328 


_11.0419. 


C4 


Gene No. 


105842 




Strand 








Start 


2008 




End 


2576 






Name 


OJ000328 11 


.0419.C4.ol.np 


Method 


AAT/NAP 






Start 


2008 




End 


2576 






GI 


6815072 




Score 


759 






Exons 


2008. .2576 












GI Descrip. 


(AP001080) 


Similar to Arabidopsis thaliana chromosome II 


BAC 




T13P21; hypothetical protein 


(AC006067) 


[Oryza 


sativa] 




Seq. No. 


49798 




Seq. ID 


OJ000328 


_11.0419. 


C4 


Gene No. 


105842 




Strand 








Start 


2008 




End 


2576 






Name 


OJ000328 11 


.0419.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


2101 




End 


2283 






GI 


none 




Score 


65 






Exons 


2101. .2283, 


2102. .2281 










Seq. No. 


49798 




Seq. ID 


OJ000328 


_11.0419. 


C4 


Gene No. 


105842 




Strand 








Start 


2008 




End 


2576 






Name 


OJ000328 11 


.0419.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


2209 




End 


2552 






GI 


none 




Score 


52 






Exons 


2209. .2298, 


2212.. 2292, 2330 


..2551, 2412. .2552 






Seq. No. 


49798 




Seq. ID 


OJ000328 


_11.0419. 


C4 


Gene No. 


105842 




Strand 








Start 


2008 




End 


2576 






Name 


OJ000328 11 


.0419.C4.ol.tc 


Method 


TBLASTX: 


Cress 





51411 






Start 


2327 






End 


2554 








GI 


none 






Score 


78 








Exons 


2327. .2554, 2409 


. .2543 














Seq. No. 


49798 






Seq. ID 


OJ000328_11. 


.0419. 


C4 




Gene No. 


105842 






Strand 










Start 


2008 






End 


2576 








Name 


OJ000328 11.0419 


.C4 .o2 


. ts 


Method 


TBLASTX : Soybean 






Start 


2375 






End 


2557 








GI 


none 






Score 


65 








Exons 


2375.. 2557, 2379 


. .2549 














Seq. No. 


49799 






Seq. ID 


OJ000328_11, 


.0419. 


C5 




Gene No. 


105843 






Strand 


+ 








Start 


94 






End 


204 








Name 


OJ000328 11.0419 


.CS.ol 


. gs 


Method 


GENSCAN 








Start 


94 






End 


204 








GI 


none 






Score 


. 6 








Exons 


94. .204 
















Seq. No. 


49799 






Seq. ID 


OJ000328JL1, 


.0419. 


C5 




Gene No. 


105844 






Strand 


+ 








Start 


5139 






End 


7128 








Name 


OJ000328 11.0419 


.C5 .o3 


. qs 


Method 


GENSCAN 








Start 


5139 






End 


7128 








GI 


none 






Score 


. 9 






hi 

: w 


Exons 


5139.. 5308, 5338 


. . 6242 


# 7100 


. .7128 










Seq. No. 


49799 






Seq. ID 


OJ000328_11, 


,0419. 


C5 




Gene No. 


105845 






Strand 








% J 


Start 


549 






End 


4952 








Name 


OJ000328 11.0419 


.C5.o2 


. qs 


Method 


GENSCAN 








Start 


549 






End 


4952 









GI 


none 






Score 


. 64 








Exons 


549. .661, 1693..: 


1867, : 


3409. . 


3755, 4617 


..4781, 4895. 


. .4952 


M 


Seq. No. 


49800 






Seq. ID 


OJ000328_11. 


.0419. 


C7 




Gene No. 


.105846 






Strand 


+ 






fit 


Start 


400 






End 


901 








Name 


OJ000328 11.0419 


.C7.ol 


. qs 


Method 


GENSCAN 






C3 


Start 


400 






End 


901 








GI 


none 






Score 


.89 








Exons 


400. .477, 740. .901 














Seq. No. 


49800 






Seq. ID 


OJ000328_11. 


.0419. 


C7 




Gene No. 


105847 






Strand 










Start 


936 






End 


2421 








Name 


OJ000328 11.0419 


.C7.ol 


. qp 


Method 


AAT/GAP 








Start 


936 






End 


2218 








GI 


none 






Score 


7 92 








Exons 


936.. 1237, 1321. 


.1395, 


2178 . 


.2218 










Seq. No. 


49800 






Seq. ID 


OJ000328_11. 


,0419. 


C7 




Gene No. 


105847 






Strand 










Start 


936 






End 


2421 








Name 


OJ000328 11.0419, 


,C7.o2 


.gs 


Method 


GENSCAN 








Start 


1329 






End 


2421 







51412 



\4 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1329. .1395, 2264. .2421 



Score 



49801 
105848 
466 

OJ000328_11.0419.C8.ol.np 
461 

6016874 



Seq. ID OJ000328_11.0419.C8 
Strand 

2631 
AAT/NAP 
2631 
1794 . 



End 

Method 
End 
Score 

461. .800, 912. .1091, 1485. .1644, 2035. .2267, 2332. .2469, 
2553. ,2631 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ID OJ000328_11.0419.C8 
Strand 

End 2631 

Method GENSCAN 

End 2631 

Score .75 

466. .857, 912. .1091, 1485. .1644, 2179. .2267, 2332. .2431, 
2482. .2631 



49801 

105848 

466 

OJ000328_11.0419.C8.ol.gs 

466 

none 



49801 
105848 
466 

OJ000328_11.0419.C8.ol.gp 
1434 

uC-osflcypll0c07bl 
1434 . .1942 

, 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. ID OJ000328_11.0419.C8 

Strand . - 

End 2631 

Method AAT/GAP 

End 1942 

Score 966 



Seq. No. 


49801 




Seq. ID 


OJ000328_11.0419. 


C8 


Gene No. 


105849 




Strand 






Start 


3018 




End 


4270 




Name 


OJ000328 ll.0419.C8.o2 


tm 


Method 


TBLASTX: Maize 




Start 


523 




End 


756 




GI 


none 




Score 


95 




Exons 


523. .756, 608. .754 










Seq. No. 


49801 




Seq. ID 


OJ000328_11.0419. 


C8 


Gene No. 


105849 




Strand 






Start 


3018 




End 


4270 




Name 


OJ000328 ll.0419.C8.o4 


tm 


Method 


TBLASTX: Maize 




Start 


842 




End 


1224 




GI 


none 




Score 


135 




Exons 


842. .1213, 943. .1224 










Seq. No. 


49801 




Seq. ID 


OJ000328_11.0419. 


C8 


Gene No. 


105849 




Strand 






Start 


3018 




End 


4270 




Name 


OJ000328 ll.0419.C8.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1429 




End 


1743 




GI 


none 




Score 


108 





51413 



Exons 


1429. .1656, 


1430 


. .1648, 


Seq. No. 


49801 






Gene No. 


105849 






Start 


3018 






Name 


OJ000328 11 


.0419 


.C8.ol. 


Start 


1837 






GI 


none 






Exons 


1837. .1875, 


1870 


. .1926, 


Seq. No. 


49801 






Gene No. 


105849 






Start 


3018 






Name 


OJ000328 11 


.0419 


.C8.o2. 


Start 


3018 






GI 


none 






Exons 


3018. .3239, 


3439 


. .3502, 


Seq. No. 


49801 






Gene No. 


105849 






Start 


3018 






Name 


OJ000328 11 


.0419 


.C8.o2.] 


Start 


3030 






GI 


6907084 






Exons 


3030. .3135, 


3188 


. .3258 


GI Descrip. 


(AP001129) 


hypothetical 


Seq. No. 


49802 






Gene No. 


105850 






Start 


4686 






Name 


OJ000328 11 


.0419 


.C9.ol.] 


Start 


4686 






GI 


542176 






Exons 


4686. .4774, 


5452 


. .5676, 


GI Descrip. 


probable finger protein 



Seq. ID 


OJ000328 


Strand 




End 


4270 


Method 


TBLASTX: 


End 


2283 


Score 


110 


2211, 2003.. 2212, 


Seq. ID 


OJ000328 


Strand 




End 


4270 


Method 


GENSCAN 


End 


4270 


Score 


.69 


3998, 4207.. 4270 


Seq. ID 


OJ000328 


Strand 




End 


4270 


Method 


AAT/NAP 


End 


3258 


Score 


123 


_n [Oryza 


sativa] 


Seq. ID 


OJ000328 


Strand 




End 


6564 


Method 


AAT/NAP 


End 


6564 


Score 


404 


6564 





(D16415) WZF1 [Triticum aestivum] gi | 4858 1 6 | dbj I BAA03902 | 
(D16416) WZF1 [Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49802 

105850 

4686 

OJ000328_11.0419.C9.ol.tw 

5519 

none 

5519.. 5578, 5521.. 5562, 5535. 
5633.. 5701, 5634.. 5696, 6176. 
6310.. 6441, 6311.. 6433, 6380. 



Seq. ID OJ000328_11.0419.C9 
Strand 

End 6564 
Method TBLASTX : Wheat 
End 6472 
Score 70 

.5579, 5579. .5608, 5580. .5642, 
.6325, 6200.. 6253, 6214.. 6324, 
.6472 



Seq. No. 49802 
Gene No. 105850 
Start 4686 

Name OJ000328_11 . 04 1 9 . C9 . ol . tm 

Start 5544 
GI none 

Exons 5544.. 5579, 5545.. 5571, 5579. 

5643.. 5696, 6223.. 6336, 6224. 
6380. .6475, 6421. .6546 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 11. 0419. C9 



6564 

TBLASTX: Maize 
6546 
54 

5620, 5583. .5621, 5642. .5701, 
6319, 6319.. 6348, 6320. .6439, 



51414 






Seq. No. 


49802 


Seq. ID 


OJ000328_11.0419.C9 




Gene No. 


105850 


Strand 






Start 


4686 


End 


6564 




Name 


OJ000328 11.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


5861 


End 


6070 




GI 


16349 1.R1084 


Score 


352 




Exons 


5861. .6070 








GI Descrip. 


'542176/pir | | S39045 2.0e-79 probable finger protein WZF1 - whea 






>gi 485814 dbj BAA03901 (D16415) WZF1 


[Triticum aestivum] 






>gi_485816_dbj_BAA03902_ (D16416) WZF1 


[Triticum aestivum] ' 




Seq. No. 


49803 


Seq. ID 


OJ000328_11. 0419. C10 




Gene No. 


105851 


Strand 


+ 




Start 


560 


End 


847 




Name 


OJ000328 11.0419.C10.ol.gp 


Method 


AAT/GAP 




Start 


560 


End 


847 




GI 


428537 


Score 


533 




Exons 


560. .847 








Seq. No. 


49803 


Seq. ID 


OJ000328_11. 0419. C10 




Gene No. 


105852 


Strand 






Start 


667 


End 


17421 • 




Name 


OJ000328 11.0419.C10.ol.gs 


Method 


GENS CAN 


% J 


Start 


667 


End 


17421 


r n 


GI 


none 


Score 


.71 


1 ^ 


Exons 


667. .1029, 1140. .2277, 2448. 


.2726, 2859. .3121, 5476. .5653, 






5929.. 6129, 6644.. 6907, 8251 


..8321, 11903. .11946, 13142 13211, 


iy 




15508. .15687, 15699 .. 15974 , 


17311. .17421 




Seq. No. 


49803 


Seq. ID 


OJ000328_11. 0419. C10 


ru 


Gene No. 


105852 


Strand 






Start 


667 


End 


17421 




Name 


OJ000328 11.0419-C10-ol.np 


Method 


AAT/NAP 




Start 


933 


End 


6852 




GI 


7489108 


Score 


2134 




Exons 


933. .1032, 1150.. 2277, 2448. 


.2726, 2859. .3121, 5476. .5653, 






5929.. 6129, 6644.. 6852 






f ^ 


GI Descrip. 


chloride channel protein C1C 


-1 - common tobacco 


? === 
~ 5T' 




gi|1360090|emb|CAA64829.1| (X95576) ClC-Ntl [Nicotiana tabacum] 




Seq. No. 


49803 


Seq. ID 


OJ000328_11. 0419. C10 




Gene No. 


105852 


Strand 






Start 


667 


End 


17421 




Name 


OJ000328 11.0419.C10.ol.tc 


Method 


TBLASTX : Cress 




Start 


951 


End 


6759 




GI 


none 


Score 


90 




Exons 


951. .1019, 952. .1020, 1146.. 


1355, 1198. 


.1362, 1423. .1644, 






1467. .1709, 1687. .2010, 1776 


..2123, 2038. .2112, 2173. .2241, 






2175. .2276, 2441.. 2497, 2442 


..2552, 2565. .2726, 2585. .2731, 






2856. .2912, 2858.. 3127, 2994 


..3128, 5471. .5644, 5473. .5652, 






5925.. 6140, 5938.. 6129, 6643 


. .6759 






Seq. No. 


49803 


Seq. ID 


OJ000328_11.0419.C10 




Gene No. 


105852 


Strand 






Start 


667 


End 


17421 




Name 


OJ000328 11.0419.C10.o2.gp 


Method 


AAT/GAP 



51415 





Start 


968 








End 


1708 




GI 


16019 1.R1084 






Score 


1188 




Exons 


968. .1019, 


1140. 


.1708 










GI Descrip. 


, 1360090/emb|CAA64829| 


7.0e- 


56 (X95576) 


CIC-Nt 






tabacum] ' 














Seq. No. 


49803 








Seq. ID 


OJ00032 




Gene No. 


105852 








Strand 






Start 


667 








End 


17421 




Name 


OJ000328 11 


.0419 


.C10.O2 


. tm 


Method 


TBLASTX 




Start 


1146 








End 


1655 




GI 


none 








Score 


114 




Exons 


1146. .1655, 


1198 


. . 1362, 


1420 


. .1650 






Seq. No. 


49803 








Seq. ID 


OJ00032 




Gene No. 


105852 








Strand 






Start 


667 








End 


17421 




Name 


OJ000328 11 


. 0419 


.C10 .ol 


. ts 


Method 


TBLASTX 




Start 


1164 








End 


1815 




GI 


none 








Score 


92 




Exons 


1164. .1361, 


1198 


. .1347, 


1420 


. .1644, 1464. .1709 






1776. .1814 












C3 


Seq. No. 


49803 








Seq. ID 


OJ00032 


w 


Gene No. 


105852 








Strand 




? ?% 


Start 


667 








End 


17421 




Name 


OJ000328 11 


.0419 


.ClO.ol 


.tw 


Method 


TBLASTX 


ru 


Start 


1417 








End 


1710 


= ^ 


GI 


none 








Score 


187 




Exons 


1417. .1710, 


1464 


. .1709 








~ n 


Seq. No. 


49803 








Seq. ID 


OJ00032 




Gene No. 


105852 








Strand 






Start 


667 








End 


17421 




Name 


OJ000328 11 


.0419. C10. ol 


. tm 


Method 


TBLASTX 




Start 


1662 








End 


2247 


; 3 


GI 


none 








Score 


632 


*" ss. 

\sj 


Exons 


1662. .1709, 


1687 


.2247, 


1776 


. .2246 




5. J: 


Seq. No. 


49803 








Seq. ID 


OJ00032 




Gene No. 


105852 








Strand 






Start 


667 








End 


17421 




Name 


OJ000328 11 


.0419 


C10.o2 


.ts 


Method 


TBLASTX 




Start 


1978 








End 


2258 




GI 


none 








Score 


91 




Exons 


1978. .2115, 


1983 


.2123, 


2178 


. .2258 






Seq. No. 


49803 








Seq. ID 


OJ00032 




Gene No. 


105852 








Strand 






Start 


667 








End 


17421 




Name 


OJ000328 11 


.0419 


C10.O4 


. tm 


Method 


TBLASTX 




Start 


2441 








End 


3001 




GI 


none 








Score 


66 




Exons 


2441. .2497, 


2442 


.2528, 


2520 


..2732, 2585. .2731 






2858. .3001 














Seq. No. 


49803 








Seq. ID 


OJ00032 



51416 



Gene No. 105852 Strand 

Start 667 End 17421 

Name OJ000328_11 ,0419. CIO . o3. gp Method AAT/GAP 

Start 2559 End 5551 

GI uC-osflm202101a04bl Score 918 

Exons 2559.. 2726, 2859.. 3121, 5476.. 5551 

GI Descrip. 1 1360090/emb I CAA64829 | 2.0e-55 (X95576) ClC-Ntl 
tabacum] 1 



[Nicotiana 



Seq. No. 49803 

Gene No. 105852 

Start 667 

Name 0 JO 0032 8_1 1.0419. CIO. o3.tm 

Start 5445 

GI none 
Exons 



Seq. ID OJ000328_11. 0419. C10 
Strand 
End 

Method 
End 
Score 



17421 

TBLASTX: Maize 

5656 

240 



5445. .5531, 5470. .5655, 5471. .5656, 5615. .5656 



Seq. No. 49803 Seq. ID 

Gene No. 105852 Strand 

Start 667 End 

Name OJ000328_11 . 04 19 . C10 . o4 . gp Method 

Start 5593 End 

GI 53382_1.R1084 Score 

Exons 5593.-5653, 5929.. 6129, 6644.. 6811 
GI Descrip. 



OJ000328_11. 0419. C10 

17421 
AAT/GAP 
6811 
769 



6644. 

'1655536/emb|CAA70310| 3.0e-20 (Y09095) chloride 
[Arabidopsis thaliana] >gi_1742957_emb_CAA9605 9_ 
chloride channel protein [Arabidopsis thaliana] 1 



channel 

(Z71447) CLC-c 



Seq. No. 49804 Seq. ID 

Gene No. 105853 Strand 

Start 1213 End 

Name OJ000328_11 . 04 19 . Cll . ol . gs Method 

Start 1213 End 

GI none Score 

Exons 1213.. 1322, 3010.. 3169 



OJ000328_11. 0419. Cll 
+ 

3169 
GEN SCAN 
3169 
.77 



Seq. 'No. 49804 Seq. ID 

Gene No. 105854 Strand 

Start 4101 End 

Name OJ000328_11 . 0419. Cll .o2 .gs Method 

Start 4101 End 

GI none Score 

Exons . 4101 . . 6308 



OJ000328_11. 0419. Cll 
+ 

6308 
GENSCAN 
6308 
. 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000328 11. 0419. Cll 



49804 
105854 
4101 

OJ000328_ll.0419.Cll.o2.np 
4602 
6997197 
4602. .5609 

(AC022355) hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

6308 
AAT/NAP 
5609 
443 



49804 

105855 

9325 

OJ000328_11.0419.Cll.ol.gp 



Seq. ID OJ000328_11. 0419. Cll 

Strand + 

End 12832 

Method AAT/GAP 



51417 



Start 


9325 








End 


12832 




GI 


4716292 








Score 


823 




Exons 


.9325. . 9386, 


9489 


.9571, 


12517 


. . 12832 






Seq. No. 


49804 








Seq. ID 


OJ000328 


_11.0419.C11 


Gene No. 


105856 








Strand 






Start 


6935 








End 


9173 




Name 


OJ000328 11 


.0419 


Cll.o3 


. as 


Method 


GENSCAN 




Start 


6935 








End 


9173 




GI 


none 








Score 


.51 




Exons 


6935. .7219, 


7653 


.7826, 


8991. 


. 9173 






Seq. No. 


49804 








Seq. ID 


OJ000328 


_11.0419.C11 


Gene No. 


105857 








Strand 






Start 


18103 








End 


19727 




Name 


OJ000328 11 


.0419. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


18103 








End 


19727 




GI 


none 








Score 


1013 




Exons 


18103. .18323, 19421.. 19727 








Seq. No. 


49804 








Seq. ID 


OJ000328 


11. 0419.C11 


Gene No . 


105858 








Strand 






Start 


20673 








End 


23431 




Name 


OJ000328 11 


.0419. 


Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4281 








End 


6053 




GI 


none 








Score 


132 




Exons 


4281. .4565, 


4311. 


.4460, 


4413. 


.4766, 4530.. 4889, 


4581. .4787, 




4623. .4973, 


4665. 


.4892, 


4701. 


.5072, 4715.. 4972, 


4727 . .4984, 




4764. .5012, 


4824. 


.5183, 


4832. 


.5104, 4890.. 5105, 


4920. .5288, 




5022. .5222, 


5042 . 


. 5107, 


5043. 


.5387, 5100.. 5309, 


5130. .5501, 




5174. .5395, 


5174. 


.5404, 


5199. 


.5606, 5205.. 5402, 


5301. .5525, 




5340 . .5702, 


5415 . 


. 5603, 


C A O A 

5424 . 


.5513, 5439.. 5705, 


5520. .5702, 




5751. .6053 














Seq. No. 


49804 








Seq. ID 


OJ000328 


11.0419.C11 


Gene No . 


105858 








Strand 






Start 


20673 








End 


23431 




Name 


OJ000328 11 


.0419. 


Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4311 








End 


6245 




GI 


none 








Score 


178 




Exons 


4311. .4757, 


4320. 


.4877, 


4404. 


.4967, 4485. .5087, 


4575. .5291, 




4626. .5192, 


4733. 


.5044, 


4785. 


.5498, 4845. .5402, 


5177. .5350, 




5244. .5702, 


5781. 


.6098, 


5781. 


.6065, 5934.. 6242, 


5982. .6245 


Seq. No. 


49804 








Seq. ID 


OJ000328 


11.0419.C11 


Gene No. 


105858 








Strand 






Start 


20673 








End 


23431 




Name 


OJ000328 11 


.0419. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4311 








End 


5705 




GI 


none 








Score 


302 




Exons 


4311. .5144, 


4311. 


.4952, 


4319. 


.4582, 4413. .5258, 


4527. .4703, 




4530. .5384, 


4611. 


.5387, 


4680. 


.5072, 4716. . 4838, 


4746. .4919, 




4775. .4972, 


4833. 


.5675, 


4869. 


.5069, 4923. .5702, 


5136. .5705, 




5169. .5339, 


5325. 


.5381, 


5343. 


.5705, 5441.. 5605, 


5490. .5654, 




5498. .5674 














Seq. No. 


49804 








Seq. ID 


OJ000328 


_11.0419.C11 



51418 



Gene No. 


105858 




Strand 








Start 


20673 




End 


23431 






Name 


OJ000328 11.0419.C11 


.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


15259 




End 


16004 






GI 


none 




Score 


67 






Exons 


15259. .15357, 15266. 


.15382, 


15266. .15376, 15266 


. . 15343, 






15267. .15365, 15269. 


.15373, 


15270. .15368, 15271 


. .15384, 






15273. .15347, 15380. 


115502, 


15393. . 15512, 15397 


. .15555, 






15403. .15549, 15406. 


.15546, 


15407. .15544, 15411 


. .15554, 






15412. .15531, 15413. 


.15469, 


15413. .15541, 15414 


. .15554, 






15498. .15599, 15590. 


.15718, 


15611. .15727, 15611 


. .15724, 






15618 15719, loolo. 


1 C "7 O C 

. 15725, 


15618. .15728, 15618 


. . 157 3 / , 






15618. .15731, 15619. 


.15729, 


15619. .15747, 15621 


. .15725, 






15623. .15727, 15633. 


.15734, 


15749. .15874, 15758 


. .15862, 






15759. .15863, 15766. 


.15894, 


15773. .15865, 15774 


. .15908, 






15781. .15876, 15802. 


.15876, 


15807. .15926, 15898 


. .15996, 






15927. .16004, 15929. 


.15964 










Seq. No. 


49804 




Seq. ID 


OJ000328 


_11.0419. 


Cll 


Gene No. 


105858 




Strand 








Start 


20673 




End 


23431 






Name 


OJ000328 11.0419.C11 


.o5.gs 


Method 


GENSCAN 






Start 


20673 




End 


23431 






GI 


none 




Score 


.73 






Exons 


20673. .20801, 20951. 


.21001, 


21876. .22044, 22298 


. .22356, 






22407. .22500, 23403. 


.23431 










Seq. No. 


49804 




Seq. ID 


OJ000328_ 


_11.0419. 


Cll 


Gene No. 


105858 




Strand 








Start 


20673 




End 


23431 






Name 


OJ000328 11.0419.C11 


.o2.tm 


Method 


TBLASTX : Maize 




Start 


22275 




End 


22739 






GI 


none 




Score 


170 






Exons 


22275.-22469, 22276. 


.22401, 


22521. .22739 






Seq. No. 


49805 




Seq. ID 


OJ000328 


_11.0419. 


C12 


Gene No. 


105859 




Strand 


+ 






Start 


186 




End 


901 






Name 


OJ000328 11.0419.C12 


.ol.gs 


Method 


GENSCAN 






Start 


186 


End 


901 






GI 


none 




Score 


.55 






Exons 


186. .271, 886. .901 












Seq. No. 


49806 




Seq. ID 


OJ000208_ 


JL9.0419. 


C2 


Gene No. 


IOoodO 




Strand 


+ 






Start 


402 




End 


714 






Name 


OJ000208 19. 0419. C2 . 


ol.gs 


Method 


GENSCAN 






Start 


402 




End 


714 






GI 


none 




Score 


.5 






Exons 


402. .482, 653. .714 












Seq. No. 


49807 




Seq. ID 


OJ000208_ 


JL9.0419. 


C3 


Gene No. 


105861 




Strand 


+ 






Start 


90 




End 


215 






Name 


OJ000208 19. 0419. C3. 


ol .gs 


Method 


GENSCAN 






Start 


90 




End 


215 






GI 


none 




Score 


.77 







51419 



Exons 



90. .215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49808 Seq. ID 

105862 Strand 

40 End 

OJ000208_19.0419.C4 .ol.np Method 

40 End 

7523406 Score 



OJ000208_19.0419.C4 
+ 

3182 
AAT/NAP 
3182 
855 



40. .253, 635. .791, 1004. .1598, 1686. .1879, 2001. .2109, 
2251. .2399, 2503. .2714, 3091. .3182 

(AL138648) inositol-1, 4, 5-trisphosphate 5-Phosphatase-like 
protein [Arabidopsis thaliana] 



Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419.C4 


Gene No. 


105862 








Strand 


+ 




Start 


40 








End 


3182 




Name 


OJ000208 19 


.0419 


.C4 .ol. 


gp 


Method 


AAT/GAP 




Start 


321 








End 


620 




GI 


none 








Score 


225 




Exons 


321.. 392, 519.. 620 










Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419.C4 


Gene No. 


105862 








Strand 


+ 




Start 


40 








End 


3182 




Name 


OJ000208_19 


.0419 


. C4 . ol . 


gs 


Method 


GENSCAN 




Start 


957 








End 


2722 




GI 


none 








Score 


.76 




Exons 


957. .1598, 


1686. 


.1879, 


2001. . 


2109, 2251.. 2399, 


2503. .2722 


Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419.C4 


Gene No. 


105863 








Strand 






Start 


3161 








End 


7845 




Name 


OJ000208 19 


.0419 


.C4.o2. 




Method 


AAT/GAP 




Start 


3160 








End 


3659 




GI 


none 








Score 


932 




Exons 


3160. .3659 














Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419.C4 


Gene No. 


105863 








Strand 






Start 


3161 








End 


7845 




Name 


OJ000208 19 


.0419, 


.C4 .o2. 


gs 


Method 


GENSCAN 




Start 


3161 








End 


7845 




GI 


none 








Score 


.46 




Exons 


3161. .3228, 


3426, 


. .3945, 


4452. 


.4694, 4793. .4891, 


5043. .5157, 




5499. .5533, 


6519, 


. .6722, 


7542. 


.7671, 7784. .7845 




Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419.C4 


Gene No. 


105863 








Strand 






Start 


3161 








End 


7845 




Name 


OJ000208 19 


.0419. 


.C4.o2. 


np 


Method 


AAT/NAP 




Start 


3628 








End 


5511 




GI 


4309969 








Score 


655 




Exons 


3628. .3945, 


4452. 


. .4694, 


4793. 


.4891, 5043. .5199, 


5424. .5511 



GI Descrip. (AC002983) putative phosphoglyceride transfer protein 

[Arabidopsis thaliana] gi | 7267511 | emb | CAB77994 . 1 | (AL161512) 
putative phosphoglyceride transfer protein [Arabidopsis 
thaliana] 



51420 




Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105863 








Strand 




Start 


3161 








End 


7845 


Name 


OJ000208 19. 


0419 


.C4.o3. 




Method 


AAT/GAP 


Start 


4823 








End 


6625 


GI 


none 








Score 


666 


Exons 


4823. .4891, 


5043 


. .5229, 


5443. 


.5533, 6519.. 6625 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19. 


0419 


.C4.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


321 








End 


1367 


GI 


none 








Score 


66 


Exons 


321. .392, 323. .391, 323 


. .409, 


514. .573 


, 515. .580, 581. .604, 




582. .605, 685. .798, 685 


. .792, 


1002. .1085, 1004. .1126, 




1005. .1127, 


1061 


. .1114, 


1115. 


.1144, 1116. .1145, 1193. .1237, 




1194. .1238, 


1236 


. .1364, 


1236. 


.1367 




Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19. 


0419 


.C4 .o5. 


tc 


Method 


TBLASTX: Cress 


Start 


685 








End 


2622 


GI 


none 








Score 


106 


Exons 


685. .798, 1004.. 


1105, 1005.. 1133, 2205 


..2414, 2245. .2400, 




2489. .2620, 


2503 


. .2622 








Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19. 


0419 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1452 








End 


2070 


GI 


none 








Score 


153 


Exons 


1452. .1598, 


1715 


. .1870, 


1716. 


.1880, 1981.. 2070 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19. 


0419 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1464 








End 


2070 


GI 


none 








Score 


161 


Exons 


. 1464. .1598, 


1464 


. .1598, 


1683. 


.1880, 1685. .1894, 1981. .2070, 




2001. .2042 












Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19. 


0419 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1464 








End 


2100 


GI 


none 








Score 


158 


Exons 


1464. .1598, 


1464 


. .1598, 


1683. 


.1880, 1685. .1894, 1981. .2100, 




2001. .2039 












Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene "No. 


105864 








Strand 





51421 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419 


.C4 .06. 


tm 


Method 


TBLASTX: Maize 


Start 


2229 








End 


2653 


GI 


none 








Score 


193 


Exons 


2229. .2405, 


2245 


. .2400, 


2489. 


.2653, 2495.. 2602, 2503.. 2625 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419 


.C4.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2245 








End 


2575 


GI 


none 








Score 


204 


Exons 


2245. .2400, 


2250 


. .2405, 


2489. 


.2575, 2503.. 2574 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2277 








End 


2740 


GI 


none 








Score 


193 


Exons 


2277. .2414, 


2278 


. .2400, 


2280. 


.2402, 2441. .2692, 2501. .2686, 




2503. .2703, 


2680 


. .2739, 


2681. 


.2740, 2684. .2713 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No . 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3182 ~ 








End 


5569 


GI 


none 








Score 


52 


Exons 


3182. .3247, 


3183 


. .3245, 


3332. 


.3385, 3422. .3553, 3427. .3561, 




3492. .3575, 


3579 


. .3647, 


3688. 


.3825, 3697. .3948, 3704. .3946, 




3865. .3948, 


4449 


. .4697, 


4453. 


.4698, 4453. .4722, 4454. .4705, 




4777. .4866, 


4793 


. .4882, 


4800. 


.4892, 5028. .5102, 5041. .5094, 




5043. .5096, 


5079 


. .5201, 


5087 . 


.5206, 5087. .5197, 5155. .5205, 




5416. .5535, 


5444 


. .5569 








Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 -. 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419 


,C4 ,o7 . 


tc 


Method 


TBLASTX: Cress 


Start 


4440 








End 


4697 


GI 


none 








Score 


60 


Exons 


4440. .4568, 


4468 


. .4530, 


4569. 


.4697, 4576.. 4677 


Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


OJ000208 19 


.0419.C4.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4455 








End 


4673 


GI 


none 








Score 


176 


Exons 


4455. .4673, 


4465 


. -4671, 


4467 . 


.4673 




Seq. No. 


49808 








Seq. ID 


OJ000208_19.0419.C4 


Gene No. 


105864 








Strand 




Start 


8296 








End 


12651 


Name 


. OJ000208 19 


.0419, 


.C4 .o4 . 


gp 


Method 


AAT/GAP 


Start 


8296 








End 


9012 



51422 



GI 

Exons 



none 

8296. .9012 



Score 



1426 



Seq. No. 49808 Seq. ID 

Gene No. 105864 Strand 

Start 8296 End 

Name OJ000208_19 . 04 19 . C4 . o3 . gs Method 

Start 8537 End 

GI none Score 

Exons 8537.. 9189, 9225.. 10025, 10810 .. 10907 , 
11299. .11598, 12210. .12620 



OJ000208_19.0419.C4 

12651 
GENSCAN 
12620 
. 65 

11026. .11195, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49808 

105864 

8296 

OJ000208_19.0419.C4 .06. tc 

8538 

none 

8538. .8867, 8561.. 8866 

49808 

105864 

8296 

OJ000208_19.0419.C4.o3.np 

8540 

6573772 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_19.0419.C4 
12651 

TBLASTX: Cress 

8867 

143 



Seq. ID OJ000208_19.0419.C4 
Strand 

End 12651 

Method AAT/NAP 

End 12587 

Score 1941 



8540. .9135, 9225. .9989, 10810 10893, 11328 11598 , 12210. .12587 
(AC009243) F28K19.27 [Arabidopsis thaliana] 



49808 Seq. ID 

105864 Strand 

8296 End 

OJ000208_19 . 04 19 . C4 . ol . tm Method 

8549 End 

none Score 



OJ000208_19.0419.C4 
12651 

TBLASTX: Maize 

10907 

82 



8549. .8731, 8556. .8666, 8756. .8866, 8915. .9136, 8967. .9137, 
9203. .9532, 9223. .9531, 9532. .9990, 9545. .9820, 9878. .9991, 
10796. .10906, 10806.. 10907 



■2 55. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 19. 0419. C4 



Seq. No. 49808 
Gene No. 105864 
Start 8296 

Name OJ000208_19 . 04 19 . C4 . ol . ts 

Start 8549 
GI none 

Exons 8549.. 8716, 8744.. 8839, 8963 

9108.. 9137, 9223.. 9990, 9229 
9611. .9946, 10787. .10906, 10788 .. 10907 , 11023 Ill 96, 
11025. .11207, 11296. .11385, 11297 .. 114 07 , 114 19 .. 11565, 
11420. .11611, 11554. .11616, 12187 124 8 6, 12207. .12485 



12651 

TBLASTX : Soybean 
12486 
98 

9091, 8976.. 9095, 9098.. 9136, 
9495, 9293.. 9532, 9586.. 9873, 



Seq. No. 49808 Seq. ID 

Gene No. 1058 64 Strand 

Start 8296 End 

Name OJ000208_19 . 0419 . C4 . ol . tc Method 

Start 8993 End 

GI " none ~ Score 



OJ000208_19.0419.C4 
12651 

TBLASTX: Cress 

11135 

49 



51423 



Exons 



8993. .9055, 9092. .9124, 9098. .9136, 9223.. 9831, 9238.. 9369, 
9299. .9532, 9474. .9557, 9847. .9990, 10787 .. 10906, 11025.. 11135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000208_19.0419.C4 
Strand 

End 12.651 

Method AAT/GAP 

End 9676 

Score 979 



49808 
105864 
8296 

OJ000208_19.0419.C4.o5.gp 
9074 

uC-osflcyp034e09bl 
9074.. 9135, 9225.. 9676 

, 2181180/emb|CAB06417| 6.0e-24 (Z84377) xylosidase [Aspergillus 
niger] ' 



49808 

105864 

8296 

OJ000208_19.0419.C4.o6.gp 
9720 

75245 1.R1084 



Seq. ID OJ000208_19.0419.C4 
Strand 

End 12651 

Method AAT/GAP 

End 11195 

Score 979 



9720. .9989, 10809 10907 , 11026. .11195 

, 2723496/dbj |BAA24107| 7.0e-18 (AB009972) beta-1 , 4-xylosidase 
[Aspergillus oryzae] ' 



49808 

105864 

8296 

OJ000208_19.0419.C4 .o7.tm 

11022 

none 



Seq. ID OJ000208_19.0419.C4 
Strand 

End * 12651 

Method TBLASTX : Mai ze 

End 11323 

Score 151 



11022. .11156, 11023. .11196, 11023 .. 11196, 11024 .. 11197 , 
11025. .11210, 11287. .11322, 11297. .11323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49808 

105864 

8296 

OJ000208_19.0419.C4.o3.tc 

11136 

none 



Seq. ID OJ000208_19.0419.C4 
Strand 

End 12651 

Method TBLASTX : Cress 

End 11554 

Score 68 



11136. .11207, 11137. .11196, 11296 11427, 11297 .. 11395 , 
11422. .11550, 11429.. 11554 



49808 

105864 

8296 

OJ000208_19.0419.C4.o3.tm 

11425 

none 



Seq. ID OJ000208_19.0419.C4 
Strand 

End ' 12651 

Method TBLASTX: Maize 

End 12527 

Score 263 



11425. .11616, 11426. .11599, 11443 11616, 12187 .. 12507 , 
12190. .12267, 12207. .12506, 12501.. 12527 



49808 

105864 

8296 

OJ000208_19.0419.C4.o7.gp 
11487 

31075_1.R1084 

11487. .11598, 12210. .12651 



Seq. ID OJ000208_19.0419.C4 
Strand 

End 12651 

Method AAT/GAP 

End 12651 

Score . 1084 



51424 




GI Descrip. ' 5690010/emb | CAB51937 . 1 | 3.0e-26 (AJ132472) Family 3 Glycoside 
Hydrolase [Ruminococcus f lavefaciens] 1 



Seq. No. 


49808 








Seq. ID 


OJ000208 


_19.0419. 


C4 


Gene No. 


105864 








Strand 








Start 


8296 








End 


12651 






Name 


OJ000208 19. 


0419. 


C4.o4. 


tc 


Method 


TBLASTX : 


Cress 




Start 


11554 








End 


12486 






GI 


none 








Score 


61 






Exons 


11554 . .11616, 11555. . 11599, 


12207. .12485, 12241 


1 ft A ft C 

. .124 8 6 




Seq. No. 










Seq. ID 


f\ TA a a a a o 

OJUUU2U8 


JL9.0419. 


C5 


Gene No. 


1058 DO 








Strand 


+ 






Start 


a a a 

994 








End 


i a c n 

1063 






Name 


OJUUU2U8 19. 


ft/1 A 

04 iy . 


C5 . Ol . 


gs 


Method 


GEN SCAN 






Start 


Q Q A 

y y*i 








hna 


1 Aro 

lUo J 






GI 


none 








Score 


. 7 9 






Exons 


994. .1063 
















Seq. No. 


A Q Q A Q 

4 98U9 








Seq. ID 


OJ000208 


_19.0419. 


C5 


Gene No. 


i a c o c c 

105866 








Strand 


+ 






Start 


C~l AO 

6793 








End 


7200 






Name 


/-vtaaaaao t a 

OJ000208 19. 


A A 1 ft. 

0419. 


C5 . o3 . 


gs 


Method 


GENSCAN 






Start 


cn 








End 


7200 






GI 


none 








Score 


.7 






Exons 


6793. .7200 
















Seq. No. 


A QQ ft ft 

4 98U9 








Seq. ID 


OJ000208 


_19.0419. 


C5 


Gene No. 


105867 








Strand 








Start 


o o c c 

2855 








End 


5304 






Name 


/-\ tHHAO AO T ft 

OJU00208 19. 


0419. 


C5 . o2 . 


gs 


Method 


GENSCAN 






Start 


o o c c 
2855 








End 


5304 






GI 


none 








Score 


.54 






Exons 


2855 . . 2977, 


3595 . 


. 3782, 


3839 


..4019, 4953. .5037, 


5300. .5304 


Seq. No. 


49809 








Seq. ID 


OJ000208 


_19.0419. 


C5 


Gene No. 


105868 








Strand 








Start 


5611 








End 


11003 






Name 


OJ000208 19. 


0419. 


C5 . ol . 


gp 


Method 


AAT/GAP 






Start 


5611 








End 


8464 






GI 


none 








Score 


863 






Exons 


5611. .5777, 


7933. 


.8117, 


8227 


..8280, 8379..8464 






Seq. No. 


49809 








Seq. ID 


OJ000208 


_19.0419. 


C5 


Gene No. 


105868 








Strand 








Start 


5611 








End 


11003 






Name 


OJ000208 19. 


0419. 


C5.o4 . 


gs 


Method 


GENSCAN 






Start 


7699 








End 


11003 






GI 


none 








Score 


.71 






Exons 


7699. .7707, 


7933. 


.8117, 


8227 


..8248, 8379. .9068, 


9478. .95 


85, 




10992. .11003 














Seq. No. 


49809 








Seq. ID 


OJ000208_ 


J.9.0419. 


C5 


Gene No. 


105869 








Strand 








Start 


12018 








End 


14079 






Name 


OJ000208 19. 


0419. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5713 








End 


8415 







51425 



GI 

Exons 



none Score 82 

5713. .5775, 5718. .5777, 7918. .8106, 7934. .8122, 7934. .8122, 

7935. .8123, 8227. .8271, 8228.-8281, 8231. .8281, 8362. .8409, 
8371. .8415 



Seq. No. 49809 

Gene No. 105869 

Start 12018 

Name OJ000208_19 . 04 1 9 . C5 . o2 . tm 

Start 8606 

GI none 
Exons 



Seq. ID OJ000208_19.0419.C5 
Strand 
End 

Method 
End 
Score 



14079 

TBLASTX: Maize 

9074' 

130 



8606. .8836, 8609. .8776, 8641. .8826, 8673. .8840, 8701. .8841, 
8868. .8900, 8869. .8901, 8909. .9055, 8910. .9074, 8913. .9065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_19.0419.C5 

14079 
AAT/NAP 
14079 
129 



49809 Seq. ID 

105869 Strand 
12018 End 
OJ000208_19 . 04 19 . C5 . o2 . np Method 
12018 End 
6721561 Score 
12018. .12035, 13989. .14079 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49809 

105869 

12018 

OJ000208_19.0419.C5.ol.np 

12692 

7228450 



Seq. ID OJ000208_19.0419.C5 



Strand 
End 

Method 

End 

Score 



14079 
AAT/NAP 
13215 
230 



12692. .12812, 12898 13038 , 13172.. 13215 
(AP001366) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208 19. 0419. C5 



49809 
105869 
12018 

OJ000208_19.0419.C5.o2.gp 
13374 

uC-osflcyp088bl2bl 
13374. .13482 

, 5257255/dbj I AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



14079 
AAT/GAP 
13482 
146 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



49810 
105870 
1 

OJ000208_19.0419.C6.ol.np 
1 

7106516 
1..32, 1225. .1395 

(AP001278) hypothetical protein [Oryza sativa] 



Seq. ID OJ000208_19.0419.C6 

Strand + 

End 1395 

Method AAT/NAP 

End 1395 

Score 119 



49810 
105871 



Seq. ID OJ000208_19.0419.C6 
Strand + 



51426 




Start 


1873 




End 


1982 






Name 


OJ000208 19 0419 C6 o2 nn 




Method 


AAT /NAP 






ulaiL 


187^ _ 
10 /j 




End 


1 982 

X .7 U C. 






0 X 






Score 


S7 




















ox uColj — ^ r"^ • 




sativa] 










49811 




Seq. ID 


OJ000208 


iq 0419 


CI 


Gene No. 


105872 




Strand 


+ 






Start 


74 




End 


3639 






Name 


OJ000208 19.0419.C7.ol.gs 




Method 


GENSCAN 






OLdl L 


74 




End 


3639 






O X 


none 




Score 


.71 






T* 1 von q 


74. .454, 575. .699, 750. .1115, 


1234. .1403, 1497. 


. 1774 , 






1891. .2034, 2596. .2736, 3520.. 


.3639 








kj \Z. > l»U < 


49811 




Seq. ID 


OJ000208 


19.0419. 


C7 


Gene No. 


105872 




Strand 


+ 






Start 


74 




End 


3639 






Name 


OJ000208 19.0419.C7.ol.np 




Method 


AAT /NAP 






Of- a r f 


185 




End 


1451 






V3X 


4263770 




Score 


713 






IT V Tl c 


185. .454, 575. .687, 801. .1115, 


1234. .1' 


151 








(AC006218) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


49811 




Seq. ID 


OJ000208 


_19.0419. 


C7 


Gene No. 


105873 




Strand 


+ 






OLal L 


5026 




End 


5265 








OJ000208 19.0419.C7.o2.gs 




Method 


GENSCAN 






O Lai u 


5026 




End 


5265 






ox 


none 




Score 


.52 








5026. .5265 












Seq. No. 


49811 




Seq. ID 


OJ000208 


_19.0419. 


C7 


Gene No. 


105874 




Strand 








OLalL 


6332 




End 


6677 








OJ000208 19.0419.C7.ol.tm 




Method 


TBLASTX: 


Maize 




04-av.f 
OLal L 


584 




End 


1266 






OX 


none 




Score 


153 






i_J *V Vh/ 110 


584. .700, 586. .699, 798. .1115, 


811.. 1113, 1231. 


.1266 




Seq. No. 


49811 




Seq. ID 


OJ000208 


_19.0419. 


C7 


Gene No. 


105874 




Strand 








0 u a x l 


6332 




End 


6677 






LN ClillC? 


OJ000208 19.0419.C7.o3.gs 




Method 


GENSCAN 






0 Ldl L 


6332 




End 


6677 






OX 


none 




Score 


.84 






Exons - 


6332. .6517, 6579. .6677 












oeq . lno . 


49812 




Seq. ID 


OJ000208 


_19.0419. 


rft 


Gene No. 


105875 




Strand 


+ 






Start 


5536 




End 


6552 






Name 


OJ000208 19.0419.C8.ol.gp 




Method 


AAT /GAP 






Start 


4982 




End 


5783 






GI 


none 




Score 


1564 






Exons 


4982. .5783 













51427 



Seq. No. 49812 Seq. ID 

Gene No. 105875 Strand 

Start 5536 . End 

Name OJ000208_1 9 . 0419 . C8 . o2 . gs Method 

Start 5536 End 

GI none Score 

Exons 5536.. 6552 



OJ000208_19.0419.C8 
+ 

6552 
GEN SCAN 
6552 
.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49812 Seq. ID 

105875 Strand 

5536 End 

OJ000208_19.0419.C8.ol.np Method 

5557 End 

6573771 Score 
5557. .5795, 5850. .6549 

(AC009243) F28K19.29 [Arabidopsis thaliana] 



OJ000208_19.0419.C8 
+ 

6552 
AAT/NAP 
6549 
498 



49812 Seq. ID 

105876 Strand 

6271 End 

OJ000208_19 . 04 19 . C8 . o2 . gp Method 

6271 End 

none Score 
6271. .6905 



OJ000208_19.0419.C8 

6905 
AAT/GAP 
6905 
1219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49812 
105877 
9544 

OJ000208_19.0419.C8.o2.tm 
4978 



OJ000208 19. 0419. C8 



none 

4978. 

5190. 

5529. 

5593. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5046, 4979. .5101, 4980. .5114, 4981. .5112, 5179. .5295, 
5288, 5313. .5339, 5320. .5337, 5400. .5438, 5405. .5440, 
5564, 5530.. 5565, 5563.. 5595, 5565.. 5594, 5592.. 5636, 
5631 



10658 

TBLASTX: Maize 

5636 

131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



49812 

105877 

9544 

OJ000208_19.0419.C8.ol.tw 

4996 

none 

4996. .5055, 5000. .5056, 5052. 
5154.. 5183, 5155. .5187, 5206. 

49812 

105877 

9544 

OJ000208_19.0419.C8.ol.tm 

5700 

none 

5700. .5720, 
6027. .6101, 

49812 
105877 
9544 



5782. .5856, 5844, 
6028.. 6378, 6040. 



Seq. ID OJ000208_19.0419.C8 
Strand 

End 10658 
Method TBLASTX : Wheat 
End 534 6 

Score 74 

.5114, 5081. .5128, 5082. .5129, 
.5346, 5227. .5328, 5241. .5345 

Seq. ID OJ000208_19.0419.C8 
Strand 

End 10658 
Method TBLASTX: Maize 
End 6401 
Score 36 

.5924, 5877. .5984, 5953. .5985, 
.6117, 6207. .6401 

Seq. ID OJ000208_19.0419.C8 
Strand 

End 10658 



51428 





Name 


OJ000208 19. 


.0419. 


C8.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5850 








End 


6315 






GI 


none 








Score 


343 






Exons 


5850. .5894, 


5913. 


.5936, 


5953. 


.6243, 6033.. 6101, 


6040. .6117, 






6244. .6315 
















Seq. No. 


49812 








Seq. ID 


OJ000208 


_19.0419.C8 




Gene No. 


105877 








Strand 








o rare 


QC A A 








End 


10658 






Name 


OJ000208 19. 


.0419. 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


5853 








End 


6537 






GI 


none 








Score 


321 






Exons 


5853. .5912, 


5943. 


.5981, 


6031. 


.6243, 6033.. 6101, 


6040. . 6117, 






6244. .6297, 


6484 . 


.6537 












Seq. No. 


49812 








Seq. ID 


OJ000208 


_19.0419.C8 




Gene No . 


lUDo / / 








Strand 








Start 


9544 








End 


10658 






Name 


OJ000208 19. 


0419. 


C.8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6040 








End 


6210 






GI 


none 








Score 


184 






Exons 


6040. .6210 
















Seq. No. 


49812 








Seq. ID 


OJ000208 


_19.0419.C8 




Gene No. 


105877 








Strand 






r ft 


Start 


9544 








End 


10658 






Name 


UJUUUZUo iy. 


C\ A 1 Cx 

U4 1 y . 


Co . OO . 


4- _ 

tm 


Method 


TBLASTX: 


Maize 


rU 


Start 


6445 








End 


6880 




==tr 


GI 


none 








Score 


168 




: : 3 


Exons 


6445. .6537, 


6453. 


.6569, 


6483. 


.6566, 6497.. 6574, 


6629. .6703, 


- ^ 




6660. .6707, 


6672. 


.6704, 


6792. 


.6824, 6794.. 6823, 


6796. .6825, 


; y 




6820. .6867, 


6821. 


.6880, 


6821. 


.6880 








Seq. No. 


49812 








Seq. ID 


OJ000208 


_19.0419.C8 


r «: 


Gene No . 


lUoo / / 








Strand 








Start 


9544 








End 


10658 






Name 


OJ000208 19. 


0419. 


C8.o3. 


gs 


Method 


GENSCAN 




. ^ 


Start 


9544 








End 


10658 




.= =5. 


GI 


none 








Score 


.55 




: = 

ts 


Exons 


9544. .9617, 


9777. 


.9847, 


10327 


. .10658 








Seq. No. 


49813 








Seq. ID 


OJ000208 


_19. 0419. C10 




Gene No. 


105878 








Strand 


+ 






Start 


1471 








End 


10589 






Name 


ujuuu^uo iy. 


n a 1 q 
U4 iy . 


C1U . Ol 


.gs 


Method 


GENSCAN 






Start 


1471 






End 


10589 






GI 


none 








Score 


.61 






Exons 


1471. .1704, 


1857. 


.1997, 


2108. 


.2179, 2264. .2341, 


2434. .2487, 






2613. .2714, 


2863. 


.2940, 


3073. 


.3142, 3343. .3413, 


3577. .3715, 






3780. .3903, 


5959. 


.6099, 


6270. 


.6312, 7501. .7605, 


10452. . 1058! 




Seq. No. 


49813 








Seq. ID 


OJ000208 


_19. 0419. C10 




Gene No. 


105878 








Strand 


+ 






Start 


1471 








End 


10589 






Name 


OJ000208 19. 


0419. 


ClO.ol 


.np 


Method 


AAT/NAP 






Start 


1881 








End 


3833 






GI 


4567205 








Score 


733 





51429 



Exons 

GI Descrip. 



1881. .1997, 2108. .2179, 2264. .2341, 2416. .2487, 2613. .2714, 
2863.. 2940, 3073.. 3142, 3343.. 3413, 3577.. 3669, 3780.. 3833 
(AC007168) putative trehalose-6-phosphate phosphatase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49813 Seq. ID OJ000208_19 . 04 19 . CIO 

105878 Strand + 

1471 End 10589 

OJ000208_1 9.0419. C10 . ol . gp Method AAT/GAP 

2594 End 3391 

921_1.R1084 Score 565 

2594. .2714, 2863. .2940, 3073. .3142, 3343. .3391 

! 2618601/dbj IAB008266.1 IAB008266 1.0e-08 Arabidopsis thaliana 





genomic DNA, chromosome 5, 


PI clone: 


MHJ24, complete sequence 


Seq. No. 


49813 


Seq. ID 


OJ000208 19. 0419. C10 


Gene No. 


105879 


Strand 


+ 


Start 


11385 


End 


13607 


Name 


OJ000208 19.0419.C10.o2.gs 


Method 


GENSCAN 


Start 


11385 


End 


13255 


GI 


none 


Score 


.77 


Exons 


11385. .11790, 12808. .12958, 


13073. .13124, 13148. .13255 


Seq. No. 


49813 


Seq. ID 


OJ000208_19. 0419. C10 


Gene No. 


105879 


Strand 


+ 


Start 


11385 


End 


13607 


Name 


OJ000208 19.0419.C10.o2.gp 


Method 


AAT/GAP 


Start 


11722 


End 


13607 


GI 


3760858 


Score 


1121 


Exons 


11722. .11790, 12808. .12959, 


13073. .13 


490, 13577. .13607 


GI Descrip. 


2618601/dbj | AB008266 . 1 | AB008266 1 . Oe- 


08 Arabidopsis thaliana 




genomic DNA, chromosome 5, 


PI clone: 


MHJ24, complete sequence 


Seq. No. 


49813 


Seq. ID 


OJ000208_19. 0419. C10 


Gene No. 


105880 


Strand 


+ 


Start 


14275 


End 


15461 


Name 


OJ000208 19.0419.C10.o2.np 


Method 


AAT/NAP 


Start 


14275 


End 


15461 


GI 


7487209 


Score 


435 


Exons 


14275. .14347, 14998. .15461 






GI Descrip. 


hypothetical protein T19P19 


.120 - Arabidopsis thaliana 




gi | 3080442 | emb | CAA18759 . 1 | 


(AL022605) 


putative protein 



[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161595) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49813 

105880 

14275 

OJ000208_19.0419.C10.o3.gp 
14731 

68664JL.R1084 

14731. .14885, 14952.. 15200 
, 3080442/emb|CAA18759.1| 1. 
[Arabidopsis thaliana] 1 

49813 
105881 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_ 
+ 

15461 
AAT/GAP 
15200 
758 



19. 0419. C10 



0e-14 (AL022605) putative protein 



Seq. ID OJ000208_19. 0419. C10 
Strand + 



51430 






Start 


15436 




End 


15682 










Name 


OJ000208 19. 0419. CIO 


. o4 .gp 


Method 


AAT/GAP 










Start 


15436 




End 


15682 










GI 


3762221 




Score 


366 










Exons 


15436. .15682 
















Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 


0419 


.C10 




Gene No. 


105882 




Strand 


+ 










Start 


21787 




hna 


22724 










Name 


OJ000208 19. 0419. CIO 


. o3 . np 


Method 


AAT/NAP 










Start 


21769 




End 


22721 










GI 


6587859 




Score 


332 










Exons 


21769. .22721 
















GI Descrip. 


(AC012680) unknown protein 


[Arabidops: 


Ls thaliana] 








Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19 . 


0419 


.C10 




Gene No. 


105882 




Strand 


+ 










Start 


21787 




End 


22724 










Name 


OJ000208_19. 0419. CIO 


. o5 .gs 


Method 


GEN SCAN 










Start 


21787 




End 


22724 










GI 


none 




Score 


. 52 










Exons 


21787. . 22458, 22515. 


.22724 












a 13. 

U 


Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 


0419 


.C10 




Gene No. 


105883 




Strand 


+ 










Start 


30520 




End 


31742 








sl ! = 
?! ! 


Name 


OJ000208_19. 0419. C10 


. o7 .gs 


Method 


GENSCAN 










Start 


30520 




End 


31742 










GI 


none 




Score 


. 6 








; 3 
E : H 


Exons 


30520. .30588, 31506. 


.31742 












. ~^ 


Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 


0419 


.C10 


ry 


Gene No. 


105884 




Strand 


+ 










Start 


32367 




End 


33598 








f ^ 


Name 


OJ000208 19. 0419. C10 


. 08 . gs 


Method 


GENSCAN 










Start 


32367 




End 


33598 










GI 


none 




Score 


.54 








*3 


Exons 


32367. .32457, 33543. 


.33598 














Seq. No. 


49813 




Seq. ID 


OJ000208__ 


19. 


0419 


.C10 




Gene No. 


105885 




Strand 


+ 










Start 


34847 




End 


35419 










Name 


OJ000208 19. 0419. C10 


.o9.gs 


Method 


GENSCAN 










Start 


34847 




End 


35419 










GI 


none 




Score 


.86 










Exons 


34847. .35419 
















Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 


0419 


.C10 




Gene No. 


105886 




Strand 


+ 










Start 


42525 




End 


45295 










Name 


OJ000208 19. 0419. C10 


. oil . gs 


Method 


GENSCAN 










Start 


42525 




End 


45295 










GI 


none 




Score 


.72 










Exons 


42525.-42572, 43092. 


.43326, 


43424. .43598, 43694. 


.43907, 








44129. .44773, 44940. 


.45076, 


45181. .45295 










Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 


0419 


.CIO 



51431 



Gene No. 


105887 


Strand 


+ 




Start 


46194 


End 


48927 




Name 


OJ000208 19.0419.C10.o9.gp 


Method 


AAT/GAP 




Start 


46178 


End 


47306 




GI 


none 


Score 


744 




Exons 


46178. .46304, 47048. .47306 








Seq. No. 


49813 


Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105887 


Strand 


+ 




Start 


46194 


End 


48927 




Name 


OJ000208 19.0419.C10.ol2.gs 


Method 


GENSCAN 




Start 


46194 


End 


47742 




GI 


none 


Score 


.6 




Exons 


4 6194. .4 6304, 47048, .47371, 


47728. .47742 




Seq. No. 


49813 


Seq. ID 


OJ000208 19.0419. 


C10 


Gene No . 


105887 


Strand 


+ 




Start 


46194 


End 


48927 




Name 


OJ000208 19.0419.C10.o6.np 


Method 


AAT/NAP 




Start 


46194 


End 


48927 




GI 


7487707 


Score 


437 




Exons 


46194. .46446, 47048 ., 47185 , 


47261. .47556, 47 980 .. 4 804 6, 






48135. .48198, 48479.-48566, 


48675. .48759, 48844. .48927 




GI Descrip. 


hypothetical protein T5 J17 . 


40 - Arabidopsis thaliana 






gi I 4 490738 I emb | CAB38900 . 1 1 


(AL035708) 


putative protein 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



[Arabidopsis thaliana] gi | 7271042 | emb | CAB80650 . 1 1 
putative protein [Arabidopsis thaliana] 



(AL161596) 



49813 

105887 

46194 

OJ000208_19. 0419. C10. olO.gp 
47501 

uC-osroM202028a08bl 



OJ000208_19. 0419. C10 
+ 



Seq. ID 
Strand 

End 48927 
Method AAT/GAP 
End 48734 
Score 680 

47501. .47556, 47638 .. 47710 , 47966 .. 4804 6, 48135 .. 48198 , 
48479. .48566, 48675.-48734 

1 44 907 3 8 /emb | CAB3 8 900. 1 1 1.0e-17 (AL035708) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 


49813 




Seq. ID 


OJ000208JL9. 0419. C10 


Gene No. 


105888 




Strand 




Start 


18064 




End 


21622 


Name 


OJ000208 19. 0419. C10 


. o4 . gs 


Method 


GENSCAN 


Start 


18064 




End 


21622 


GI 


none 




Score 


.62 


Exons 


18064. .18197, 19226. 


.19387, 


21586. .21622 


Seq. No. 


49813 




Seq. ID 


OJ000208_19. 0419. C10 


Gene No. 


105889 




Strand 




Start 


24420 




End 


28534 


Name 


OJ000208 19. 0419. C10 


o5 . gp 


Method 


AAT/GAP 


Start 


24420 




End 


25521 


GI 


88100 1.R1084 




Score 


936 


Exons 


24420. .24784, 25347. 


25521 






GI Descrip. 


'4559333/gb|AAD22995 


1|AC007087_14 2. 


Oe-09 (AC007087) unknown 




protein [Arabidopsis 


thaliana] ? 





51432 



Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 0419. C10 


Gene No. 


105889 




Strand 






Start 


24420 




End 


28534 




Name 


OJ000208 19. 0419. CIO. 


o4 . np 


Method 


AAT/NAP 




Start 


25091 




End 


28534 




GI 


4559333 




Score 


685 




Exons 


25091. .25178, 25357.. 


25502, 


25606. .25939, 26054. 


.26226, 




26363.-26558, 27612.. 


28534 








GI Descrip. 


(AC007087) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


4 9813 




Seq. ID 


OJ000208_ 


in n a i o. /-"in 
19.0419. C1U 


Gene No. 


i n c o o n 




Strand 






Start 


24420 




End 


28534 




Name 


OJ000208_19. 0419. C10. 


o6.gs 


Method 


GENSCAN 




Start 


25353 




End 


28488 




GI 


none 




Score 


.94 




Exons 


25353 .. 25502, 25606.. 


25939, 


26054. .26226, 26363. 


.26553, 




27612 . .28488 










Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 0419. C10 


Gene No. 


105889 




Strand 






Start 


24420 




End 


28534 




Name 


OJ000208_19 . 0419 . C10 . 


06 . gp 


Method 


AAT/GAP 




Start 


26050 




End 


26424 




GI 


426388 




Score 


398 




Exons 


26050 .. 26226, 26363.. 


26424 








GI Descrip. 


4 55 9333 /gb | AAD22995 . 1 


|AC007087_14 2 . Oe- 


-09 (AC007087) unknown 




protein [Arabidopsis 


thaliana] 






Seq. No. 


4 9813 




Seq. ID 


OJ000208_ 


19. 0419. C10 


Gene No. 


105890 




Strand 






Start 


35247 




End 


35580 




Name 


OJ000208 19. 0419. C10. 


o7.gp 


Method 


AAT/GAP 




Start 


35247 




End 


35580 




GI 


568580 




Score 


634 




Exons 


35247 . . 35580 










Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 0419. C10 


Gene No. 


105891. 




Strand 






Start 


36380 




End 


38645 




Name 


OJ000208 19. 0419. C10. 


08 . gp 


Method 


AAT/GAP 




Start 


jDjOU 




End 


38645 




GI 


16796 1.R1084 




Score 


2395 




Exons 


36380. .36897, 37147.. 


37359, 


37929. .38147, 38244. 


.38389, 




38489. .38645 










GI Descrip. 


'1370603/emb|CAA66901 


I l.Oe 


-141 (X98245) annexin 


p35 [Zea mays] 


Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 0419. C10 


Gene No. 


105891 




Strand 






Start 


36380 




End 


38645 




Name 


OJ000208 19. 0419. C10. 


olO .gs 


Method 


GENSCAN 




Start 


36607 




End 


38564 




GI 


none 




Score 


1 




Exons 


36607. .36897, 37147.. 


37359, 


37929. .38147, 38244. 


.38389, 




38489..38S64 










Seq. No. 


49813 




Seq. ID 


OJ000208_ 


19. 0419. C10 



51433 



Gene No. 105891 Strand 

Start 36380 End 38645 

Name OJ000208_19 . 0419 . CIO . o5 . np Method AAT/NAP 

Start 36610 End 38564 

GI 7441507 Score 1334 

Exons 36610. .36897, 37147 .. 37359, 37929 38 147 , 3824 4 38389, 
38489. .38564 

GI Descrip. annexin P35 - maize gi 1 1370603 | emb | CAA66901 . 1 1 (X98245) annexin 
p35 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49813 

105892 

48764 

OJ000208_19.0419.C10.o4.tw 

1859 

none 



Seq. ID OJ000208JL9. 0419. C10 
Strand 

End 49161 

Method TBLASTX : Wheat 

End 2178 

Score 188 



1859. .1993, 1860. .2000, 2086. .2178, 2107. .2178 



Seq. No. 49813 
Gene No. 105892 
Start 48764 

Name OJ000208_19 . 0419 . C10 . o4 . tc 

Start 1860 
GI none 

Exons I860.. 1991, 1865.. 2002, 2107, 

2263..2334, 2437. .2529, 2451, 
2632. .2715, 2860. .2943, 2862. 



Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 
Method TBLASTX : Cress 
End 3824 
Score 149 

.2196, 2141.. 2182, 2261.. 2338, 
.2495, 2610. .2714, 2612. .2713, 
.2942, 3073. .3168, 3335. .3415, 



3336. .3416, 3574. .3675, 3576. .3662, 3777. .3824 



Seq. No. 49813 

Gene No. 105892 

Start 48764 

Name OJ000208_19. 0419. C10 . 08 . tm 

Start 1860 

GI none 

Exons I860.. 2000, 1862.. 1993, 2086. 

2255.. 2338, 2263.. 2331, 2451. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2178, 2108 
.2489, 2452 



OJ000208. 19. 0419. C10 



49161 

TBLASTX: Maize 
2490 
173 

2179, 2135.. 2179, 
2490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49813 Seq. ID 

105892 Strand 
48764 End 
OJ000208_19.0419.C10.o4 .ts Method 
1863 End 
none Score 

1863. .1991, 1865. .1990, 2107. .2181, 2141 

2263. .2340, 2437. .2529, 2451. .2489, 2610 



OJ000208 19. 0419. C10 



49161 

TBLASTX : Soybean 
2714 
157 

2182, 2261.. 2341, 
2714, 2612.. 2713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49813 
105892 
48764 

OJ000208_19. 0419. C10. o6.ts 
12806 



OJ000208 19. 0419. C10 



none 

12806. 

13065. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12898, 12807. .12893, 12891 .. 12968 , 12900 .. 12956, 
13223, 13067. .13150, 13151 13285, 13173.. 13289 



49161 

TBLASTX : Soybean 

13289 

95 



Seq. No. 



49813 



Seq. ID OJ000208_19. 0419. C10 



51434 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



105892 Strand 

48764 End 

OJ000208_19. 0419. CIO. o4 .tm Method 

12903 End 

none Score 



49161 

TBLASTX: Maize 

13308 

98 



12903. .12968, 12904 .. 12987 , 12906 .. 12959, 13065 1328 9, 
13067. .13300, 13073. .13300, 13075.. 13308 



Seq. No. 49813 Seq. ID 

Gene No. 105892 Strand 

Start 48764 End 

Name OJ000208_19 . 0419. C10. o3.tw Method 

Start 14877 End 

GI none Score 
Exons 



OJ000208_19. 0419. C10 
49161 

TBLASTX: Wheat 

15206 

35 



14877. .14921, 15005 .. 15073, 15006 15083 , 15015 .. 15092, 
15093. .15146, 15093. .15140, 15110 1514 5, 15149 .. 15205, 
15150. .15206 



Seq. No. 49813 

Gene No. 105892 

Start 48764 

Name OJ000208_19. 04 19. C10. 

Start 15005 

GI none 

Exons 15005. .15073, 15006.. 



Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 

ol.tc Method TBLASTX: Cress 

End 15398 

Score 458 
15398, 15110.. 15346 



Seq. No. 49813 

Gene No. 105892 

Start 48764 

Name OJ000208_19. 04 19. C10, 

Start 15005 

GI none 

Exons 15005. .15061, 15006., 
15258. .15392 



Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 

o2.ts Method TBLASTX: Soybean 

End 15398 

Score 486 
15398, 15015. .15143, 15110 1534 6, 



:~* Seq. No. 49813 

^ Gene No. 105892 

Start 48764 

U Name OJ000208_19 . 04 19 . C10 . 

[3 Start 15006 

GI none 

*~ Exons 15006. .15398, 15008.. 

Seq. No. 49813 

Gene No. 105892 

Start 48764 

Name OJ000208_19 . 04 19 . C10 . 

Start 22608 

GI none 

Exons 22608. .22727, 22608.. 

22838. .22882, 22839.. 



Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 

o2.tm Method TBLASTX : Maize 

End 15398 

Score 551 
15346, 15249. .15392 

Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 
o9.tm Method TBLASTX: Maize 

End 22886 

Score 198 
22724, 22616. .22726, 22723 22767, 
22886, 22840. .22881 



Seq. No. 49813 

Gene No. 105892 

Start 48764 

Name OJ000208_19. 04 19. C10. o2 . tc 

Start 25398 



Seq. ID OJ000208_19. 0419. C10 
Strand 

End 49161 

Method TBLASTX : Cress 

End 27915 



51435 



L 




GI 


none 




Score 


150 




Exons 


25398. .25505, 25603. 


.25941, 


25664. .25942, 26039 26128 , 






26050. .26127, 27679. 


.27915 








Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105892 




Strand 






Start 


A O "7 C A 

48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


25419 




End 


26485 




GI 


none 




Score 


180 




Exons 


25419. .25505, 25603. 


.25941, 


25664. .25942, 26039 .. 26215, 






26050. .26226, 26360. 


.26485, 


26361. .26456 




Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No . 


105892 




Strand 






Start 


48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


25636 




End 


26109 




GI 


none 




Score 


128 




Exons 


25636. .25941, 25667. 


.25942, 


26050. .26109 




Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105892 




Strand 






Start 


48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


26152 




End 


26545 




GI 


none 




Score 


78 




Exons 


26152. .26229, 26153. 


.26227, 


26155. .26229, 26345 .. 26545, 






26346. .26540 










Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105892 




Strand 






Start 


48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


36604 




End 


38067 




GI 


none 




Score 


280 




Exons 


36604. .36900, 36618. 


.36920, 


36680. .36898, 37136 .. 37360, 






37138. .37368, 37147. 


.37368, 


37286.-37369, 37905 .. 38054 , 






37920. .38066, 37927. 


.38067 








Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105892 




Strand 






Start 


48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


36610 




End 


36891 




GI 


none 




Score 


169 




Exons 


36610. .36879, 36610. 


.36891, 


36680. .36889 




Seq. No. 


49813 




Seq. ID 


OJ000208_19.0419. 


C10 


Gene No. 


105892 




Strand 






Start 


48764 




End 


49161 




Name 


OJ000208 19. 0419. C10 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


36616 




End 


38150 




GI 


none 




Score 


106 




Exons 


36616. .36876, 36683. 


.36859, 


37147. .37362, 37168 .. 37218 , 






37222.-37362, 37920. 


.37982, 


38088. .38150 





51436 




Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 




Name 


OJ000208 19. 0419. CIO 


. o 5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


36616 








End 


38573 




GI 


none 








Score 


168 




Exons 


36616. 


.36900, 


36631. 


.36804, 


36683.-36898, 37147 


. .37368, 




o / 14 / . 


.37368, 


37905. 


.38150, 


37924. .38 


148, 38244 


. .38387, 




38352. 


.38393, 


38487. 


.38573, 


38488.-38 


565 




Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 




Name 


OJ0002 


08 19. 0419. C10 


o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


37147 








End 


37989 




GI 


none 








Score 


266 




Exons 


37147. 


.37368, 


37147. 


37368, 


37920. .37 


982, 37927 


. .37989 


Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 




Name 


OJ000208 19. 0419. CIO 


o6 . tm 


Method 


TBLASTX: 


Maize 


Start 


38067 








End 


38567 




GI 


none 








Score 


111 




Exons 


38067. 


.38159, 


38070. 


38150, 


38243. .38284, 38244 


. .38387, 




38352. 


.38390, 


38356. 


38394, 


38487. .38528, 38487 


. .38567, 




38488. 


.38565 












Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 




Name 


OJ000208 19. 0419. C10 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


46193 








End 


49125 




GI 


none 








Score 


112 




Exons 


46193. 


.46210, 


46211. 


46261, 


46212. .46292, 46235 


. .46297, 




47089. 


.47343, 


47099. 


47344, 


47116. .47343, 47328 


. .47570, 




47351. 


.47554, 


47352. 


47558, 


47615. .47710, 47616 


. .47711, 




47618. 


.47713, 


47626. 


A T T 1 O 

47712, 


47964. .48044, 47965 


A O A A C 

. .4804 5, 




47966. 


.48046, 


47969. . 


48046, 


47970. .48047, 48128 


. .48196, 




48132. 


.48200, 


48134. . 


48199, 


48461. .48565, 48469 


. .48567, 




48477. 


.48566, 


48478. . 


48567, 


48676. .48 


762, 48677 


. .48757, 




48678. 


.48761, 


48838. . 


48927, 


48838. .48927, 48842 


. .48928, 




48843. 


.48998, 


49057. . 


49125 








Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 




Name 


OJ0002 


08_19.04 


19. C10. 


o5 . ts 


Method 


TBLASTX : 


Soybean 


Start 


47983 








End 


48927 




GI 


none 








Score 


77 




Exons 


47983. 


.48042, 


47984. . 


48046, 


48132. .48 


200, 48134 


. . 48199, 




48469. 


.48567, 


48478. . 


48567, 


48672. .48 


758, 48673 


. .48762, 




48838. 


.48927, 


48843. . 


48923 








Seq. No. 


49813 








Seq. ID 


OJ000208 


_19.0419 


Gene No. 


105892 








Strand 






Start 


48764 








End 


49161 





51437 



Name 

Start 

GI 

Exons 



OJ000208_19 . 0419. CIO . o5 . tc Method TBLASTX : Cress 

48002 End 48924 

none Score 41 

48002. .48037, 48132 .. 4 8200, 48134 4 8199, 4 84 06 .. 4 8582 , 

48675. .48761, 48676.-48762, 48838 .. 4 8924 , 48843.-48923 



Seq. No. 49813 Seq. ID 

Gene No. 105892 Strand 

Start 48764 End 

Name OJ000208_19 . 04 19 . C10 . ol3 . gs Method 

Start 48764 End 

GI none Score 

Exons 48764. .49087 



OJ000208JL9. 0419. C10 

49161 
GENSCAN 
49087 
.65 



Seq. No. 49813 Seq. ID 

Gene No. 105892 Strand 

Start 48764 End 

Name OJ000208_19 . 0419 . C10 . oil . gp Method 

Start 48920 End 

GI none Score 

Exons 48920. .49161 



OJ000208_19. 0419. C10 

49161 
AAT/GAP 
49161 
476 



Seq. No. 49814 Seq. ID OJ000208 

Gene No. 105893 Strand + 

Start 868 End 1111 

Name OJ000208_19.0419.Cll.ol.gs Method GENSCAN 

Start 868 End 1111 

GI none Score . 92 

Exons 868.. 1111 



19.0419.C11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49815 Seq. ID 0 J000208_l 9 . 04 19 . C12 

105894 Strand + 

1 End 2823 

OJ000208_19.0419.C12.ol.np Method AAT/NAP 

1 End 2823 

6069646 Score 495 

1..52, 1155. .1917, 2185. .2823 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



49815 Seq. ID 

105894 Strand 

1 End 
OJ000208_19.0419.C12.ol.gs Method 

4 64 End 

none Score 

464. .690, 1550. .1763 



Seq. No. 49815 Seq. ID 

Gene No. 105894 Strand 

Start 1 End 

Name OJ000208_19 . 0419 . C12 . ol . tm Method 

Start 1209 End 

GI none Score 



OJ000208_19.0419.C12 
+ 

2823 
GENSCAN 
1763 
.64 



OJ000208_19.0419.C12 
+ 

2823 

TBLASTX: Maize 

1520 

284 



51438 



Exons 



1209. .1520, 1244. .1519 





Seq. No. 


49815 




Seq. ID 


OJ000208_19 


.0419 


.C12 




Gene No. 


105894 




Strand 


+ 








Start 


1 




End 


2823 








Name 


OJ000208 19.0419.C12.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


1533 




End 


2118 








GI 


none 




Score 


152 








Exons 


1533. .1799, 1837. .1932, 


1990. 


.2118 










Seq. No. 


49816 




Seq. ID 


OJ000208_19 


.0419 


.C14 




Gene No . 


105895 




Strand 










Start 


761 




End 


1038 








Name 


OJ000208 19.0419.C14.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


761 




End 


1038 








GI 


none 




Score 


103 








Exons 


761. .1036, 769. .1038 














Seq. No. 


49817 




Seq. ID 


OJ000208_19 


.0419 


.C16 




Gene No . 


105896 




Strand 


+ 








Start 


47 




End 


150 








Name 


OJ000208 19.0419.C16.ol 


• gp 


Method 


AAT/GAP 








Start 


47 




End 


150 








GI 


uC-osflcyp088bl2bl 




Score 


150 






1 


Exons 


47. .150 












J 


GI Descrip. 


'5257255/dbj IAP000364.1 


IAP000364 3.0e- 


36 Oryza sativa genom. 


f\ 




DNA, chromosome 8, clone : P0026F07 ' 








: i 


Seq. No. 


49817 




Seq. ID 


OJ000208 19 


.0419 


.C16 


Jj 


Gene No. 


105897 




Strand 


+ 






i I 


Start 


472 




End 


958 






r? 


Name 


OJ000208 19.0419.C16.ol 


.gs 


Method 


GEN SCAN 






: ; 


Start 


472 




End 


958 








GI 


none 




Score 


.49 








Exons 


472. .564, 902. .958 














Seq. No. 


49818 




Seq. ID 


OJ000208JL9 


.0419 


.C20 




Gene No. 


105898 




Strand 


+ 






=1 


Start 


129 




End 


783 








Name 


OJ000208 19.0419.C20.ol 


.gs 


Method 


GEN SCAN 






!T 


Start 


129 




End 


783 








GI 


none 




Score 


.63 








Exons . 


129.. 303, 309.. 595, 630 


. .783 












oeq. no. 


49819 




Seq. ID 


OJ000208_19 


.0419 


.C22 




Gene No. 


105899 




Strand 


+ 








Start 


1 




End 


754 








Name 


OJ000208 19.0419.C22.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


754 








GI 


2792188 




Score 


329 








Exons 


1..500, 736. .754 














GI Descrip. 


(AJ002236) Hcr9-9E [Lycopersicon pimpinellif olium] 








Seq. No. 


49819 




Seq. ID 


OJ000208_19 


.0419 


.C22 




Gene No. 


105899 




Strand 


+ 








Start 


1 




End 


754 








Name 


OJ000208 19.0419.C22.ol 


.gs 


Method 


GEN SCAN 







51439 






Start 


11 


End 


634 




GI 


none 


Score 


.91 




Exons 


11. .634 








Seq. No. 


49819 


Seq. ID 


OJ000208_19.0419.C22 




Gene No. 


105899 


Strand 


+ 




Start 


1 


End 


754 




Name 


ujuuuzuo xy . U4 x y . . ox . tc 


Method 


TBLASTX: Cress 




Start 


50 


End 


484 




GI 


none 


Score 


143 




Exons 


50. .334, 101. .334, 128. .328, 


128. .331, 


128. .259, 128. .256, 






134. .328, 134. .331, 137. .328 


, 146. .328, 148. .333, 218. .334, 






218. .328, 220. .369, 386. .484 








Seq. No. 


49819 


Seq. ID 


OJ000208_19.0419.C22 




Gene No. 


xooo yy 


Strand 


+ 




Start 


1 


End 


754 




Name 


OJ000208 19.0419.C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


56 


End 


523 




GI 


none 


Score 


JX4 




Exons 


56. .523, 67. .255, 134. .184, 


218. .313, 


283. .498 




Seq. No. 


49819 


Seq. ID 


OJ000208_19.0419.C22 




Gene No . 


1 ACQQQ 

luocfy y 


Strand 


+ 




Start ' 


1 


End 


754 




Name 


OJ000208 19.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 


U* 


Start 


76 


End 


475 


fjj 


GI 


none 


Score 


177 




Exons 


76. .399, 89. .448, 431. .475 








Seq. No. 


49819 


Seq. ID 


OJ000208_19.0419.C22 




Gene No. 


iodo yy 


Strand 


+ 




Start 


1 


End 


754 




Name 


OJ000208 19.0419.C22.ol.tm 


Method 


TBLASTX: Maize 


£3 


Start 


128 


End 


463 




GI 


none 


Score 


184 




Exons 


128. .463, 161. .328 








Seq. No. 


49820 


Seq. ID 


OJ000208_19.0419.C23 


□ 


Gene No. 


105900 


Strand 






Start 


1 


End 


3122 




Name 


OJ000208 19.0419.C23.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3122 




GI 


5295951 


Score 


159 




Exons 


1..20, 2943. .3122 








GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 






partial cds. (U23857) [Oryza 


sativa] 






Seq. No. 


49821 


Seq. ID 


OJ000208_19.0419.C24 




Gene No. 


105901 


Strand 






Start 


1 


End 


1584 




Name 


OJ000208 19.0419.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1584 




GI 


6729046 


Score 


476 




Exons 


1..1090, 1169. .1279, 1358. .1584 





GI Descrip. (AC009177) putative disease resistance protein [Arabidopsis 
thaliana] 



51440 





Seq. No. 


4 9821 






Seq. ID 


OJ000208 19.0419.C24 




Gene No. 


105901 






Strand 






Start 


1 






End 


1584 




Name 


OJ000208 


19.0419.C24.ol 


.gs 


Method 


GENSCAN 




Start 


89 






End 


1402 




GI 


none 






Score 


.49 




Exons 


89. .1402 












Seq. No. 


49821 






Seq. ID 


OJ000208_19.0419.C24 




Gene No. 


105901 






Strand 






Start 


1 






End 


1584 




Name 


OJ000208 


19 . 0419 . C24 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


96 






End 


1570 




GI 


none 






Score 


93 




Exons 


96. .299, 


143. .370, 146. 


.325, 


167. .268, 


548. .811, 548. .667, 






548. .808, 


548. .814, 548 


. .799, 


566. .820, 


764. .811, 827. .886, 






827. .868, 


906.. 962, 995 


..1093, 1124. .1162, 1169. .1270, 






1190. .131 


8, 1193.. 1276, 


1193. 


.1264, 1406. .1570 




Seq. No. 


4 9821 






Seq. ID 


OJ000208_19.0419.C24 




Gene No. 


105901 






Strand 






Start 


1 






End 


1584 




Name 


OJ000208 


19.0419.C24.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


164 






End 


1009 


w 


GI 


none 






Score 


194 


L i £ 

fu 


Exons 


164. .304, 


539.-877, 548 


. .886, 


555. .890, 


851. .1009, 898. .1008 




Seq. No. 


49822 






Seq. ID 


OJ000208_19.0419.C25 




Gene No. 


105902 






Strand 






Start 


1 






End 


1199 




Name 


OJ000208 


19.0419.C25.ol 


. np 


Method 


AAT/NAP 


r : e 


Start 


1 






End 


1199 




GI 


7434427 






Score 


187 




Exons 


1..47, 280. .807, 1042.. 


1199 







GI Descrip. 



gi|2982452|emb|CAA18216.1| (AL022223) receptor protein 
kinase-like protein [Arabidopsis thaliana] 
gi|7269506|emb|CAB79509.1| (AL161565) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



BB? Seq. No. 


49823 




Seq. ID 


OJ000208_19.0419.C26 


Gene No. 


105903 




Strand 


+ 


Start 


2496 




End 


3257 


Name 


OJ000208 19 


.0419.C26.o2.gs 


Method 


GENSCAN 


Start 


2496 




End 


3257 


GI 


none 




Score 


.8 


Exons 


2496. .2616, 


3155. .3257 






Seq. No. 


49824 




Seq. ID 


OJ000208_19.0419.C28 


Gene No. 


105904 




Strand 


+ 


Start 


1689 




End 


1794 


Name 


OJ000208 19 


.0419.C28.o2.gp 


Method 


AAT/GAP 


Start 


1689 




End 


1794 


GI 


5816518 




Score 


155 


Exons 


1689. .1794 








GI Descrip. 


4521193/dbj 


|AB013450.1|AB013450 3.0e-40 


Oryza sativa DNA, 



51441 



similar sequence to Pib gene 



Seq. No. 49824 Seq. ID OJ000208_ 

Gene No. 105905 Strand + 

Start 3401 End 3553 

Name OJ000208_19 . 0419 .C28 . ol . gs Method GENSCAN 

Start 3401 End 3547 

GI none Score .55 

Exons 3401.. 3547 



19.0419.C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000208_19.0419.C28 



49824 
105905 
3401 

OJ000208_19.0419.C28.o2.np 
3401 
7106513 
3401. .3553 

(AP001278) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

3553 
AAT/NAP 
3553 
252 



49824 

105906 

1357 

OJ000208_19.0419.C28.ol.np 
1357 
7106512 
1357. .1404, 
(AP001278) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_19.0419.C28 

1680 
AAT/NAP 
1536 
127 



1477. .1536 
EST C98429(E0138) 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49824 Seq. ID 

105906 Strand 
1357 End 
OJ000208_19.0419.C28.ol.gp Method 
1435 End 
3761181 Score 
1435. .1680 

4521193/dbj | AB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

49825 Seq. ID 

105907 Strand 
28 End 
OJ000208_1 9 . 04 1 9 . C29 . ol . gs Method 
28 End 
none Score 
28. .258, 266.-457, 504. .627 



OJ000208_19.0419.C28 

1680 
AAT/GAP 
1680 
445 



OJ000208_19.0419.C29 
716 

GENSCAN 
627 
.7 



Seq. No. 49825 

Gene No. 105907 

Start 28 

Name OJ000208_19. 0419.C2 9.ol .np 

Start 82 

GI 7106512 

Exons 82.. 457, 512.. 716 

GI Descrip. (AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_19.0419.C29 
716 

AAT/NAP 

716 

942 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



51442 



Seq. No. 49826 

Gene No. 105908 

Start 1 

Name OJ000208_19. 04 19 . C30 . ol . np 

Start 1 

GI 7106512 

Exons 1..79, 799.. 1343 

GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000208__19.0419.C30 
Strand 

End 1343 

Method AAT/NAP 

End 1343 

Score 757 



Seq. No. 49826 

Gene No. 105908 

Start 1 

Name OJ000208_19. 0419.C30.ol .gs 

Start 847 

GI none 

Exons 847.. 1218 



Seq. ID OJ000208_19.0419.C30 
Strand 

End 1343 

Method GEN SCAN 

End 1218 

Score .93 



Seq. No. 49827 

Gene No. 105909 

Start 697 

Name OJ000208_19 . 0419 . C31 . ol . gs 

Start 697 

GI none 

Exons 697.. 831 



Seq. ID OJ000208_19.0419.C31 
Strand 

End 831 

Method GEN SCAN 

End 831 

Score .47 



fl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49828 

105910 

322 

0 J000208_l 9 . 04 1 9 . C33 . ol . gs 

322 

none 

322. .482, 1033. .1249 



Seq. ID OJ000208_19.0419.C33 

Strand + 

End 1249 

Method GENSCAN 

End 1249 

Score .96 



49829 
105911 
728 

OJ000208_19.0419.C35.ol.np 
728 

6907086 
728. .981 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000208_19.0419.C35 

Strand + 

End 981 

Method AAT/NAP 

End 981 

Score 154 



Seq. No. 49830 

Gene No. 105912 

Start 80 

Name OJ000208_19 . 0419. C37 . ol . gs 

Start 80 

GI none 
Exons 



Seq. ID OJ000208_19.0419.C37 

Strand + 

End 3712 

Method GENSCAN 

End 3588 

Score .47 



80. .371, 564. .681, 757. .983, 1215. .1478, 1614. .1806, 2114. .2155, 
2265.. 2438, 2546.. 2669, 2734.. 3026, 3145.. 3588 



Seq. No. 49830 

Gene No. 105912. 

Start 80 

Name OJ000208JL9 . 0419 . C37 . ol . np 

Start 4 97 



Seq. ID OJ000208_19.0419.C37 

Strand + 

End 3712 

Method AAT/NAP 

End 3712 



51443 




GI 7489805 Score 1965 

Exons 497.. 583, 913.. 3556, 3656.. 3712 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208_19 


.0419 


.C37.o4 


.tw 


Method 


TBLASTX : 


Wheat 




Of -| yf 

otart 










End 


1431 






GI 


none 








Score 


80 






Exons 


1054. .1161, 


1242 


. .1430, 


1255. 


.1431 








Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208_19 


.0419 


.C37.ol 


.tw 


Method 


TBLASTX: Wheat 




btart 










End 


2064 






GI 


none 








Score 


429 






Exons 


1633. .2064, 


1683 


. .2033, 


1693. 


.2052, 1876.. 1962 






Seq. No. 


49830 








Seq. ID 


OJ000208 


JL9.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208_19 


.0419 


.C37.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1 /ol 








End 


2117 






GI 


none 








Score 


105 






Exons 


1761. .2060, 


1761 


. .2069, 


1762. 


.2070, 2067. .2117 






Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208_19 


.0419 


.C37.ol 


.tm 


Method 


TBLASTX: 


Maize 




btart 










End 


2528 






GI 


none 








Score 


377 






Exons 


2145. .2528, 


2166 


. .2480, 


2186. 


.2518 








Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208_19 


.0419 


.C37.o2 


tw 


Method 


TBLASTX: Wheat 




Start 










End 


2623 






GI 


none 








Score 


420 






Exons 


2201. .2515, 


2202 


. .2621, 


2264. 


.2623, 2304.. 2606 






Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208 19 


.0419 


.C37.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2280 








End 


2621 






GI 


none 








Score 


242 






Exons 


2280. .2621, 


2297 


. .2404 












Seq. No. 


49830 








Seq. ID 


OJ000208 


_19.0419. 


C37 


Gene No. 


105912 








Strand 


+ 






Start 


80 








End 


3712 






Name 


OJ000208 19 


.0419 


.C37.o5. 


tw 


Method 


TBLASTX: 


Wheat 





51444 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2688 
none 

2688.. 2843, 2706.. 2897 

49830 

105912 

80 

OJ000208_19.0419.C37.o3.tw 

2897 

none 



End 
Score 



2897 
175 



Seq. ID OJ000208_19.0419.C37 

Strand + 

End 3712 

Method TBLASTX : Wheat 

End 3330 

Score 132 



2897. .3013, 2898. .3044, 3045. .3245, 3046. .3330, 3276. .3323 



49830 

105912 

80 

OJ000208_19.0419.C37.o3.tm 

3265 

none 

3265. .3471 



Seq. ID OJ000208_19.0419.C37 

Strand + 

End 3712 

Method TBLASTX : Mai ze 

End 3471 

Score 183 



Seq. No. 49831 

Gene No. 105913 

Start 887 

Name OJ000208_19. 0419.C38 .ol.gp 

Start 887 

GI uC-osflcyp033a04bl 

Exons 887.. 1270 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000208_19.0419.C38 
Strand + 

1270 
AAT/GAP 
1270 
697 



End 

Method 

End. 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49831 
105914 
815 

OJ000208_1 9 . 04 1 9 . C38 . ol . np 
815 

4680186 
815. . 1046 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000208_19.0419.C38 
Strand 

End 104 6 

Method AAT/NAP 

End 104 6 

Score 231 



49831 

105914 

815 

OJ000208_19 . 04 19 . C38 . ol . gs 

867 

none 

867. . 927 



Seq. ID OJ000208_19.0419.C38 
Strand 

End 1046 

Method GENSCAN 

End 927 

Score . 6 



Seq. No. 49832 

Gene No. 105915 

Start 1 

Name OJ000208_19. 0419.C39.ol .np 

Start 1 

GI 7489805 

Exons 1 . . 654 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID OJ000208_19.0419.C39 
Strand + 

1222 
AAT/NAP 
654 
448 



End 

Method 

End 

Score 



51445 




Seq. No. 


49832 






Seq. ID 


OJ000208 


_19, 


.0419 


.C39 


Gene No. 


105915 






Strand 


+ 








Start 


1 






End 


1222 








Name 


OJ000208 19. 


0419.C39.ol 


.gs 


Method 


GENSCAN 








Start 


56 






End 


1222 








GI 


none 






Score 


.65 








Exons 


56.. 137, 377 


..450, 1049 


. .1222 












Seq. No. 


49832 






Seq. ID 


OJ000208 


_19. 


.0419 


.C39 


Gene No. 


105916 






Strand 










Start 


2115 






End 


3642 








Name 


OJ000208 19. 


0419.C39.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


95 






End 


325 








GI 


none 






Score 


185 








Exons 


95. .325 
















Seq. No. 


49832 






Seq. ID 


OJ000208 


_19. 


,0419 


.C39 


Gene No. 


105916 






Strand 










Start 


2115 






End 


3642 








Name 


OJ000208 19. 


0419.C39.o2 


.gs 


Method 


GENSCAN 








Start 


2115 






End 


3642 








GI 


none 






Score 


.79 








Exons 


2115. .2298, 


2316. .2749, 


2845. 


.2921, 3177. .3642 








Seq. No. 


49833 






Seq. ID 


OJ000208 


_19. 


,0419 


.C40 


Gene No. 


105917 






Strand 










Start 


24 






End 


1046 








Name 


OJ000208 19. 


0419.C40.ol 


.gs 


Method 


GENSCAN 








Start 


24 






End 


1046 








GI 


none 






Score 


.81 








Exons 


24. .119, 209 


..707, 765. 


.1046 












Seq. No. 


49833 






Seq. ID 


OJ000208 


_19. 


,0419 


.C40 


Gene No. 


105918 






Strand 










Start 


1599 






End 


1808 








Name 


OJ000208 19. 


0419.C40.o2 


.gs 


Method 


GENSCAN 








Start 


1599 






End 


1808 








GI 


none 






Score 


.88 








Exons 


1599. .1808 
















Seq. No. 


49834 






Seq. ID 


OJ000328 


_12. 


,0419 


.C4 


Gene No. 


105919 






Strand 


+ 








Start 


1 






End 


1408 








Name 


OJ000328 12. 


0419.C4.ol.: 


np 


Method 


AAT/NAP 








Start 


1 






End 


1408 








GI 


6691191 






Score 


1329 








Exons 


1. .1408 
















GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 








Seq. No. 


49834 






Seq. ID 


OJ000328 


_12. 


0419 


.C4 


Gene No. 


105919 






Strand 


+ 








Start 


1 






End 


1408 








Name 


OJ000328 12. 


0419.C4.o2.- 


ts 


Method 


TBLASTX: 


Soybean 




Start 


35 






End 


390 








GI 


none 






Score 


56 








Exons 


35.. 100, 101 


..388, 112. 


.390 













51446 



J 



Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No . 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


77 




End 


517 




GI 


none 




Score 


149 




Exons 


77. .292, 347. .517 










Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No. 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


83 




End 


481 




GI 


none 




Score 


470 




Exons 


83. .481, 93. .449, 109.. 


480 








Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No . 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


494 




End 


964 




GI 


none 




Score 


169 




Exons 


494. .694, 497. .619, 586 


. .669, 


686. .781 


, 761. .964 




Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No . 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


500 




End 


634 




GI 


none 




Score 


185 




Exons 


500. .634, 500. .616 










Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


-C4 


Gene No . 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


677 




End 


1060 




GI 


none 




Score 


61 




Exons 


677. .754, 758. .1060, 910. .1059 






Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No . 


.105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1081 




End 


1408 




GI 


none 




Score 


81 




Exons 


1081.. 1122, 1082. .1123, 


1120. . 


1404, 1121.. 1408 




Seq. No. 


49834 




Seq. ID 


OJ000328_12.0419 


.C4 


Gene No. 


105919 




Strand 


+ 




Start 


1 




End 


1408 




Name 


OJ000328 12.0419.C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1082 




End 


1393 




GI 


none 




Score 


280 




Exons 


1082. .1393, 1087. .1317 











Seq. No. 



49835 



Seq. ID OJ000328_12.0419.C5 



51447 





Gene No. 


105920 






Start 


544 






Name 


OJ000328 12 


.0419 




Start 


544 






GI 


6691191 






Exons 


544..S84, 3983.. 




GI Descrip. 


(AC007534) 


F7F22 




Seq. No. 


49835 






Gene No. 


105920 






Start 


544 






Name 


OJ000328_12 


.0419 




Start 


1116 






GI 


none 






Exons 


1116. .1175, 


2162 




Seq. No. 


49835 






Gene No. 


105920 






Start 


544 






Name 


OJ000328JL2 


.0419 




Start 


2353 






GI 


5852181 






Exons 


2353. .2529, 


3627 




GI Descrip. 


(AL117265) 


zhbOO 




Seq. No. 


49835 






Gene No. 


105920 






Start 


544 




3 


Name 


OJ000328 12 


. 0419 




Start 


2807 






GI 


none 




u 


Exons 


2807. .3160 






Seq. No. 


49835 




J 


Gene No. 


105920 






Start 


544 






Name 


OJ000328 12 


. 0419 


z 


Start 


4334 




J 


GI 


none 






Exons 


4334. .4759, 


4360 




Seq. No. 


49835 






Gene No. 


105920 






Start 


544 






Name 


OJ000328 12 


.0419 




Start 


4334 






GI 


none 






Exons 


4334. .4738, 


4351 




Seq. No. 


49836 






Gene No. 


105921 






Start 


1 






Name 


OJ000328 12 


.0419 




Start 


1 






GI 


5852181 






Exons 


1. .323 






GI Descrip. 


(AL117265) 


zhbOO 



Strand 
End 

Method 

End 

Score 



+ 

4884 
AAT/NAP 
4884 
758 



Seq. ID OJ000328_12.0419.C5 

Strand + 

End 4884 

Method GENSCAN 

End 4789 

Score .94 
.2758, 2997. .4789 

Seq. ID OJ000328_12.0419.C5 

Strand + 

End 4884 

Method AAT/NAP 

End 3756 

Score 110 



Seq. ID OJ000328_12.0419.C5 

Strand + 

End 4884 

Method TBLASTX : Wheat 

End 3160 

Score 202 



Seq. ID OJ000328_12.0419.C5 

Strand + 

End 4884 

Method TBLASTX : Soybean 

End 4759 

Score 394 



Seq. ID OJ000328_12. 0419.C5 

Strand + 

End 4884 

Method TBLASTX : Wheat 

End 4738 

Score 412 



Seq. ID OJ000328_12.0419.C6 

Strand + 

End 323 

Method AAT/NAP 

End 323 

Score 120 



51448 



Seq. No. 49836 Seq. ID 

Gene No, 10.5922 Strand 

Start 928 End 

Name OJ000328_12 . 0419.C6.ol .gs Method 

Start 928 End 

GI none Score 

Exons 928.. 1131, 1778.. 2283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



49837 Seq. ID 

105923 Strand 

60 End 

OJ000328_12 . 04 19 . C7 . ol . gs Method 

60 End 

none Score 
60. .377, 518. .664 



OJ000328_12.0419.C6 
+ 

2283 
GENSCAN 
2283 
.49 



OJ000328_12.0419.C7 
+ 

664 

GENSCAN 

664 

.59 



49837 
105924 
627 

OJ000328_12 . 04 1 9 . C7 . o2 . np 
627 

6630699 
627. .705 

(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_ 
+ 

705 

AAT/NAP 

705 

63 



12. 0419. C7 



49838 

105925 

40 

OJ000328 
40 

none 
40. .166, 



12.0419.C8.ol.gs 



485. .611 



49839 

105926 

142 

OJ000328_12.0419.C9.ol.gs 

142 

none 

142. .226, 440. .577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_12.0419.C8 
+ 

611 

GENSCAN 

611 

.47 



OJ000328_12.0419.C9 
+ 

577 

GENSCAN 

577 

.84 



49839 Seq. ID OJ000328_12 . 04 19 . C9 

105927 Strand + 

994 End 1560 

OJ000328_12.0419.C9.ol.gp Method AAT/GAP 

994 End 1560 

4879016 Score 898 

994. .1560 

6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



49839 
105928 



Seq. ID OJ000328_12.0419.C9 
Strand + 



51449 



Start 
Name 
Start 
GI 

Exons 



1836 End 2117 

OJ000328_12 . 04 19 . C9 . o2 . gs Method GENS CAN 

1836 End 2117 

none Score .78 
1836. .2117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49839 Seq. ID 

105929 Strand 
2665 End 
OJ000328_12.0419.C9.ol.np Method 
2665 End 
7228442 Score 
2665. .2691, 4315. .4628, 5333. .5361 

(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000328_12.0419.C9 
+ 

5361 
AAT/NAP 
5361 
259 



49839 Seq. ID 

105929 Strand 

2665 End 

OJ000328_12.0419.C9.o3.gs Method 

3971 End 

none Score 



OJ000328_12.0419.C9 
+ 

5361 
GENSCAN 
5096 
.44 



3971. .4059, 4209. .4624, 4649. .4801, 4935. .5096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



: ^ Seq. No. 
r- Gene No. 
Q Start 
fj Name 

Start 
%a? GI 

Exons 



49839 Seq. ID OJ000328_12 . 04 19 . C9 

105929 Strand + 

2665 End 5361 

OJ000328_12 . 04 19 . C9 . o2 . np Method AAT/NAP 

4315 End 5361 

7228438 Score 251 

4315.. 4628, 5333.. 5361 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



49840 Seq. ID 

105930 Strand 

3036 End 
OJ000328JL2 . 04 1 9 . C10 . o2 . gs Method 

3036 End 

none Score 
3036. .3308 



OJ000328_12. 0419. C10 
+ 

3348 
GENSCAN 
3308 
1 



Seq. No. 49840 

Gene No. 105930 

Start 3036 

Name OJ000328_12 . 0419 . C10 . ol . np 

Start 3084 

GI 4185309 

Exons 3084.. 3348 

GI Descrip. (AF090446) unknown [Zea mays] 

Seq. No. 49841 

Gene No. 105931 

Start 296 

Name OJ000328 12 . 04 19 . Cll . o3 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



12. 0419. C10 



OJ000328 
+ 

3348 
AAT/NAP 
3348 
115 



OJ000328_12. 0419. Cll 
+ 

1714 

TBLASTX: Maize 



51450 




Start 


129 




End 


469 


GI 


none 




Score 


96 


Exons 


-129.. 203, 130.. 207, 227. 


.469, 


232. .468 




Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


251 




End 


562 


GI 


none 




Score 


201 


Exons 


251. .562, 337. .462 








Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


296 




End 


1714 


GI 


6630685 




Score 


1739 


Exons 


296. .367, 658. .1714 








GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 








Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


470 




End 


865 


GI 


none 




Score 


141 


Exons 


470. .589, 478.-585, 589. 


.864, 


593. .865 




Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


629 




End 


1201 


GI 


none 




Score 


282 


Exons 


629. .877, 637. .861, 810. 


.884, 


888. .932, 


890. .913, 913. .993, 




917. .1201, 929. .1198, 1075. .1200 




Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


866 




End 


1660 


GI 


none 




Score 


103 


Exons 


866. .937, 871. .939, 938. 


.1519, 


1072. .1518, 1543. .1614, 




1556. .1660 








Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 




Strand 


+ 


Start 


296 




End 


1714 


Name 


OJ000328 12.0419.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1069 




End 


1507 


GI 


none 




Score 


302 


Exons 


1069.. 1236, 1073.. 1507 








Seq. No. 


49841 




Seq. ID 


OJ000328_12.0419.C11 



51451 




Gene No. 


105931 






Strand 


+ 


Start 


296 






End 


1714 


Name 


OJ000328 12.0419.C11. 


ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1082 






End 


1504 


GI 


none 






Score 


229 


Exons 


1082. .1504 










Seq. No. 


49841 






Seq. ID 


OJ000328_12.0419.C11 


Gene No. 


105931 






Strand 


+ 


Start 


296 






End 


1714 


Name 


OJ000328 12.0419.C11. 


o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1289 






End 


1636 


GI 


none 






Score 


127 


Exons 


1289.. 1378, 1289.. 1375, 


1367. 


.1519, 1378. .1515, 1556. .1636 


Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419.C12 


Gene No. 


105932 






Strand 


+ 


Start 


1 






End 


2506 


Name 


OJ000328 12.0419.C12. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


964 


GI 


6630685 






Score 


1583 


Exons 


1. .964 










GI Descrip. 


(AP000969) Similar to copia-type pol polyprotein. (AF105716) 




[Oryza sativa] 










Seq. No. 


49842 






Seq. ID 


OJ000328 12 . 04 19 . C12 


Gene No. 


105932 






Strand 


+ — 


Start 


1 






End 


2506 


Name 


OJ000328 12.0419.C12. 


o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


175 


GI 


none 






Score 


237 


Exons 


1..174, 2. .175 










Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419.C12 


Gene No. 


105932 






Strand 


+ 


Start 


1 






End 


2506 


Name 


OJ000328 12.0419.C12. 


ol 


gs 


Method 


GENSCAN 


Start 


77 






End 


2506 


GI 


none 






Score 


.56 


Exons 


77. .295, 1448. .1869, 


2161. .2506 




Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419.C12 


Gene No. 


105932 






Strand 


+ 


Start 


1 






End 


2506 


Name 


OJ000328 12.0419.C12. 


ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


107 






End 


523 


GI 


none 






Score 


86 


Exons 


107. .259, 287. .523 










Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419.C12 


Gene No. 


105932 






Strand 


+ 


Start 


1 






End 


2506 


Name 


OJ000328 12.0419.C12. 


ol. 


tm 


Method 


TBLASTX: Maize 


Start 


290 






End 


993 


GI 


none 






Score 


971 


Exons 


290. .991, 298. .981, 7 


81. 


.993, 


882. .992 





51452 




Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419. 


C12 


Gene No. 


105932 






Strand 


+ 




Start 


1 






End 


2506 




Name 


OJ000328 


12.0419.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


308 






End 


949 




GI 


none 






Score 


305 




Exons 


308. .697, 


320.. 691, 532 


. .696, 


716. .949 






Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419. 


C12 


Gene No. 


105932 






Strand 


+ 




Start 


1 






End 


2506 




Name 


OJ000328 


12.0419.C12.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


491 






End 


946 




GI 


none 






Score 


65 




Exons 


491. .577, 


581.. 715, 701 


. .946, 


718. .897 






Seq. No. 


49842 






Seq. ID 


OJ000328_12.0419. 


C12 


Gene No. 


105932 






Strand 


+ 




Start 


1 






End 


2506 




Name 


OJ000328 


12.0419.C12.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


533 






End 


913 




GI 


none 






Score 


108 




Exons 


533. .706, 


601. .681, 725 


. .913 








Seq. No. 


49843 






Seq. ID 


OJ000328_12.0419. 


C13 


Gene No. 


105933 






Strand 


+ 




Start 


2041 






End 


2602 




Name 


OJ000328 


12.0419.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


2041 






End 


2602 




GI 


4879016 






Score 


835 





iJ Exons 2041.. 2602 

\1 GI Descrip. 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. No. 


49843 




Seq. ID 


OJ000328_ 


12. 


0419 


.C13 


Gene No. 


105934 




Strand 










Start 


718 




End 


3121 








Name 


OJ000328 12.0419.C13. 


ol . gs 


Method 


GENSCAN 








Start 


718 




End 


3121 








GI 


none 




Score 


.4 








Exons 


718. .870, 926. .1101, 


2920. 


3121 










Seq. No. 


49844 




Seq. ID 


OJ000328_ 


12. 


0419 


.C14 


Gene No. 


105935 




Strand 


+ 








Start 


632 




End 


2644 








Name 


OJ000328 12.0419.C14. 


ol .gs 


Method 


GENSCAN 








Start 


632 




End 


2644 








GI 


none 




Score 


.88 








Exons 


632. .652, 1145. .1256, 


1709, 


.1882, 2070 


. .2644 








Seq. No. 


49844 




Seq. ID 


OJ000328_ 


12. 


0419 


.C14 


Gene No. 


105936 




Strand 










Start 


1215 




End 


1632 








Name 


OJ000328 12.0419.C14. 


ol.gp 


Method 


AAT/GAP 








Start 


1215 




End 


1632 








GI 


uC-osroM202011h09bl 




Score 


800 









51453 



Exons 1215.. 1632 

GI Descrip. 1 6041757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


49845 






Seq. ID 


OJ000328 


Gene No. 


105937 






Strand 


+ 


Start 


1836 






End 


2267 


Name 


OJ000328 12.0419.C15. 


o2 


.gs 


Method 


GENSCAN 


Start 


1836 






End 


2267 


GI 


none 






Score 


.69 


Exons 


1836. .2267 










Seq. No. 


49845 






Seq. ID 


OJ000328 


Gene No. 


105938 






Strand 




Start 


1 






End 


928 


Name 


OJ000328 12.0419.C15. 


ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


928 


GI 


6063557 






Score 


366 


Exons 


1..45, 296. .496, 744. 


.928 






GI Descrip. 


(AP000615) similar tc 


> dJ522J7 


.2 (Z98885) [Oryza 


Seq. No. 


49845 ' 






Seq. ID 


OJ000328 


Gene No. 


105938 






Strand 




Start 


1 






End 


928 


Name 


OJ000328_12.0419.C15. 


ol 


.gs 


Method 


GENSCAN 


Start 


388 






End 


923 


GI 


none 






Score 


.5 


Exons 


388.. 523, 788.. 923 










Seq. No. 


49846 






Seq. ID 


OJ000328 


Gene No. 


105939 






Strand 


+ 


Start 


625 






End 


1052 


Name 


OJ000328 12.0419.C16. 


ol 


.gs 


Method 


GENSCAN 


Start 


625 






End 


1052 


GI 


none 






Score 


.76 


Exons 


625. .781, 949. .1052 










Seq. No. 


49847 






Seq. ID 


OJ000328 


Gene No. 


105940 






Strand 


+ 


Start 


1474 






End 


1785 


Name 


OJ000328 12.0419.C17. 


o2 


np 


Method 


AAT/NAP 


Start 


1474 






End 


1785 


GI 


7523517 






Score 


201 


Exons 


1474. .1785 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49847 






Seq. ID 


OJ000328 


Gene No. 


105941 






Strand 




Start 


93 






End 


610 


Name 


OJ000328 12.0419.C17. 


ol 


gs 


Method 


GENSCAN 


Start 


93 






End 


610 


GI 


none 






Score 


.99 


Exons 


93. .265, 532. .610 










Seq. No. 


49847 






Seq. ID 


OJ000328 


Gene No. 


105942 






Strand 





51454 



Start 


1445 




End 


2054 






Name 


OJ000328 12 0419 C17 ol 


. ts 


Method 


TBLASTX : Soybean 




U LCll L 


90 ~~ 




End 


580 






GI 


none 




Score 


142 








90. .266, 91. .267, 530.. 


580 










Seq. No. 


49847 




Seq. ID 


OJ000328 


12 . 0419 


.C17 


Gene No. 


105942 




Strand 








Start 


1445 




End 


2054 






Name 


OJ000328 12. 0419. CI 7. o2 


. as 


Method 


GEN SCAN 






91- Art 

J Lai L 


14 45 ~~ 




End 


2054 






GI 


none 




Score 


. 82 






p von 


1445 1522- 1641 .1712, 


1884 . 


.2054 








Spa No 


49848 




Seq. ID 


OJ000328_ 


12.0419 


.C18 


Gene No. 


105943 




Strand 


+ 






Start 


168 




End 


435 






Name 


OJ000328 12.0419.C18.ol 


.np 


Method 


AAT/NAP 






Start 


168 ~ 




End 


435 






GI 


7523512 




Score 


199 






P von ^ 


168 435 
















protein [Oryza 


qat iva 1 








49848 




Seq. ID 


OJ000328_ 


12.0419 


.C18 


Gene - No . 


105944 




Strand 


+ 






Start 


657 




End 


2423 






Name 


OJ000328 12.0419.C18.ol 


.gs 


Method 


GEN SCAN 






Start 


657 




End 


2337 






GI 


none 




Score 


. 42 






p von *3 


657. .716, 771. .886, 1057. .1192, 1331.. 


1539. 1541 


. . 1644, 






1707.. 2141, 2169.. 2337 












Sea No 


49848 




Seq. ID 


OJ000328_ 


12 . 0419 


.C18 


Gene No. 


105944 




Strand 


+ 






Start 


657 




End 


2423 






Name 


OJ000328 12.0419.C18.o2 


. np 


Method 


AAT/NAP 






Start 


1076 




End 


2423 






GI 


6907089 




Score 


1952 






Pvon q 


1076. .2423 












GI Dpsrrirj 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


49849 




Seq. ID 


OJ000328 


12 . 0419 


.C19 


Gene No. 


105945 




Strand 








Start 


541 




End 


1917 






Name 


OJ000328 12.0419.C19.ol 


. gs 


Method 


GENSCAN 

VJ ULllJ Villi 






O Lai L. 


541 




End 


1830 






ox 


none 




Score 


. 45 






P von q 


541. .777, 881. .1830 












9prr No 


49849 




Seq. ID 


OJ000328_ 


12.0419 


.C19 


Gene No . 


105945 




Strand 








Start 


541 




End 


1917 






Name 


OJ000328 12.0419.C19.ol 


.np 


Method 


AAT/NAP 






Start 


544 




End 


1917 






GI 


7228457 




Score 


2134 






Exons 


544 . .1917 












GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 





51455 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


49849 




Seq. ID 


OJ000328 


Gene No. 


105945 




Strand 




Start 


541 




End 


1917 


Name 


OJ000328 12.0419.C19.o2 


.tw 


Method 


TBLASTX: 


Start 


553 




End 


1115 


GI 


none 




Score 


80 


F von 


553 678 557 679 709 


846, 


857. .1114, 858. .1 


Seq. No. 


49849 




Seq. ID 


OJ000328 


Gene No. 


105945 




Strand 




Start 


541 




End 


1917 


Name 


OJ000328 12.0419.C19.ol 


.tw 


Method 


TBLASTX: 


Start 


1124 




End 


1496 


GI 


none 




Score 


234 


F 1 von q 


11?4 1495 1125 1496 








Seq. No. 


49849 




Seq. ID 


OJ000328 


Gene No. 


105945 




Strand 




Start 


541 




End 


1917 


Name 


OJ000328 12.0419.C19.ol 


.tm 


Method 


TBLASTX: 


Start 


1271 




End 


1633 


GI 


none 




Score 


85 




1271. .1318, 1301. .1513, 


1310. 


.1633, 1323. .1604 


Seq. No. 


49850 




Seq. ID 


OJ000328 


Gene No. 


105946 




Strand 




Start 


684 




End 


2122 


Name 


OJ000328 12.0419.C20.ol 


.gs 


Method 


GENSCAN 


Start 


684 




End 


2122 


GI 


none 




Score 


.66 


Exons 


684. .885, 974. .1124, 2022. .2122 




Seq. No. 


49851 




Seq. ID 


OJ000328 


Gene No. 


105947 




Strand 


+ 


Start 


798 




End 


5858 


Name 


OJ000328 12.0419.C21.o2 


.np 


Method 


AAT/NAP 


Start 


798 




End 


4961 


GI 


5803259 




Score 


251 


Exons 


798. .1549, 4935. .4961 








ul UCoLJ tr * 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49851 




Seq. ID 


OJ000328 


Gene No. 


105947 




Strand 


+ 


Start 


798 




End 


5858 


Name 


OJ000328 12.0419.C21.ol 


.gs 


Method 


GENSCAN 


Start 


812 




End 


3153 


GI 


none 




Score 


.82 


Exons 


812. .935, 1093. .1469, 2229.-2338, 3028. 


.3153 


Seq. No. 


49851 




Seq. ID 


OJ000328 


Gene No. 


105947 




Strand 


+ 


Start 


798 




End 


5858 


Name 


OJ000328 12.0419.C21.o3 


.np 


Method 


AAT/NAP 


Start 


3028 


End 


4398 



51456 



GI 5852175 Score 116 

Exons 3028.. 3084, 3655.. 3749, 4366.. 4398 

GI Descrip. (AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 


49851 




Seq. ID 


OJ000328_12.0419. 


Gene No. 


105947 




Strand 


+ 


Start 


798 




End 


5858 


Name 


OJ000328 12.0419.C21.o2 


. gs 


Method 


GENS CAN 


Start 


4060 




End 


5823 


GI 


none 




Score 


.53 


Exons 


4060.. 4063, 4606.. 4983, 


5008. 


.5091, 5421.. 5823 


Seq. No. 


49851 




Seq. ID 


OJ000328_12.0419. 


Gene No. 


105947 




Strand 


+ 


Of a y-f- 


798 




End 


5858 


Name 


OJ000328 12.0419.C21.o4 


. np 


Method 


AAT/NAP 


Start 


4725 




End 


5858 


GI 


6721561 




Score 


868 


Exons 


4725. .4983, 5054. .5112, 


5193. 


.5858 




GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 6815086 |dbj IBAA90372 


.11 (AP001081) 


EST AU082058 (C1297 




corresponds to a region 


of the predicted gene.; hypothet 




protein [Oryza sativa] 








Seq. No. 


49851 




Seq. ID 


OJ000328_12.0419. 


Gene No. 


105948 




Strand 




Start 


122 




End 


433 


Name 


OJ000328 12.0419.C21.ol 


. np 


Method 


AAT/NAP 


Start 


122 




End 


433 


GI 


7523517 




Score 


204 


Exons 


122. .433 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 


49852 




Seq. ID 


OJ000328 


_12. 


0419 


.C22 


Gene No. • 


105949 




Strand 


+ 








Start 


99 




End 


749 








Name 


OJ000328 12.0419.C22.ol 


.gs 


Method 


GENSCAN 








Start 


99 




End 


749 








GI 


none 




Score 


.79 








Exons 


99. .117, 235. .410, 519. 


.749 












Seq. No. 


49852 




Seq. ID 


OJ000328 


_12. 


0419 


.C22 


Gene No. 


105950 




Strand 










Start 


1362 




End 


1894 








Name 


OJ000328 12.0419.C22.o2 


. gs 


Method 


GENSCAN 








Start 


1362 




End 


1856 








GI 


none 




Score 


.93 








Exons 


1362. .1856 














Seq. No. 


49852 




Seq. ID 


OJ000328 


_12. 


0419 


.C22 


Gene No. 


105950 




Strand 










Start 


1362 




End 


1894 








Name 


OJ000328 12.0419.C22.ol 


.np 


Method 


AAT/NAP 








Start 


1365 




End 


1894 








GI 


5902445 




Score 


472 








Exons 


1365.. 1894 















51457 



GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


49852 




Seq. ID 


OJ000328 


Gene No. 


105950 




Strand 




Start 


1362 




End 


1894 


Name 


OJ000328 12.0419.C22.ol 


,tw 


Method 


TBLASTX : 


Start 


1374 




End 


1892 


GI 


none 




Score 


59 


Exons 


1374.. 1505, 1375.. 1500, 


1530. 


.1892, 1726. .1833 


Seq. No. 


49852 




Seq. ID 


OJ000 jZo 


Gene No. 


105950 




Strand 




Start 


1362 




End 


1894 


Name 


OJ000328 12.0419.C22.ol 


.tm 


Method 


TBLASTX: 


Start 


1497 




End 


1760 


GI 


none 




Score 


196 


Exons 


1497. . 1760 








Seq. No. 


49853 




Seq. ID 


OJ000328 


Gene No. 


105951 




Strand 




Start 


781 




End 


956 


Name 


OJ000328 12.0419.C23.ol 


.np 


Method 


AAT/NAP 


Start 


781 




End 


956 


GI • 


6063554 




Score 


100 


Exons 


781. .956 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 18 


50 (E0464) , 




correspond to a region 


of the predicted gene.; 




protein [Oryza sativa] 








Seq. No. 


49853 




Seq. ID 


OJ000328 


Gene No. 


105952 




Strand 




Start 


1658 




End 


1954 


Name 


OJ000328 12.0419.C23.ol 


.gs 


Method 


GENS CAN 


Start 


1658 




End 


1876 


GI 


none 




Score 


.85 


Exons 


1658. .1876 








Seq. No. 


49853 




Seq. ID 


OJ000328 


Gene No. 


105952 




Strand 




Start 


1658 




End 


1954 


Name 


OJ000328 12.0419.C23.o2 


.np 


Method 


AAT/NAP 


Start 


1661 




End 


1954 


GI 


6983860 




Score 


486 


Exons 


1661. .1954 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12.0419.C23 



hypothetical 



12.0419.C23 



(AP001168) 
(AF061282) 



49853 

105952 

1658 

OJ000328 

1706 

none 



Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
[Oryza sativa] 



12.0419.C23.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_12.0419.C23 
1954 

TBLASTX: Wheat 

1951 

79 



1706. .1951, 1727. .1888, 1758. .1943 



Seq. No. 
Gene No. 



49853 
105952 



Seq. ID 
Strand 



OJ000328 12.0419.C23 



51458 



Start 
Name 
Start 
GI 

Exons 



1658 End 

OJ000328_12 . 0419 .C23 . ol . tm Method 

1757 End 

none Score 
1757.. 1951, 1902. .1952 



1954 

TBLASTX: Maize 

1952 

76 



Seq. No. 49854 Seq. ID 

Gene No. 105953 Strand 

Start 173 End 

Name OJ000328_12. 0419.C24 .ol .gs Method 

Start 173 End 

GI none Score 

Exons 173.. 430, 468.. 689 



OJ000328_12.0419.C24 
+ 

689 

GENSCAN 
689 
. 98 



Seq. No. 49854 

Gene No. 105954 

Start 9462 

Name OJ000328_12 . 04 19 . C24 . ol . np 

Start 9462 

GI 7228457 

Exons 9462.. 9832, 9894.. 11825, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11889. .12723, 



OJ000328_12.0419.C24 
+ 

13371 
AAT/NAP 
13371 
5322 

12846. .13371 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49854 Seq. ID 

105955 Strand 

1714 End 

OJ000328_12.0419.C24.o2.gs Method 

1714 End 

none Score 



OJ000328_12.0419.C24 

7146 
GENSCAN 
7146 
.52 



1714. .2164, 2446. .2946, 3001. .3530, 3588. .3692, 3807. .4291, 
4358. .4943, 5112. .5688, 7112. .7146 



Seq. No. 49854 Seq. ID 

Gene No. 105956 Strand 

Start 7339 End 

Name OJ000328_12 . 0419.C24 ,o3 . tm Method 

Start 1400 End 

GI none Score 

Exons 1400.. 1633, 1407.. 1616 



OJ000328_12.0419.C24 
12917 

TBLASTX: Maize 

1633 

130 



Seq. No. 49854 Seq. ID 

Gene No. 105956 Strand 

Start 7339 End 

Name 0 JO 00328_12.0419.C24.o6.tw Me t hod 

Start 1427 End 

GI none Score 

Exons 1427.. 1744 



OJ000328_12.0419.C24 
12917 

TBLASTX: Wheat 

1744 

224 



Seq. No. 49854 Seq. ID 

Gene No. 105956 Strand 

Start 7339 End 

Name OJ000328_12 . 0419 .C24 . o7 . tw Method 

Start 1802 End 

GI none - Score 

Exons 1802.. 2083, 1840.. 2097 



OJ000328_12.0419.C24 
12917 

TBLASTX: Wheat 

2097 

83 



51459 




Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


. C24 


Gene No.. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


2137 








End 


2543 




GI 


none 








Score 


88 




Exons 


2137. .2313, 


2318 


. .2461, 


2320. 


.2460, 2448. .2543 




Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


. C24 


Gene No. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


2664 








End 


12917 




GI 


none 








Score 


35 




Exons 


2664. .3059, 


2791 


. .2823, 


2875. 


.3000, 12546. .12917, 12563 


. .12706 


Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


. C24 


Gene No. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2689 








End 


12887 




GI 


none 








Score 


238 




Exons 


2689. .3003, 


2691 


. .3113, 


2721. 


.3110, 12467. . 12862, 12468 


. .12887 


Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


. C24 


Gene No. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2787 








End 


12794 




GI 


none 








Score 


116 




Exons 


2787. .3170, 


2788 


. .3003, 


12410 


. .12775, 


12411. .12794 




Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


.C24 


Gene No. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3198 








End 


12383 




GI 


none 








Score 


196 




Exons 


3198. .3554, 


3199 


. .3465, 


3249. 


.3500, 12027. .12383, 12062 


. .12373 




12267. .12383 












Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


.C24 


Gene No . 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3228 








End 


12359 




GI 


none 








Score 


238 




Exons 


3228. .3683, 


3229 


. .3465, 


3278. 


.3481, 3535. .3684, 11897.. 


12352, 




11898. .12359, 11J 


398. .12353 








Seq. No. 


49854 








Seq. ID 


OJ000328_12.0419 


.C24 


Gene No. 


105956 








Strand 






Start 


7339 








End 


12917 




Name 


OJ000328 12. 


0419 


.C24.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


3279 








End 


12302 




GI 


none 








Score 


106 





51460 



Exons 



3279. .3413, 3420. .3644, 11937 12161, 12168. .12302 



Seq. No. 49854 

Gene No. 105956 

Start 7339 

Name OJ000328_12 .0419. C24 . o3 . tw 

Start 3876 

GI none 
Exons 



Seq. ID OJ000328_12.0419.C24 
Strand 

End 12917 

Method TBLASTX : Wheat 

End 11732 

Score 113 



3876. .4112, 3933. .4109, 4024. .4110, 4149. .4319, 4150. .4323, 
11246. .11419, 11247. .11732, 11441. .11701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49854 

105956 

7339 

OJ000328_12.0419.C24.o4.tw 

4881 

none 



Seq. ID OJ000328_12.0419.C24 
Strand 

End 12917 

Method TBLASTX : Wheat 

End 10508 

Score 73 



4881. .5153, 4933. .5133, 5109. .5225, 5122. .5223, 5226. .5270, 
10119. .10163, 10170. .10268, 10187 10267 , 10235 .. 10474 , 
10251.. 10508 



Seq. ID OJ000328_12.0419.C24 
Strand 

End 12917 

Method TBLASTX : Maize 

End 10406 

Score 83 

4992. .5231, 4993. .5247, 10158 .. 104 06, 10160. .10405 



Seq. No. 49854 

Gene No. 105956 

Start 7339 

Name OJ000328_12 .0419. C24 . o4 . tm 

Start 4992 

GI none 
Exons 



Seq. No. 49854 

Gene No. 105956 

Start 7339 

Name OJ000328_12 . 04 19 . C24 . o3 . gs 

Start 7339 

GI none 

Exons 7339.. 8319 



Seq. ID OJ000328_12.0419.C24 
Strand 

End 12917 

Method GEN SCAN 

End 8319 

Score .94 



Seq. No. 49855 

Gene No. 105957 

Start 1 

Name OJ000328_12 . 0419.C25.ol .np 

Start 1 

GI 6907089 

Exons 1..1830 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000328_12.0419.C25 
Strand 

1830 
AAT/NAP 
1830 
2135 



End 

Method 

End 

Score 



Seq. No. 49855 

Gene No. 105957 

Start 1 

Name OJ000328JL2 . 0419 . C25 . ol . gs 

Start 14 

GI none 

Exons 14.. 1139, 1199.. 1537 



Seq. ID OJ000328_12.0419.C25 
Strand 

End 1830 

Method GENSCAN 

End 1537 

Score .96 



Seq. No. 
Gene No. 
Start 



49856 

105958 

316 



Seq. ID OJ000328_12.0419.C30 
Strand 

End 506 



51461 




Name 


OJ000328 12.0419.C30.ol.gs 


Method 


GENSCAN 




Start 


316 


End 


506 




GI 


none 


Score 


.98 




Exons 


316. .506 








Seq. No. 


49857 


Seq. ID 


OJ000328_12.0419. 


C31 


Gene No. 




Strand 


+ 




Start 


542 


End 


4429 




Name 


OJ000328 12.0419.C31.ol.gs 


Method 


GENSCAN 




Start 


542 


End 


4087 




GI 


none 


Score 


.42 




Exons 


542. .647, 1498. .1523, I860.. 


2462, 3112 


..3821, 3844. .4087 


Seq. No. 


49857 


Seq. ID 


OJ000328_12.0419. 


C31 


Gene No. 


105959 


Strand 


+ 




Start 


542 


End 


4429 




Name 


(jjuuujzo . U4 1 y . u ji . oz . np 


Method 


AAT/NAP 




Start 


2982 


End 


4429 




GI 


6983860 


Score 


834 




Exons 


2982. .4015, 4064. .4171, 4263 


. .4429 






GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


typ< 




(AF061282) [Oryza sativa] 








Seq. No. 


49857 


Seq. ID 


OJ000328JL2.0419. 


LjI 


Gene No. 


105960 


Strand 


_ 




otaru 


530 


End 


4429 




Name 


OJ000328 12.0419.C31.ol.np 


Method 


AAT/NAP 




Start 


530 


End 


4429 




GI 


4680186 


Score 


290 




Exons 


530. .731, 1570. .1625, 4259.. 


4429 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49857 


Seq. ID 


OJ000328_12.0419. 


Lj 1 


Gene No. 


105960 


Strand 






Start 


530 


End 


4429 




Name 


OJ000328 12.0419.C31.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3169 


End 


3369 




GI 


none 


Score 


193 




Exons 


3169.. 3366, 3171.. 3368, 3277 


. .3369 






Seq. No. 


49857 


Seq. ID 


OJ000328_12.0419. 


C31 


Gene No . 


105960 


Strand 






Start 


530 


End 


4429 




Name 


OJ000328 12.0 i 419.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3402 


End 


3753 




GI 


none 


Score 


288 




Exons 


3402. .3596, 3403. .3753 








Seq. No. 


49857 


Seq. ID 


OJ000328_12.0419. 


C31 


Gene No. 


105960 


Strand 






Start 


530 


End 


4429 




Name 


OJ000328 12.0419.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


3403 


End 


3708 




GI 


none 


Score 


232 




Exons 


3403. .3708, 3417. .3581 








Seq. No. 


49858 


Seq. ID 


OJ000328_12.0419. 


C32 



51462 



Gene No. 105961 Strand 

Start 1007 End 

Name OJ000328_12 . 04 19 . C32 . ol . gs Method 

Start 1007 End 

GI none Score 

Exons 1007.. 1444 



1444 
GEN SCAN 
1444 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49859 
105962 
1 

OJ000328_12 . 04 19 . C33 . ol . np 
1 

6466937 
1. .1218 

(AC011621) putative ret roe lenient pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000328_12.0419.C33 
Strand 

End . 1619 
Method AAT/NAP 
End 1218 
Score 596 



End 

Method 

End 

Score 



49859 
105962 
1 

OJ000328_12.0419.C33.ol.gs 
14 

none 

14. .153, 1441. .1619 

49859 
105962 
1 

OJ000328_12.0419.C33.ol.tw 
18 

none 

18. .236, 19. .87, 59. .106, 172. .240, 238 



Seq. ID OJ000328_12.0419.C33 
Strand 

1619 
GENSCAN 
1619 
.84 



Seq. ID OJ000328_12.0419.C33 
Strand 

1619 

TBLASTX: Wheat 
414 
73 

414 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49859 

105962 

1 

OJ000328_12.0419.C33.o2.tm 
21 

none 



Seq. ID OJ000328_12.0419.C33 
Strand 

End 1619 

Method TBLASTX : Maize 

End 291 

Score 74 



21. .239, 22. .99, 118. .240, 189. .269, 232. .267, 235. .291 



49859 

105962 

1 

OJ000328_12.0419.C33.ol.tm 

424 

none 

424. .810, 440. .811, 813. .896 

49859 

105962 

1 

OJ000328_12 . 0419 . C33 . o2 . tw 

514 

none 

514. .576, 952. .1215 



Seq. ID OJ000328_12.0419.C33 
Strand 

End 1619 

Method TBLASTX : Mai ze 

End 896 

Score 286 



Seq. ID OJ000328_12.0419.C33 
Strand 

End 1619 

Method TBLASTX : Wheat 

End 1215 

Score 217 



51463 



Seq. No. 49859 Seq. ID 

Gene No. 105962 Strand 

Start 1 End 

Name OJ000328_12 .0419. C33 . o3 . tm Method 

Start 967 End 

GI none Score 

Exons 967.. 1215, 1085.. 1216 



OJ000328_12.0419.C33 
1619 

TBLASTX: Maize 

1216 

67 



Seq. No. 49860 Seq. ID OJ000328_12 . 04 19 . C34 

Gene No. 105963 . Strand 

Start 1 ' End 2192 

Name OJ000328_12 . 0419 .C34 . ol .np Method AAT/NAP 

Start 1 End 2192 

GI 4581164 Score 352 

Exons 1..32, 679.. 1026, 2172.. 2192 

GI Descrip. (AC006220) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 49860 Seq. ID 

Gene No. 105963 , Strand 

Start 1 * End 

Name OJ000328_12 . 04 19 . C34 . ol . gs Method 

Start 344 End 

GI none Score 

Exons 344. . 613, ■ 1187. .1293 



OJ000328_12.0419.C34 

2192 
GENS CAN 
1293 
.48 



Seq. No. 49860 Seq. ID 

Gene No. 105963 Strand 

Start 1 End 

Name OJ000328_12 . 0419 . C34 . ol . tw Method 

Start 660 End 

GI none Score 

Exons 660.. 1028, 668.. 1036 



OJ000328_12.0419.C34 
2192 

TBLASTX: Wheat 

1036 

155 



Seq. No. 49860 Seq. ID 

Gene No. 105963 Strand 

Start 1 End 

Name OJ000328_12 . 04 19 . C34 . ol . tm Method 

Start 677 End 

GI none Score 

Exons 677.. 1033, 678.. 1025 



OJ000328_12.0419.C34 
2192 

TBLASTX: Maize 

1033 

214 



Seq. No. 49860 Seq. ID 

Gene No. 105963 Strand 

Start 1 End 

Name OJ000328_12.0419.C34 .ol.ts Method 

Start 737 End 

GI none Score 

Exons 737.. 1024, 738.. 938 



OJ000328_12.0419.C34 
2192 

TBLASTX : Soybean 

1024 

74 



Seq. No. 49861 Seq. ID 

Gene No. 105964 Strand 

Start 239 End 

Name OJ000328_12 .0419. C35 . ol . gs Method 

Start 239 End 

GI none Score 

Exons 239.. 332, 721.. 786 



OJ000328_12.0419.C35 
+ 

786 

GENS CAN 

786 

.45 



51464 



Seq. No. 


49861 




Seq. ID 


OJ000328 


Gene No . 


105965 




Strand 




Start 


1926 




End 


2276 


Name 


OJ000328 12.0419.C35.o2 


. qs 


Method 


GEN SCAN 


Start 


1926 




End 


2276 


GI 


none 




Score 


.66 


Exons 


1926. .2276 








Seq. No. 


49862 




Seq. ID 


OJ000328 


Gene No. 


105966 




Strand 


+ 


Start 


3277 




End 


3426 


Name 


OJ000328 12.0419.C36.ol 


.gp 


Method 


AAT/GAP 


Start 


3277 




End 


3426 


GI 


uC-osflcyp001c04b2 




Score 


195 


Exons 


3277. .3426 








GI Descrip. 


, 6041757/gb|AC011806.1|AC011806 2.0e-34 


Genomic 




Oryza sativa Clone 10P20, 


Lemont Strain, Comple 




pomDlptp spcrupnce 1 

*w V^/ltl L^S ^ I* \^ *J \^ \m4 U X X *W W 








Seq. No. 


49862 




Seq. ID 


OJ000328 


Gene No. 


105967 




Strand 




Start 


2994 




End 


3615 


Name 


OJ000328 12 0419 C36 o2 


.gs 


Method 


GEN SCAN 


Start 


2994 ~~ 




End 


3615 


GI 


none 




Score 


. 63 


Exons 


2994 3238, 3450 3615 








Seq. No. 


49863 




Seq. ID 


OJ000328 


Gene No. 


105968 

-I- \J w/ \J \J 




Strand 


+ 


Start 


1 




End 


127 


Name 


OJ000328 12 0419 C39 ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


127 


GI 


7339719 




Score 


94 


Exons 


1. .127 








GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49863 




Seq. ID 


OJ000328 


Gene No. 


105969 




Strand 


+ 


Start 


31 




End 


252 


Name 


OJ000328 12.0419.C39.ol 


.gs 


Method 


GEN SCAN 


Start 


31 




End 


252 


GI 


none 




Score 


.72 


Exons 


31. .252 








Seq. No. 


49864 




Seq. ID 


OJ000328 


Gene No . 


105970 




Strand 


+ 


Start 


1230 




End 


1961 


Name 


OJ000328 12.0419.C40.ol 


. gs 


Method 


GENS CAN 


Start 


1230 




End 


1961 


GI 


none 




Score 


.69 


Exons 


1230. .1347, 1840. .1961 








Seq. No. 


49865 




Seq. ID 


OJ000328 


Gene No. 


105971 




Strand 


+ 


Start 


1 




End 


2284 


Name 


OJ000328 12.0419.C42.ol 


. np 


Method 


AAT/NAP 



51465 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 





Seq. No. 


r Pi 


Gene No. 




Start 


I -Ji 
P ^ 


Name 


~J 


Start 




GI 




Exons 


i jjj 


Seq. No. 




Gene No. 




Start 


# E 


Name 


=: w 


Start 




GI 




Exons 


[3 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



End 
Score 



1750 
435 



6983861 
1..273, 1696. .1750 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B 
internal region (AB014741) [Oryza sativa] 



49865 Seq. ID 

105971 Strand 

1 End 
OJ000328_12.0419.C42.ol.gs Method 

25 End 

none Score 

25. .501, 673. .1489, 1553. .1768, 1997. .2221 



OJ000328_12.0419 
+ 

2284 
GEN SCAN 
2221 
.66 



DNA, 
C42 



49865^ Seq. ID 

105971 Strand 
1 End 
OJ000328_12 .0419. C42 . o2 . np Method 
673 End 
6983860 Score 

673. .1768, 2024. .2284 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy 

(AF061282) [Oryza sativa] 



OJ000328_12.0419. 
+ 

2284 
AAT/NAP 
2284 
2092 



C42 



49865 
105971 
1 

OJ000328_12.0419.C42.o3.tw 
834 
none 

834. .1031, 835. .1032 

49865 
105971 
1 

OJ000328_12.0419.C42.ol.tw 
1083 
none 

1083. .1202, 1084. .1434, 1232. .1276 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



49865 

105971 

1 

OJ000328_12.0419.C42.ol.tm 

1084 

none 

1084. .1389, 1084. .1293 

49865 

105971 

1 

OJ000328_12.0419.C42.o2.tw 

1768 

none 

1768. .2121, 1768. .2046 
49866 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_12.0419. 
+ 

2284 

TBLASTX: Wheat 

1032 

205 



OJ000328_12.0419 
+ 

2284 

TBLASTX: Wheat 

1434 

318 



OJ000328JL2.0419. 
+ 

2284 

TBLASTX: Maize 

1389 

242 



OJ000328_12.0419, 
+ 

2284 

TBLASTX: Wheat 

2121 

258 



type 



C42 



.C42 



C42 



C42 



Seq. ID OJ000328_13.0419.C1 



51466 



Gene No. 105972 Strand + 

Start 207 End 2814 

Name OJ000328_13 . 0419 .CI . ol . gp Method AAT/GAP 

Start 207 End 895 

GI 52928_1.R1084 Score 850 

Exons 207.. 397, 485.. 654, 795.. 895 

GI Descrip. ' 4512685/gb | AAD21739 . 1 1 1.0e-08 (AC006931) hypothetical protein 
[Arabidopsis thaliana] >gi_4559325_gb_AAD22987 . 1_AC007087_6 
(AC007087) hypothetical protein [Arabidopsis thaliana] ' 



fy 



- — 

i si 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49866 

105972 

207 

OJ000328_13.0419.Cl.ol.gs 

277 

none 



Seq. ID OJ000328_13.0419.C1 

Strand + 

End 2814 

Method GENSCAN 

End 2814 

Score . 9 



277. .397, 485. .654, 795.-942, 1649. .1855, 2708. .2814 



49866 

105972 

207 

OJ000328_13.0419.Cl.ol.np 
286 

4512685 



Seq. ID OJ000328_13.0419.C1 



Strand 
End 

Method 

End 

Score 



+ 

2814 
AAT/NAP 
2790 
280 



286. .397, 518. .654, 795. .957, 1658. .1855, 2667. .2790 
(AC006931) hypothetical protein [Arabidopsis thaliana] 



49866 Seq. ID OJ000328 

105973 Strand + 

3217 End 3597 

OJ000328_13 . 0419 . CI . o3 . gp Method AAT/GAP 

3217 End 3597 

none Score 736 
3217. .3597 



13. 0419. CI 



Seq. No. 


49866 




Seq. ID 


OJ000328_13.0419 


.CI 


Gene No. 


105974 




Strand 






Start 


2709 




End 


2964 . 




Name 


OJ000328 13. 0419. CI 


o2.gp 


Method 


AAT/GAP 




Start 


2709 




End 


2964 




GI 


none 




Score 


492 




Exons 


2709. .2964 










Seq. No. 


49866 




Seq. ID 


OJ000328_13.0419 


.CI 


Gene No. 


105975 




Strand 






Start 


3429 




End 


6271 




Name 


OJ000328 13. 0419. CI 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


801 




End 


1854 




GI 


none 




Score 


127 




Exons 


801. .917, 806. .907, 


1689. . 


1763, 1690.. 


1854 




Seq. No. 


49866 




Seq. ID 


OJ000328_13.0419 


.CI 


Gene No. 


105975 




Strand 






Start 


3429 




End 


6271 




Name 


OJ000328 13. 0419. CI 


o2.gs 


Method 


GENSCAN 




Start 


3429 




End 


6174 




GI 


none 




Score 


.89 





51467 




Exons 


3429. .4064, 


4717 


. .4881, 


5249. 


.5368, 5531. .5722, 5814. .5940, 




5960. .6174 












Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 










End 


6271 


Name 


OJ000328 13 


.0419 


.Cl.o2. 


np 


Method 


AAT/NAP 


Start 


3471 








End 


6202 


GI 


4544449 








Score 


1000 


Exons 


3471. .4064, 


5531 


. .5722, 


5919. 


.6046, 6127.. 6202 


GI Descrip. 


(AC006592) ; 


putative peroxidase [Arabidopsis thaliana] 


Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 


3429 








End 


6271 


Name 


OJ000328 13 


. 0419 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3510 








End 


3876 


GI 


none 








Score 


80 


Exons 


3510. .3644, 


3514 


. . 3636, 


3645. 


.3761, 3664. .3762, 3804. .3875, 




3805. .3876 












Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 


3429 








End 


6271 


Name 


OJ000328 13 


.0419 


.Cl. ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3510 








End 


5731 


GI 


none 








Score 


73 


Exons 


3510. .3536, 


3555 


. .3767, 


3556. 


.3768, 3753. .4061, 3874. .4083, 




5528. .5731 












Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 


3429 








End 


6271 


Name 


OJ000328 13 


.0419 


.Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3801 








End 


6079 


GI 


none 








Score 


225 


Exons 


3801. .4064, 


3805 


. .4074, 


3964. 


.4074, 5531.. 5731, 5574.. 5723, 




5950. .6069, 


5951 


. .6079 








Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 


3429 








End 


6271 


Name 


OJ000328 13 


.0419 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3807 








End 


5614 


GI 


none 








Score 


79 


Exons 


3807. .4064, 


3877 


. .4065, 


5531. 


.5614 




Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 




Start 


3429 








End 


6271 


Name 


OJ000328 13 


.0419 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3876 








End 


5731 


GI 


none 








Score 


85 


Exons 


3876. .4061, 


3877 


. .4062, 


5528. 


.5731, 5643. .5723 


Seq. No. 


49866 








Seq. ID 


OJ000328_13.0419.C1 


Gene No. 


105975 








Strand 





51468 




Start 


3429 


End 


6271 




Name 


OJ000328 13.0419.Cl.o4.gp 


Method 


AAT/GAP 




Start 


5613 


End 


6271 




GI 


25074 1.R1084 


Score 


869 




Exons 


5613.. 5722, 5919.. 6271 








GI Descrip. 


'4544449/gb|AAD22357.1|AC006592 14 2.0e-25 (AC006592) putat 




peroxidase [Arabidopsis thaliana] 1 






Seq. No. 


49867 


Seq. ID 


OJ000328 


_13.0419.C3 


Gene No. 


105976 


Strand 


+ 




Start 


1109 


End 


5772 




Name 


OJ000328 13.0419.C3.ol.gs 


Method 


GENSCAN 




Start 


1109 


End 


5772 




GI 


none 


Score 


.41 




Exons 


1109.. 1250, 1823.. 1894, 1994. 


.2083, 2590. .2772, 


2862. .3720, 




4046. .4322, 4498. .4641, 4956. 


.5772 






Seq. No. 


49867 


Seq. ID 


OJ000328 


13. 0419. C3 


Gene No. 


105976 


Strand 


+ 




Start 


1109 


End 


5772 




Name 


OJ000328 13.0419.C3.o2.np 


Method 


AAT/NAP 




Start 


1937 


End 


5625 




GI 


5042454 


Score 


3719 




Exons 


1937. .2087, 2454. .2560, 2617. 


.4322, 4956. .5625 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


49867 


Seq. ID 


OJ000328 


13. 0419. C3 


Gene No. 


105977 


Strand 






Start 


1490 


End 


2762 




Name 


OJ000328 13.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1490 


End 


2762 




GI 


7523512 


Score 


175 




Exons 


1490. .1617, 2735. .2762 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49867 


Seq. ID 


OJ000328 


13. 0419. C3 


Gene No. 


105978 


Strand 






Start 


3128 


End 


3680 




Name 


OJ000328 13.0419.C3.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


3128 


End 


3680 




GI 


none 


Score 


34 




Exons 


3128.. 3163, 3288.. 3335, 3342. 


.3440, 3347.. 3439, 


3407 . .3646, 




3423. .3680 








Seq. No. 


49867 


Seq. ID 


OJ000328 


13. 0419. C3 


Gene No. 


105978 


Strand 






Start 


3128 


End 


3680 




Name 


OJ000328 13.0419.C3.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3293 


End 


3578 




GI 


none 


Score 


200 




Exons 


3293.. 3577, 3330. .3578 








Seq. No. 


49867 


Seq. ID 


OJ000328 


_13.0419.C3 


Gene No. 


105979 


Strand 






Start 


4180 


End 


4323 




Name 


OJ000328 13.0419.C3.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


4180 


End 


4323 





51469 



GI 


none 






Score 


184 


Exons 


4180. .4323, 


4185. 


.4319 






Seq. No. 


49868 






Seq. ID 


OJ000328 


Gene No. 


105980 






Strand 


+ 


Start 


1 






End 


255 


Name 


OJ000328 13 


.0419. 


C4.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


255 


GI 


5042454 






Score 


69 


Exons 


1..46, 199. 


.255 








GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sat iva] 


Seq. No. 


49868 






Seq. ID 


OJ000328 


Gene No. 


105981 






Strand 


+ 


Start 


202 






End 


663 


Name 


OJ000328 13 


.0419. 


C4 . ol . gs 


Method 


GENSCAN 


Start 


202 






End 


663 


GI 


none 






Score 


.77 


Exons 


202. . 663 










Seq. No. 


49868 






Seq. ID 


OJ000328 


Gene No. 


105982 






Strand 




Start 


2747 






End 


4984 


Name 


OJ000328 13 


.0419. 


C4.o2.gs 


Method 


GENSCAN 


Start 


2747 






End 


4933 


GI 


none 






Score 


.65 


Exons 


2747. .4149, 


4168. 


.4233, 4575. 


.4733, 4836.. 4933 



=1 Seq. No. 
.3 Gene No. 
? Start 

-3 

Name 
U Start 
GI 

=| Exons 

1 GI Descrip. 

* Seq. No. 

J Gene No. 

3 Start 

2 Name 
~ Start 

GI 

Exons 



49868 

105982 

2747 

OJ000328_13.0419.C4 .o2.np 

2750 

5803260 



Seq. ID OJ000328_13.0419.C4 
Strand 

End 4 984 

Method AAT/NAP 

End 4 984 

Score 875 



2750. .3914, 4652. .4737, 4825. .4984 

(AP000399) similar to wakl gene (AJ009696) [Oryza sativa] 



49868 

105982 

2747 

OJ000328_13.0419.C4.ol.tc 

2777 

none 



Seq. ID OJ000328_13.0419.C4 
Strand 

End 4 984 

Method TBLASTX : Cress 

End 4908 

Score 130 



2777. .2890, 2900.. 3442, 3110.. 3361, 3120.. 3434, 3455.. 3772, 
3473. .3571, 3480. .3599, 3669. .3764, 4642.-4695, 4705. .4734, 
4831. .4908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49868 

105982 

2747 

OJ000328_13 . 04 19 . C4 . ol . tm 

2870 

none 



Seq. ID OJ000328_13.0419.C4 
Strand 

End 4 984 

Method TBLASTX : Mai ze 

End 3859 

Score 52 



2870. .3430, 2883. .2993, 3039. .3431, 3461. .3763, 3480. .3761, 
3767. .3859 



Seq. No. 



49868 



Seq. ID OJ000328_13.0419.C4 



51470 



Gene No. 105982 

Start 2747 

Name OJ000328JL3 . 0419.C4 .ol . ts 

Start 3056 

GI none 

Exons 3056.. 3457, 3129.. 3434, 3452. 
3669. .3764, 3782. .3838 

Seq. No. 49868 

Gene No. 105982 

Start 2747 

Name OJ000328_13 . 0419.C4 .ol . tw 

Start 3134 

GI none 

Exons 3134.. 3247, 3135.. 3248, 3254. 

Seq. No. 49868 

Gene No. 105982 

Start 2747 

Name OJ000328_13 . 04 19 . C4 . o2 . tw 

Start 3512 

GI none 

Exons 3512.. 3745, 3513.. 3764 



Strand 
End 

Method 

End 

Score 



4984 

TBLASTX: Soybean 

3838 

212 



,3604, 3459. .3602, 3632. .3763, 



Seq. ID OJ000328_13.0419.C4 
Strand 

End 4 984 

Method TBLASTX : Wheat 

End 3512 

Score 108 

.3511, 3261. .3437, 3480. .3512 

Seq. ID OJ000328_13.0419.C4 
Strand 

End 4984 

Method TBLASTX : Wheat 

End 37 64 

Score 144 



Seq. No. 49869 

\3 Gene No. 105983 

[f| Start 325 

h\ Name OJ000328_13.0419.C5.ol.gs 

fZ Start 325 

GI none 

^ Exons 325.. 459, 976.. 1458 



Seq. ID OJ000328_13.0419.C5 
Strand 

End 1458 

Method GENSCAN 

End 1458 

Score .84 



Seq. No. 49870 Seq. ID 

Gene No. 105984 Strand 

Start 519 End 

Name OJ000328_13 . 04 1 9 . C6 . ol . gs Method 

Start 519 End 

GI none Score 

Exons 519.. 521, 1426.. 1536 



21 Seq. No. 49870 Seq. ID 

Gene No. 105985 Strand 

Start . 4434 End 

Name OJ000328_13 . 0419 . C6 . ol . gp Method 

Start 4434 End 

GI none Score 

Exons 4434.. 5056 



OJ000328_13. 0419. C6 
+ 

1536 
GENSCAN 
1536 
.57 



OJ000328_13.0419.C6 
+ 

5056 
AAT/GAP 
5056 
1138 



Seq. No. 49870 Seq. ID 

Gene No. 105986 ~ Strand 

Start 2884 End 

Name OJ000328JL3 . 04 1 9 . C6 . o2 . gs Method 

Start 2884 End 

GI none Score 

Exons 2884.. 2998, 3440.. 3612 



OJ000328_13.0419.C6 

3612 
GENSCAN 
3612 
.75 



Seq. No. 



49870 



Seq. ID OJ000328_13.0419.C6 



51471 






Gene No. 


105987 


Strand 








Start 


4718 


End 


22653 






Name 


OJ000328 13.0419.C6.o3.gs 


Method 


GEN SCAN 






Start 


4718 


End 


22653 






GI 


none 


Score 


.6 






Exons 


4718. .5820, 6091. .6237, 6325. .6685, 8239. .8811, 


9188. .9280, 






9611. .10435, 12045. .12580, 


12743. .13069, 13236.. 


13316, 






13496. .13737, 13775 13952 , 


13964. .13991, 14097. 


.14237, 






14298. .14479, 1738 1 .. 17519, 


17777. .17961, 20192. 


.20383, 






20460. .21155, 21319 .. 21483, 


21584. .22019, 22228. 


.22653 




Seq. No. 


. 49870 


Seq. ID 


OJ000328_ 


13. 0419. C6 




Gene No. 


105987 


Strand 








Start 


4718 


End 


22653 






Name 


OJ000328 13.0419.C6.ol.np 


Method 


AAT/NAP 






Start 


4721 


End 


8300 






GI 


3549626 


Score 


995 






Exons 


4721. .5880, 6091. .6237, 6325. .6763, 8230. .8300 






GI Descrip. 


(AJ009696) wall-associated 


kinase 1 [Arabidopsis 


thaliana] 




Seq. No. 


49870 


Seq. ID 


OJ000328_ 


13. 0419. C6 




.Gene No. 


105987 


Strand 








Start 


4718 


End 


22653 




T 

I 7 


Name 


OJ000328 13.0419.C6.o2.gp 


Method 


AAT/GAP 




■£ Sf 


Start 


11727 


End 


12365 






GI 


3768316 


Score 


1155 




tn 

r 1 1 


Exons 


11727. .12365 








£3 


Seq. No. 


49870 


Seq. ID 


OJ000328_ 


13. 0419. C6 


"- i : 


Gene No. 


105987 


Strand 






~ Ta- 
rs. 


Start 


4718 


End 


22653 






Name 


OJ000328 13.0419.C6.o3.gp 


Method 


AAT/GAP 




ru 


Start 


12606 


End 


13379 




= 


GI 


87053 1.R1084 


Score 


1133 




; : 

X. ^ 


Exons 


12606. .13069, 13236.. 13379 








. S 


GI Descrip. 


'4826399/emb ICAB42872.il 3. 


Oe-22 (AJ012423) wall 


-associated 






kinase 2 [Arabidopsis thaliana] 1 






•- 

% ~H 


Seq. No. 


49870 


Seq. ID 


OJ000328_ 


13.0419. C6 




Gene No . 


105988 


Strand 








Start 


30694 


End 


34439 






Name 


OJ000328 13.0419.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


4847 


End 


31826 






GI 


none 


Score 


230 






Exons 


4847. .5398, 5055. .5399, 5429. .5731, 5448. .5633, 


5453. .5719, 






5673.. 5729, 5747.. 5818, 5769.. 5810, 12018.. 12578 


, 12274.. 121 






12609. .12935, 12628 .. 12813, 


12630. .12908, 12915. 


.13007, 






12958. .13005, 20109 .. 20390, 


20116. .20229, 20392. 


.20664, 






20393. .20614, 20695 .. 21021 , 


20714. .20899, 21001. 


.21093, 






30843. .31394, 31087 .. 3134 4 , 


31113. .31385, 31425. 


.31727, 






31428. .31730, 314 62 .. 3177 6, 


31743. .31826 






Seq. No. 


49870 


Seq. ID 


OJ000328_ 


13. 0419. C6 




Gene No. 


105988 


Strand 








Start 


30694 


End 


34439 






Name 


OJ000328 13.0419.C6.ol.tc 


Method 


TBLASTX: Cress.. 




Start 


4868 


End 


32790 





51472 



GI 

Exons 



none Score 22 6 

4868. .5395, 5079. .5396, 5429. .5731, 5448. .5567, 5459. .5731, 
5670. .5738, 5741. .5881, 6326. .6421, 6416. .6505, 6668. .6718, 
6734.. 6817, 12051 .. 12575, 12214 .. 12528 , 12288 12536, 
12603. .12908, 12628 .. 12807 , 12933 .. 13070, 13515 .. 13601, 
13596. .13715, 20142 .. 20390, 20392 .. 20661 , 20393 .. 20614 , 
20446. .20661, 20689 .. 20994 , 20714 .. 20833 , 21019 .. 21159, 
21579. .21680, 21675 .. 21794 , 30864 31730 , 31057 .. 31344 , 
31125. .31367, 31447 .. 31737 , 31755 318 92 , 32608 .. 32670, 
32695. .32790 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49870 

105988 

30694 

OJ000328_13.0419.C6.ol.ts 

5024 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C6 
34439 

TBLASTX : Soybean 
31805 
179 

5024.. 5395, 5091.. 5399, 5429.-5572, 5594.. 5767, 5747.. 5797, 
12204 . .12575, 12273 .. 12389, 12277 .. 12528 , 12 600 12752, 
12628. .12750, 12780 12908 , 12924 1298 6, 20295 20390, 
20392. .20661, 20393 .. 20614 , 20686 20838 , 20714 20836, 
20866. .20994, 21010 21072 , 31020 .. 31577 , 31087 31344 , 
31456. .31578, 31588 31668 , 31599 .. 31730 , 31749.. 31805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49870 
105988 
30694 

OJ000328_13 . 04 19 . C6 . ol . tw 
5084 



Seq. ID OJ000328_13.0419.C6 
Strand 

34439 

TBLASTX: Wheat 
31478 
121 



End 

Method 
End 

none Score 
5084. .5215, 5091. .5216, 5222. .5407, 5229. .5342, 5444. .5479, 
5448. .5480, 12282 .. 12395, 12283 .. 12396, 12385 .. 12522 , 
12402. .12659, 12628 .. 12660, 20392 .. 20481 , 20393 .. 20482, 
20500. .20745, 20504 .. 20608, 20714 .. 2074 6, 31080 .. 31211, 
31087. .31212, 31218. .31391, 31222 .. 31338 , 31443.. 31478 



Seq. No. 49870 Seq. ID 

Gene No. 105988' Strand 

Start 30694 End 

Name OJ000328_13 . 04 1 9 . C6 . o2 . tw Method 

Start 5429 End 

GI none Score 
Exons 



OJ000328 13. 0419. C6 



5429. .5713, 5481. .5618, 5685. .5732, 



34439 

TBLASTX: Wheat 
31731 
87 

12660. . 12893, 12661. 



12821. .12877, 12862 .. 12927, 
20948. .21013, 31428 .. 31712, 



20746. .20979, 
31480. .31731 



20747. .20893, 



12792, 



Seq. No. 49870 
Gene No. 105988 
Start 30694 

Name OJ000328_13 . 04 1 9 . C6 . o2 . tm 

Start 17388 
GI none 

Exons 17388. .17417, 17389 .. 17421, 

17484 . .17510, 17526. .17570, 
17630. .17671, 17672. .17776, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17455 

17570 



OJ000328 13. 0419. C6 



34439 

TBLASTX: Maize 
17793 
37 

17490, 17456. .17578, 
17707, 17588. .17773, 



17673. .17783, 17770. .17793 



Seq. No. 



49870 



Seq. ID OJ000328_13.0419.C6 



51473 



Gene No. 


105988 




Strand 








Start 


30694 




End 


34439 






Name 


OJ000328 13. 0419. C6. 


o2.np 


Method 


AAT/NAP 






Start 


30694 




End 


34439 






GI 


4966347 




Score 


764 






Exons 


30694. .31888, 32419. 


.32526, 


32607. .32669, 34393. 


.34439 




GI Descrip. 


(AC006341) Similar to gb|AJ012423 wall 


-associated kinase 


; 2 f\ 




Arabidopsis thaliana. 










Seq. No. 


49870 




Seq. ID 


OJ000328_ 


13.0419. 


C6 


Gene No. 


105988 




Strand 








Start 


30694 




End 


34439 






Name 


OJ000328 13. 0419. C6. 


o3.np 


Method 


AAT/NAP 






Start 


34290 




End 


34439 






GI 


6907086 




Score 


126 






Exons 


34290. .34439 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49871 




Seq. ID 


OJ000328_ 


13.0419. 


C7 


Gene No. 


105989 




Strand 


+ 






Start 


18654 




End 


19234 






Name 


OJ000328 13. 0419. C7. 


o4 .gs 


Method 


GENSCAN 






Start 


18654 




End 


19234 






GI 


none 




Score 


.48 






Exons 


18654. .18945, 19185. 


.19234 










Seq. No. 


49871 




Seq. ID 


OJ000328_ 


13.0419. 


C7 


Gene No. 


105990 




Strand 


+ 






Start 


20004 




End 


24974 






Name 


OJ000328 13. 0419. C7. 


o5 . gs 


Method 


GENSCAN 






Start 


20004 




End 


24957 






GI 


none 




Score 


.62 






Exons 


20004. .20138, 20943. 


.21042, 


21410. .218 


37, 22205. 


.22293, 






23087. .23153, 23240. 


.23355, 


23889. .23955, 24736. 


.24957 




Seq. No. 


49871 




Seq. ID 


OJ000328_ 


13.0419. 


C7 


Gene No. 


105990 




Strand 


+ 






Start 


20004 




End 


24974 






Name 


OJ000328 13. 0419. C7. 


o5.np 


Method 


AAT/NAP 






Start 


21634 




End 


24974 






GI 


4544451 




Score 


770 






Exons 


21634. .21837, 22205. 


.22293, 


23087. .23153, 23240. 


.23355, 






23889.-23955, 24069. 


.24117, 


24541. .24626, 24736. 


.24974 




GI Descrip. 


(AC006592) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


49871 




Seq. ID 


OJ000328_ 


13.0419. 


C7 


Gene No. 


105990 




Strand 


+ 






Start - 


20004 




End 


24974 






Name 


OJ000328 13. 0419. C7. 


ol.gp 


Method 


AAT/GAP 






Start 


23884 




End 


24974 






GI 


2428542 




Score 


814 






Exons 


23884. .23955, 24069. 


.24117, 


24541. .24626, 24736. 


.24974 




GI Descrip. 


4544451/gb|AAD22359. 


1|AC006592_16 7 . Oe 


-55 (AC006592) unknown 




protein [Arabidopsis 


thaliana] 








Seq. No. 


49871 




Seq. ID 


OJ000328_ 


13.0419. 


C7 


Gene No. 


105991 




Strand 









51474 




Start 


1 


End 


943 






Name 


OJ000328 13.0419.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


943 






GI 


6907086 


Score 


922 






Exons 


1..128, 186. .943 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49871 


Seq. ID 


OJ000328 


_13.0419. 


C7 


Gene No. 


105992 


Strand 








Start 


3572 


End 


4854 






Name 


OJ000328 13.0419.C7.o2.gs 


Method 


GENSCAN 






Start 


3572 


End 


4854 






GI 


none 


Score 


.89 






Exons 


3572. .3616, 4402. .4854 










Seq. No. 


49871 


Seq. ID 


OJ000328 


13.0419. 


C7 


Gene No . 


105993 


Strand 








Start 


7601 


End 


17845 






Name 


OJ000328 13.0419.C7.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


4648 


End 


16150 






GI 


none 


Score 


264 






Exons 


4648.. 4743, 11104 11631, 11105.. 11632 


, 11659.. 


11976, 






11662. .11706, 11675. .11803, 


11752. .11976, 11846 


. . 11977, 






12721. .12795, 12859 .. 12903, 


12949. .13005, 13054 


. . 13158, 






16091. .16150 










Seq. No. 


49871 


Seq. ID 


OJ000328 


_13.0419. 


C7 


Gene No . 


105993 


Strand 








Start 


7601 


End 


17845 






Name 


OJ000328 13.0419.C7.o3.gs 


Method 


GENSCAN 






Start 


7601 


End 


17845 






GI 


none 


Score 


.57 






Exons 


7601. .7745, 8359. .8549, 8696.-8973, 9511. .9663, 


9738. .9832 




10241. .10399, 10958. .11978, 


12465. .12626, 12720 


. .13151, 






15684. .15717, 15806 .. 15911, 


15925. .16191, 16596 


. .16801, 






16872. .17001, 17376. .17572, 


17624. .17845 






Seq. No. 


49871 


Seq. ID 


OJ000328 


_13.0419. 


C7 


Gene No. 


105993 


Strand 








Start 


7601 


End 


17845 






Name 


OJ000328 13.0419.C7.o2.np 


Method 


AAT/NAP 






Start 


10957 


End 


14847 






GI 


5803260 


Score 


973 






Exons 


10957. .12118, 12545. .12636, 


12715. . 13107, 14819 


. .14847 




GI Descrip. 


(AP000399) similar to wakl 


gene (AJ009696) [Oryza sativa] 


Seq. No. 


49871 


Seq. ID 


OJ000328 


_13.0419. 


C7 


Gene No. 


105993 


Strand 








Start 


7601 


End 


17845 






Name 


OJ000328 13.0419.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


11074 


End 


12063 






GI 


none 


Score 


230 






Exons 


11074 .. 11634, 11078. .11635, 


11665. . 11967, 11669 


. .11965, 






1198.6. . 12063 










Seq. No. 


49871 


Seq. ID 


OJ000328 


_13.0419. 


C7 


Gene No. 


105993 


Strand 









51475 






Start 


7601 




End 


17845 






Name 


OJ000328 13. 0419. C7 . 


ol . ts 


Method 


TBLASTX: Soybean 






Start 


11260 




End 


12042 






GI 


none 




Score 


200 






Exons 


11260. .11631, 11339. 


.11647, 


11656. .11808, 11663. .11806, 








11825. .11950, 11836. 


.11967, 


11986. .12042 






Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


.C7 




Gene No. 


105993 




Strand 








Start 


7601 




End 


17845 






Name 


OJ000328 13. 0419. C7. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


11338 




End 


11716 






GI 


none 




Score 


96 






Exons 


11338. .11451, 11339. 


.11452, 


11458. .11715, 11465. .11578, 








11675. .11716 












Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


.C7 




Gene No. 


105993 




Strand 








Start 


7601 




End 


17845 






Name 


OJ000328 13. 0419. C7 . 


o2. tw 


Method 


TBLASTX : Wheat 






Start 


11716 




End 


11953 






GI 


none 




Score 


138 






Exons 


11716. .11949, 11717. 


.11953 










Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


,C7 




Gene No. 


105994 




Strand 








Start 


19046 




End 


19343 




a : j 


Name 


OJ000328 13. 0419. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




: nf 


Start 


19046 




End 


19343 






GI 


none 




Score 


241 






Exons 


19046. .19153, 19047. 


.19343, 


19047. .19256, 19178.. 19315 




f y 


Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


.C7 




Gene No. 


105995 




Strand 








Start 


22223 




End 


24798 






Name 


OJ000328_13.0419.C7. 


o2.tm 


Method 


TBLASTX: Maize 




'•2. w a 


Start 


22223 




End 


24608 




La 


GI 


none 




Score 


64 




\2 


Exons 


22223.-22273, 23082. 


.23156, 


23084. .23155, 2308 6 .. 23157 , 








23228. .23395, 23231. 


.23353, 


23263. .23394, 23878 .. 23973, 








23887. .23955, 24068. 


.24118, 


24069. .24116, 24 54 5 .. 24 607 , 




i =r 




24546. .24608 












Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


.C7 




Gene No. 


105995 




Strand 








Start 


22223 




End 


24798 






Name 


OJ000328 13. 0419. CI. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


23094 




End 


24798 






GI 


none 




Score 


66 






Exons 


23094 . .23156, .23216. 


.23395, 


23237. .23356, 23263 .. 23382, 








23878. .23973, 23895. 


.23957, 


24069. .24116, 24 54 0 .. 24 629, 








24542. .24616, 24735. 


.24797, 


24736. .24798 






Seq. No. 


49871 




Seq. ID 


OJ000328_13.0419 


.C7 




Gene No. 


105996 




Strand 








Start 


24819 




End 


24974 






Name 


OJ000328 13. 0419. CI. 


o3. tm 


Method 


TBLASTX: Maize 





51476 






Start 


24819 


End 


24974 




GI 


none 


Score 


249 




Exons 


24819. .24974, 24820 .. 24 972, 


24858. .24974 




Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 




Gene No. 


105997 


Strand 


+ 




Start 


1 


End 


5293 




Name 


OJ000328 13 . 04 19 . C8 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


2699 




GI 


4544451 


Score 


750 




Exons 


1..42, 258. .350, 1001. .1108 


, 1205. .1430, 1517. .2072, 2173. .24 






2458. .2699 








GI Descrip. 


(AC006592) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 




Gene No. 


105997 


Strand 


+ 




Start 


1 


End 


5293 




Name 


OJ000328 13.0419.C8.ol.gs 


Method 


GENSCAN 




Start 


258 


End 


5293 




GI 


none 


Score 


.73 




Exons 


258. .350, 1001. .1430, 1549. 


.2072, 2173 


..2401, 2482. .2768, 






5150. .5293 








Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 




Gene No. 


105997 


Strand 


+ 


\2 


Start 


1 


End 


5293 


£n 


Name 


OJ000328 13.0419.C8.ol.gp 


Method 


AAT/GAP 




Start 


2248 


End 


2623 


; y 

£ 


GI 


2798447 


Score 


509 


: 3 


Exons 


2248. .2401, 2482. .2623 






= ; 3 

■B W 


GI Descrip. 


4490751/emb|CAB38913.1| 3.0e-14 (AL035708) prolif erating-cell 


ill 

?:fi 




nucleolar antigen-like protein [Arabidopsis thaliana] 


: L£ 
a 


Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 


s? -4 


Gene No. 


105998 


Strand 


+ 




Start 


6415 


End 


9824 


^ 5 


Name 


OJ000328 13.0419.C8.o2.gs 


Method 


GENSCAN 


CSS 


Start 


6415 


End 


9824 




GI 


none 


Score 


.85 


- 3S. 

: 5 

H ST 


Exons 


6415. .6481, 6766. .6838, 7525. .7560, 9528. .9565, 9655. .9824 


« af 


Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 




Gene No. 


105999 


Strand 


+ 




Start 


12966 


End 


21587 




Name 


OJ000328 13.0419.C8.o3.gs 


Method 


GENSCAN 




Start 


12966 


End 


21587 




GI 


none 


Score 


.61 




Exons 


12966. .13118, 16727. .17228, 


17451. .17530, 17655. .18164, 






19514. .19591, 19783. .19869, 


19990. .20118, 20243. .20434, 






20602. .20688, 20916.. 21587 








Seq. No. 


49872 


Seq. ID 


OJ000328_13.0419.C8 




Gene No. 


105999 


Strand 


+ 




Start 


12966 


End 


21587 




Name 


OJ000328 13.0419.C8.o2.np 


Method 


AAT/NAP 




Start 


16638 


End 


21563 




GI 


4063751 


Score 


776 



51477 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16638. .16962, 17063 .. 17228 , 17451 .. 17530, 17 640 18104 , 
19783. .19905, 19999 .. 20118 , 20243 .. 20434 , 20916.. 21563 
(AC005851) putative ABC transporter [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328 13. 0419. C8 



49872 
106000 
2738 

OJ000328_13.0419.C8.o2.gp 
2738 

.46033_1.R1084 
2738. .3171 

, 5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar to 
Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] ' 



3171 
AAT/GAP 
3171 
843 



Seq. No. 49872 
Gene No. 106001 
Start 21462 

Name OJ000328_13 . 0419 .C8 . ol . tm 

Start 1283 
GI none 

Exons 1283.. 1435, 1292.. 1435, 1293. 

1603. .1818, 1808. .1852, 1809, 
1843. .1911 



Seq. ID OJ000328_13.0419.C8 
Strand 

End 21779 
Method TBLASTX : Mai ze 
End 1912 
Score 198 

.1445, 1535. .1813, 1551. .1817, 
.1865, 1841. .1912, 1842. .1910, 



Seq. No. 


49872 




Seq. ID 


OJ000328_13.0419.C8 


Gene No. 


106001 




Strand 




Start 


21462 




End 


21779 


Name 


OJ000328 13. 0419. C8 . 


o3 . ts 


Method 


TBLASTX: Soybean 


Start 


2197 




End 


2628 


GI 


5057841 




Score 


261 


Exons 


2197. .2403, 2199. .2408, 2495 


..2614, 2496. .2618, 2503. .2628 


GI Descrip. 


4544451/gb_AAD22359. 


1_AC006592_16 8 . Oe 


-34 (AC006592) unknot 




protein [Arabidopsis 


thaliana] 




Seq. No. 


49872 




Seq. ID 


OJ000328_13.0419.C8 


Gene No. 


106001 




Strand 




Start 


21462 




End 


21779 


Name 


OJ000328 13. 0419. C8 . 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


2295 




End 


2614 


GI 


none 




Score 


181 


Exons 


2295.. 2402, 2296.. 2406, 2480 


..2614, 24 


31. .2612 


Seq. No. 


49872 




Seq. ID 


OJ000328_13.0419.C8 


Gene No. 


106001 




Strand 




Start 


21462 




End 


21779 


Name 


OJ000328 13. 0419. C8 . 


o2.tc 


Method 


TBLASTX: Cress 


Start 


17033 




End 


19890 


GI 


none 




Score 


44 


Exons 


17033. .17095, 17129. 


.17248, 


17137. .17250, 17450. .17524, 




17640. .17711, 17645. 


.17707, 


17712. .18110, 17825. .18082, 




19756. .19890, 19782. 


.19841 






Seq. No. 


49872 




Seq. ID 


OJ000328_13.0419.C8 


Gene No. 


106001 




Strand 




Start 


21462 




End 


21779 


Name 


OJ000328 13. 0419. C8. 


o2.ts 


Method 


TBLASTX: Soybean 



51478 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17119 
none 



End 
Score 



18104 
138 



17119. .17232, .17129.-17248, 1744 3 .. 17529, 17450 .. 17530 , 
17643. .17987, 17816. . 17986, 17984 .. 18094 , 17988. .18104 



49872 

106001 

21462 

OJ000328_13.0419.C8.o2.tm 

17636 

none 

17636. .17722, 17637. .18110, 
19776. .19841 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C8 
21779 

TBLASTX: Maize 

19872 

442 



17825. .18094, 19732. .19872, 



Seq. No. 49872 
Gene No. 106001 
Start 21462 

Name OJ000328_13 . 04 19 . C8 . o3 . tm 

Start 20237 
GI none 

Exons 20237. .20440, 20276 .. 2037 1, 

20590. .20694, 20910 21278 , 
21104. .21262 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 13. 0419. C8 



21779 

TBLASTX: Maize 
21278 
173 

20278. .20448, 20586 20690 , 
20910. .20948, 20927 .. 21052 , 



Seq. No. 49872 

Gene No. 106001 

Start 21462 

Name OJ000328_13. 0419.C8 .o4 . ts 

Start 20258 

GI none 

Exons 20258. .20440, 20278 .. 20376, 

Seq. No. 49872 

Gene No. 106001 

Start 21462 

Name OJ000328_13 . 0419.C8 .o3 . tc 

Start 20275 

GI none 

Exons 20275. .20454, 20276 .. 20440, 
20601. .20690 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C8 
21779 

TBLASTX: Soybean 

20440 

196 



20312. .20377 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C8 
21779 

TBLASTX: Cress 

20694 

196 



20287. .20454, 20590 20694 , 



Seq. No. 49872 

Gene No. 106001 

Start 21462 

Name OJ000328_13 . 0419 .C8 . ol . tc 

Start 20909 

GI none 

Exons 20909. .21028, 20910 .. 21350, 

Seq. No. 49872 

Gene No. 106001 

Start 21462 

Name OJ000328_13 . 0419 .C8 . ol . ts 

Start 20910 

GI none 

Exons 20910. .21374, 20927 .. 21328 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C8 
21779 

TBLASTX: Cress 

21551 

387 



21107. .21238, 21399. .21551 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_13.0419.C8 
21779 

TBLASTX : Soybean 

21509 

520 



21347. .21508, 21348. .21509 



51479 




Seq. No. 


49872 






Seq. ID 


OJ000328JL3.0419. 


C8 


Gene No. 


106001 






Strand 






Start 


21462 






End 


21779 




Name 


OJ000328 13. 0419. C8 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


20985 






End 


21355 




GI 


none 






Score 


289 




Exons 


20985. .21353, 21107 


. .21355 








Seq. No. 


49872 






Seq. ID 


OJ000328_13.04:J9. 


C8 


Gene No. 


106001 






Strand 






Start 


21462 






End 


21779 




Name 


OJ000328 13. 0419. C8 


. 04 


.gp 


Method 


AAT/GAP 




Start 


21462 






End 


21779 




GI 


none 






Score 


604 




Exons 


21462. .21779 












Seq. No. 


49873 






Seq. ID 


OJ000208_14.0419. 


C2 


Gene No. 


106002 






Strand 


+ 




Start 


221 






End 


882 




Name 


OJ000208 14. 0419. C2 


. ol 


.gp 


Method 


AAT/GAP 




Start 


165 






End 


596 




GI 


2428752 






Score 


.614 




Exons 


165. .440, 534. .596 












Seq. No. 


49873 






Seq. ID 


OJ000208_14.0419. 


C2 


Gene No. 


106002 






Strand 


+ 




Start 


221 






End 


882 




Name 


OJ000208 14. 0419. C2 


ol 


.gs 


Method 


GENSCAN 




Start 


221 






End 


853 




GI 


none 






Score 


. 95 




Exons 


221. .440, 534.-853 












Seq. No. 


49873 






Seq. ID 


OJ000208_14.0419. 


C2 


Gene No. 


106002 






Strand 


+ 




Start 


221 






End 


882 




Name 


OJ000208 14. 0419. C2 


ol 


.np 


Method 


AAT/NAP 




Start 


245 






End 


882 




GI 


6453865 






Score 


169 




Exons 


245. .440, 534. .882 












GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


49874 






Seq. ID 


OJ000208_14.0419. 


C3 


Gene No. 


106003 






Strand 


+ 




Start 


1493 






End 


1978 




Name 


OJ000208 14. 0419. C3 


ol 


.gs 


Method 


GENSCAN 




Start 


1493 






End 


1978 




GI 


none 






Score 


.43 




Exons 


1493. .1601, 1953. .1978 










Seq. No. 


49875 






Seq. ID 


OJ000208_14.0419. 


C4 


Gene No. 


106004 






Strand 


+ 




Start 


456 






End 


710 




Name 


OJ000208 14. 0419. C4 . 


ol 


.gs 


Method 


GENSCAN 




Start 


456 






End 


710 




GI 


none 






Score 


.66 




Exons 


456. .470, 645. .710 













51480 





Seq. No. 


49876 




Seq. ID 


OJ000208 




Gene No. 


106005 




Strand 






Start 


580 




End 


748 




Name 


OJ000208 14.0419.C6.ol. 


as 


Method 


GENSCAN 




Start 


580 ~ 




End 


748 




GI 


none 




Score 


. 73 




Exons 


580. .748 










Seq. No. 


49876 




Seq. ID 


OJ000208 




Gene No. 


106006 




Strand 






Start 


658 




End 


848 




Name 


OJ000208 14.0419.C6.ol. 


np 


Method 


AAT/NAP 




Start 


658 




End 


848 




GI 


7340868 




Score 


179 




Exons 


658. . 848 










GI Descrip. 


(AP001551 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49877 




Seq. ID 


OJ000208 




Gene No. 


106007 




Strand 






Start 


564 




End 


935 




Name 


OJ000208 14.0419.C13.ol 


.gs 


Method 


GENSCAN 




Start 


564 ~ 




End 


935 




GI 


none 




Score 


. 7 


=. J 


Exons 


564 . . 935 










Seq. No. 


49878 




Seq. ID 


OJ000208 


fli 


Gene No. 


106008 




Strand 


+ 




Start 


708 




End 


1186 


is? 


Name 


OJ000208 14. 0419. CI 4. ol 


.gs 


Method 


GENSCAN 




Start 


708 ~~ 




End 


1186 




GI 


none 




Score 


.56 


w 

f ! 1 


Exons 


708 . . 851, 914 . . 1186 








_. 


Seq. No. 


49878 




Seq. ID 


OJ000208 




Gene No. 


106009 




Strand 






Start 


1 




End 


147 




Name 


OJ000208 14.0419.C14.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End. 


147 




GI 


7523502 




Score 


131 


r _j 


Exons 


1. . 147 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49878 




Seq. ID 


OJ000208 




Gene No. 


106010 




Strand 






Start 


775 




End 


3214 




Name 


OJ000208 14.0419.C14.o2 


.np 


Method 


AAT/NAP 




Start 


775 




End 


3214 




GI 


7340864 




Score 


928 




Exons 


775. .1311, 1596. .3214 









GI Descrip. (AP001551) Similar to Oryza sativa protein kinase (OSPK10) mRNA. 
(L27821) 



Seq. No. 49878 

Gene No. 106010 

Start 775 

Name OJ000208_14 . 04 19 . C14 . ol . tc 

Start 927 



Seq. ID OJ000208_14 .0419.C14 
Strand 

End 3214 

Method TBLASTX : Cress 

End 3105 



51481 






GI 


none 








Score 


105 








Exons 


927. .1004, 


1749. . 


1928, 


1761. . 


1922, 1765.. 1926, 


1941. .2030, 






2319. .2429, 


2937. 


.3104, 


2995. 


.3105 










Seq. No. 


49878 








Seq. ID 


OJ000208 


14.0419. 


C14 




Gene No. 


106010 








Strand 


_ 








Start 


775 








End 


3214 








Name 


OJ000208 14 


.0419. 


C14.o2 


. qs 


Method 


GENSCAN 








Start 


1656 








End 


2981 








GI 


none 








Score 


.87 








Exons 


1656. .2981 


















Seq. No. 


49878 








Seq. ID 


OJ000208 


_14.0419. 


C14 




Gene No. 


106010 








Strand 










Start 


775 








End 


3214 








Name 


OJ000208 14 


.0419. 


C14.ol 


.ts 


Method 


TBLASTX: 


Soybean 






Start 


1722 








End 


2030 








GI 


none 








Score 


125 








Exons 


1722. . 1928, 


1740. 


. 1925, 


1759. 


.2022, 1926.. 2030 








Seq. No. 


49878 








Seq. ID 


OJ000208 


14.0419. 


C14 




Gene No. 


106010 








Strand 


~ 








Start 


775 








End 


3214 








Name 


OJ000208 14 


.0419. 


C14.ol 


.tm 


Method 


TBLASTX: 


Maize 






Start 


1737 








End 


2097 






\2- 


GI 


none 








Score 


99 






??% 
r 1 1 


Exons 


1737. .1931, 


1747. 


.1890, 


1947. 


.2042, 194 


8. .2097 








Seq. No. 


49879 








Seq. ID 


OJ000208 


14.0419. 


C15 




Gene No. 


106011 








Strand 


+ 






V4 


Start 


14 








End 


1628 








Name 


OJ000208 14 


.0419. 


CIS.ol 


. gs 


Method 


GENSCAN 






r : s 
: is? 


Start 


14 








End 


1628 








GI 


none 








Score 


.43 






r ^ 

Its? 


Exons 


14 . .122, 724. .908 


, 1560 


. .1628 










it -2, 


Seq. No. 


49880 








Seq. ID 


OJ000208 


_14.0419. 


C16 




Gene No. 


106012 








Strand 








[ 1 


Start 


555 








End 


827 






f ^ 


Name 


OJ000208 14 


.0419. 


C16.ol 


. QS 


Method 


GENSCAN 






? ^ 


Start 


555 








End 


827 








GI 


none 








Score 


.73 








Exons 


555. .827 


















Seq. No. 


49881 








Seq. ID 


OJ000208 


_14.0419. 


C17 




Gene No. 


106013 








Strand 


+ 








Start 


2920 








End 


3188 








Name 


OJ000208 14 


.0419. 


C17.ol 


. as 


Method 


GENSCAN 








Start 


2920 








End 


3188 








GI 


none 








Score 


.66 








Exons 


2920. .2977, 


3108. 


.3188 














Seq. No. 


49882 








Seq. ID 


OJ000208 


_14 .0419. 


C18 




Gene No. 


106014 








Strand 


+ 








Start 


243 








End 


614 








Name 


OJ000208 14 


.0419. 


C18.ol 


.gs 


Method 


GENSCAN 








Start 


243 








End 


614 







51482 



i J 



GI 


none 




Score 


. 67 


Exons 


243. .347, 448. .614 








Seq. No. 


49882 




Seq. ID 


OJ000208_14 .0419.C18 


Gene No. 


106015 




Strand 


+ 


Start 


1218 




End 


3007 


Name 


OJ000208 14.0419.C18.ol 


. np 


Method 


AAT/NAP 


Start 


1218 




End 


3007 


GI 


4454460 




Score 


65 


Exons 


1218.. 1238, 2861.. 3007 








GI Descrip. 


(AC006234) AP2 domain transcription factor [Arabidopsis 




thaliana] 








Seq. No. 


49882 




Seq. ID 


OJ000208 14.0419.C18 


Gene No. 


106016 




Strand 




Start 


1281 




End 


2778 


Name 


OJ000208 14.0419.C18.o2 


.gs 


Method 


GENSCAN 


Start 


1281 




End 


2778 


GI 


none 




Score 


.44 


Exons 


1281. .1416, 2157. .2204, 


2528. 


.2778 




Seq. No. 


49883 




Seq. ID 


OJ000208 14.0419.C19 


Gene No. 


106017 




Strand 


+ — 


Start 


321 




End 


1300 


Name 


OJ000208 14.0419.C19.ol 


.gs - 


Method 


GENSCAN 


Start 


321 




End 


1300 


GI 


none 




Score 


.54 


Exons 


321. .383, 532. .680, 1186. .1300 




Seq. No. 


49883 




Seq. ID 


OJ000208 14.0419.C19 


Gene No. 


106018 




Strand 




Start 


2536 




End 


2697 


Name 


OJ000208 14.0419.C19.o2 


.gs 


Method 


GENSCAN 


Start 


2536 




End 


2697 


GI 


none 




Score 


. 91 


Exons 


2536. .2697 








Seq. No. 


49884 




Seq. ID 


OJ000208_14.0419.C21 


Gene No. 


106019 




Strand 


+ 


Start 


211 




End 


383 


Name 


OJ000208 14.0419.C21.ol 


.gs 


Method 


GENSCAN 


Start 


211 




End 


383 


GI 


none 




Score 


.94 


Exons 


211. .283, 331. .383 








Seq. No. 


49884 




Seq. ID 


OJ000208_14.0419.C21 


Gene No. 


106020 




Strand 




Start 


1 




End 


4 67 


Name 


OJ000208 14.0419.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


467 


GI 


29055 1.R1084 




Score 


891 


Exons 


1. .467 








GI Descrip. 


M512671/gb IAAD21725.il 


9.0e- 


11 (AC006931) unknown protein 



[Arabidopsis thaliana] >gi_4 929128_gb_AAD33868 . 1_AF14137 5_1 
(AF141375) protodermal factor 1 [Arabidopsis thaliana] 
>gi_4929130_gb_AAD33869.1_AF141376_l (AF141376) protodermal 
factor 1 [Arabidopsis thaliana] ' 



51483 



Seq. No. 


49885 


Seq. ID 


OJ000208 


Gene No. 


106021 


Strand 


+ 


Start 


47 


End 


174 


Name 


OJ000208 14.0419.C22.ol.gs 


Method 


GENSCAN 


Start 


47 ~ 


End 


174 


GI 


none 


Score 


.89 


Exons 


47. . 174 






Seq. No. 


49885 


Seq. ID 


OJ000208 


Gene No. 


106022 


Strand 


+ 


Start 


1390 


End 


2016 


Name 


OJ000208 14.0419.C22.ol.np 


Method 


AAT/NAP 


Start 


1390 


End 


2016 


GI 


7228450 


Score 


203 


Exons 


1390. .1599, 1699. .1835, 1905. .2016 




GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


49885 


Seq. ID 


OJ000208 


Gene No . 


106023 


Strand 




Start 


2149 


End 


4116 


Name 


OJ000208 14.0419.C22.o2.gs 


Method 


GENSCAN 


Start 


2149 


End 


4116 


GI 


none 


Score 


. 69 


Exons 


2149. .2308, 4026. .4116 






Seq. No. 


49886 


Seq. ID 


OJ000208 


Gene No. 


106024 


Strand 


+ 


Start 


342 


End 


450 


Name 


OJ000208 14.0419.C25.ol.gs 


Method 


GENSCAN 


Start 


342 


End 


450 


GI 


none 


Score 


.43 


Exons 


342. .450 






Seq. No. 


49886 


Seq. ID 


OJ000208 


Gene No. 


106025 


Strand 


+ 


Start 


2126 


End 


2208 


Name 


OJ000208 14.0419.C25.ol.np 


Method 


AAT/NAP 


Start 


2126 


End 


2208 


GI 


6630699 


Score 


85 


Exons 


2126. .2208 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi I 6721536 |dbj I BAA89566.il 


(AP001073) 


lypothet i 




[Oryza sativa] 






Seq. No. 


49886 


Seq. ID 


OJ000208 


Gene No. 


106026 


Strand 


+ 


Start 


2344 


End 


2763 


Name 


OJ000208 14.0419.C25.o2.np 


Method 


AAT /NAP 


Start 


2344 


End 


2763 


GI 


6539570 


Score 


134 


Exons 


2344. .2537, 2697. .2763 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


49886 


Seq. ID 


OJ000208 


Gene No. 


106027 


Strand 




Start 


2348 


End 


2643 



,0419. C22 



14.0419.C25 



14 .0419.C25 



51484 



Name 

Start 

GI 

Exons 



OJ000208_14.0419.C25.o2.gs 

2348 

none 

2348.-2643 



Method GEN SCAN 
End 264 3 

Score .46 



Seq. No. 49887 

Gene No. 106028 

Start 582 

Name OJ000208_14 . 04 19 . C26 . ol . gs 

Start 582 

GI none 

Exons 582.. 686, 1042.. 1203 

Seq. No. 49888 

Gene No. 106029 

Start 20 

Name OJ000208_14 . 04 19 . C33 . ol . gs 

Start 20 

GI none 

Exons 20.. 210, 447.. 477, 815. .820 



Seq. No. 49889 

Gene No. 106030 

Start 1771 

Name OJ000208_14 . 0419. C36 . ol . gs 

Start 1793 

GI none 

Exons 1793.. 2917 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 49889 Seq. ID 

Gene No. 106030 Strand 

Start 1771 End 

Name OJ000208_14 . 0419 . C36. ol . gp Method 

Start 1771 End 

GI 2428644 Score 

Exons 1771.. 2208 



OJ000208_14 .0419.C26 

1203 
GENSCAN 
1203 
.47 



OJ000208_14 .0419.C33 
820 

GENSCAN 

820 

.44 



OJ000208_14 .0419.C36 
+ 

2917 
AAT/GAP 
2208 
796 



Seq. ID OJ000208_14 .0419.C36 

Strand + 

End 2917 

Method GENSCAN 

End 2917 

Score .44 



Seq. No. 49889 Seq. ID 

Gene No. 106030 Strand 

Start 1771 End 

Name OJ000208_14 . 04 19 . C36 . o2 . gp Method 

Start 2215 End 

GI none Score 

Exons 2215.. 2718 



OJ000208_14.0419.C36 
+ 

2917 
AAT/GAP 
2718 
980 



Seq. No. 49889 
Gene No. 106031 
Start 2939 

Name OJ000208_14 . 04 1 9 . C36 . ol . tm 

Start 1787 
GI none 
Exons 1787. 

2217. 

2438. 



.2161, 1788.. 2072, 1796. 
.2282, 2268.. 2396, 2268. 
.2596, 2447. .2602, 2452. 



Seq. ID OJ000208_14 .0419.C36 

Strand + 

End 3005 

Method TBLASTX : Maize 

End 2767 

Score 367 

.2077, 2072.. 2239, 2073.. 2153, 
.2345, 2288. .2449, 2296.. 2406, 
.2604, 2491. .2625, 2622.. 2705, 



2632.. 2763, 2633.. 2767 



Seq. No. 



49889 



Seq. ID OJ000208_14 .0419.C36 



51485 




Gene No. 


106031 






Strand 


+ 






Start 


2939 






End 


3005 






Name 


OJ000208 14.0419.C36. 


o3 


.gp 


Method 


AAT/GAP 






Start 


2939 






End 


3005 






GI 


5056000 






Score 


130 






Exons 


2939. .3005 














Seq. No. 


49890 






Seq. ID 


OJ000208_14 


.0419. 


C39 


Gene No. 


106032 






Strand 


+ 






Start 


268 






End 


772 






Name 


OJ000208 14.0419.C39. 


ol 


.gs 


Method 


GENSCAN 






Start 


268 






End 


772 






GI 


none 






Score 


.44 






Exons 


268. .640, 687. .772 














Seq. No. 


49891 






Seq. ID 


OJ000208_14 


.0419. 


C40 


Gene No. 


106033 






Strand 


+ 






Start 


100 






End 


629 






Name 


OJ000208 14.0419.C40. 


ol 


. gs 


Method 


GENSCAN 






Start 


100 






End 


629 






GI 


none 






Score 


.85 






Exons 


100. .127, 535. .629 














Seq. No. 


49892 






Seq. ID 


OJ000208_14 


.0419. 


C41 


Gene No. 


106034 






Strand 


+ 






Start 


564 






End 


894 






Name 


OJ000208 14.0419.C41. 


ol 


. as 


Method 


GENSCAN 






Start 


564 






End 


894 






GI 


none 






Score 


.87 






Exons 


564. .572, 616. .894 














Seq. No. 


49892 






Seq. ID 


OJ000208_14 


.0419. 


C41 


Gene No. 


106035 






Strand 








Start 


123 






End 


311 






Name 


OJ000208 14.0419.C41. 


ol 


. QP 


Method 


AAT/GAP 






Start 


123 






End 


311 






GI 


5771122 






Score 


329 






Exons 


123. . 311 














Seq. No. 


49893 






Seq. ID 


OJ000208_14 


.0419. 


C42 


Gene No. 


106036 






Strand 


+ 






Start 


1 






End 


857 






Name 


OJ000208 14.0419.C42. 


ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


857 






GI 


7340864 






Score 


122 






Exons 


1..166, 613. .857 














GI Descrip. 


(AP001551) Similar to 


Oryza 


sativa protein kinase 


(OSPK10) mRNA 




(L27821) 














Seq. No. 


49893 






Seq. ID 


OJ000208_14 


.0419. 


C42 


Gene No. 


106036 






Strand 


+ 






Start 


1 






End 


857 






Name 


OJ000208 14.0419.C42. 


ol 


.gs 


Method 


GENSCAN 






Start 


400 






End 


832 






GI 


none 






Score 


.52 






Exons 


400. .548, 600. .832 















51486 



Seq. No. 49894 Seq. ID OJ000208_14 . 04 19 . C43 

Gene No. 106037 Strand + 

Start 1 End 368 

Name OJ000208_14 . 0419 . C43 . ol . np Method AAT/NAP 

Start 1 End 368 

GI 7340864 Score 251 

Exons 1 . .368 

GI Descrip. (AP001551) Similar to Oryza sativa protein kinase (OSPK10) mRNA. 
(L27821) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49894 

106038 

5784 

OJ000208_14.0419.C43.o2.gs 

5784 

none 



Seq. ID OJ000208_14.0419.C43 

Strand + 

End 7459 

Method GENSCAN 

End 7459 

Score .44 



5784. .5813, 6302. .6403, 6523. .6649, 7020. .7459 



49894 

106039 

1 

OJ000208_14.0419.C43.o2.np 
1 

134920 



Seq. ID OJ000208_14.0419.C43 
Strand 

End 7556 

Method AAT/NAP 

End 7556 

Score 69 



1..20, 2770. .2895, 3730. .3769, 7160. .7299, 7526. .7556 
SULFATED SURFACE GLYCOPROTEIN 185 (SSG 185) gi | 9944 1 | pir | | A33647 
sulfated surface glycoprotein 185 - Volvox carteri 
gi|1405821|emb|CAA35953| (X51616) SULFATED SURFACE GLYCOPROTEIN 
185 [Volvox carteri] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49894 

106039 

1 

OJ000208_14.0419.C43.ol.tm 
3 

none 



Seq. ID OJ000208_14.0419.C43 
Strand 

End 7556 

Method TBLASTX : Maize 

End 373 

Score 112 



3. .119, 126. .293, 137. .226, 344. .373 



49895 

106040 

1291 

OJ000208_14.0419.C4 4.ol.gs 

1291 

none 

1291. .1393 



Seq. ID OJ000208_14.0419.C44 

Strand + 

End 1393 

Method GENSCAN 

End 1393 

Score .98 



Seq. No. 49896 

Gene No. 106041 

Start 1 

Name OJ000208_14 . 0419.C46. ol .np 

Start 1 

GI 6466937 

Exons 1..69, 201.. 3399 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000208_14.0419.C46 
Strand + 

4585 
AAT/NAP 
3399 
1950 



End 

Method 

End 

Score 



Seq. No. 



49896 



Seq. ID OJ000208_14.0419.C46 



51487 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106041 Strand 

1 End 

OJ000208_14 .0419.C4 6.o2.np Method 

1 End 

4680186 Score 



+ 

4585 
AAT/NAP 
4585 
381 



1..89, 3494. .3547, 4385. .4585 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000208_14.0419.C46 

Strand + 

End 4585 

Method GENSCAN 

End 2950 

Score . 6 

46. .126, 309. .368, 514. .567, 952. .1120, 1160. .1321, 1499. .1605, 
2408. .2950 



49896 

106041 

1 

OJ000208_14 .0419.C4 6.ol.gs 
46 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fjj Seq. No. 

H Gene No. 

?1 Start 

*if Name 

W Start 

fU GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000208_14 .0419.C46 
Strand 

End 4518 

Method AAT/GAP 

End 4518 

Score 663 



49896 
106042 
4137 

OJ000208_14 .0419.C4 6.ol.gp 
4137 

uC-osflcyp033a04bl 
4137. .4518 

? 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



49896 

106043 

4912 

OJ000208_14 .0419.C4 6.o4 .ts 

1051 

none 

1051.. 1329, 1336.. 1383 

49896 

106043 

4912 

OJ000208_14.0419.C4 6.o3.tm 

1075 

none 



End 

Method 
End 
Score 



49896 
106043 
4912 

OJ000208_14.0419.C4 6.o6.tm 
532 
none 

532. .843, 574. .750 

49896 
106043 
4912 

OJ000208_14 .0419.C4 6.o2.tw 
1015 
none 

1015. .1329, 1134. .1334, 1333. .1512 



Seq. ID OJ000208_14.0419.C46 
Strand 

5524 

TBLASTX: Maize 
843 
204 



Seq. ID OJ000208_14.0419.C46 
Strand 

5524 

TBLASTX: Wheat 
1512 
229 



End 

Method 
End 
Score 



Seq. ID OJ000208_14 .0419.C46 
Strand 

End 5524 

Method TBLASTX : Soybean 

End 1383 

Score 193 



Seq. ID OJ000208_14 .0419.C46 
Strand 

End 5524 

Method TBLASTX : Mai ze 

End 1566 

Score 303 



51488 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1075. .1329, 
1410. .1553 

49896 

106043 

4912 

OJ000208_14, 

1489 

none 

1489. .1656, 

49896 

106043 

4912 

OJ000208_14, 

1564 

none 

1564. .1656, 

49896 

106043 

4912 

OJ000208_14, 

1591 

none 

1591. .1656, 
1926. .2132 

49896 

106043 

4912 

OJ000208_14, 

1876 

none 

1876. .2082, 

49896 

106043 

4912 

OJ000208_14. 

2135 

none 

2135. .2293, 

49896 

106043 

4912 

OJ000208_14. 

2291 

none 

2291. .2710, 

49896 

106043 

4912 

OJ000208_14. 
2543 



1078.. 1338, 1079.. 1339, 1336.. 1566, 1336.. 1548, 



Seq. ID OJ000208_14.0419.C46 
Strand 

End 5524 

Method TBLASTX : Soybean 

End 1851 

Score 129 
.1840, 1711. .1851 



0419.C46.o2.ts 



1494. .1625, 1661. 



0419.C46.o3.tw 



1661. .1966, 1711. 



0419.C46.o2.tm 



Seq. ID OJ000208_14.0419.C46 
Strand 

End 5524 

Method TBLASTX : Wheat 

End 1966 

Score 55 
.1932 

Seq. ID OJ000208_14.0419.C46 
Strand 

End 5524 

Method TBLASTX : Mai ze 

End 2134 

Score 83 

1593. .1634, 1661. .2116, 1678. .2115, 1913. .2134, 



Seq. ID OJ000208_14.0419.C46 
Strand 

End 5524 

Method TBLASTX : Soybean 

End 2131 

Score 211 



0419.C46.o3.ts 
1877. .2131 

0419.C46.o4.tm 
2306. .2536 

0419.C46.ol.tw 
2335.. 2676, 2645. 

0419.C46.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2707 

Seq. ID 

Strand 

End 

Method 
End 



OJ000208_14.0419.C46 
5524 

TBLASTX: Maize 

2536 

158 



OJ000208_14.0419.C46 
5524 

TBLASTX: Wheat 

2710 

379 



OJ000208_14.0419.C46 
5524 

TBLASTX: Maize 
3180 



51489 




GI 


none 








Score 


749 




Exons 


2543. .3178, 


2543 


. .3148, 


2676. 


.3176, 2713.. 3180 




Seq. No. 


49896 








Seq. ID 


OJ000208_14 . 0419 


.C46 


Gene No. 


106043 








Strand 






Start 


4912 








End 


5524 




Name 


OJ000208 14. 


0419 


.C46.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2579 








End 


2935 




GI 


none 








Score 


346 




Exons 


2579. .2935, 


2627 


. .2926 










Seq. No. 


49896 








Seq. ID 


OJ000208_14 . 0419 


.C46 


Gene No. 


106043 








Strand 


— 




Start 


4912 








End 


5524 




Name 


OJ000208 14. 


0419 


,C46.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2798 








End 


3190 




GI 


none 








Score 


269 




Exons 


2798. .3190, 


2893 


. .3177 










Seq. No. 


49896 








Seq. ID 


OJ000208_14 . 0419 


.C46 


Gene No. 


106043 








Strand 


— 




Start 


4912 








End 


5524 




Name 


OJ000208 14. 


0419 


,C46.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3181 ~ 








End 


3397 




GI 


none 








Score 


237 




Exons 


3181. .3255, 


3182 


. .3397, 


3307. 


.3393 






Seq. No. 


49896 








Seq. ID 


OJ000208_14 . 0419 


.C46 


Gene No. 


106043 








Strand 






Start 


4912 








End 


5524 




Name 


OJ000208 14. 


0419 


,C4 6.o2 . 


as 


Method 


GEN SCAN 




Start 


4912 








End 


5524 




GI 


none 








Score 


.41 




Exons 


4912. .5031, 


5363 


. .5524 










Seq. No. 


49897 








Seq. ID 


OJ000208_14 . 0419 


.C47 


Gene No. 


106044 








Strand 


— 




Start 


1989 








End 


3005 




Name 


OJ000208 14. 


0419 


,C47.ol. 


as 


Method 


GENS CAN 




Start 


1989 








End 


3005 




GI 


none 








Score 


. 91 




Exons 


1989. .2042, 


2359 


. .2480, 


2924 . 


.3005 






Seq. No. 


49898 








Seq. ID 


OJ000208_14 . 0419 


.C49 


Gene No. 


106045 








Strand 


+ 




Start 


824 








End 


7364 




Name 


OJ000208 14. 


0419 


C49.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


816 








End 


1040 




GI 


none 








Score 


233 




Exons 


816. .926, 823. .1014, 978 


. .1040 






Seq. No. 


49898 








Seq. ID 


OJ000208_14.0419 


-C49 


Gene No. 


106045 








Strand 


+ 




Start 


824 








End 


7364 




Name 


OJ000208 14. 


0419 


C49.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


823 








End 


1014 




GI 


none 








Score 


206 





51490 



Exons 



823. .1014 



Seq. ID OJ000208_14 .0419.C49 

Strand + 

End 7364 

Method AAT/NAP 

End 1050 

Score 225 



Seq. No. . 49898 
Gene No. 106045 
Start 824 

Name OJ000208_14 . 04 19 . C4 9 . ol . np 

Start 824 
GI 4903139 
Exons 824.. 1050 

GI Descrip. (AB0274 56) extensive homology to FT (FLOWERING LOCUS T, 
AB027504) and TSF (TWIN SISTER OF FT, AB027506) genes of 
Arabidopsis thaliana; similar to mammalian 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49898 

106045 

824 

OJ000208_14.0419.C4 9.ol.gs 

862 

none 



Seq. ID OJ000208_14 .0419.C49 

Strand + 

End 7364 

Method GENSCAN 

End 6553 

Score .54 



862. .1030, 5749. .5942, 6407. .6553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000208_14.0419.C49 
Strand + 

7364 
AAT/NAP 
7364 
96 



49898 
106045 
824 

OJ000208_14.0419.C4 9.o2.np 
5081 
5734621 
5081. .5110, 7203. .7364 

(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



End 

Method 

End 

Score 



49899 
106046 
1 

OJ000208_14.0419.C54.ol.np 
1 

1076748 
1..138, 247. .308, 382. .841 

major intrinsic protein - rice gi | 4 408 69 | dbj I BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



Seq. ID OJ000208_14.0419.C54 
Strand 

End 841 

Method AAT/NAP 

End 841 

Score 644 



49899 

106046 

1 

OJ000208_14.0419.C54.ol.tm 
1 

none 



Seq. ID OJ000208_14.0419.C54 

Strand 

End 841 

Method TBLASTX : Mai ze 

End 803 

Score 102 



1..138, 1..117, 3. .194, 245. .298, 246. .308, 379. .672, 392. .526, 
587. .673, 675. .731, 676. .747, 726. .803, 742. .786 



Seq. No. 49899 

Gene No. 106046 

Start 1 

Name OJ000208 14 . 04 19 . C54 . ol . tw 



Seq. ID OJ000208_14.0419.C54 

Strand 

End 841 

Method TBLASTX : Wheat 



51491 




Start 


1 


End 


669 


GI 


none 


Score 


124 


Exons 


1..138, 1..117, 


3. .137, 245. .298, 246 


..305, 248. .307, 598. .669 


Seq. No. 


49899 


Seq. ID 


OJ000208_14.0419.C54 


Gene No. 


106046 


Strand 




Start 


1 


End 


841 


Name 


OJ000208 14.0419 


.C54.ol.ts Method 


TBLASTX : Soybean 


Start 


3 


End 


803 


GI 


none 


Score 


86 


Exons 


3. .137, 43. .138, 


246. .308, 379. .534, 


380. .520, 589. .672, 



687. .776, 732. .803 



Seq. No. 49899 Seq. ID 

Gene No. 10604 6 Strand 

Start 1 End 

Name OJ000208_14 . 04 19 . C54 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 308, 382.. 672 



OJ000208_14.0419.C54 
841 

GENSCAN 

672 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49899 

106046 

1 

OJ000208_14 .0419.C54.ol.tc 
42 

none 



Seq. ID OJ000208_14.0419.C54 
Strand 

End 841 

Method TBLASTX : Cress 

End 803 

Score 69 



42. .137, 85. .138, 249. .362, 379. .507, 392. .529, 499. .672, 
584. .658, 675. .776, 738. .803 



Seq. No. 49900 

Gene No. 106047 

Start 217 

Name OJ000208_14 .0419. C55 . ol . gs 

Start 217 

GI none 

Exons 217.. 396, 717.. 765, 2981.. 3085 



Seq. ID OJ000208_14 .0419.C55 

Strand + 

End 3085 

Method GENSCAN 

End 3085 

Score .48 



%1 Seq. No. 49900 

fj Gene No. 106048 

?i Start 4 640 

* rf Name OJ000208_14 . 0419 . C55 . o2 . gs 

Start 4640 

GI none 

Exons 4640.. 4712, 4834.. 5009 



Seq. ID OJ000208_14.0419.C55 
Strand 

End 5009 

Method GENSCAN 

End 5009 

Score .75 



Seq. No. 49900 

Gene No. 10604 9 

Start 5192 

Name OJ000208_14 . 04 19 . C55 . ol . np 

Start 5192 

GI 419789 

Exons 5192.. 5291, 6624.. 7256 
GI Descrip. hypothetical protein - potato 



Seq. ID OJ000208_14.0419.C55 
Strand 

End 7256 

Method AAT/NAP 

End 7256 

Score 274 



Seq. No. 
Gene No. 



49900 
106049 



Seq. ID 
Strand 



OJ000208 14.0419.C55 



51492 



# m 





Start 


5192 




End 


7256 




Name 


OJ000208 14 .0419.C55.o3. 


as 


Method 


GENSCAN 




Start 


6195 




End 


7222 




GI 


none 




Score 


.53 




Exons 


6195. . 6530, 6566. .7222 










Seq. No. 


49900 




Seq. ID 


OJ000208_14.0419.C55 




Gene No. 


106049 




Strand 






Start 


5192 




End 


7256 




Name 


OJ000208 14 .0419.C55.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6713 




End 


7159 




GI 


none 




Score 


39 




Exons 


6713. .6802, 6744. .6932, 


6828. 


.6896, 6935.. 7051, 7052.. 7159 




Seq. No. 


49901 




Seq. ID 


OJ000208_14.0419.C56 




Gene No. 


106050 




Strand 


+ 




Start 


219 




End 


4028 




Name 


OJ000208 14.0419.C56.ol. 


gs 


Method 


GENSCAN 




Start 


219 




End 


3966 




GI 


none 




Score 


.45 




Exons 


219.. 1200, 2306.. 2505, 2592.. 


2787, 3053.. 3063, 3801.. 3966 




Seq. No. 


49901 




Seq. ID 


OJ000208_14 .0419.C56 


f 1 


Gene No. 


106050 




Strand 


+ 




Start 


219 




End 


4028 


* a? 


Name 


OJ000208 14.0419.C56.ol. 


tc 


Method 


TBLASTX: Cress 


js ss. 


Start 


303 




End 


858 


r : I 


GI 


none 




Score 


162 


ass, 
^ -y 


Exons 


303. .497, 342. .524, 501. 


.806, 


504. .857, 


689. .856, 730. .858 




Seq. No. 


49901 




Seq. ID 


OJ000208_14 .0419.C56 




Gene No. 


106050 




Strand 


+ 




Start 


219 




End 


4028 




Name 


OJ000208 14.0419.C56.o3. 


tm 


Method 


TBLASTX: Maize 


T ™ 


Start 


377 




End 


603 


«s5 
HI 


GI 


none 




Score 


68 




Exons 


377. .472, 384. .494, 389. 


.481, 


486. .545, 


486. .545, 535. .603, 






544. .600 










Seq. No. 


49901 




Seq. ID 


OJ000208_14.0419.C56 




Gene No. 


106050 




Strand 


+ 




Start 


219 




End 


4028 




Name 


OJ000208 14.0419.C56.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


663 




End 


988 




GI 


none 




Score 


165 




Exons 


663. .806, 666..986, 689. 


.988, 


712. .984, 


843. .986 




Seq. No. 


49901 




Seq. ID 


OJ000208_14.0419.C56 




Gene No. 


106050 




Strand 


+ 




Start 


219 




End 


4028 




Name 


OJ000208 14.0419.C56.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


675 




End 


1023 




GI 


none 




Score 


247 




Exons 


675.. 1022, 701.. 910, 708 


..1022, 892. .1023 




Seq. No. 


49901 




Seq. ID 


OJ000208_14.0419.C56 




Gene No. 


106050 




Strand 


+ 



51493 



Start 219 End 4028 

Name OJ000208_14 . 04 19 . C56 . ol . np Method AAT/NAP 

Start 727 End 2246 

GI 7511925 Score 87 

Exons 727.. 927, 2222.. 2246 



GI Descrip. hypothetical protein EG:80H7.5 - fruit fly (Drosophila 
melanogaster) gi | 3292902 | emb | CAA19842 . 1 | (AL031027) 
/predict ion= (method : " "genef inder" " , version : " "08 4 " " , 
score: ""67.72"") ; /predict ion= (method: ""genscan"", 
version: ""1.0"") ; /mat ch= (desc: ""PUTATIVE RHO/RAC GUANINE 
NUCLEOTIDE EXCHANGE FACTOR (RHO/RAC GEF) ( FACIOGENITAL DYSPLASIA 
PROTEIN)"", sp> gi|7290174|gb|AAF45637.1| 



Seq. No. 49901 Seq. ID OJ000208_14 . 04 19 . C56 

Gene No. 106050 Strand + 

Start 219 End 4028 

Name OJ000208_14 . 04 19 . C56 . ol . ts Method TBLASTX : Soybean 

Start 989 End 2792 

GI none Score 115 

Exons 989.. 1075, 990.. 1094, 2305.. 2505, 2307.. 2504, 2325.. 2507, 
2589.-2792, 2591. .2692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49901 

106050 

219 

OJ000208_14.0419.C56.ol.tw 

999 

none 



Seq. ID OJ000208_14.0419.C56 

Strand + 

End 4028 

Method TBLASTX : Wheat 

End 2627 

Score 84 



999. .1094, 1007. .1063, 2301. .2498, 2305. .2508, 2588. .2623, 
2589. .2627 



Seq. No. 49901 

Gene No. 106050 

Start 219 

Name OJ000208_14 . 0419 . C56 . ol . tm 

Start 1026 

GI none 

Exons 1026. .1094,' 2304. .2504, 2305. 

2589.. 2789, 2590.. 2790, 2590. 



Seq. ID OJ000208_14.0419.C56 

Strand + 

End 4028 

Method TBLASTX : Mai ze 

End 2796 

Score 96 

.2505, 2555.. 2788, 2586.. 2789, 
.2796 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49901 Seq. ID 

106050 Strand 

219 End 

OJ000208_14 . 04 19 . C56 . o2 . np Method 

1347 End 

6562185 Score 



OJ000208_14.0419.C56 
+ 

4028 
AAT/NAP 
4028 
210 



1347. .1438, 2313. .2505, 2592. .2787, 3967. .4028 
(AL133359) conserved hypothetical SH3 domain protein 
[Schizosaccharomyces pombe] gi | 6692025 | emb | CAB65818 . 1 1 
(AL136236) conserved hypothetical SH3 domain protein 
[Schizosaccharomyces pombe] 



Seq. No. 49902 

Gene No. 106051 

Start 1 

Name OJ000208_14 . 0419 . C57 . ol . np 

Start 1 



Seq. ID OJ000208_14.0419.C57 

Strand + 

End 1141 

Method AAT/NAP 

End 1141 



51494 



• 



GI 6562185 Score 90 

Exons 1..59, 966.. 1141 

GI Descrip. (AL133359) conserved hypothetical SH3 domain protein 

[Schizosaccharomyces pombe] gi | 6692025 | emb | CAB65818 . 1 | 
(AL136236) conserved hypothetical SH3 domain protein 
[Schizosaccharomyces pombe] 



Seq. No. 49902 

Gene No. 106051 

Start 1 

Name OJ000208_14 . 0419 . C57 . ol . gs 

Start 36 

GI none 

Exons 36.. 213, 996.. 1070 

Seq. No. 49903 

Gene No. 106052 

Start 269 

Name OJ000328_18.0419.C4.ol.gs 

Start 269 

GI none 

Exons 269.. 390, 583.. 727 



Seq. ID OJ000208_14 .0419.C57 

Strand + 

End 1141 

Method GENSCAN 

End 1070 

Score .78 



Seq. ID OJ000328_18.0419.C4 
Strand 

End 727 

Method GENSCAN 

End 727 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49904 

106053 

86 

OJ000328_18.0419.C7.ol.tm 
80 

none 



Seq. ID OJ000328_18.0419.C7 
Strand 

End 4683 

Method TBLASTX : Mai ze 

End 575 

Score 209 



80. .253, 87. .254, 87. .281, 248. .328, 249. .329, 440. .469, 
444. .470, 467. .571, 467. .571, 468. .575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49904 

106053 

86 

OJ000328_18.0419.C7.ol.ts 
82 

none 



Seq. ID OJ000328__18 .0419.C7 
Strand 

End 4683 

Method TBLASTX: Soybean 

End 330 

Score 166 



82. .312, 86. .322, 86. .328, 96. .329, 100. .330 



49904 

106053 

86 

OJ000328_18 . 0419 . C7 . ol . gs 
86 

none 



Seq. ID OJ000328_18.0419.C7 
Strand 

End 4 683 

Method GENSCAN 

End 3132 

Score .85 



86. .328, 446. .642, 1302. .1407, 1494. .1661, 2875. .2913, 
3001. .3132 



Seq. ID OJ000328_18.0419.C7 
Strand 

End 4 683 

Method TBLASTX : Cress 

End 538 

Score 195 

110. .328, 117. .329, 132. .332, 440. .538, 444. .533, 446. .538 



Seq. No. 49904 

Gene No. 106053 

Start 86 

Name OJ000328_18 . 0419 . C7 . ol . tc 

Start 110 

GI none 
Exons 



51495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49904 

106053 

86 

OJ000328_18.0419.C7.ol.np 
182 

7291119 



182. .328, 446. .572, 1286. .1407, 1494 
3001. .3087, 4660. .4683 



Seq. ID OJ000328_18.0419.C7 
Strand 

End 4 683 

Method AAT/NAP 

End 4 683 

Score 409 

1661, 2875. .2913, 



GI Descrip. (AE003449) CG2974 gene product [Drosophila melanogaster] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49904 Seq. ID 

106053 Strand 

86 End 

OJ000328__18.0419.C7.ol.gp Method 

1321 End 

29683 1.R1084 Score 



OJ000328_18.0419.C7 

4683 
AAT/GAP 
3224 
932 



1321. .1407, 1494. .1661, 2875. .2913, 3001. .3224 
' 3183274 /sp | 013725 | YD05_SCHPO 1.0'e-22 HYPOTHETICAL 26.5 KD 
PROTEIN C15A10.05C IN CHROMOSOME I >gi_2239182_emb_CAB10102 . 
(Z97208) hypothetical protein [Schizosaccharomyces pombe] 1 





Seq. No. 


49904 




Seq. ID 


OJ000328_18.0419 




Gene No. 


106053 




Strand 






Start 


86 




End 


4683 




Name 


OJ000328 18 


.0419.C7.o2.tc 


Method 


TBLASTX: Cress 


% 


Start 


1495 




End 


3084 




GI 


none 




Score 


132 


f i ! 
r ~s 


Exons 


1495. .1662, 


1497.. 1667, 3001. 


.3084 




s . ; 


Seq. No. 


49905 




Seq. ID 


OJ000328 18.0419 


*. ^ 


Gene No. 


106054 




Strand 


+ 




Start 


1 




End 


639 




Name 


OJ000328 18 


.0419.C8.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


639 




GI 


7339707 




Score 


61 




Exons 


1..316, 488 


. .639 








GI Descrip. 


(AP001539) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


49905 




Seq. ID 


OJ000328_18.0419 




Gene No. 


106055 




Strand 




■p =s. 

^ C? 


Start 


1933 




End 


2248 




Name 


OJ000328 18 


.0419.C8.o2.np 


Method 


AAT/NAP 




Start 


1933 




End 


2248 




GI 


7430729 




Score 


88 




Exons 


1933. .2020, 


2130. .2248 








GI Descrip. 


cytochrome 


P450 homolog T9I4. 


17 - Arabidopsis thaliana 



gi|3461849|gb|AAC33235.1| (AC005315) putative cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 49906 Seq. ID 

Gene No. 106056 Strand 

Start 1 End 

Name OJ000328_18 . 04 19 . C9 . ol . np Method 

Start 1 End 

GI 3831452 Score 

Exons 1..53, 421.. 528, 1022.. 1093 

GI Descrip. (AC005700) putative cytochrome P450 [Arabidopsis thaliana] 



OJ000328_18.0419.C9 

1093 
. AAT/NAP 
1093 
102 



51496 



9 



Seq. No. 49906 Seq. ID 

Gene No. 106056 Strand 

Start 1 End 

Name OJ000328_18 . 0419 .C9 . ol . gs Method 

Start 422 End 

GI none Score 

Exons 422.. 538 



OJ000328_18.0419.C9 

1093 
GENSCAN 
538 
.6 



Seq. No. 49907 Seq. ID 

Gene No. 106057 Strand 

Start 132 End 3840 

Name OJ000328_18 . 0419 .C10 . ol . gs Method GENSCAN 

Start 132 End 3840 

GI none Score .83 

Exons 132.. 607, 717.. 890, 987.. 1097, 1182.. 1254, 1308 
1486. .1667, 2629. .2809, 2970. .3125, 3682. .3840 



OJ000328_18. 0419. C10 

+ 



,1406, 



Seq. No. 


49907 


Seq. ID 


OJ000328_18.0419 


. C10 


Gene No. 


106058 


Strand 


+ 




Start 


5260 


End 


6957 




Name 


OJ000328 18.0419.C10.o2.gs 


Method 


GENSCAN 




Start 


5260 


End 


6957 




GI 


none 


Score 


.43 




Exons 


5260. .5491, 5738. .5772, 5963. 


.6160, 6427. .6509, 6827. .6 


957 


Seq. No. 


49907 


Seq. ID 


OJ000328_18.0419 


.C10 


Gene No. 


106058 


Strand 


+ 




otart 


5260 


End 


6957 




Name 


OJ000328 18.0419.C10.o3.np 


Method 


AAT/NAP 




Start 


5428 


End 


6094 




GI 


4680186 


Score 


333 




Exons 


5428.. 5497, 5738. .5877, 5963. 


.6094 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


49907 


Seq. ID 


OJ000328_18.0419 


.C10 


Gene No. 


106059 


Strand 






Start 


1988 


End 


4791 




Name 


OJ000328 18.0419.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


534 


End 


1056 




GI 


none 


Score 


60 




Exons 


534. .614, 703. .885, 753. .878, 


985. .1056 




Seq. No. 


49907 


Seq. ID 


OJ000328_18.0419 


.C10 


Gene No. 


106059 


Strand 






Start 


1988 


End 


4791 




Name 


OJ000328 18.0419.C10.o2.np 


Method 


AAT/NAP 




Start 


1988 


End 


4791 




GI 


7106528 


Score 


95 




Exons 


1988. .2105, 4740. .4791 








GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


49907 


Seq. ID 


OJ000328_18.0419 


.C10 


Gene No. 


106059 


Strand 






Start 


1988 


End 


4791 




Name 


OJ000328 18.0419.C10.ol.gp 


Method 


AAT/GAP 





51497 



• 





Start 


2011 


End 


2155 




GI 


21474 1.R1084 


Score 


246 




Exons 


2011. .2155 








GI Descrip. 


•3894159 2.0e-10 (AC005312) hypothetical protein [Arabi 






thaliana] 1 








Seq. No. 


49908 


Seq. ID 


OJ000328_18.0419 




Gene No. 


106060 


Strand 


+ 




Start 


1 


End 


1551 




Name 


OJ000328 18.0419.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1530 




GI 


7340884 


Score 


511 




Exons 


1..270, 360. .500, 576. .1530 








GI Descrip. 


(AP001551) Similar to Antirrhinum majus transposon Tam3 






transposase. (AB013982) [Oryza sativa] 






Seq. No. 


49908 


Seq. ID 


OJ000328_18.0419 




Gene No. 


106060 


Strand 


+ 




Start 


1 


End 


1551 




Name 


OJ000328 18.0419.Cll.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


1551 




GI 


none 


Score 


.53 




Exons 


82. .274, 364. .671, 909. .1091, 


1432. .1551 


- 


Seq. No. 


49908 


Seq. ID 


OJ000328__18.0419 


W 


Gene No. 


106061 


Strand 






Start 


1 


End 


2761 


-1 * 


Name 


OJ000328 18.0419.Cll.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


2599 


M 


GI 


479357 


Score 


285 




Exons 


1..33, 1632.. 2300, 2390.. 2599 








GI Descrip. 


hypothetical protein 612 - maize transposon MuA2 






gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 




Seq. No. 


49908 


Seq. ID 


OJ000328_18.0419 




Gene No. 


106061 


Strand 






Start 


1 


End 


2761 


T ™ 


Name 


OJ000328 18.0419.Cll.o3.tm 


Method 


TBLASTX: Maize 


\3 


Start 


456 


End 


1010 




GI 


none 


Score 


110 




Exons 


456. .584, 807. .1010, 821. .1009 






Seq. No. 


49908 


Seq. ID 


OJ000328_18.0419 




Gene No. 


106061 


Strand 






Start 


1 


End 


2761 




Name 


OJ000328 18.0419.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


1183 


End 


1458 




GI 


none 


Score 


186 




Exons 


1183. .1458, 1290. .1427 








Seq. No. 


49908 


Seq. ID 


OJ000328JL8.0419 




Gene No. 


106061 


Strand 






Start 


1 


End 


2761 




Name 


OJ000328 18.0419.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1690 


End 


1972 




GI 


none 


Score 


134 




Exons 


1690. .1878, 1704. .1877, 1887.. 


1958, 1898.. 1972 



51498 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49908 Seq. ID 

106061 Strand 
1 End 
OJ000328_JL8.0419.Cll.o2.gs Method 
1904 End 
none Score 
1904. .2042, 2107. .2222, 2471. .2761 

49909 Seq. ID 

106062 Strand 
158 End 
OJ000328_18 .0419. C12 . ol . gs Method 
158 End 
none Score 
158. .204 



OJ000328_18.0419.C11 

2761 
GENS CAN 
2761 
.69 



OJ000328_18.0419.C12 
204 

GENSCAN 

204 

.54 



Seq. No. 49910 

Gene No. 106063 

Start 566 

Name OJ000328_18 . 0419 . C13 . ol . gs 

Start 566 

GI none 

Exons 566.. 769, 953.. 1059 

Seq. No. 49910 

Gene No. 106064 

Start 2043 

Name OJ000328_18 . 0419 .C13 . o2 . gs 

Start 2043 

GI none 

Exons 2043.. 2147, 2956.. 3095, 4951.. 5146 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328_18.0419.C13 
+ 

1059 
GENSCAN 
1059 
.54 



OJ000328_18.0419.C13 
+ 

5146 
GENSCAN 
5146 
.73 



Seq. No. 49910 Seq. ID 

Gene No. 106065 Strand 

Start 6709 End 

Name OJ000328_18 . 0419 . C13 . o3 . gs Method 

Start 6709 End 

GI none Score 

Exons 6709.. 7130 



OJ000328_18.0419.C13 

7130 
GENSCAN 
7130 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49911 

106066 

1 

OJ000328_18.0419.C14.ol.np 

1 

6063554 



Seq. ID OJ000328_18.0419.C14 
Strand + 
End 4354 
Method AAT/NAP 
End 2805 
Score 345 
1..22, 1053. .1313, 1431. .1706, 2631. .2805 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



49911 

106066 

1 

OJ000328_18.0419.C14.o2.np 
1 



Seq. ID OJ000328_18.0419.C14 

Strand + 

End 4354 

Method AAT/NAP 

End 4354 



51499 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6069646 Score 308 

1..24, 3429. .4354 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



49911 Seq. ID 

106066 Strand 
1 End 
OJ000328_18.0419.C14 .ol.gp Method 
1088 End 
2312818 Score 
1088. .1398 

5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ000328_18.0419.C14 
+ 

4354 
AAT/GAP 
1398 
538 



49911 Seq. ID 

106066 Strand 
1 End 
OJ000328_18 . 04 1 9 . C14 . o2 . gp Method 
1331 End 
101153_1.R1084 Score 
1331.. 1671 

, 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ000328_18.0419.C14 
+ 

4354 
AAT/GAP 
1671 
548 



49911 Seq. ID 

106066 Strand 
1 End 
OJ000328_18 .0419. C14 . o3 . gp Method 
2189 End 
2427387 Score 
2189. .2563 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ000328_18.0419.C14 
+ 

4354 
AAT/GAP 
2563 
658 



49911 

106067 

23 

OJ000328_18.0419.C14 .ol.gs 
23 

none 



Seq. ID OJ000328_18.0419.C14 



Strand 
End 

Method 

End 

Score 



23. .258, 301. .417, 1452. .1562, 1568. 
2862. .2966 



2966 
GENSCAN 
2966 
.41 

1762, 2535.. 2660, 



Seq. No. 49911 Seq. ID OJ000328_18 . 04 19 . C14 

Gene No. 106068 Strand 

Start 3173 End 3481 

Name OJ000328_18 . 04 19 . C14 . o4 . gp Method AAT/GAP 

Start 3173 End 3481 

GI 61605_3.R1084 Score 440 

Exons 3173.. 3481 

GI Descrip. 1 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



51500 



Seq. No. 


49911 








Gene No. 


106069 








Start 


.3808 








Name 


OJ000328 18 


.0419. 


C14 .ol. 


tm 


Start 


3808 








GI 


none 








Exons 


3808. .3897, 


3903. 


.4016, 


3907. 




4173. .4232 








Seq. No. 


49912 








Gene No. 


106070 








Start 


474 








Name 


OJ000328 18 


.0419. 


C15.o2. 


tw 


Start 


474 








GI 


none 








Exons 


474. .773, 484. .789, 783. 


.824 


Seq. No. 


49912 








Gene No. 


106071 








Start 


1101 








Name 


OJ000328 18 


. 0419. 


C15.ol. 


tm 


Start 


1101 








GI 


none 








Exons 


1101. . 1250, 


1133. 


.1264, 


1240. 




1471 . . 1518, 


1602. 


.1727, 


1611. 


Seq. No. 


49912 








Gene No. 


106071 








Start 


1101 








Name 


OJ000328 18 


.0419. 


C15.o3. 


tw 


Start 


1155 








GI 


none 








Exons 


1155. . 1253, 


1187. 


.1249, 


1240. 


Seq. No. 


49912 








Gene No. 


106071 








Start 


1101 








Name 


OJ000328 18 


.0419. 


C15.ol. 


ts 


Start 


1665 








GI 


none 








Exons 


1665. . 1721, 


1803. 


.1997, 


1804 . 


Seq. No. 


49912 








Gene No. 


106071 








Start 


1101 








Name 


OJ000328 18 


.0419. 


C15.o4. 


tw 


Start 


1813 








GI 


none 








Exons 


1813. .2061, 


2033. 


.2146, 


2140. 


Seq. No. 


49912 








Gene No. 


106072 








Start 


2212 








Name 


OJ000328 18 


.0419. 


C15.o2. 


tm 


Start 


2212 








GI 


none 








Exons 


2212. .2316, 


2212. 


.2397, 


2216. 



Seq. ID OJ000328_18.0419.C14 
Strand 

End 4232 

Method TBLASTX : Mai ze 

End 4232 

Score 99 

.4041, 3907. .4038, 4044. .4151, 



Seq. ID OJ000328__18.0419.C15 
Strand 

End 824 

Method TBLASTX : Wheat 

End 824 

Score 280 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 18.0419.C15 



2311 

TBLASTX: Maize 
2058 
137 

1479, 1249. .1470, 1454. 
1775, 1768.. 2058, 1785. 



.1609, 
.2057 



OJ000328_18.0419.C15 
2311 

TBLASTX: Wheat 
1428 
120 

1428, 1269.. 1385 

OJ000328 18.0419.C15 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2016 

Seq. ID 
Strand 
End 

Method 
End 
Score 



2311 - 

TBLASTX : Soybean 

2016 

57 



OJ000328_18 . 0419 .C15 
2311 

TBLASTX: Wheat 
2311 
172 

2178, 2195.. 2311 

OJ000328 18.0419.C15 



Seq. ID 
Strand 
End 

Method 

End 

Score 



2772 

TBLASTX: Maize 

2668 

69 



,2584, 2504. .2581, 2594. .2668 



51501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49912 

106072 

2212 

OJ000328_18.0419.C15.ol.tw 

2405 

none 



Seq. ID OJ000328_18.0419.C15 
Strand 

End 2772 

Method TBLASTX : Wheat 

End 2772 

Score 205 



2405. .2671, 2408. .2656, 2665. .2772 



49913 

106073 

370 

OJ000328_18.0419.C16.ol.gs 

370 

none 

370. .539, 975. .1120 



Seq. ID OJ000328_18.0419.C16 

Strand + 

End 1120 

Method GENSCAN 

End 1120 

Score .92 



Seq. ID OJ000328_18.0419.C17 
Strand + 

141 

AAT/GAP 
141 
190 



49914 
106074 
1 

OJ000328_18.0419.C17.ol.gp 
1 

83032_1.R1084 
1..141 

1 6041757/gb| AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



End 

Method 

End 

Score 



49914 
106075 
528 

OJ000328_18.0419.C17.ol.np 
528 

6691467 
528. .547, 2108. .2539 
(AB030708) AHMP1 [Triticum aestivum] 



Seq. ID OJ000328_18.0419.C17 
Strand + 

2881 
AAT/NAP 
2539 
179 



End 

Method 
End 
Score 



49914 

106075 

528 

OJ000328_18.0419.C17.ol.gs 

2294 

none 

2294.. 2544, 2653.. 2881 



Seq. ID OJ000328_18.0419.C17 

Strand + 

End 2881 

Method GENSCAN 

End 2881 

Score . 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



49914 
106076 
7314 

OJ000328_18.0419.C17.o2.np 
7314 
2583128 
7314. .7613 

(AC002387) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000328_18.0419.C17 
Strand + 

7613 
AAT/NAP 
7613 
325 



End 

Method 

End 

Score 



49914 

106077 

5626 



Seq. ID OJ000328_18.0419.C17 
Strand 

End 6732 



51502 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
3 Start 
3 Name 
s ' Start 

;j gi 

~ Exons 

J Seq. No. 

1 Gene No. 

jj Start 

Name 

a Start 

^ GI 

-J Exons 

^ Seq. No. 
~ Gene No . 
t Start 
=? Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000328_18 . 0419 . C17 . o2 . tm Method 

2336 End 

none Score 
2336. .2413, 2393. .2503 



TBLASTX: Maize 

2503 

82 



49914 

106077 

5626 

OJ000328_18.0419.C17.o2, 

5626 

none 

5626. .5718, 6128. .6388, 



Seq. ID OJ000328_18.0419.C17 
Strand 

6732 
GENSCAN 
6732 
.4 



End 

gs Method 
End 
Score 

6421. .6732 



49914 
106078 
7263 

OJ000328_18 . 0419.C17 . ol . tm 
7263 
none 

7263. .7610, 7264. .7512, 

49914 
106078 
7263 

OJ000328_18.0419.C17.ol.ts 
7314 
none 

7314. .7613, 7364. .7603 

49914 

106078 

7263 

OJ000328_18.0419.C17.ol.tc 

7353 

none 

7353.. 7541, 7361.. 7525 

49915 

106,079 

1 

OJ000328_18.0419.C18.ol.np 
1 

2583128 
1. .778 

(AC002387) hypothetical 

49915 

106079 

1 

OJ000328_18.0419.C18.ol.gs 

137 

none 

137. .703, 762. .848 

49915 

106080 

2095 



Seq. ID OJ000328_18.0419.C17 
Strand 

End 7613 

Method TBLASTX : Maize 

End 7613 

Score 221 
7282. .7611, 7292. .7606, 7293. .7613 

Seq. ID OJ000328_18.0419.C17 
Strand 

End 7613 

Method TBLASTX : Soybean 

End 7 613 

Score 350 



Seq. ID OJ000328_18.0419.C17 
Strand 

End 7 613 

Method TBLASTX : Cress 

End 7541 

Score 240 



Seq. ID OJ000328_18.0419.C1E 

Strand + 

End 848 

Method AAT/NAP 

End 778 

Score 898 



protein [Arabidopsis thaliana] 



Seq. ID OJ000328_18.0419.C18 

Strand + 

End 848 

Method GENSCAN 

End 848 

Score .63 



Seq. ID OJ000328_18.0419.C18 
Strand 

End 2894 



51503 



Name 


OJ000328 18.0419.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


780 




GI 


none 




Score 


1146 




Exons 


2. .778, 46. .780, 196. .780 








Seq. No. 


/ QQ1 C 

h y y io 




Seq. ID 


OJ000328_18.0419 


.C18 


Gene No. 


lUoUoU 




Strand 






Start 






End 


2894 




Name 


r\ TA.fi f\ TOO 1 Q ft / 1 Q pi Q — *3 


. ts 


Method 


TBLASTX: Soybean 




Start 


A A 

4 4 




End 


235r. 




GI 


none 




Score 


196 




Exons 


44. .235, 46. .234 










Seq. No. 


4 y y lo 




Seq. ID 


OJ000328_18.0419 


.C18 


Gene No. 


IUoUoU 




Strand 






Start 


Z\j3d 




End 


2894 




Name 


UJUUUozo lo.U4iy.L,Io.Oi 


. ZS 


Method 


TBLASTX: Soybean 




Start 






End 


758 




GI 


none 




Score 


54 




Exons 


236. .268, 271. .594, 275 


. .595, 


281. .616, 590. .754, 592.. 


738, 




oyy. . ouu. . /do 










Seq. No. 


4 yyio 




Seq. ID 


OJ000328JL8.0419 


.C18 


Gene No. 


IUoUoU 




Strand 






Start 


o n n c 




End 


2894 




Name 


OJUUOJzo lo.U4iy.Clo.Ol 


. tc 


Method 


TBLASTX: Cress 




Start 


326 




End 


642 




GI 


none 




Score 


281 




Exons 


oZb..o4U, JJ4..DZ1, J4y 


. . b4^ 








Seq. No. 


yt QQ1 C 

4 yy io 




Seq. ID 


OJ000328_18.0419 


.C18 


Gene No . 


IUdUoU 




Strand 






Start 


OAQC 

zuyo 




End 


2894 




Name 


ojuuuozb_1o .U4iy.cio.oi 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 yz 




End 


813 




GI 


none 




Score 


436 




Exons 


492. .806, 493. .813, 494 


. .778 








Seq. No. 


49915 




Seq. ID 


OJ000328JL8.0419 


.C18 


Gene No. 


106080 




Strand 






Start 


2095 




End 


2894 




Name 


OJ000328 18.0419.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


1978 




End 


2582 




GI 


6409 1.R1084 




Score 


547 




Exons 


1978. .2179, 2298.-2392, 


2547. 


.2582 






GI Descrip. 


f 1707018 2.0e-45 (U78721) CutA isolog 


[Arabidopsis thaliana 


Seq. No. 


49915 




Seq. ID 


OJ000328_18.0419 


.C18 


Gene No. 


106080 




Strand 






Start 


2095 




End 


2894 




Name 


OJ000328 18.0419.C18.o2 


.gs 


Method 


GEN SCAN 




Start 


2095 




End 


2578 




GI 


none 




Score 


.62 




Exons 


2095. .2179, 2298.. 2392, 


2547. 


.2578 






Seq. No. 


49915 




Seq. ID 


OJ000328_18.0419 


.C18 


Gene No. 


106080 




Strand 







51504 





Start 


2095 


End 


2894 






Name 


OJ000328 18.0419.C18.o2.np 


Method 


AAT/NAP 






Start 


2101 


End 


2894 






GI 


1707018 


Score 


224 






Exons 


2101. .2179, 2298. .2392, 2547. 


.2595, 2870.. 2894 






GI Descrip. 


(U78721) putative related to 


microbial 


divalent 


cation tolerance 






proteins [Arabidopsis thaliana] 








Seq. No. 


49915 


Seq. ID 


OJ000328 


_18.0419.C18 




Gene No. 


106080 


Strand 








Start 


2095 


End 


2894 






Name 


OJ000328 18.0419.C18.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


2101 


End 


2582 






GI 


none 


Score 


78 






Exons 


2101.. 2178, 2123.. 2179, 2297. 


.2395, 2298.. 2387, 


2544 . .2582 




Seq. No. 


49916 


Seq. ID 


OJ000328 


_18.0419.C19 




Gene No. 


106081 


Strand 


— 






Start 


385 


End 


858 






Name 


OJ000328 18.0419.C19.ol.gs 


Method 


GENSCAN 






Start 


385 


End 


858 






GI 


none 


Score 


. 65 






Exons 


385. .858 










Seq. No. 


49917 


Seq. ID- 


OJ000328 


18 .0419.C20 




Gene No . 


106082 


Strand 


~ 






Start 


235 


End 


815 




fjj 


Name 


OJ000328 18.0419.C20.ol.np 


Method 


AAT/NAP 




C3 


Start 


235 


End 


758 




: ; 2 


GI 


1707018 


Score 


61 




. Sfc 


Exons 


235. .315, 562. .758 








fj s 


GI Descrip. 


(U78721) putative related to 


microbial 


divalent 


cation tolerance 






proteins [Arabidopsis thaliana] 








Seq. No. 


49917 


Seq. ID 


OJ000328 


_18.0419.C20 




Gene No. 


106082 


Strand 






! a 


Start 


235 


End 


815 






Name 


OJ000328 18.0419.C20.ol.gs 


Method 


GENSCAN 


- 


f Tf 


Start 


238 


End 


815 






GI 


none 


Score 


.91 




f ^ 

3 S 

« £7 


Exons 


238. .338, 658. .815 










Seq. No. 


49918 


Seq. ID 


OJ000328 


18.0419.C21 




Gene No. 


106083 


Strand 


+ 






Start 


241 


End 


6029 






Name 


OJ000328 18.0419.C21.ol.np 


Method 


AAT/NAP 






Start 


241 


End 


6029 






GI 


7228442 


Score 


2878 






Exons 


241. .675, 3830. .6029 










GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a 


region of the 






predicted gene.; Similar to maize transposon MuDR mudrA protein 






isolog. (AC003981) [Oryza sativa] 








Seq. No. 


49918 


Seq. ID 


OJ000328 


_18.0419.C21 




Gene No. 


106083 


Strand 


+ 






Start 


241 


End 


6029 






Name 


OJ000328 18.0419.C21.ol.gs 


Method 


GENSCAN 





51505 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



598 
none 

598. .651, 1637. .1840 



End 
Score 



1840 
.46 



Seq. ID OJ000328_18.0419.C21 
Strand 

1770 
AAT/GAP 
1770 
639 



49918 
106084 
1391 

OJ000328_18.0419.C21.ol.gp 
1391 

uC-osflcyp033a04bl 
1391. .1770 

* 6016845/dbj | AP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



49918 Seq. ID 

106085 Strand 

4420 End 
OJ000328_18.0419.C21.ol.tm Method 

4420 End 

none Score 

4420. .4887, 4425.-4898, 4945. .5016 



OJ000328_18.0419.C21 
5091 

TBLASTX: Maize 

5016 

359 



OJ000328_18.0419.C21 
5091 

TBLASTX: Wheat 
5091 
190 

4714. .4863, 4717. .4893, 4728. .4868, 4917. .4985, 4918. .5091, 
4940. .5080 



49918 

106085 

4420 

OJ000328_18.0419.C21.ol.tw 

4714 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 49919 Seq. ID OJ000328 

Gene No. 106086 Strand + 

Start 915 End 1701 

Name OJ000328_18 . 0419.C22 . ol . gp Method AAT/GAP 

Start 915 End 1289 

GI 3061031 Score 693 

Exons 915.. 1289 



18.0419.C22 



Seq. No. 49919 

Gene No. 106086 

Start 915 

Name OJ000328_18 . 0419 . C22 . ol . gs 

Start 1074 

GI none 

Exons 1074.. 1673 



Seq. ID OJ000328_18.0419.C22 

Strand + 

End 1701 

Method GENSCAN 

End 1673 

Score .81 



Seq. No. 49919 Seq. ID OJ000328_18 . 04 19 . C22 

Gene No. 10608 6 Strand + 

Start 915 End 1701 

Name OJ000328_18 . 0419.C22 .ol .np Method AAT/NAP 

Start 1217 End 1701 

GI 5921907 Score 91 

Exons 1217.. 1271, 1314.. 1701 

GI Descrip. CYTOCHROME P450 26 (RETINOIC ACID-METABOLIZING CYTOCHROME) 
(P450RAI) (RETINOIC ACID 4 -HYDROXYLASE) 

gi|1680716|gb|AAC60045.1| (U68234) all-trans-retinoic acid 



51506 



4 -hydroxylase [Danio rerio] 



Seq. No. 49920 Seq. ID 

Gene No. 106087 Strand 

Start 1 End 

Name OJ000328_18 . 04 19 . C23 . ol . np Method 

Start 1 End 

GI 6069670 Score 

Exons 1..224, 768.. 867 

GI Descrip. (AP000616) ESTs C73538 (E4487) , AU078663 (E4437 ) correspond to a 

region of the predicted gene.; similar to DWARF 3 (U32579) [Oryza 
sativa] 



OJ000328_18..0419.C23 
+ 

867 

AAT/NAP 

867 

96 



Seq. No. 49920 Seq. ID 

Gene No. 106087 Strand 

Start 1 End 

Name OJ000328_18 . 0419 . C23 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.-224 



OJ000328_18.0419.C23 
+ 

867 

GENSCAN 

224 

.98 



Seq. No. 49921 Seq. ID 

Gene No. 106088 Strand 

Start 1021 End 

Name OJ000328_18 . 04 19 . C24 . ol . gs Method 

Start 1021 End 

GI none Score 

Exons 1021.. 1126 



OJ000328_18.0419.C24 
+ 

1126 
GENSCAN 
1126 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49922 Seq. ID OJ000328_18 . 04 19 . C26 

106089 Strand + 

1 End 730 

OJ000328_18 . 04 19 . C2 6 . ol . np Method AAT/NAP 

1 End 730 

4755191 Score 268 

1..730 

(AC007018) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



49922 Seq. ID 

106089 Strand 

1 End 

OJ000328_18 . 04 19 . C26 . ol . tm Method 

19 End 

none Score 



OJ000328_18.0419.C26 
+ 

730 

TBLASTX: Maize 

712 

169 



19. .171, 27. .164, 258. .410, 266. .409, 422. .712, 423. .599, 
440. .631, 442. .636 



Seq. No. 49922 Seq. ID 

Gene No. 106089 Strand 

Start 1 End 

Name OJ000328_18 . 04 19 . C26 . ol . tw Method 

Start 79 End 

GI none Score 

Exons 79. .171, 264. .401, 272. .415 



OJ000328_18.0419.C26 
+ 

730 

TBLASTX: Wheat 

415 

95 



Seq. No. 



49922 



Seq. ID OJ000328_18.0419.C26 



51507 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



106089 Strand 

1 End 

OJ000328_18.0419.C26.ol.ts Method 

341 End 

none Score 



+ 

730 

. TBLASTX : Soybean 
724 
56 



341. .430, 342. .416, 410. .694, 472. .693, 683.-724 



Seq. ID 

Strand 

End 

Method 

End 

Score 



49923 
106090 
1597 

OJ000328_18.0419.C28.ol.gp 
1597 

41004_1.R1084 
1597. .1916 

, 3024505/sp|Q40522|RllD__TOBAC 3.0e-88 RAS -RELATED PROTEIN RAB11D 
>gi_623580 (L29270) putative [Nicotiana tabacum] 1 



OJ000328_ 
+ 

3280 
AAT/GAP 
1916 
611 



18.0419.C28 





Seq. No. 


49923 








Seq. ID 


OJ000328JL8.0419. 


C28 




Gene No. 


106090 








Strand 


+ 






Start 


1597 








End 


3280 






Name 


OJ000328 18. 


0419. 


C28.ol, 


.np 


Method 


AAT/NAP 






Start 


1685 








End 


3280 






GI 


3024505 








Score 


272 






Exons 


1685. .1918, 


3256. 


.3280 












GI Descrip. 


' RAS -RELATED 


PROTEIN RAB11D gi | 7438411] 


|pir||T03622 GTP-binding 


i rr 




protein Rablld - 


common 


tobacco gi| 623580 |gb| AAA74114.il 




- at 




(L29270) putative 


i [Nicotiana 


tabacum] 






ru 


Seq. No. 


49923 








Seq. ID 


OJ000328_18.0419. 


C28 




Gene No . 


106090 








Strand 


+ 






Start 


1597 








End 


3280 




% =i 


Name 


OJ000328 18. 


0419. 


C28.ol, 


.tw 


Method 


TBLASTX: Wheat 




ri = 


Start 


1703 








End 


1915 






GI 


none 








Score 


327 




?=% 


Exons 


1703. .1915, 


1704 . 


.1907, 


1889. 


.1915 






% E 


Seq. No. 


49923 








Seq. ID 


OJ000328 18.0419. 


C28 


Li 


Gene No. 


106090 








Strand 


+ 




h. -S 


Start 


1597 








End 


3280 






Name 


OJ000328 18. 


0419. 


C28.ol, 


.gs 


Method 


GENSCAN 






Start 


1704 








End 


2096 






GI 


none 








Score 


.58 






Exons 


1704. .2096 
















Seq. No. 


49923 








Seq. ID 


OJ000328_18.0419. 


C28 




Gene No. 


106090 








Strand 


+ 






Start 


1597 








End 


3280 






Name 


OJ000328 18. 


0419. 


C28.ol. 


.tm 


Method 


TBLASTX: Maize 






Start 


1712 








End 


1915 






GI 


none 








Score 


308 






Exons 


1712. .1915, 


1713. 


.1907, 


1889. 


.1915 








Seq. No. 


49923 








Seq. ID 


OJ000328_18.0419. 


C28 




Gene No. 


106090 








Strand 


+ 






Start 


1597 








End 


3280 






Name 


OJ000328 18. 


0419. 


C28.ol. 


.tc 


Method 


TBLASTX: Cress 






Start 


1716 








End 


1912 





51508 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1716. .1907, 1718. .1912 

49923 

106090 

1597 

OJ000328_18.0419.C28.ol.ts 

1716 

none 

1716. .1907, 1718. .1912 

49924 

106091 

1881 

OJ000328__18 . 04 19 . C29 . ol . gs 

1881 

none 

1881. .2319 



Score 



300 



Seq. ID OJ000328_18.0419.C28 

Strand + 

End 3280 

Method TBLASTX : Soybean 

End 1912 . 

Score 303 



Seq. ID OJ000328_18.0419.C29 

Strand + 

End 2319 

Method GENSCAN 

End 2319 

Score .43 



Seq. ID OJ000328_18.0419.C29 
Strand + 

2319 
AAT/NAP 
2316 
530 



49924 
106091 
1881 

OJ000328_18.0419.C2 9.ol.np 
1881 
3024505 
1881. .2316 

RAS-RELATED PROTEIN RAB11D gi | 7438411 | pir | | T03622 GTP-binding 
protein Rablld - common tobacco gi I 623580 | gb | AAA74 114 . 1 1 
(L29270) putative [Nicotiana tabacum] 



End 

Method 

End 

Score 



49924 

106092 

1879 

OJ000328_18.0419.C29.ol.tc 

1872 

none 



Seq. ID OJ000328_18.0419.C29 
Strand 

End 2427 

Method TBLASTX : Cress 

End 2300 

Score 469 



1872. .1991, 1879. .2229, 1882. .2058, 2088. .2228, 2241. .2300, 
2242. .2292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49924 

106092 

1879 

OJ000328_18.0419.C2 9.ol.tw 

1878 

none 



Seq. ID OJ000328_18.0419.C29 
Strand 

End 2427 

Method TBLASTX : Wheat 

End 2202 

Score 383 



1878. .1994, 1879.. 2202, 1879. .2067, 1955.. 2095 



Seq. ID OJ000328_18.0419.C29 
Strand 

End 2427 

Method AAT/GAP 

End 2427 

Score 1005 



49924 
106092 
1879 

OJ000328_18.0419.C29.ol.gp 
1879 

41004_1.R1084 
1879. .2427 

, 3024505/sp|Q40522|RllD_TOBAC 3.0e-88 RAS-RELATED PROTEIN RAB11D 
>gi_623580 (L29270) putative [Nicotiana tabacum] • 



51509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49924 

106092 

1879 

OJ000328_18 .0419.C29.ol.ts 

1879 

none 

1879. .2217, 1881. .2003, 1882. 
2188. .2292, 2193. .2300 

49924 
106092 
1879 

OJ000328_18.0419.C29.ol.tm 
1912 
none 



OJ000328_18.0419.C29 
2427 

TBLASTX : Soybean 

2300 

468 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2058, 1886. .2095, 2088. .2222, 



Seq. ID OJ000328_18.0419.C29 
Strand 
End 

Method 
End 
Score 

1912. .2292, 1914. .2003, 1918. .2070, 1919. .2095, 1920. .2327, 
2088.. 2318, 2234.. 2368 



2427 

TBLASTX: Maize 

2368 

580 



Seq. No. 49925 Seq. ID 

Gene No. 106093 Strand 

Start 397 End 

Name OJ000328_18 . 0419. C30.ol .gs Method 

Start 397 End 

GI none Score 

Exons 397.. 514, 3887. .4008 



OJ000328_18.0419.C30 
+ 

4008 
GEN SCAN 
4008 
.4 



Seq. No. 49926 Seq. ID 

Gene No. 106094 Strand 

Start 1 End 

Name OJ000328_18 . 0419. C31 .ol . gp Method 

Start 1 End 

GI 569216 Score 

Exons 1..94, 287.. 479 



OJ000328_18.0419.C31 
479 

AAT/GAP 

479 

483 



Seq. No. 49926 Seq. ID 

Gene No. 106094 Strand 

Start 1 End 

Name OJ000328_18 . 0419.C31.ol.gs Method 

Start 30 End 

GI none Score 

Exons 30.. 94, 287.. 350 



OJ000328_18.0419.C31 
479 

GENSCAN 

350 

.79 



Seq. No. 49926 Seq. ID 

Gene No. 106095 Strand 

Start 2800 End 

Name OJ000328_18 . 04 19 . C31 . o2 . gs Method 

Start 2800 End 

GI none Score 

Exons 2800.. 2939 



OJ000328_18.0419.C31 

2939 
GENSCAN 
2939 
.8 



Seq. No. 49927 Seq. ID 

Gene No. 106096 Strand 

Start 1119 End 

Name OJ000328_18 .0419. C32 . ol . gs Method 

Start 1119 End 

GI none Score 

Exons 1119.. 1294 



OJ000328_18.0419.C32 

1294 
GENSCAN 
1294 
.75 



51510 






Seq. No. 


49928 








Seq. ID 


OJ000328_18 


.0419. 


C33 




Gene No. 


106097 








Strand 


+ 








Start 


1442 








End 


2338 








Name 


OJ000328 18 


.0419 


C33.ol 


.np 


Method 


AAT/NAP 








Start 


1442 








End 


2338 








GI 


5777617 








Score 


83 








Exons 


1442. .1633, 


2232 


.2338 














GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 








Seq. No. 


49928 








Seq. ID 


OJ000328_18 


0419. 


C33 




Gene No. 


106098 








Strand 


+ 








Start 


4532 








End 


5130 








Name 


OJ000328 18 


.0419 


C33.03 


. np 


Method 


AAT/NAP 








Start 


4532 








End 


5130 








GI 


4680179 








Score 


550 








Exons 


4532. .5130 


















GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica^ 








Seq. No. 


49928 








Seq. ID 


OJ000328_18 


0419. 


C33 




Gene No. 


106099 








Strand 










Start 


2466 








End 


5628 








Name 


OJ000328 18 


.0419 


C33.ol 


. gs 


Method 


GENSCAN 






Kim 


Start 


2466 








End 


5628 






z 


GI 


none 








Score 


.49 








Exons 


2466. .2742, 


3104 


.3287, 


3819. 


.3954, 4*009. .4141, 4509. .4592, 






4895. .5047, 


5537 


.5628 












y> 


Seq. No. 


49928 








Seq. ID 


OJ000328_18 


0419. 


C33 




Gene No. 


106099 








Strand 










Start 


2466 








End 


5628 






3 


Name 


OJ000328 18 


.0419 


C33.o2 


.np 


Method 


AAT/NAP 






y 


Start 


3688 








End 


4195 








GI 


5777617 








Score 


96 






=3 


Exons 


3688. .3792, 


4000 


.4195 












zr 
-.5 


GI Descrip. 


(AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 








Seq. No. 


49928 








Seq. ID 


OJ000328_18 


0419. 


C33 




Gene No. 


106099 








Strand 










Start 


2466 








End 


5628 








Name 


OJ000328 18 


.0419 


C33.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


4684 








End 


5085 








GI 


none 








Score 


143 








Exons 


4684. .4821, 


4692 


.4832, 


4822. 


4896, 4972. .5085 








Seq. No. 


49929 








Seq. ID 


OJ000328_18 


0419. 


C34 




Gene No . 


106100 








Strand 


+ 








Start 


1628 








End 


1862 








Name 


OJ000328 18 


.0419, 


C34.ol 


.gs 


Method 


GENSCAN 








Start 


1628 








End 


1862 








GI 


none 








Score 


.76 








Exons 


1628. .1668, 


1691. 


.1862 














Seq. No. 


49929 








Seq. ID 


OJ000328__18. 


0419. 


C34 




Gene No. 


106101 








Strand 


+ 








Start 


3236 








End 


3655 








Name 


OJ000328 18 


.0419. 


C34.o2 


. gs 


Method 


GENSCAN 







51511 



Start 


3236 




End 


GI 


none 




Score 


Exons . 


3236. .3655 






Seq. No. 


49929 




Seq. ID 


Gene No. 


106102 




Strand 


Start 


584 




End 


Name 


OJ000328 18.0419.C34.ol.np 




Method 


Start 


584 




End 


GI 


4680183 




Score 


Exons 


584. .712, 4565. .4634 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sat 


Seq. No. 


49929 




Seq. ID 


Gene No. 


106102 




Strand 


Start 


584 




End 


Name 


OJ000328 18.0419.C34.o3.gs 




Method 


Start 


4047 




End 


GI 


none 




Score 


Exons 


4047. .4139, 4997. .5205, 5316. 


.5364 


Seq. No. 


49930 




Seq. ID 


Gene No. 


106103 




Strand 


Start 


74 




End 


Name 


OJ000328 18-0419. C35.ol.gs 




Method 


Start 


74 




End 


GI 


none 




Score 


Exons 


74. .210, 268. .377, 403. .474 




933. .110 


Seq. No. 


49931 




Seq. ID 


Gene No. 


106104 




Strand 


Start 


2699 




End 


Name 


OJ000328 18.0419.C36.ol.gp 




Method 


Start 


2699 




End 


GI 


16490 1.R1084 




Score 


Exons 


2699. .2755 






GI Descrip. 


! 4584525/emb|CAB40756.1| 7. 


Oe 


-38 (AL0 




2C-like protein [Arabidopsis 


thaliana 


Seq. No. 


49931 




Seq. ID 


Gene No. 


106105 




Strand 


Start 


300 




End 


Name 


OJ000328 18.0419.C36.ol.gs 




Method 


Start 


300 




End 


GI 


none 




Score 


Exons 


300. .413, 681. .1127, 1309.. 


1734 


Seq. No. 


49931 




Seq. ID 


Gene No. 


106105 




Strand 


Start 


300 




End 


Name 


OJ000328 18.0419.C36.ol.np 




Method 


Start 


321 




End 


GI 


3641870 




Score 


Exons 


321. .413, 681. .896, 954. .1127 


, 1309.. 


GI Descrip. 


(AJ011013J hypothetical protein [Cice. 


Seq. No. 


49931 




Seq. ID 



3655 
.78 



5364 
AAT/NAP 
4634 
74 



5364 
GENS CAN 
5364 
.89 



1100 
GENSCAN 
1100 
.53 



+ 

2755 
AAT/GAP 
2755 
81 



1734 
GENSCAN 
1734 
.91 



1734 
AAT/NAP 
1353 
369 



Seq. ID OJ000328_18.0419.C36 



51512 






Gene No. 


106106 






Strand 












Start 


2890 






End 


4079 










Name 


OJ000328 18 


.0419.C36.ol 


. ts 


Method 


TBLASTX: 


Soybean 






Start 


1065 






End 


1431 










GI 


none 






Score 


112 










Exons 


1065. .1127, 


1307. . 1420, 


1309. 


.1431, 1310. .1426 










Seq. No. 


49931 






Seq. ID 


OJ000328 


_18. 


0419. 


C36 




Gene No. 


106106 






Strand 












Start ' 


2890 






End 


4079 










Name 


OJ000328 18 


.0419.C36.o2 


. gs 


Method 


GENSCAN 










Start 


2890 






End 


4079 










GI 


none 






Score 


.7 










Exons 


2890. .2929, 


4012. .4079 
















Seq. No. 


49931 






Seq. ID 


OJ000328 


_18. 


0419. 


C36 




Gene No. 


106106 






Strand 












Start 


2890 






End 


4079 










Name 


OJ000328 18 


.0419.C36.o2 


.np 


Method 


AAT/NAP 










Start 


3067 






End 


3437 










GI 


2239134 






Score 


162 










Exons 


3067. .3437 
















— =5; 


GI Descrip. 


(Y13729) NDH-A protein 


[Hordeum vulgare] 










Seq. No. 


49932 






Seq. ID 


OJ000328 


_18. 


0419. 


C38 


? Hi 


Gene No. 


106107 






Strand 


+ 










Start 


278 






End 


1294 








f i 1 


Name 


OJ000328 18 


.0419.C38.ol 


. gs 


Method 


GENSCAN 








f 


Start 


278 






End 


1294 








L U 


GI 


none 






Score 


.77 










Exons 


278. .319, 511. .649, 976 


. .1057 


, 1081. .1294 








fy 


Seq. No. 


49932 






Seq. ID 


OJ000328 


_18. 


0419. 


C38 




Gene No. 


106108 






Strand 


+ 








13 


Start 


7670 






End 


8751 








j- 


Name 


OJ000328 18 


.0419.C38.o3 


. gs 


Method 


GENSCAN 








f = 


Start 


7670 






End 


8751 










GI 


none 






Score 


.45 








% ST 

E3 


Exons 


7670. .7672, 


8255. .8479, 


8532. 


.8586, 8667. .8751 








f i 


Seq. No. 


49933 






Seq. ID 


OJ000328 


_18. 


0419. 


C40 




Gene No. 


106109 






Strand 


+ 










Start 


914 






End 


3509 










Name 


OJ000328 18 


.0419.C40.ol 


.np 


Method 


AAT/NAP 










Start 


914 






End 


2616 










GI 


6721512 






Score 


76 










Exons 


914. .1000, 


1027. .1167, 


1207. . 


1279, 2510.. 2616 










GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


49933 






Seq. ID 


OJ000328 


_18. 


0419. 


C40 




Gene No . 


106109 






Strand 


+ 










Start 


914 






End 


3509 










Name 


OJ000328 18 


.0419.C40.ol 


. gs 


Method 


GENSCAN 










Start 


2291 






End 


3412 










GI 


none 






Score 


.65 










Exons 


2291. .2926, 


3018. .3167, 


3272. 


.3412 











51513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49933 

106109 

914 

OJ00032 

2294 

6069670 

2294. .2 

(AP0006 

region 

sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3509 

16) ESTs C73538 (E4487) ,AU078663 (E4437) correspond to a 
of the predicted gene.; similar to DWARF 3 (U32579) [Oryza 



8_18.0419.C40.o3.np 



926, 3018.. 3167, 3272. 



OJ000328_18.0419.C40 
+ 

3509 
AAT/NAP 
3509 
276 



49934 Seq. ID 

106110 Strand 

1042 End 

OJ000328_18 .0419.C41.ol.gs Method 

1042 End 

none Score 



OJ000328_18.0419.C41 

1678 
GENSCAN 
1678 
.71 



1042. .1098, 1138. .1260, 1385. .1429, 1619. .1678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49935 Seq. ID OJ000328_18 . 04 19 . C42 

106111 Strand 

575 End 643 

OJ000328_18 . 04 1 9 . C4 2 . ol . gp Method AAT/GAP 

575 End 643 

LIB3477-003-P1-K1-E9 Score 65 

575.-643 : '' 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



49936 Seq. ID 

106112 Strand 

1 End 

OJ000328_19. 0419.Cl.ol.np Method 

1 End 

7228438 Score 

1..1135, 2594. .2692, 2777. .3187, 3277. 



OJ000328_19.0419.C1 
+ 

5938 
AAT/NAP 
5938 
4061 

.3575, 3652.. 3910, 



4003. .4185, 4343. .4413, 5920. .5938 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



49936 Seq. ID 

106112 Strand 

1 End 

OJ000328JL9 . 04 19 . CI . ol . gs Method 

14 End 

none Score 



OJ000328_19.0419.C1 
+ 

5938 
GENSCAN 
5286 
.56 



14. .1715, 2100. .2250, 2356. .2692, 2777. .3187, 3277. .3575, 
3652. .3910, 4003. .4185, 4371. .4408, 4499. .4630, 4694. .4741, 
4746. .4948, 5099. .5286 



49936 Seq. ID 

106112 ' Strand 

1 End 

0 J00032 8_1 9 . 04 1 9 . CI . ol . gp Method 

144 End 



OJ000328_19.0419.C1 
+ 

5938 

AAT/GAP 

575 



51514 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
3 GI Descrip. 



5701669 Score 849 

144. .575 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ000328_19.0419.C1 

Strand + 

End 5938 

Method AAT/GAP 

End 3902 

Score 801 



49936 
106112 
1 

. OJ000328_19.0419.Cl.o2.gp 
3403 

LIB3475-007-P1-K1-G8 
3403.. 3575, 3652.. 3902 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ000328_19.0419.C1 

Strand + 

End 5938 

Method AAT/GAP 

End 5537 

Score 836 



49936 
106112 
1 

OJ000328_19.0419.Cl.o3.gp 
5084 

LIB3431-045-P1-N1-A10 
5084. .5537 

■5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ? 





Seq. No. 


49936 


Seq. ID 


OJ000328_19.0419. 


CI 


■J 


Gene No. 


106113 


Strand 








Start 


4689 


End 


5934 






Name 


OJ000328 19.0419.Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


101 


End 


697 






GI 


none 


Score 


90 






Exons 


101. .229, 109. .207, 263. .562, 


280. .501 


, 626.. 697 




■A 


Seq. No. 


49936 


Seq. ID 


OJ000328_19.0419. 


CI 




Gene No. 


106113 


Strand 






1 


Start 


4689 


End 


5934 






Name 


OJ000328 19.0419.Cl.ol.tw 


Method 


TBLASTX: Wheat ■ ' 




J 


Start 


395 


End 


775 




3 


GI 


none 


Score 


208 






Exons 


395.-589, 404. .601, 595. .714, 


599. .775 


, 599.. 745 






Seq. No. 


49936 


Seq. ID 


OJ000328_19.0419. 


CI 




Gene No. 


106113 


Strand 








Start 


4689 


End 


5934 






Name 


OJ000328 19.0419.Cl.o2.np 


Method 


AAT/NAP 






Start 


4689 


End 


5934 






GI 


6721543 


Score 


119 






Exons 


4689.. 4747, 5804.. 5934 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


49936 


Seq. ID 


OJ000328_19.0419. 


CI 




Gene No. 


106113 


Strand 








Start 


4689 


End 


5934 






Name 


OJ000328 19.0419. CI. o4.gp 


Method 


AAT/GAP 






Start 


5480 


End 


5920 





51515 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7406_1.R1084 Score 583 

5480.. 5554, 5589.. 5920 

, 1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



49937 

106114 

76 

OJ000328_19.0419.C2.ol.gs 
76 

none 



Seq. ID OJ000328_19.0419.C2 

Strand + 

End 3061 

Method GENSCAN 

End 2 98 9 

Score .79 



76,. 365, 1945. .2002, 2203. .2316, 2573. .2656, 2765. .2989 



49937 Seq. ID 

106114 Strand 

7 6 End 

OJ000328JL9 . 04 1 9 . C2 . ol . tm Method 

149 End 

none Score 



OJ000328_19.0419.C2 
+ 

3061 

TBLASTX: Maize 

2986 

138 



149. .202, 278. .364, 283. .363, 285. .371, 285. .365, 894. .974, 
904. .1011, 908. .1012, 908. .1015, 1251. .1325, 1251. .1325, 
1256. .1345, 1937. .1999, 1942. .2004, 1943. .2005, 1944. .2024, 
2185. .2319, 2190. .2318, 2203. .2319, 2208. .2339, 2210. .2353, 
2571. .2657, 2571. .2651, 2573. .2671, 2641. .2670, 2763. .2846, 
2764. .2982, 2765. .2983, 2765. .2986, 2767. .2985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49937 

106114 

76 

OJ000328JL9.0419.C2.ol.np 
208 

927428 



Seq. ID OJ000328_19.0419.C2 

Strand + 

End 3061 

Method AAT/NAP 

End 2983 

Score 765 



208. .365, 909. .1012, 1257. .1324, 1945. .2002, 2203. .2316, 
2573.-2656, 2765. .2983 



fj GI Descrip. (X86733) fisl [Linum usitatissimum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49937 

106114 

76 

OJ000328_19.0419.C2.ol.ts 

2193 

none 

2193.. 2261, 2200.. 2262, 2268. 
2571. .2654, 2573. .2671, 2641. 

49937 

106114 

76 

O J000328_l 9 . 04 1 9 . C2 . ol . gp 
2544 

20091_1.R1084 

2544.. 2656, 2765. .3061 

1 927428 /emb | CAA60412 | 2.0e-91 

usitatissimum] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2318, 2269 
.2670, 2764 



OJ000328_19.0419.C2 
+ 

3061 

TBLASTX: Soybean 
2944 
79 

2319, 2570.. 2659, 
2943, 2765.-2944 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_ 
+ 

3061 
AAT/GAP 
3061 
554 



19. 0419. C2 



(X86733) fisl [Linum 



Seq. No. 
Gene No. 



49938 
106115 



Seq. ID OJ000328_19.0419.C3 
Strand + 



51516 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f=j Exons 

GI Descrip. 

Fy 

f3 Seq. No. 
i j Gene No. 
*T Start 
j=f Name 
fU Start 
s GI 
fj Exons 

. ^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1 End 
OJ000328_19 . 04 1 9 . C3 . ol . np Method 
1 End 
927428 Score 
1..202, 408. .487, 574. .709 
(X86733) fisl [Linum usitatissimum] 



3859 
AAT/NAP 
709 
385 



49938 

106115 

1 

OJ000328_19.0419.C3.ol.gs 
92 

none 



Seq. ID OJ000328_19.0419.C3 

Strand + 

End 3859 

Method GENS CAN 

End 3859 

Score .76 



92. .202, 408. .487, 1289. .1405, 1559. .1595, 1774. .1825, 
2019. .2202, 2255.-2379, 2485. .2582, 2670. .2743, 3004. .3859 



49938 

106115 

1 

OJ000328_19.0419.C3.o2.np 

1955 

6587812 



Seq. ID OJ000328_19.0419.C3 

Strand + 

End 3859 

Method AAT/NAP 

End 3322 

Score 499 



1955. .2111, 2292.-2379, 2494.-2582, 2670. .2743, 2868. .2918, 
3004.. 3080, 3201.. 3322 

(AC010924) Similar to gb|U44028 transcription factor CKC from 
Arabidopsis thaliana and contains two PF| 00847 AP2 domains. 



49938 

106115 

1 

OJ000328_19.0419.C3.o3.np 

1955 

6587812 



Seq. ID OJ000328_19.0419.C3 

Strand + 

End 3859 

Method AAT/NAP 

End 3347 

Score 505 



1955. .2111, 2292. .2379, 2494. .2582, 2670. .2743, 2868. .2918, 
3004.. 3080, 3201.. 3347 

(AC010924) Similar to gb|U44028 transcription factor CKC from 
Arabidopsis thaliana and contains two PF| 00847 AP2 domains. 



49938 
106116 
596 

OJ000328_1 9 . 04 19 . C3 . o2 . gp 
596 
none 
596. .831 

49938 
106117 
4200 

OJ000328_19.0419.C3.o3.tc 
89 

none 

89. .202, 145. .198, 369. .473, 378.-488, 392. .490, 395. .490, 
574. .720, 575. .721 



Seq. ID OJ000328_19.0419.C3 

Strand 

End 831 

Method AAT/GAP 

End 831 

Score 399 



Seq. ID OJ000328_19.0419.C3 
Strand 

End 4842 

Method TBLASTX: Cress 

End 721 

Score 152 



49938 
106117 



Seq. ID OJ000328_19.0419.C3 
Strand 



51517 



Start 
Name 
Start 
GI 

Exons 



4200 End 

OJ000328_19 . 04 19 . C3 . o3 . tm Method 

89 End 

none Score 



4842 

TBLASTX: Maize 

730 

183 



89. .202, 89. .202, 91. .204, 402. .476, 405. .488, 407. .490, 
570. .704, 574. .708, 575. .730 



Seq. No. 49938 

Gene No. 106117 

Start 4200 

Name OJ000328_19. 0419.C3.o3 . ts 

Start 8 9 

GI none 

Exons 89. .202, 145.. 204, 401.. 490, 405 
574. .699, 575. .712 



OJ000328_19.0419.C3 
4842 

TBLASTX : Soybean 
712 
135 

.488, 572. .691, 574. .681, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49938 Seq. ID 

106117 Strand 

4200 End 

OJ000328_19. 0419.C3.ol.tc Method 

2294 End 

none Score 



OJ000328_19.0419.C3 
4842 

TBLASTX: Cress 

3292 

98 



2294. .2377, 2295.-2378, 2483. .2578, 2484. .2594, 2664. .2744, 
2676. .2759, 2865. .2918, 2866. .2922, 3001. .3075, 3002. .3100, 
3200.. 3292, 3206. .3292 



Seq. No. 49938 Seq. ID 

Gene No. 106117 Strand 

Start 4200 End 

Name OJ000328_19 . 0419 . C3 . ol . ts Method 

Start 2295 End 

GI none Score 
Exons 



OJ000328_19.0419.C3 
4842 

TBLASTX : Soybean 

3292 

104 



2295.-2378, 2297. .2377, 2484. .2594, 2664. .2744, 2865. .2918, 
2866.-2922, 3001. .3075, 3002. .3100, 3203. .3292, 3206. .3292 



Seq. No. 49938 

Gene No. 106117 

Start 4200 

Name OJ000328_19 . 04 19 . C3 . o2 . tm 

Start 2484 

GI none 
Exons 



Seq. ID OJ000328_19.0419.C3 
Strand 

End 4842 

Method TBLASTX: Maize 

End 3295 

Score 78 



2484. .2594, 2664. .2744, 2866. .2922, 2871. .2918, 3001. .3075, 
3002.. 3100, 3203.. 3295, 3203.. 3292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



49938 Seq. ID OJ000328_19 . 04 19 . C3 

106117 Strand 

4200 End 4842 

OJ000328_19. 0419.C3.o3.gp Method AAT/GAP 

4200 End 4842 

14485_1.R1084 Score 1213 

4200. .4842 

*5929932/gb|AAD56653.1 |AF178952_1 1.0e-124 (AF178952) 
voltage-dependent anion channel protein 2 [Zea mays] 1 



49938 

106117 

4200 



Seq. ID 

Strand 

End 



OJ000328 19. 0419. C3 



4842 



51518 



Name 


OJ000328 19. 


0419. 


C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4537 








End 


4841 






GI 


none 








Score 


253 






Exons 


4537. .4785, 


4542. 


.4787, 


4546. 


.4794, 4794. .4841 






Seq. No. 


49938 








Seq. ID 


OJ000328 


_19.0419. 


C3 


Gene No. 


i a i i "7 

106117 








Strand 








Start 


4200 








End 


4842 






Name 


OJ000328 19. 


0419. 


C3.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4540 








End 


4842 






GI 


none 








Score 


194 






Exons 


4540. .4818, 


4542. 


.4841, 


4542. 


.4841, 4543.-4842 






Seq. No. 


49938 








Seq. ID 


OJ000328 


_19.0419. 


C3 


Gene No . 


106117 








Strand 








Start 


4200 








End 


4842 






Name 


OJ000328 19. 


0419. 


C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4542 








End 


4842 






GI 


none 








Score 


389 






Exons 


4542. .4841, 


4543. 


. 4842 












Seq. No. 


49938 








Seq. ID 


OJ000328 


_19.0419. 


C3 


Gene No . 


106117 








Strand 








C3 Start 


4200 








End 


4842 






Q Name 


OJ000328 19. 


0419. 


C3.o2. 


gs 


Method 


GEN SCAN 






fS Start 


4542 








End 


4842 






r!i GI 


none 








Score 


.76 






H Exons 

O 


4542. .4842 
















Lj Seq. No. 


49938 








Seq. ID 


OJ000328 


JL9.0419. 


C3 


i'-j Gene No. 


106117 








Strand 








Start 


4200 








End 


4842 






Name 


OJ000328 19. 


0419. 


C3.o4. 


np 


Method 


AAT/NAP 






L Start 


4545 








End 


4842 






U GI 


5929932 








Score 


405 







V E 

u 

12 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4545. .4842 

(AF178952) voltage-dependent anion channel protein 2 [Zea mays] 



49939 
106118 
1 

OJ000328_1 9 . 04 19 . C4 . ol . gp 
1 

14485_1.R1084 
1. .119 

, 5929932/gb|AAD56653.1|AF178952_l 1.0e-124 (AF178952) 
voltage-dependent anion channel protein 2 [Zea mays] ' 



Seq. ID OJ000328_19.0419.C4 
Strand 

End 119 

Method AAT/GAP 

End 119 

Score 193 



49939 
106118 
1 

OJ000328_19.0419.C4.ol.np 
1 

5929932 
1. .119 

(AF178952) voltage-dependent anion channel protein 2 [Zea mays] 



Seq. ID OJ000328_19.0419.C4 
Strand 

End 119 

Method AAT/NAP 

End 119 

Score 93 



51519 



Seq. No. 49939 Seq. ID 

Gene No. 106119 Strand 

Start 60 End 

Name OJ000328_19 . 04 19 . C4 . ol . gs Method 

Start 60 End 

GI none Score 

Exons 60.. 119, 649.. 754 



OJ000328_19.0419.C4 
754 

GENS CAN 

754 

.54 



Seq. No. 49940 Seq. ID 

Gene No. 106120 Strand 

Start 4 65 End 

Name OJ000328_1 9 . 04 19 . C6 . ol . gs Method 

Start 4 65 End 

GI none ' Score 

Exons 465. .523, 643. .677, 1512. .1541, 1633.. 
3984. .4200, 4202. .4529 



OJ000328_19.0419.C6 

4529 
GENSCAN 
4529 
.58 

1787, 2848. .3018, 



Seq. No. 49941 

Gene No. 106121 

Start 34 

Name OJ000328_19 . 04 19 . C7 . ol . gs 

Start 34 

GI none 

Exons 34.. 195 

Seq. No. 49941 

Gene No. 106122 

Start 898 

Name OJ000328_19 . 04 19 . C7 . ol . gp 

Start 673 

GI none 

Exons 673.. 1110, 1823.. 1870 



Seq. ID OJ000328_19.0419.C7 

Strand + 

End 195 

Method GENSCAN 

End 195 

Score .98 



Seq. ID OJ000328_19.0419.C7 
Strand 

End 1870 

Method AAT/GAP 

End 1870 

Score 8 97 



Seq. No. 49941 Seq. ID 

Gene No. 106122 Strand 

Start 898 End 

Name OJ000328_19 . 0419. C7 . o2 . gs Method 

Start 898 End 

GI none Score 

Exons 898.. 1110 



OJ000328_19.0419.C7 

1870 
GENSCAN 
1110 
.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



49942 

106123 

1 

OJ000328_19.0419.C8.ol.np 
1 

7262680 
1..166, 308. 



OJ000328 19. 0419. C8 



Seq. ID _ 
Strand 

End 2284 
Method AAT/NAP 
End 2244 
Score 308 
,1135, 1399. .1569, 1728. .1986, 2171. .2244 
(AC012188) Strong similarity to an unknown protein from 
Arabidopsis thaliana gb | AC002521 . 2 and contains IQ 
calmodulin-binding PF| 00612 motifs. ESTs gb|AA395022, gb|T41893 
come from this gene 



,715, 1037. 



49942 Seq. ID 

106123 Strand 

1 End 

OJ000328 19.0419.C8.ol.tm Method 



OJ000328_19.0419.C8 
2284 

TBLASTX: Maize 



51520 



Start 
GI 

Exons 



20 End 2267 

none Score 44 

20. .88, 21. .53, 24. .92, 26. .67, 125. .571, 152. .274, 165. .572, 
171. .572, 341. .583, 349. .615, 576. .707, 584. .709, 585. .719, 
879. .932, 880. .918, 1365. .1568, 1366. .1569, 1367. .1570, 
1713. .2012, 1724. .1852, 1728. .1862, 1865. .1942, 1867. .1962, 
1963. .2013, 2148. .2186, 2155. .2199, 2156. .2200, 2166. .2267, 
2189. .2263 



Seq. No. 49942 Seq. ID OJ000328_1 , 9 . 04 19 . C8 

Gene No. 106123 Strand 

Start 1 End 2284 

Name OJ000328_19 . 0419 . C8 . ol . gs Method GENSCAN 

Start 23 End 2244 

GI none Score . 65 

Exons 23.. 715, 882.. 938, 1728.. 2012, 2155.. 2244 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



l\l Seq. No. 

Gene No. 
(3 Start 
I J Name 

Start 

fit GI 
s ^ Exons 

= GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49942 

106123 

1 

OJ00032 8_1 9 . 04 1 9 . C8 . ol . ts 

278 

none 



Seq. ID OJ000328_19.0419.C8 
Strand 

End 2284 

Method TBLASTX : Soybean 

End 2245 

Score 55 



278. .412, 282. .374, 284. .439, 407. .499, 569. .718, 584. .706, 
1414. .1569, 1415. .1570, 1713. .1841, 2161. .2244, 2183. .2245 



Seq. ID OJ000328_19.0419.C8 
Strand 

End 2284 

Method AAT/GAP 

End 1942 

Score 684 



49942 
106123 
1 

OJ000328_1 9 . 04 19 . C8 . ol . gp 
1305 

75888_1.R1084 
1305. .1569, 1728. .1942 

, 5882749/gb|AAD55302.1|AC008263_33 2.0e-21 (AC008263) Contains 2 
PF_00612 IQ calmodulin-binding motif domains. [Arabidopsis 
thaliana] 1 



49942 

106123 

1 

OJ000328_19.0419.C8.ol.tc 

1357 

none 



Seq. ID OJ000328_19.0419.C8 
Strand 

End 2284 

Method TBLASTX : Cress 

End 2245 

Score 150 



1357. .1572, 1397. .1570, 1417. .1572, 2171. .2245, 2176. .2244 



Seq. No. 49942 
Gene No. 106123 
Start 1 

Name OJ000328_1 9 . 04 1 9 . C8 . o2 . gp 

Start 1748 
GI 49767_1.R1084 
Exons 1748.. 2012, 2155.. 2284 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] f 



Seq. ID OJ000328_19.0419.C8 
Strand 

End 2284 

Method AAT/GAP 

End 2284 

Score 505 



Seq. No. 



49943 



Seq. ID OJ000328_19.0419.C9 



51521 



Gene No. 


106124 




Strand 


+ 








Start 


1281 




End 


2832 








Name 


OJ000328 19 


0419.C9.ol.gs 


Method 


GENSCAN 








Start 


1281 




End 


2832 








GI 


none 




Score 


.65 








Exons 


1281. .1498, 


1901.. 2058, 2143. 


.2317, 2552.. 2730, 


2732. .2832 


Seq. No. 


49943 




Seq. ID 


OJ000328 


_19. 


0419. 


C9 


Gene No.. 


106125 




Strand 


+ 








Start 


9018 




End 


14242 








Name 


OJ000328 19 


0419.C9.o3.gs 


Method 


GENSCAN 








Start 


9018 




End 


14242 








GI 


none 




Score 


.57 








Exons 


9018. .9109, 


9166.. 9490, 11121 


. .11219, 


11736. .11864, 








13394. .13496, 13998. .14242 












Seq. No. 


49943 




Seq. ID 


OJ000328 


_19. 


0419. 


r> ft 

C9 


Gene No. 


106125 




Strand 


+ 








Start 


9018 




End 


14242 








Name 


OJ000328 19. 


0419.C9.ol.gp 


Method 


AAT/GAP 








Start 


9312 




End 


11403 








GI 


none 




Score 


846 








Exons 


9312. . 9490, 


11121. .11403 












Seq. No. 


49943 




Seq. ID 


OJ000328 


_19. 


0419. 


C9 


Gene No. 


106126 




Strand 


+ 








Start 


15193 




End 


17420 








Name 


OJ000328 19. 


0419.C9.o2.np 


Method 


AAT/NAP 








Start 


15154 




End 


17420 








GI 


4204695 




Score 


140 









Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15154. .15314, 16772. .16919, 17180 17284 , 17381. .17420 
(AF117062) putative inositol polyphosphate 5-phosphatase AtSPl 
[Arabidopsis thaliana] 



49943 

106126 

15193 

0 J00032 8_1 9 . 04 1 9 . C9 . o4 . gs 

15193 

none 



Seq. ID OJ000328_19.0419.C9 



Strand 
End 

Method 

End 

Score 



+ 

17420 
GENSCAN 
17288 
.49 



15193. .15349, 16163 .. 16225, 16832 1 6919, 17180. .17288 



Seq. No. 49943 
Gene No. 106127 
Start 3481 

Name OJ000328JL9 . 0419 . C9 . o2 . gs 

Start 3481 
GI none 

Exons 3481. .3740, 4137. .4332, 4705. .4752, 4923 

5915. .5995, 6166.. 6237, 6310. .6384, 6665 
7530. .7718, 7751. .8182 



Seq. ID OJ000328_19.0419.C9 
Strand 

8476 
GENSCAN 
8182 
.83 

4986, 5636.. 5733, 
6747, 6779.. 6806, 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 
Name 
Start 



49943 

106127 

3481 

OJ000328 
4171 



19.0419.C9.ol.np 



Seq. ID 

Strand 

End 

Method 
End 



OJ000328_19.0419.C9 

8476 

AAT/NAP 

8476 



51522 



P 



rii 



GI 


7239499 




Score 


638 


Exons 


4171. .4332, 4705. .4752, 


4864 . 


.4986, 5636.. 5733, 5915.. 5995, 




6166. . 6237, 6310. .6384, 


7330. 


.7795, 7871. .8118, 8317. .8476 


GI Descrip. 


(AC012654) Contains SI 


RNA binding domain PF 100575. EST 




gb|AI997 850 comes from 


this gene. [Arabidopsis thaliana] 


Seq. No. 


49944 




Seq. ID 


OJ000328_19. 0419. C10 


Gene No. 


106128 




Strand 




Start 


9 




End 


1402 


Name 


OJ000328 19. 0419. CIO. ol 


. np 


Method 


AAT/NAP 


Start 


9 




End 


1402 


GI 


3831463 




Score 


454 


Exons 


9. .177, 276. .361, 484.. 


653, 737. .781, 


1061. .1192, 1279. .1402 


GI Descrip. 


(AC005700) unknown protein [Arabidopsis thaliana] 


Seq. No. 


49944 




Seq. ID 


OJ000328_19.0419.C10 


Gene No. 


106128 




Strand 


- 


Start 


9 




End 


1402 


Name 


OJ000328 19. 0419. C10. ol 


. tc 


Method 


TBLASTX: Cress 


Start 


56 




End 


1201 


GI 


none 




Score 


67 


Exons 


56. .178, 70. .183, 276.. 


359, 277. .384, 


476.. 655, 486.. 656, 




1061. .1201, 1063. .1200 








Seq. No. 


49944 




Seq. ID 


OJ000328_19. 0419. C10 


Gene No. 


106128 




Strand 




Start 


9 




End 


1402 


Name 


OJ000328 19. 0419. C10. ol 


.gs 


Method 


GENSCAN 


Start 


70 




End 


1192 


GI 


none 




Score 


.86 


Exons 


70. .177, 276. .361, 484. 


.653, 


737. .781, 


1061. .1192 


Seq. No. 


49944 




Seq. ID 


OJ000328_19. 0419. C10 


Gene No. 


106128 




Strand 




Start 


9 




End 


1402 


Name 


OJ000328 19. 0419. C10. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


303 




End 


1202 


GI 


none 




Score 


84 


Exons 


303. .359, 304. .351, 306 


. .359, 


451. .651 


, 456. .650, 479. .655, 




482. .655, 483. .662, 707 


. .778, 


713. .784 


, 750. .809, 1061. .1192 




1063.. 1200, 1065.. 1199, 


1131. 


.1202 





Seq. No. 


49945 




Seq. ID 


OJ000328_19.0419 


.Cll 


Gene No. 


106129 




Strand 






Start 


1 




End 


1978 




Name 


OJ000328 19 


. 0419.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1625 




GI 


3831463 




Score 


521 




Exons 


1..82, 171. 


.256, 491. .659, 


759. .803, 


1069. .1200, 1549.. 


1625 


GI Descrip. 


(AC005700) 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


49945 




Seq. ID 


OJ000328_19.0419 


.Cll 


Gene No. 


106129 




Strand 






Start 


1 




End 


1978 




Name 


OJ000328 19 


.0419.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


9 




End 


1577 




GI 


none 




Score 


38 





51523 




Exons 9. .89, 14. .82, 171. .254, 199. .252, 483. .632, 484. .636, 490. .633, 

1065. .1208, 1069. .1209, 1533. .1577 



Seq. No. 


49945 


Seq. ID 


OJ000328_19.0419. 


Cll 


Gene No . 


106129 


Strand 






Start 


1 


End 


1978 




Name 


OJ000328 19.0419.Cll.ol.gs 


Method 


GENSCAN 




Start 


235 


End 


1655 




GI 


none 


Score 


.72 




Exons 


235.. 256, 759.. 803, 1069.. 


1200, 1549.. 


1655 




Seq. No. 


49945 


Seq. ID 


OJ000328_19.0419. 


Cll 


Gene No. 


106129 


Strand 






Start 


1 


End 


1978 




Name 


OJ000328 19.0419.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


482 


End 


661 




GI 


none 


Score 


222 




Exons 


482. .631, 483. .632, 487. .630, 487. .639, 632. .661 




Seq. No. 


49945 


Seq. ID 


OJ000328_19.0419. 


Cll 


Gene No . 


106129 


Strand 






Start 


1 


End 


1978 




Name 


OJ000328 19.0419.Cll.ol.gp 


Method 


AAT/GAP 




Start 


534 


End 


1978 




GI 


uC-osroM202013d02bl 


Score 


917 




Exons 


534. .659, 759. .803, 1069.. 


1200, 1549.. 


1707, 1909.. 1978 




GI Descrip. 


'3831463 1.0e-37 (AC005700 


) unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


49946 


Seq. ID 


OJ000328_19.0419. 


C12 


Gene No . 


106130 


Strand 






Start 


54 


End 


165 




Name 


OJ000328 19.0419. C12.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


165 




GI 


none 


Score 


.72 




Exons 


54. .165 








Seq. No. 


49947 


Seq. ID 


OJ000328_19.0419. 


C14 


Gene No. 


106131 


Strand 


+ 




Start 


1 


End 


717 




Name 


OJ000328 19.0419.C14.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


717 




GI 


4512706 


Score 


78 




Exons 


1..124, 363. .575, 692. .717 








GI Descrip. 


(AC006569) putative myosin 


heavy chain 


[Arabidopsis thaliana] 


Seq. No. 


49947 


Seq. ID 


OJ000328__19.0419. 


C14 


Gene jsio . 


106131 


Strand 


+ 




Start 


1 


End 


717 




Name 


OJ000328 19.0419.C14.ol.gs 


Method 


GENSCAN 




Start 


361 


End 


549 




GI 


none 


Score 


.94 




Exons 


361. .549 








Seq. No. 


49948 


Seq. ID 


OJ000328_19.0419. 


C16 


Gene No. 


106132 


Strand 






Start 


1 


End 


3120 





51524 




Name OJ000328_19. 0419.C16.ol .np Method AAT/NAP 

Start 1 End 3120 

GI 7488653 Score 767 

Exons 1..91, 201. .323, 745. .940, 1059. .1180, 2764. .3120 

GI Descrip. choline kinase (EC 2.7.1.32) CK2 - soybean 

gil 1438881 | gb | AAC49375 . 1| (U43839) GmCK2p [Glycine max] 



Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106132 




Strand 




Start 


1 




End 


3120 


Name 


OJ000328 19. 0419. CI 6. ol 


.gs 


Method 


GENSCAN 


Start 


49 




End 


2982 


GI 


none 




Score 


.91 


Exons 


49. .96, 206. .323, 745.. 


940, 1236.. 1339, 


2764 . .2982 


Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106133 




Strand 




Start 


3580 




End 


7537 


Name 


OJ000328 19.0419.C16.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


201 




End 


3027 


GI 


none 




Score 


85 


Exons 


201. .323, 204. .323, 205 


. .330, 


205. .330, 


743. .946, 751. .945, 




1049. .1183, 1056. .1181, 


2764. 


.2922, 2953.. 3027 


Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106133 




Strand 




Start 


3580 




End 


7537 


Name 


OJ000328 19.0419.C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


201 




End 


802 


GI 


none 




Score 


72 


Exons 


201. .296, 201. .323, 205 


. .324, 


744. .791, 


746. .802 


Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106133 




Strand 




Start 


3580 




End 


7537 


Name 


OJ000328 19.0419.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


216 




End 


2862 


GI 


none 




Score 


130 


Exons 


216. .323, 217. .324, 219 


. .323, 


743. .943, 


744. .944, 745. .963, 




746. .940, 751. .945, 1049. .118 


3, 1056. .1181, 1063. .1188, 




2764. .2862, 2764. .2862 








Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106133 




Strand 




Start 


3580 




End 


7537 


Name 


OJ000328 19.0419.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1094 




End 


2922 


GI 


none 




Score 


227 


Exons 


1094. .1120, 1118. .1183, 


2764. 


.2922 




Seq. No. 


49948 




Seq. ID 


OJ000328_19.0419.C16 


Gene No. 


106133 




Strand 




Start 


3580 




End 


7537 


Name 


OJ000328 19.0419.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2866 




End 


3184 


GI 


none 




Score 


58 


Exons 


2866. .2916, 2866.. 2922, 


2953. 


.3096, 2957. .3019, 2965.. 3060, 



51525 



3137. .3184 



Seq. No. 49948 

Gene No. 106133 

Start 3580 

Name OJ000328_19. 0419.C16 . o2 .gs 

Start 3580 

GI none 

Exons 3580.. 3785, 4971.. 5334, 5441. 

6615.. 6721, 7325.. 7537 



Seq. ID OJ000328_19.0419.C16 
Strand 

End 7537 

Method GENSCAN 

End 7537 

Score .69 

.5599, 5699.. 6250, 6376. .6534, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49948 Seq. ID OJ000328_19 . 04 19 . C16 

106133 Strand 
3580 End 7537 

OJ000328_19.0419.C16.o2.np Method AAT/NAP 
4969 End 6501 

5803254 Score 660 

4969. .5341, 5424. .5587, 5687. .6501 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 





Seq. No. 


49948 




Seq. ID 


OJ000328 


_19.0419.C16 




Gene No . 


106133 




Strand 








Start 


3580 




End 


7537 




J 


Name 


OJ000328 19.0419.C16.o3 


. tm 


Method 


TBLASTX: 


Maize 


ft 
! e 


Start 


5435 




End 


6082 




u 


GI 


none 




Score 


78 




sp 


Exons 


5435.. 5518, 5436.. 5504, 


5537 


..5608, 5538. .5588, 


5687. .5776, 


ij 




5708. .5815, 5865. .6077, 


5873 


. .6082 






i i 


Seq. No. 


49949 




Seq. ID 


OJ000328 


_19.0419.C17 




Gene No. 


106134 




Strand 








Start 


632 




End 


3171 




3 


Name 


OJ000328 19.0419.C17.ol 


.gs 


Method 


GENSCAN 






Start 


632 




End 


3171 






GI 


none 




Score 


.79 






Exons 


632. .743, 1438. .1778, 2201.. 


3034, 3115 


. .3171 






Seq. No. 


49949 




Seq. ID 


OJ000328 


_19.0419.C17 




Gene No. 


106134 




Strand 








Start 


632 




End 


3171 






Name 


OJ000328 19.0419.C17.ol 


np 


Method 


AAT/NAP 






Start 


1392 




End 


3001 






GI 


5803254 




Score 


707 






Exons 


1392.. 1778, 1909.. 2058, 


2201 


. .3001 








GI Descrip. 


(AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 








AU078031 (E31854) ,D15683 


(C1084) correspond to a 


region of th< 






predicted gene; hypothetical 


protein [Oryza sativa] 




Seq. No. 


49949 




Seq. ID 


OJ000328 


_19.0419.C17 




Gene No. 


106134 




Strand 








Start 


632 




End 


3171 






Name 


OJ000328 19.0419.C17.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1392 




End 


1727 






GI 


none 




Score 


85 






Exons 


1392.. 1511, 1393.. 1506, 


1404 


. .1514, 1575. .1727, 


1597. .1725 



51526 



Seq. No. 


49949 








Seq. ID 


OJ000328_19.0419.C17 


Gene No. 


106134 








Strand 




Start 


632 








End 


3171 


Name 


OJ000328 19 


.0419. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1903 








End 


2585 


GI 


none 








Score 


67 


Exons 


1903. .1971, 


1904. 


.1972, 


2199. 


.2279, 2210. .2317, 2367. .2585, 




2369. .2584 




* 








Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No . 


106135 








Strand 


+ 


Start 


283 








End 


657 


Name 


OJ000328 19 


.0419. 


C18.ol. 


as 


Method 


GENSCAN 


Start 


283 








End 


657 


GI 


none 








Score 


.88 


Exons 


283. .657 












Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No. 


106136 








Strand 


+ 


Start 


2452 








End 


5601 


Name 


OJ000328 19 


.0419. 


C18.ol. 


no 


Method 


AAT/NAP 


Start 


2451 








End 


5363 


GI 


6223646 








Score 


1201 


Exons 


2451. .2810, 


4253. 


.5363 








GI Descrip. 


(AC011698) putative beta 


i-l, 3- 


glucanase 


[Arabidopsis thaliana] 


Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No . 


106136 








Strand 


+ 


Start 


2452 








End 


5601 


Name 


OJ000328 19 


.0419. 


C18.o2. 


QS 


Method 


GENSCAN 


Start 


2452 








End 


5601 


GI 


none 








Score 


.9 


Exons 


2452. .2810, 


4253. 


.5011, 


5212. 


.5382, 5517. .5601 


Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No. 


106136 








Strand 


+ 


Start 


2452 








End 


5601 


Name 


OJ000328 19 


.0419. 


C18.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2520 








End 


4379 


GI 


none 








Score 


244 


Exons 


2520. .2816, 


2536. 


.2817, 


4248 . 


.4379, 4250.. 4366 


Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No . 


106136 








Strand 


+ 


Start 


2452 








End 


5601 


Name 


OJ000328 19 


.0419. 


C18.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2542 








End 


2790 


GI 


none 








Score 


208 


Exons 


2542. .2790, 


2550. 


.2786 








Seq. No. 


49950 








Seq. ID 


OJ000328_19.0419.C18 


Gene No. 


106136 








Strand 


+ 


Start 


2452 








End 


5601 


Name 


OJ000328 19 


.0419. 


C18.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2542 








End 


4505 


GI 


none 








Score 


217 



51527 




Exons 


2542. .2799, 


2550 


. .2711, 


4248. 


.4430, 4250.. 4405, 


4434 . .4505 


Seq. No. 


49950 








Seq. ID 


OJ000328 


_19.0419.C18 


Gene No. 


106136 








Strand 


+ 




Start 


2452 








End 


5601 




Name 


OJ000328 19 


.0419 


.C18.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4248 








End 


4673 




GI 


none 








Score 


195 




Exons 


4248. .4430, 


4250 


. .4405, 


4433. 


.4585, 4434.. 4535, 


4533. .4673, 



4548. .4667 



Seq. No. 49950 

Gene No. 106136 

Start 2452 

Name OJ000328_19 . 0419 . C18 . ol . tm 

Start 4452 

GI none 

Exons 4452.. 4952, 4466.. 4933, 4989. 



Seq. ID OJ000328_19.0419.C18 

Strand + 

End 5601 

Method TBLASTX : Mai ze 

End 5342 

Score 522 
.5342, 4994. .5287 



Seq. No. 49950 Seq. ID 

Gene No. 106136 Strand 

Start 24 52 End 

Name OJ000328_19 . 0419 . C18 . ol . ts Method 

□ Start 4596 End 

. GI none Score 

It Exons 4596.. 4847, 4643.. 4846 

!iJ Seq. No. 49950 Seq. ID 

□ Gene No. 106136 Strand 
j Start 2452 End 

*5 Name OJ000328_19 . 0419 . C18 . o2 . ts Method 

;f t Start 5045 End 

y GI none Score 

Exons 5045.. 5242, 5064.. 5354 

%j Seq. No. 49950 Seq. ID 

,1 Gene No. 106136 Strand 

\ Start 2452 End 

if Name OJ000328_19 . 0419 .C18 . o3 . tc Method 

!3 Start 5061 End 

i3 GI none Score 

Exons 5061.. 5279, 5063.. 5260 



OJ000328_19.0419.C18 
+ 

5601 

TBLASTX : Soybean 

4847 

287 



OJ000328_19.0419.C18 
+ 

5601 

TBLASTX: Soybean 

5354 

249 



OJ000328_19.0419.C18 
+ 

5601 

TBLASTX: Cress 

5279 

201 



Seq. No. 49951 Seq. ID 

Gene No. 106137 Strand 

Start 6 End 

Name 0 JO 0 0 3 2 8_1 9 . 0 4 1 9 . C 1 9 . o 1 . g s Method 

Start 6 End 

GI none Score 

Exons 6. .43, 248. .251, 273.-545, 620. .868 

Seq. No. 49952 Seq. ID 

Gene No. 106138 Strand 

Start 348 End 

Name OJ000328_19 . 04 19 . C22 . ol . tm Method 

Start 65 End 

GI none Score 



OJ000328_19.0419.C19 
+ 

868 

GENSCAN 

868 

.5 



OJ000328_19.0419.C22 
2088 

TBLASTX: Maize 

1046 

55 



51528 




Exons 


65. .124, 66. .125, 129. .173, 130. .162, 142. .213, 194. .220, 




244. .324, 248. .352, 294. .695, 


295. .723, 


347. .697, 739..822, 




743. .826, 743. .823, 899.-934, 


904. .933, 


935.. 982, 936.. 998, 




987. .1046, 992. .1042 






Seq, No. 


49952 


Seq. ID 


OJ000328_19.0419.C22 


Gene No. 


lOol Jo 


Strand 




Start 


348 


End 


2088 


Name 


OJ000328 19.0419.C22.ol.tc 


Method 


TBLASTX: Cress 


Start 


330 


End 


2014 


GI 


none 


Score 


117 


Exons 


330. .473, 355. .504, 510. .689, 


511. .690, 


1678. .1788, 1679. .1 




1870.. 1959, 1876.. 2013, 1877. 


.2014 




Seq. No. 


49952 


Seq. ID 




Gene No. 


106138 


Strand 




Start 


348 


End 


2088 


Name 


OJ000328 19.0419.C22.ol.gs 


Method 


GENSCAN 


Start 


348 


End 


2017 


GI 


none 


Score 


.98 


Exons 


348. .688, 1680. .1785, 1876. .2017 




Seq. No. 


49952 


Seq. ID 


OJ000328_19.0419.C22 


Gene No. 


106138 


Strand 




Start 


348 


End 


2088 


Name 


OJ000328 19.0419.C22.ol.np 


Method 


AAT/NAP 


Start 


351 


End 


2088 


GI 


6648151 


Score 


639 


Exons 


351. .688, 1680. .1785, 1876. .2088 




GI Descrip. 


(AC010926) protein phosphatase 2C (AtP2C-HA) [Arabidopsis 




thaliana] 






Seq. No. 


49952 


Seq. ID 


OJ000328_19.0419.C22 


Gene No. 


106138 


Strand 




Start 


348 


End 


2088 


Name 


OJ000328 19.0419.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


396 


End 


665 


GI 


none 


Score 


131 


Exons 


396.. 662, 396.. 665, 397.. 663 






Seq. No. 


49952 


Seq. ID 


OJ000328_19.0419.C22 


Gene No. 


106138 


Strand 




Start 


348 


End 


2088 


Name 


OJ000328 19.0419.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


546 


End 


1945 


GI 


none 


Score 


148 


Exons 


546. .689, 550. .690, 1678. .1809, 1687. .1788, 1876. .1944, 




1883. .1945 






Seq. No. 


49952 


Seq. ID 


OJ000328_19.0419.C22 


Gene No. 


106138 


Strand 




Start 


348 


End 


2088 


Name. 


OJ000328 19.0419.C22.o2.tm 


Method 


TBLASTX: Maize 


Start 


1633 


End 


2087 


GI 


none 


Score 


163 


Exons 


1633.. 1788, 1647.. 1793, 1651. 


.1809, 1866. .2015, 1876. .2019, 




1877.. 2017, 2022.. 2087 







51529 



Seq. No. 


4 9953 




Seq. ID 


OJ000328_19 . 


0419 . 


C2 3 


Gene No. 


106139 




Strand 








Start 


1529 




End 


1683 






Name 


OJ000328 19.0419.C23.ol 


.gs 


Method 


GEN SCAN 






Start 


1529 




End 


1683 






GI 


none 




Score 


.87 






Exons 


1529. .1683 












Seq. No. 


A C\ C\ C A 

4 9954 




Seq. ID 


OJ000328_19 . 


0419. 


C^4 


Gene No. 


106140 




Strand 


+ 






Start 


308 




End 


377 






Name 


OJ000328 19.0419.C24.ol 


.gs 


Method 


GEN SCAN 






Start 


308 




End 


377 






GI 


none 




Score 


.62 






Exons 


308. .377 












Seq. No. 


4 9954 




Seq. ID 


OJ000328 19. 


0419 . 


ri o a 
C^4 


Gene No. 


106141 




Strand 


+ 






Start 


798 




End 


1215 






Name 


OJ000328 19.0419.C24.o2 


.gs 


Method 


GENSCAN 






Start 


798 




End 


1215 






GI 


none 




Score 


.81 






Exons 


798. .871, 1176. .1215 












Seq. No. 


49954 




Seq. ID 


OJ000328JL9. 


0419. 


C24 


Gene No. 


106142 




Strand 








Start 


1 




End 


400 






Name 


OJ000328 19.0419.C24.ol 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


386 






GI 


7406 1.R1084 




Score 


227 






Exons 


1..24, 220. .386 












GI Descrip. 


' 1122315/emb | CAA63901 | 


7.0e- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] ' 












Seq. No. 


49954 




Seq. ID 


OJ000328_19. 


0419. 


C24 


Gene No . 


lUol4z 




Strand 








Start 


1 




End 


400 






Name 


OJ000328 19.0419.C24.ol 


.np 


Method 


AAT/NAP 






Start 


272 




End 


400 






GI 


6721543 




Score 


96 






Exons 


272. .400 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


49954 




Seq. ID 


OJ000328J.9. 


0419. 


C24 


Gene No. 


106143 




Strand 








Start 


620 




End 


876 






Name 


OJ000328 19.0419.C24.o2 


.gp 


Method 


AAT/GAP 






Start 


620 


End 


876 






GI 


2427586 




Score 


428 






Exons 


620. .876 












Seq. No. 


49955 




Seq. ID 


OJ000328_19. 


0419. 


C25 


Gene No. 


106144 




Strand 


+ 






Start 


756 




End 


1362 






Name 


OJ000328 19.0419.C25.ol 


.gs 


Method 


GENSCAN 






Start 


756 


End 


1362 







51530 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

756. .784, 1284, 



Score 



.53 



,1362 



49955 
106145 
2239 

OJ000328_19 . 0419 . C25 . o2 . gs 
2239 
none 

2239.. 2290, 2386.. 2531 

49956 
106146 
44 

OJ000328_19.0419.C26.ol.gs 
44 

none 

44 . .188, 999. .1184, 1262. .1335, 1415. .1496, 2023. .2303 



Seq. ID OJ000328_19. 0419.C25 

Strand + 

End 2531 

Method GENSCAN 

End 2531 

Score .8 



Seq. ID OJ000328_19.0419.C26 

Strand + 

End 2303 

Method GENSCAN 

End 2303 

Score .87 



49957 

106147 

9309 

OJ000328_19.0419.C27.o2.gs 

9309 

none 



Seq. ID OJ000328_19.0419.C27 

Strand + 

End 11034 

Method GENSCAN 

End 11034 

Score .99 



9309. .9364, 9798 .. 9897 , ' 10013 10159, 10502 .. 10582, 
10713. .10858, 10971.. 11034 



Seq. No. 49957 Seq. ID 

Gene No. 106147 Strand 

Start 9309 End 

Name OJ000328_19 . 0419. C27 . ol . np Method 

Start 9312 End 

GI 7438410 Score 

Exons 9312.. 9364, 9534.. 9560, 9798. 

10713. .10858, 10971.. 11031 
GI Descrip. GTP-binding protein Rab7c - common tobacco 

gi|623592|gb|AAA74120.1| (L29276) putative [Nicotiana tabacum] 



OJ000328_19.0419.C27 
+ 

11034 
AAT/NAP 
11031 
634 



,9897, 10013. .10159, 10502 .. 10582 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49957 Seq. ID OJ000328_19 . 04 19 . C27 

106148 Strand + 

14436 End 29189 

OJ000328_1 9.0419. C27 . o2 . np Method AAT/NAP 

14166 End 18953 

7228438 Score 1448 

14166. .15783, 15869 .. 16282, 16363 16661, 16766 .. 17027, 

17120. .17270, 18536.. 18953 

(AP001366) EST C28 952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49957 Seq. ID 

106148 Strand 

14436 End 

OJ000328_19.0419.C27.o4.gs Method 

14436 End 

none Score 



OJ000328_19.0419.C27 
+ 

29189 
GENSCAN 
28431 
.58 



51531 



Exons 



14436. .14792, 15268 .. 15341, 15417 .. 15783, 15869 .. 16091 , 

16164. .16282, 16363 .. 16480, 16625 .. 16661 , 16766 .. 17027 , 

17120. .17227, 17274. .17375, 1764 4 .. 17880 , 17916 .. 18189, 

18637. .18953, 19039 .. 19180, 19592 .. 19773, 20577 20672 , 

22670. .22748, 24765 .. 24 985, 25014 .. 25047 , 25117 .. 25308 , 

26440. .26544, 26892 .. 26985, 27357 .. 27713 , 27822 .. 27983, 
28230. .28431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49957 Seq. ID 

106148 Strand 

14436 End 

OJ000328_19.0419.C27.o2.gp Method 

15456 End 

LIB3433-020-P1-K1-A6 Score 



OJ000328_19.0419.C27 
+ 

29189 
AAT/GAP 
17884 
677 



15456. .15511, 17330. .17680, 17857.. 17884 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



49957 Seq. ID 

106148 Strand 
14436 End 
OJ000328_19.0419.C27.o3.gp Method 
25825 End 
LIB3477-003-P1-K1-E9 Score 
25825. .25894, 26222.. 26248 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000328_19.0419.C27 
+ 

29189 
AAT/GAP 
26248 
102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49957 

106148 

14436 

OJ000328_19.0419.C27.o3.np 

25930 

2275204 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25930. .25955, 27868.-27983, 28230 .. 28439, 28974.. 29189 
(AC002337) putative WRKY-type DNA binding protein [Arabidopsis 
thaliana] 



OJ000328_19.0419.C27 
+ 

29189 
AAT/NAP 
29189 
212 



Seq. No. 


49957 








Seq. ID 


OJ000328 


Gene No. 


106148 








Strand 


+ 


Start 


14436 








End 


29189 


Name 


OJ000328 19.0419. 


C27 


.o4 


.gp 


Method 


AAT/GAP 


Start 


27143 








End 


27451 


GI 


2312474 








Score 


573 


Exons 


27143. .27451 












Seq. No. 


49957 








Seq. ID 


OJ000328 


Gene No. 


106148 








Strand 


+ 


Start 


14436 








End 


29189 


Name 


OJ000328 19.0419. 


C27 


.o5 


.gp 


Method 


AAT/GAP 


Start 


28655 








End 


28826 


GI 


6025030 








Score 


295 


Exons 


28655. .28826 












Seq. No. 


49957 








Seq. ID 


OJ000328 


Gene No. 


106149 








Strand 


+ 



19.0419.C27 



51532 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



32503 End 33494 

OJ000328_19 . 0419. C27 . o4 . np Method AAT/NAP 
32503 End 33494 

7441409 Score 369 

32503. .32634, 33136 33279, 33397.. 33494 
myosin-like protein my5 - common sunflower 
gi|2444180|gb|AAB71529.1| (U94785) unconventional myosin 
[Helianthus annuus] 



Seq. No.. 49957 
Gene No. 106150 
Start 11306 

Name OJ000328_19.0419.C27.ol. tc 

Start 7955 
GI none 

Exons 7955.. 8029, 9787.. 9900, 9798 

10010. .10153, 10012. .10140, 10012 10164 , 10013 .. 10165, 
10501. .10584, 10502. .10588, 10713 .. 10859, 10718. .10861 



Seq. ID OJ000328_19.0419.C27 
Strand 

12657 

TBLASTX: Cress • 
10861 
67 



End 

Method 

End 

Score 



,9908, 9798. .9896, 9799.-9897, 



Seq. No. 

Gene No. 
' Start 
f „ ■ Name 

Start 
W GI 
tf\ Exons 



: -3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49957 

106150 

11306 

OJ000328_19 . 0419 .C27 . ol . tw 

7955 

none 



Seq. ID OJ000328_19.0419.C27 
Strand 

End 12657 

Method TBLASTX : Wheat 

End 10742 

Score 61 



7955. .8029/ 9787. .9900, 9798. .9896, 10012 .. 10101, 10012, 
10013. .10186, 10489. .10584, 104 97 10517 , 10502 .. 10588 , 
10713. .10742 



10155, 



49957 

106150 

11306 

OJ000328_19.0419.C27.ol.tm 

9290 

none 



Seq. ID OJ000328_19.0419.C27 



Strand 
End 

Method 

End 

Score 



12657 

TBLASTX: Maize 

10582 

70 



9290. .9364, 9317. .9364, 9787. .9900, 9798. .9896, 9799. .9897, 
9807.. 9908, 10008 .. 10160, 10010 .. 10159, 10012 .. 10164 , 
10013. ,10165, 10474. .10575, 104 90 .. 1057 9, 10502.. 10582 



;~ Seq. No. 49957 Seq. ID 

hJ Gene No. 106150 Strand 

Start 11306 End 

Name OJ00032 8_1 9.0419.C27.ol.ts Method 

Start 9314 End 

GI none Score 
Exons 



OJ000328_19.0419.C27 
12657 

TBLASTX: Soybean 

11096 

153 



9314. .9364, 9787. .9900, 9798. .9908, 9798. .9896, 10012 .. 10155, 
10013. .10165, 10501. .10584, 10502 10588, 10713 .. 10859, 
10718. .10861, 10718. .10861, 10980 .. 11027, 11046.. 11096 



Seq. No. 49957 

Gene No. 106150 

Start 11306 

Name OJ000328_1 9 . 04 19 . C27 . o3 . tm 

Start 10691 

GI none 
Exons 



Seq. ID OJ000328_19.0419.C27 
Strand 

End 12657 

Method TBLASTX: Maize 

End 11034 

Score 247 



10691. .10834, 10707. .10859, 10710 10862, 10721 10861 , 
10968. .11033, 10972.. 11034 



51533 



beq. NO. 


A QQR*7 

ft y y d / 




beq. iu 


OTnnm9fi i q n4iQ 

UJUUUj^O ly.Uftiy 


coi 


Gene No. 


106150 




Strand 






Start 


11306 




End 


12657 




Name 


OJ000328 19.0419.C27 


.o3.gs 


Method 


GENSCAN 




Start 


11306 




End 


12657 




GI 


none 




Score 


.66 




Exons 


11306. .12000, 12480. 


.12657 








beq. wo. 






Seq. ID 


OJ000328_19.0419 


COI 


Gene No. 


106151 




Strand 






Start 


15508 




End 


15690 




Name 


OJ000328 19.0419.C27 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15508 




End 


15690 




GI 


none 




Score 


92 




Exons 


15508. .15561, 15522. 


.15572, 


15570. .15689, 15571.. 15690 




O y-k NT f\ 

beq. no. 


h y y D 1 




Seq. ID 


OJ000328_19.0419 


CO 1 


Gene No. 


106152 




Strand 






Start 


27883 




End 


28473 




Name 


OJ000328 19.0419.C27 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


27883 




End 


28365 




GI 


none 




Score 


163 




Exons 

- 


27883. .27984, 27885. 


.27962, 


27905. .27988, 28204. .28365 




Seq. No. 


49957 




Seq. ID 


OJ000328_19.0419 


.C27 


Gene No. 


106152 




Strand 






Start 


27883 




End 


28473 




Name 


OJ000328 19.0419.C27 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


27908 




End 


28473 




GI 


none 




Score 


139 




Exons 


27908. .27988, 27910. 


.27984, 


28227. .28373, 28227 .. 284 69, 






28228. .28473 











Seq. No. 49957 
Gene No. 106153 
Start 32329 

Name OJ000328_19 . 0419 .C27 . o2 . tc 

Start 32329 
GI none 

Exons 32329. .32370, 32478.-32636, 

33127. .33279, 33136 .. 33279, 
33397. .33492 



Seq. ID 
Strand 
End 

Method 

End 

Score 
32488.-32637, 33111 
33394.-33486, 33396 



OJ000328_19.0419.C27 
33494 

TBLASTX: Cress 
33494 
36 

33278, 
33494, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49958 

106154 

155 

OJ000328_19.0419.C28.ol.tc 

154 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

154. .219, 155. .211, 447. .614, 448. .612, 450. .614, 653. .835, 
685.-864, 694.-849, 942. .1010, 968. .1081, 971. .1081, 1184. .1330, 
1201. .1329, 1399. .1497, 1419. .1499, 1577.. 1639, 1579. .1635, 
1746. .1850, 1747. .1848, 1751. .1849 



OJ000328_19.0419.C28 
+ 

2280 

TBLASTX: Cress 

1850 

94 



Seq. No. 
Gene No. 



49958 
106154 



Seq. ID OJ000328_19.0419-.-C28 
Strand + 



51534 



- " 



- 1 



Start 


155 






End 


2280 


Name 


OJ000328 19 


.0419.C28.ol 


.np 


Method 


AAT/NAP 


Start 


155 






End 


2280 


GI 


4733891 






Score 


1008 


Exons 


155. .213, 453. .612, 686 


. .835, 


945. .1080, 1183. .1329, 1398.. 




1582. .1639, 


1749. .1850, 


2258. 


.2280 




GI Descrip. 


(AF104924) 


unconventional myosin heavy chain [Zea mays] 


Seq. No. 


49958 






Seq. ID 


/"vTftftftOOO 1ft. ft /I 1 O /-> O o 

OJQUQ32o iy.U4iy.Czo 


Gene No. 


106154 






Strand 


+ 


Start 


155 






End 


2280 


Name 


OJ000328 19 


.0419.C28.o2 


. tm 


Method 


TBLASTX : Mai ze 


Start 


155 






End 


C f\ ft 

600 


GI 


none 






Score 


87 


Exons 


155. .214, 157. .204, 161 


. .205, 


466. .600, 


4 68 . . 584 


Seq. No. 


49958 






Seq. ID 


OJ000328_19. 0419.C28 


Gene No. 


106154 






Strand 


+ 


Start 


155 






End 


2280 


Name 


r\ Tft ft r\ *5 O O i r*\ 

OJ000328_19 


.0419.C28.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


968 






End 


1330 


GI 


none 






Score 


128 


Exons 


968 . . 1081, 


979.. 1086, 1184.. 1330, 1225. 


.1329 


Seq. No. 


49958 






Seq. ID 


OJ000328_19.0419.C28 


Gene No. 


106154 






Strand 


+ 


Start 


155 






End 


2280 


Name 


/"^iTftftftOOO "1 ft 

OJ000328 19 


.0419.C28.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1184 






End 


1841 


GI 


none 






Score 


80 


Exons 


1184 . . 1330, 


1453. .1497, 


1576. 


.1635, 1577. .1639, 1746. .1841 


Seq. No. 


49958 






Seq. ID 


OJ000328_19.0419.C28 


Gene No. 


106154 






Strand 


+ 


Start 


ice 

loo 






End 


2280 


Name 


OJ000328 19 


.0419.C28.o3 


.tm 


Method 


TBLASTX: Maize 


Start. 


1453 






End 


1850 


GI 


none 






Score 


59 


Exons 


1453. .1497, 


1570. .1635, 


1571. 


.1639, 1746.. 1850 


Seq. No. 


49958 






Seq. ID 


OJ000328_19.0419.C28 


Gene No. 


106154 






Strand 


+ 


Start 


155 






End 


2280 


Name 


OJ000328 19 


.0419.C28.ol 


.gs 


Method 


GENSCAN 


Start 


1761 






End 


1850 


GI 


none 






Score 


.4 


Exons 


1761. .1850 










Seq. No. 


49959 






Seq. ID 


OJ000328_19.0419.C29 


Gene No. 


106155 






Strand 


+ 


Start 


1 






End 


2713 


Name 


OJ000328 19 


.0419.C29.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


2713 


GI 


4733891 






Score 


782 


Exons 


1..30, 249. 


.286, 449. .575, 661. .827, 1638. .1769, 1848. .1957 




2032. .2092, 


2520. .2713 









GI Descrip. (AF104924) unconventional myosin heavy chain [Zea mays] 



51535 



Seq. No. 49959 Seq. ID 

Gene No. 106155 Strand 

Start 1 End 

Name 0 J000 32 8_1 9 . 04 1 9 . C2 9 . ol . gs Method 

Start 24 9 End 

GI none Score 

Exons 249. .286, 449.-575, 661. .742, 760.. 827, 
2032. .2092 



OJ000328_19.0419.C29 
-t- 

2713 
GEN SCAN 
2092 
.76 

1638. .1769, 1848. .1957, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49959 Seq. ID 

106155 Strand 

1 End 

OJ000328_19 . 04 19 . C29 . ol . tc Method 

424 End 

none Score 



OJ000328_19.0419.C29 
+ 

2713 

TBLASTX: Cress 

2705 

93 



424. .576, 449. .580, 450. .602, 658. .771, 660. .737, 725. .808, 
735. .809, 777. .827, 1626. .1766, 1635. .1766, 1655. .1771, 
1847. .1948, 1848. .1943, 2034. .2063, 2036. .2095, 2498. .2698, 
2517. .2705 



Seq. No. 49959 

Gene No. 106155 

Start 1 

Name OJ000328_19 . 04 19 . C2 9 . ol . tm 

Start 449 

GI none 
Exons 



Seq. ID OJ000328_19.0419.C29 

Strand + 

End 2713 

Method TBLASTX : Mai ze 

End ' 1739 

Score 174 



449. .493, 450. .578, 527. .577, 658. .762, 660. .737, 725. .808, 
726. .809, 768. .827, 1626. .1739, 1635. .1739 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49959 

106155 

1 

OJ000328_19.0419.C29.ol.ts 

1641 

none 



Seq. ID OJ000328_19.0419.C29 

Strand + 

End 2713 

Method TBLASTX : Soybean 

End 1955 

Score 166 



1641. .1763, 1705. .1773, 1836. .1955, 1847. .1954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49959 

106155 

1 

OJ000328_19.0419.C29.o2.tm 

1850 

none 



Seq. ID OJ000328_19.0419.C29 

Strand + 

End 2713 

Method TBLASTX : Maize 

End 2700 

Score 121 



1850. .1957, 1851. .1943, 2030. .2098, 2033. .2095, 2513. .2572, 
2517.. 2699, 2518.. 2700 



Seq. No. 49960 

Gene No. 106156 

Start 2443 

Name OJ000308_19 . 0419 . CI . ol . gs 

Start 2443 

GI none 

Exons 2443.. 2486, 3311.. 3448 



Seq. ID OJ000308_19.0419.C1 
Strand 

End 3448 

Method GENSCAN 

End 3448 

Score .71 



Seq. No. 
Gene No. 



49961 
106157 



Seq. ID OJ000308_19.0419.C4 
Strand + 



51536 





Start 


95 


End 


228 




Name 


OJ000308 19.0419.C4 .ol.gs 


Method 


GENSCAN 




Start 


95 


End 


228 




GI 


none 


Score 


.79 




Exons 


95. .228 








Seq. No. 


49962 


Seq. ID 


OJ000308_19.0419.C8 




bene no. 


lUolOo 


Strand 


+ 




Start 


862 


End 


1236 




Name 


OJ000308 19. 0419. C8 . ol.gs 


Method 


GENSCAN 




Start 


862 


End 


1236 




GI 


none 


Score 


.63 




Exons 


862. .1236 








Seq. No. 


49962 


Seq. ID 


OJ000308 19. 0419. C8 




Gene No. 


106159 


Strand 


+ 




Start 


1937 


End 


2412 




Name 


ujuuujUo i y . U4 i y . to . oi . gp 


Method 


AAT/GAP 




Start 


1937 


End 


2412 




GI 


LIB3432-057-P1-K1-E1 


Score 


857 




Exons 


1937. .2412 








GI Descrip. 


'3860263 3.0e-24 (AC005824) 


putative cytochrome p4 50 protein 






[Arabidopsis thaliana] 1 






f =1 


Seq. No. 


49962 


Seq. ID 


OJ000308_19.0419.C8 


*=? 


Gene No. 


106160 


Strand 




i. i H 


Start 


2092 


End 


3660 


r ■ ; 


Name 


OJ000308 19.0419.C8.ol.np 


Method 


AAT/NAP 


E3 


Start 


2092 


End 


3660 


: .5 


GI 


7430721 


Score 


973 




Exons 


2092. .2583, 2617. .3660 








GI Descrip. 


cytochrome P450 CYP94A1 - spring vetch 


gil 4204 095 |gb|AAD10204 






(AF030260) CYP94A1 [Vicia sativa] 




£3 


Seq. No. 


49962 


Seq. ID 


OJ000308_19.0419.C8 




Gene No. 


106160 


Strand 






Start 


2092 


End 


3660 


? r 


Name 


OJ000308 19.0419.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


2137 


End 


2565 


r " 


GI 


none 


Score 


85 


f 1 


Exons 


2137. .2328, 2210. .2299, 2332 


..2565, 2336.-2554 




Seq. No. 


49962 


Seq. ID 


OJ000308_19.0419.C8 




Gene No. 


106160 


Strand 






Start 


2092 


End 


3660 




Name 


OJ000308 19.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2179 


End 


2558 




GI 


none 


Score 


59 




Exons 


2179. .2316, 2191. .2286, 2228 


..2317, 2327.. 2533, 2332.. 2526, 






2442. .2558 








Seq. No. 


49962 


Seq. ID 


OJ000308_19.0419.C8 




Gene No. 


106160 


Strand 






Start 


2092 


End 


3660 




Name 


OJ000308 19.0419.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2182 


End 


2749 




GI 


none 


Score 


93 



51537 




Exons 


2182. .2322, 


2183. 


.2332, 


2327. 


.2545, 2332.. 2583, 


2332. .2562 




2606. .2749, 


2608. 


.2748 










Seq. No. 


49962 








Seq. ID 


OJ000308 


__19.0419.C8 


Gene No. 


106160 








Strand 






Start 


2092 








End 


3660 




Name 


OJ000308 19 


.0419. 


C8 .ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


2191 








End 


3378 




GI 


none 








Score 


77 




Exons 


2191. .2307, 


2204. 


.2284, 


2229. 


.2288, 2291. .2560, 


2320. .2556 




2332. .2568, 


2554. 


.2748, 


2585. 


.2722, 2848. .2925, 


3025. .3378 




3203. .3376, 


3262. 


.3378 










Seq. No. 


49962 








Seq. ID 


OJ000308 


_19.0419.C8 


Gene No. 


106160 








Strand 






Start 


2092 








End 


3660 




Name 


OJ000308 19 


.0419. 


C8.o3. 


tc 


Method 


TBLASTX : 


Cress- 


Start 


2584 








End 


2988 




GI 


none 








Score 


75 




Exons 


2584. .2754, 


2621. 


.2752, 


2854. 


.2988 






Seq. No. 


49962 








Seq. ID 


OJ000308 


_19.0419.C8 


Gene No. 


106160 








Strand 






Start 


2092 








End 


3660 




Name 


OJ000308 19 


.0419. 


C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3011 








End 


3543 




GI 


none 








Score 


229 




Exons 


3011. .3385, 


3028. 


.3543 










Seq. No. 


49962 








Seq. ID 


OJ000308 


_19.0419.C8 


Gene No . 


106160 








Strand 






Start 


2092 








End 


3660 




Name 


OJ000308 19 


.0419. 


C8.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3040 








End 


3528 




GI 


none 








Score 


130 




Exons 


3040. .3378, 


3194. 


.3367, 


3262. 


.3378, 3433.. 3528 




Seq. No. 


49962 








Seq. ID 


OJ000308 


_19.0419.C8 


Gene No. 


106160 








Strand 






Start 


2092 








End 


3660 




Name 


OJ000308 19 


0419. 


C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3379 








End 


3549 




GI 


none 








Score 


128 




Exons 


3379. .3495, 


3379. 


.3492, 


3493. 


.3549, 3493. .3549 




Seq. No. 


49963 








Seq. ID 


OJ000308 


_19.0419.C9 


Gene No. 


106161 








Strand 






Start 


1170 








End 


1854 




Name 


OJ000308 19. 


0419. 


C9.ol. 


gs 


Method 


GENS CAN 




Start 


1170 








End 


1787 




GI 


none 








Score 


.76 




Exons 


1170. .1312, 


1472. 


.1787 










Seq. No. 


49963 








Seq. ID 


OJ000308 


__19.0419.C9 


Gene No. 


106161 








Strand 






Start 


1170 








End 


1854 




Name 


OJ000308 19. 


0419. 


C9.ol. 


np 


Method 


AAT/NAP 





51538 



Start 1616 End 1854 

GI 7430721 Score 133 

Exons 1616.. 1854 

GI Descrip. cytochrome P450 CYP94A1 - spring vetch gi | 4204095 | gb | AAD10204 . 1 1 

(AF030260) CYP94A1 [Vicia sativa] 



Seq. No. 49963 

Gene No. 106161 

Start 1170 

Name OJ000308_19 . 0419 .C9 . ol . ts 

Start 1673 

GI none 

Exons 1673.. 1834, 1719.. 1835 

Seq. No. 49964 

Gene No. 106162 

Start 995 

Name OJ000308_19 . 0419 .C13 . ol . gs 

Start 995 

GI none 

Exons 995.. 1276 



Seq. ID OJ000308_19.0419.C9 
Strand 

End 1854 

Method TBLASTX : Soybean 

End 1835 

Score 106 



Seq. ID OJ000308_19.0419.C13 

Strand + 

End 1339 

Method GENSCAN 

End 1276 

Score .97 



Seq. No. 
f=i Gene No. 

Start 
H Name 
^ Start 

ry gi 

l j Exons 

|:| GI Descrip. 



49964 
106162 
995 

OJ000308_19.0419.C13.ol.np 
1002 
7433896 
1002. .1339 

indole-3-acetate beta-glucosyltransf erase homolog T27E13.12 
Arabidopsis thaliana gi | 31504 06 | gb | AAC16958 . 1 | (AC004165) 
putative glucosyltransf erase [Arabidopsis thaliana] 



Seq. ID OJ000308_19.0419.C13 

Strand + 

End 1339 

Method AAT/NAP 

End 1339 

Score 240 



1» IS 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49964 

106162 

995 

OJ000308_19.0419.C13.ol.tm 

1025 

none 



Seq. ID OJ000308_19.0419.C13 

Strand + 

End 1339 

Method TBLASTX : Mai ze 

End 1303 

Score 168 



1025. .1156, 1025. .1126, 1042. .1230, 1112. .1162, 1186. .1302, 
1190. .1303 



49964 

106162 

995 

OJ000308_19.0419.C13.ol.tc 

1042 

none 



Seq. ID OJ000308_19.0419.C13 

Strand + 

End 1339 

Method TBLASTX : Cress 

End 1303 

Score 98 



1042. .1122, 1046. .1123, 1135. .1299, 1136. .1303 



Seq. No. 49965 

Gene No. 106163 

Start 869 

Name OJ000308_19. 0419.C14 .ol .np 

Start 869 

GI 7433896 

Exons 869.. 1244 



Seq. ID OJ000308_19.0419.C14 

Strand + 

End 1244 

Method AAT/NAP 

End 1244 

Score 175 



51539 



GI Descrip. 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



indole-3-acetate beta-glucosyltransf erase homolog T27E13.12 
Arabidopsis thaliana gi | 3150406 | gb | AAC16958 . 1 | (AC004165) 
putative glucosyltransf erase [Arabidopsis thaliana] 



49965 

106164 

31 

OJ000308_19.0419.C14.ol.gs 
31 

none 

31. .235, 1040. .1209 



Seq. ID OJ000308_19.0419.C14 
Strand 

End 1209 

Method GENSCAN 

End 1209 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49965 

106164 

31 

OJ000308_19.0419.C14.ol.tm 

829 

none 



Seq. ID OJ000308_19.0419.C14 
Strand 

End 1209 

Method TBLASTX : Mai ze 

End 1106 

Score 297 



829. .1086, 831. .1106, 836. .1087 



49966 

106165 

130 

OJ000308_19.0419.C15.ol.ts 
44 

none 



Seq. ID OJ000308_19.0419.C15 
Strand 

End 1037 

Method TBLASTX: Soybean. 

End 992 

Score 67 



44. .151, 444. .743, 456. .743, 487. .744, 869. .976, 870. .992 



Seq. No. 49966 

Gene No. 106165 

Start 130 

Name OJ000308_19. 0419.C15.ol. tc 

Start 100 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C15 
Strand 

End 1037 

Method TBLASTX : Cress 

End 977 

Score 166 



100. .300, 143. .301, 143. .301, 426. .743, 487. .744, 494. .769, 
869. .973, 870. .977 



Seq. No. 49966 

Gene No. 106165 

Start 130 

Name OJ000308_19.0419.C15.ol.gs 

Start 130 

GI none 

Exons 130.. 306, 426.. 742, 871.. 1037 



Seq. ID OJ000308_19.0419.C15 
Strand 

End 1037 

Method GENSCAN 

End 1037 

Score .85 



Seq. No. 49966 

Gene No. 106165 

Start 130 

Name OJ000308_19.0419.C15.o2.ts 

Start 157 

GI none 

Exons 157.. 300, 161.. 301 



Seq. ID OJ000308_19.0419.C15 
Strand 

End 1037 

Method TBLASTX : Soybean 

End 301 

Score 152 



Seq. No. 49967 

Gene No. 106166 

Start 1205 

Name OJ000308_19 . 0419. C16. ol .np 



Seq. ID OJ000308_19.0419.C16 
Strand 

End 1616 

Method AAT/NAP 



51540 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1153 End 1616 

74B7274 Score 184 

1153. .1616 

hypothetical protein T20K18.50 - Arabidopsis thaliana 
gi|4586246|emb|CAB40987.1| (AL049640) putative protein 
[Arabidopsis thaliana] gi | 7267971 | emb | CAB78312 . 1 | (AL161534) 
putative protein [Arabidopsis thaliana] 



49967 

106166 

1205 

OJ000308_19.0419.C16.ol.gs 

1205 

none 

1205. .1564 



Seq. ID OJ000308_19.0419.C16 
Strand 

End 1616 

Method GENSCAN 

End 1564 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49967 

106166 

1205 

OJ000308_19.0419.C16.ol.tm 

1212 

none 



Seq. ID OJ000308_19.0419.C16 
Strand 

End 1616 

Method TBLASTX: Maize 

End 1341 

Score 90 



1212. .1277, 1212. .1328, 1250. .1336, 1255. .1341, 1255. .1338, 
1257. .1340 



Seq. No. 49968 

Gene No. 106167 

Start 1054 

Name OJ000308_19. 0419 .C17 .ol .gp 

Start 1054 

GI none 

Exons 1054.. 1492 



Seq. ID OJ000308_19.0419.C17 
Strand 

End 14 92 

Method AAT/GAP 

End 14 92 

Score 831 



Seq. No. 49968 

Gene No. 106168 

Start 1930 

Name OJ000308_19. 0419.C17 .o2 .gs 

Start 1930 

GI none 

Exons 1930.. 3483 



Seq. ID OJ000308_19.0419.C17 
Strand 

End 34 92 

Method GENSCAN 

End 3483 

Score . 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



49968 
106168 
1930 

OJ000308_19.0419.C17.ol.np 
1942 
7430721 
1942. .3492 

cytochrome P450 CYP94A1 - spring vetch gi | 4204095 | gb | AAD10204 . 1 | 
(AF030260) CYP94A1 [Vicia sativa] 



Seq. ID OJ000308_19.0419.C17 
Strand 

End 34 92 

Method AAT/NAP 

End 34 92 

Score 975 



49968 

106169 

3668 

OJ000308_19.0419.C17.o3.tm 

1056 

none 



Seq. ID OJ000308_19.0419.C17 
Strand 

End 4529 

Method TBLASTX : Maize 

End 1359 

Score 380 



51541 




Exons 


1056. .1325, 


1058. 


.1357, 


1060. 


.1359 




Seq. No. 


49968 . 








Seq. ID 


OJ000308_19.0419.C17 


Gene No . 


106169 








Strand 




Start 


3668 








End 


4529 


Name 


OJ000308 19 


.0419. 


C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1097 








End 


1286 


GI 


none 








Score 


233 


Exons 


1097. .1285, 


1104. 


.1286 








Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


3668 








End 


4529 


Name 


OJ000308 19, 


.0419. 


C17.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1107 








End 


1307 


GI 


none 








Score 


246 


Exons 


1107. .1307, 


1118. 


.1276, 


1125. 


.1289 




Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


3668 








End 


4529 


Name 


OJ000308 19. 


.0419. 


C17 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1945 








End 


3231 


GI 


none 








Score 


114 


Exons 


1945. .2172, 


1958. 


.2170, 


2179. 


.2409, 2216.. 2362, 2239.. 2406, 




2446. .2586, 


2447. 


.2587, 


2692. 


.2820, 2827.. 2946, 2959.. 3231, 




3044. .3217 












Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


3668 








End 


4529 


Name 


OJ000308 19, 


,0419. 


C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2023 








End 


2949 


GI 


none 








Score 


97 


Exons 


2023. .2145, 


2051. 


.2131, 


2068. 


.2154, 2167. .2406, 2245. .2406, 




2255. .2533, 


2395. 


.2586, 


2447. 


.2560, 2608.. 2631, 2827.. 2949 


Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


3668 








End 


4529 


Name 


OJ000308 19. 


,0419. 


C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2026 








End 


2373 


GI 


none 








Score 


94 


Exons 


2026. .2172, 


2075. 


.2164, 


2170. 


.2373, 2216.. 2362, 2239.. 2373 


Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


- 3668 








End 


4529 


Name 


OJ000308 19. 


0419. 


C17.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


2044 








End 


3375 


GI 


none 








Score 


60 


Exons 


2044. .2157, 


2167. 


.2304, 


2255. 


.2326, 2326.. 2406, 2395.. 2577, 




2444 . .2560, 


2608. 


.2631, 


2827. 


.3216, 3044.. 3205, 3289.. 3375 


Seq. No. 


49968 








Seq. ID 


OJ000308_19.0419.C17 


Gene No. 


106169 








Strand 




Start 


3668 








End 


4529 



51542 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000308_19.0419.C17.ol.tm 

2964 

none 

2964.. 3128, 2965.. 3087, 2965, 
3238.. 3336, 3338.. 3388, 3340. 

49968 

106169 

3668 

OJ000308_19.0419.C17.o3.gs 

3668 

none 

3668..3887, 4202. .4529 

49969 

106170 

45 

OJ000308_19.0419.C20.ol.gs 
45 

none 

45. .169, 612. .686 

49970 

106171 

894 

OJ000308_19.0419.C21.ol.gs 

894 

none 

894. .1209 



Method TBLASTX : Mai ze 

End 3388 

Score 173 

.3255, 3026. .3244, 3236. .3337, 
.3387 

Seq. ID OJ000308_19.0419.C17 
Strand 

End 4529 

Method GEN SCAN 

End 4529 

Score . 61 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_19.0419.C20 
+ 

686 

GEN SCAN 

686 

.4 



OJ000308_19.0419.C21 
+ 

1217 
GENSCAN 
1209 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49970 Seq. ID OJ000308_19 . 04 19 . C2 1 

106171 Strand + 
894 End 1217 
OJ000308_19.0419.C21.o2.np Method AAT/NAP 
909 End 1217 
6091730 Score 158 
909. .1217 

(AC010797) putative cytochrome P450 [Arabidopsis thaliana] 
gi | 6513941 | gb | AAF14845 . 1 | AC011664_27 (AC011664 ) putative 
cytochrome P4 50 [Arabidopsis thaliana] 

49970 Seq. ID OJ000308_19 . 04 19 . C21 

106172 Strand 

1 End 482 

OJ000308_19.0419.C21.ol.np Method AAT/NAP 
1 End 4 82 

6562752 Score 101 

1..20, 118. .482 

(AL035475) hypothetical protein, MAL4P2.50 [Plasmodium 
falciparum] 



Seq. No. 49970 Seq. ID 

Gene No. 106173 Strand 

Start 974 End 

Name OJ000308_19 . 0419 . C21 . ol . tm Method 

Start 974 End 

GI none Score 



OJ000308_19.0419.C21 
1216 

TBLASTX: Maize 

1216 

95 



51543 




Exons 


974. .1033, 


975. . 


1031 


, 1032. 


.1214, 1034 


. .1216 




Seq. No. 


49970 








Seq. ID 


OJ000308_19.0419. 


C21 


bene No. 


lUbl I J 








btrana 






Start 


974 








End 


1216 




Name 


OJ000308 19 


.0419 


.C21 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


981 








. End 


1214 




GI 


none 








Score 


197 




Exons 


981. .1214, 


1005. 


.1211, 1139 


. .1213 






Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No. 


106174 








Strand 


+ 




o tar u 


i 

X 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


.ol.np 


Method 


AAT/NAP 




Start 


1 








End 


635 




GI 


3860263 








Score 


451 




Exons 


1. .635 














GI Descrip. 


(AC005824) 


putative 


cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No. 


lUbl /4 








Strand 


+ 




Start 


1 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1 








End 


623 




GI 


none 








Score 


95 




Exons 


1..126, 12. 


.125, 


150 


. .401, 


177. .407, 411. .623, 414. .581 




Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No. 


106174 








Strand 


+ 




btart 


i 
l 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 








End 


557 




GI 


none 








Score 


115 




Exons 


4. .132, 12. 


.125, 


180 


. .413, 


200. .442, 426. .557, 426. .524, 






449. .529 














Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No. 


106174 








Strand 


+ 




Start 


1 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


168 








End 


545 




GI 


none 








Score 


244 




Exons 


168. .401, 179. .397, " 


405. .545, 434. .532 






Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No . 


106174 








Strand 


+ 




Start 


1 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


. ol . gs 


Method 


GENSCAN 




Start 


192 








End 


659 




GI 


none 








Score 


. 92 




Exons 


192. .659 














Seq. No. 


49971 








Seq. ID 


OJ000308_19.0419. 


C22 


Gene No. 


106174 








Strand 


+ 




Start 


1 








End 


659 




Name 


OJ000308 19 


.0419 


.C22 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


207 








End 


554 





51544 



GI 


none 




Score 


220 


Exons 


207. .401, 207. .401, 217. 


.300, 


417. .554 


, 417. .54 


Seq. No. 


49971 




Seq. ID 


OJ000308 


Gene No. 


106175 




Strand 




Start 


1832 




End 


2072 


Name 


OJ000308 19.0419.C22.o2. 


tw 


Method 


TBLASTX : 


Start 


1832 




End 


2072 


GI 


none 




Score 


181 


Exons 


1832.. 1957, 1833.. 2072 








Seq. No. 


49972 




Seq. ID 


OJ000308 


Gene No . 


106176 




Strand 


+ 


Start 


670 




End 


781 


Name 


OJ000308 19.0419.C23.ol. 


gs 


Method 


GENSCAN 


Start 


670 




End 


781 


GI 


none 




Score 


. 61 


Exons 


670. .781 








Seq. No. 


49973 




Seq. ID 


OJ000308 


Gene No. 


106177 




Strand 


+ 


Start 


i 
l 




End 


jy i 


Name 


OJ000308 19.0419.C25.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


391 


GI 


6907086 




Score 


231 


Exons 


1. .391 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49973 




Seq. ID 


OJ000308 


Gene No . 


106178 




Strand 




Start 


80 




End 


175 


Name 


OJ000308 19.0419.C25.ol. 


gs 


Method 


GENSCAN 


Start 


80 




End 


175 


GI 


none 




Score 


.95 


Exons 


80. .175 








Seq. No. 


49974 




Seq. ID 


OJ000308 


Gene No . 


106179 




Strand 




Start 


67 




End 


193 


Name 


OJ000308 19.0419.C26.ol. 


gs 


Method 


GENSCAN 


Start 


67 




End 


193 


GI 


none 




Score 


.63 


Exons 


67. .193 








Seq. No. 


49975 




Seq. ID 


OJ000308 


Gene No. 


106180 




Strand 




Start 


12 




End 


1527 


Name 


OJ000308 19.0419.C31.ol. 


gs 


Method 


GENSCAN 


Start 


12 




End 


263 


GI 


none 




Score 


.99 


Exons 


12. .263 








Seq. No. 


49975 




Seq. ID 


OJ000308_ 


Gene No. 


106180 




Strand 




Start 


12 




End 


1527 


Name 


OJ000308 19.0419.C31.ol. 


np 


Method 


AAT/NAP 


Start 


122 




End 


1527 



19.0419.C25 



51545 



GI 


6907088 




Score 


Exons 


122. .506, 997. .1234, 


1410. 


.1527 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


Seq. No. 


A Q Q"7 C 
H y y / D 




oeq. id 


ucJlc 1NO • 


lUOlol 




o trana 


Start 






r rr | 

tna 


Name 


UJUUU jUo X y . U4 1 5 . C . 


ol . gs 


we tnoa 


Start 


c; / t 






GI 


none 




Score 


Exons 


547. .718 






Seq. No. 


49976 




oeq • iu 


Gene No. 


106182 




Strand 


otai L. 


686 




tina 


Name 


OJ000308 19.0419.C32. 


ol .np 


we tnoa 


Start 


686 




XT' r-. /-J 


GI 


6002794 




Score 


Exons 


686. .797, 1025. .1099 






GI Descrip. 


(AF149813) unknown [Oryza , 


sativa] 


Seq. No. 


4 y y / / 




oeq. iu 


belle 1NU • 


lUoloo 




Strand 


Start 


C3 A 




tina 


Name 


ujuuuoUo iy.u4xy.Loo. 


ol . gs 


Method 


Start 


634 




TP -r^ s~l 


GI 


none 




Score 


Exons 


dlA QCiO 1 17Q 1 o/i 0 






Seq. No. 


/I QQ1Q 

4 yy /a 




oeq. iu 




1U bio 4 




Strand 


Start 


853 






Name 


OJ000308 19.0419.C35. 


ol .gs 


Method 


Start 


853 






GI 


none 




Score 


Exons 


853. .984, 1610. .1840, 


2151 


..2281, 2399 


Seq. No. 


49978 




beq. iu 


CZ. o t\ o T\l f\ 
uclic LNO ■ 


106185 




Strand 


Start 


3002 




hna 


Name 


OJ000308 19.0419.C35. 


ol.gp 


Method 


Start 


3002 




hna 


GI 


none 




Score 


Exons 


3002. .3425 






Seq. No. 


49978 




Seq. ID 


ucUc LnO . 


106186 




Strand 


Start 


3494 




End 


Name 


OJ000308 19.0419.C35. 


o3. tm 


Method 


Start 


112 




End 


GI 


none 




Score 


Exons 


112. .240, 113. .241 






Seq. No. 


49978 




Seq. ID 


Gene No. 


106186 




Strand 


Start 


3494 




End 


Name 


OJ000308 19.0419.C35. 


o2.tm 


Method 



19.0419.C32 



995 



OJ000308_ 
+ 

718 

GENSCAN 

718 

.42 



OJ000308_19.0419.C32 
+ 

1099 
AAT/NAP 
1099 
109 



+ 

1342 
GENSCAN 
1342 
.73 



OJ000308_19.0419.C35 
+ 

2489 
GENSCAN 
2489 
.78 



OJ000308_19.0419.C35 
+ 

3425 
AAT/GAP 
3425 
800 



OJ000308_19.0419.C35 
7743 

TBLASTX: Maize 

241 

190 



OJ000308_19.0419.C35 
7743 

TBLASTX: Maize 



51546 



Start 
GI 

Exons 



1561 
none 

1561.. 1833, 1562.. 1846, 2137. 
2151. .2285 



End 2285 
Score 361 

.2271, 2144. .2275, 2150. .2284, 



% 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



49978 

106186 

3494 

OJ000308_19. 

3408 

none 

3408. .3509, 
3673. .3834, 
4262. .4402, 
4679. .4735, 
4959. .5015, 
5322. .5435, 



0419.C35.ol.tm 



3415. 
3922. 
4263. 
4679. 
5121. 
5322. 



.3501, 3659 

.4158, 3929 

,4406, 4487 

.4735, 4955 

.5219, 5121 

.5435, 5323 



Seq. ID OJ000308_19.0419.C35 
Strand 

End 7743 
Method TBLASTX : Mai ze 
End 6560 
Score 128 

.3823, 3672.. 3824, 3673.. 3840, 
.4159, 4255. .4401, 4261. .4401, 
.4570, 4488. .4568, 4489. .4611, 
.5014, 4956.. 5015, 4958.. 5017, 
.5219, 5122.. 5223, 5122.. 5220, 
.5436, 6474.. 6560, 6475.. 6555 

Seq. ID OJ000308_19.0419.C35 
Strand 

End 7743 

Method TBLASTX : Soybean 

End 4102 

Score 106 



49978 
106186 
3494 

OJ000308_19.0419.C35.ol.ts 
3426 
none 

3426.. 3503, 3427.. 3501, 3660. .3725, 3668. .3727, 3711. .3821, 
3725. .3820, 3728. .3835, 3931. .4101, 3932. .4102 



49978 

106186 

3494 

OJ000308_19.0419.C35.o2. 
3447 

LIB3433-029-P1-K1-H1 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_19.0419.C35 

7743 
AAT/GAP 
4089 
619 



3447. .3500, 3674. .3826, 3922. .4089 

'5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



49978 

106186 

3494 

OJ000308_19.0419.C35.o2.gs 

3494 

none 

3494. .3826, 3922. .4157, 
6480. .6654, 6894. .7243, 



49978 

106186 

3494 

OJ000308 

3567 

5712716 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_19.0419.C35 

7743 
GENSCAN 
7743 
.79 



4266. .4400, 4960. .5044, 5322. .5484, 
7579. .7743 



_19.0419.C35.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000308 19.0419.C35 



3567. .3826, 3922. .4154, 4266. .4400, 
4960. .5004, 5105. .5198, 5307. .5435, 
(AF153708) unknown [Pseudomonas sp. 



7743 
AAT/NAP 
6569 
612 
4489. .4567, 
6480. .6569 
BG33R] 



4682. .4737, 



49978 



Seq. ID OJ000308_19.0419.C35 



51547 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

= ~ Exons 



fy Seq. No. 
[3 Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



106186 Strand 

34 94 End 

OJ000308_19 . 04 19 . C35 . ol . tc Method 

4033 End 

none Score 



7743 

TBLASTX: Cress 

4576 

145 



4033. .4158, 4034. .4159, 4051. .4179, 4255. .4386, 4261. .4401, 
4265. .4402, 4475. .4570, 4476. .4568, 4487. .4576 



49978 

106186 

3494 

OJ000308_19.0419.C35.o2.ts 

4102 

none 



Seq. ID OJ000308_19.0419.C35 
Strand 

End 7743 

Method TBLASTX : Soybean 

End 4602 

Score 54 



4102. .4158, 4103. .4159, 4261. .4401, 4265. .4402, 4487. .4570, 
4488.-4568, 4489. .4602 



49978 

106186 

3494 

OJ000308_19.0419.C35.o3.ts 

4679 

none 



Seq. ID OJ000308_19.0419.C35 
Strand 

End 7743 

Method TBLASTX : Soybean 

End 6560 

Score 62 



4679. .4738, 4955. .5035, 4959. .5033, 5121. .5180, 5122. .5178, 
5122. .5199, 5322. .5462, 5323. .5436, 6474. .6560, 6475. .6555 



49979 

106187 

11 

OJ000308_19.0419.C36.ol.gs 
11 

none 

11. .57, 1095. .1593 

49979 

106188 

2024 

OJ000308_19.0419.C36.o2.gs 

2024 

none 

2024.. 2122, 2257.. 2445 

49980 
106189 
1 

OJ000308_19.0419.C37.ol.np 
1 

6957708 



Seq. ID OJ000308_19.0419.C36 

Strand + 

End 1593 

Method GENSCAN 

End 1593 

Score .99 



Seq. ID OJ000308_19.0419.C36 
Strand 

End 24 4 5 

Method GENSCAN 

End 2445 

Score .54 



Seq. ID OJ000308_19.0419.C37 
Strand + 

2658 
AAT/NAP 
2646 
1239 



End 

Method 
End 
Score 

1..612, 1419. .1742, 1829. .2129, 2453. .2646 

(AC021640) cell division protein FtsH-like protein [Arabidopsis 
thaliana] 



49980 

106189 

1 

OJ000308_19.0419.C37.ol.gs 
136 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method GENSCAN 

End 264 9 



51548 



GI 

Exons 



none Score . 88 

136. .612, 1419. .1742, 1829. .2129, 2453. .2649 



Seq. No. 49980 

Gene No. 106189 

Start 1 

Name OJ000308_19 . 0419.C37 .o2 . tm 

Start 340 

GI none 

Exons 340.. 615, 348.. 563 

Seq. No. 49980 

Gene No. 106189 

Start 1 

Name OJ000308_19 . 0419 .C37 . ol . ts 

Start 481 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Mai ze 

End 615 

Score 338 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Soybean 

End 1945 

Score 141 



481. .615, 1410. .1745, 1421. .1738, 1823. .1945, 1826. .1945 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49980 

106189 

1 

0 J000308_l 9 . 04 1 9 . C37 . ol . tm 

1410 

none 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Mai ze 

End 2127 

Score 271 



1410. .1706, 1416. .1634, 1460. .1684, 1713. .1745, 1826. .2104, 
2047. .2127 



Seq. No. 49980 

Gene No. 106189 

Start 1 

Name OJ000308_19 . 0419 . C37 . o2 . tc 

Start 1449 

GI none 

Exons 1449.. 1556, 1457.. 1600 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Cress 

End 1600 

Score 160 



Seq. No. 49980 

Gene No. 106189 

Start 1 

Name OJ000308JL9 . 04 19 . C37 . o2 . tw 

Start 14 4 9 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Wheat 

End 1709 

Score 124 



1449. .1550, 1460. .1681, 1599. .1709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49980 

106189 

1 

OJ000308_19.0419.C37.ol.tc 

1602 

none 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Cress 

End 2595 

Score 195 



1602. .1745, 1607. .1741, 1823. .2107, 1826. .2104, 1861. .2130, 
1899. .2123, 1981. .2124, 2452. .2595 



Seq. No. 49980 

Gene No. 106189 

Start 1 

Name OJ000308 19 . 04 19 . C37 . ol . tw 



Seq. ID OJ000308_19.0419.C37 

Strand + 

End 2658 

Method TBLASTX : Wheat 



51549 



Start 1826 End 

GI none Score 

Exons 1826.. 2035, 1826.. 1999 

Seq. No. 49980 Seq. ID 

Gene No. 106189 Strand 

Start 1 End 

Name OJ000308_19. 0419 . C37 . o3 . tm Method 

Start 2452 End 

GI none Score 

Exons 2452.. 2532, 2452.. 2514, 2527. 

Seq. No. 49981 Seq. ID 

Gene No. 106190 Strand 

Start 259 End 

Name OJ000308_19 . 0419 . C38 . ol . gs Method 

Start 259 End 

GI none Score 

Exons 259.. 410 



2035 
187 



OJ000308_19.0419.C37 
+ 

2658 

TBLASTX: Maize 

2658 

118 



.2658, 2529.. 2651 



OJ000308_ 
+ 

410 

GEN SCAN 

410 

.82 



19.0419.C38 



Seq. No. 49981 Seq. ID OJ000308_ 

Gene No. 106191 Strand + 

Start 519 End 729 

Name OJ000308JL9 . 0419 . C38 . ol . gp Method AAT/GAP 

Start 519 End 729 

GI 2797834 Score 337 

Exons 519.. 729 



19.0419.C38 



Seq. No. 49982 Seq. ID 

=y Gene No. 106192 Strand 

□ Start 1596 End 

fij Name OJ000308_19 . 0419 . C39 . ol . gs Method 

'~ Start 1596 End 

=^ GI none Score 

* s i Exons 1596.. 1786 



OJ000308_19.0419.C39 

1786 
GENS CAN 
1786 
.53 



Seq. No. 49983 Seq. ID 

Gene No. 106193 Strand 

Start 1 End 

Name OJ000308_19 . 0419 . C42 . ol . np Method 

Start 1 End 

GI 4512659 Score 

Exons 1..225, 314.. 587 
GI Descrip. (AC006931) putative protein 

Seq. No. 49983 Seq. ID 

Gene No. 106193 Strand 

Start 1 End 

Name 0 J000308_l 9 . 0 4 1 9 . C4 2 . ol . gs Method 

Start 144 End 

GI none Score 

Exons 144.. 224, 314.. 550 

Seq. No. 49983 Seq. ID 

Gene No. 106194 Strand 

Start 4128 End 

Name 0 J000308_19 . 04 1 9 . C42 . o2 . gp Method 



OJ000308_19.0419.C42 
+ 

587 

AAT/NAP 

587 

159 



kinase [Arabidopsis thaliana] 



OJ000308_19.0419.C42 
+ 

587 

GENSCAN 

550 

.86 



OJ000308_19.0419.C42 
+ 

4253 
AAT/GAP 



51550 



Start 4128 End 4253 

GI uC-osflM202073a07al Score 217 

Exons 4128.. 4253 

GI Descrip. 1 50424 37/gb | AC007789 . 1 | AC007789 4.0e-17 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 


49983 




Seq. ID 


OJ000308_ 


_19.0419.C42 


Gene No. 


106195 




Strand 






Start 


1194 




End 


3767 




Name 


OJ000308 19.0419.C42.o2. 


gs 


Method 


GENSCAN 




Start 


1194 




End 


3767 




GI 


none 




Score 


.72 




Exons 


1194. .1352, 1820. .1866, 


2825. 


.3437, 3531.. 3604, 


3755. .3767 


Seq. No. 


49983 




Seq. ID 


OJ000308_ 


_19.0419.C42 


Gene No. 


106195 




Strand 






Start 


1194 




End 


3767 




Name 


OJ000308 19.0419.C42.ol. 


gp 


Method 


AAT/GAP 




Start 


3022 




End 


3346 




GI 


uC-osflm202002h08bl 




Score 


598 




Exons 


3022. .3346 










GI Descrip. 


, 5441880/dbj |BAA82378.1| 


5.0e 


-75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 49983 Seq. ID 

Gene No. 106196 Strand 

Start 4261 End 

Name OJ000308_19 . 0419 .C42 . o3 . gp Method 

Start 4261 End 

GI none Score 

Exons 4261.. 4383 



OJ000308_19.0419.C42 

4383 
AAT/GAP 
4383 
238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49983 Seq. ID 

106197 Strand 

4 594 End 

OJ000308_19 . 0419 .C42 . o3 . gs Method 

4594 End 

none Score 



OJ000308_19.0419.C42 

9026 
GENSCAN 
9026 
.9 



4594. .5412, 6112. .6262, 6482. .8379, 8961.. 9026 



49983 
106197 
4594 
OJ000308 
4615 
7459622 
4615. .54 
probable 
thaliana 
hypothet 
and C. e 
gi|48502 
polymera 
(AL16 



_19.0419.C42.o2.np 



Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 
Method AAT/NAP 
End 8393 
Score 2314 
12, 6112.. 6262, 6482.. 8393 
RNA-directed RNA polymerase (EC 2.7.7.48) - Arabidopsis 
gi|3600048|gb|AAC35535.1| (AF080120) similar to 
ical proteins in Schizosaccharomyces pombe (GB:Z98533) 
legans {GB:Z48334 and Z78419) [Arabidopsis thaliana] 
92 | emb | CAB43048.il (AL049876) putative RNA-directed RNA 
se [Arabidopsis thaliana] gi | 7267812 | emb | CAB81214 . 1 | 



Seq. No. 



49983 



Seq. ID OJ000308_19.0419.C42 



51551 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106197 
4594 

OJ000308_19-0419.C42.o3.tm 

4684 

none 

4684. .4809, 4685. .4810, 4828. 
4988. .5050, 5011. .5061, 5015. 

49983 

106197 

4594 

OJ000308_19 . 0419 . C42 . o4 . tm 

5194 

none 

5194. .5409, 5194. .5415, 5195, 
6107. .6265, 6112. .6264, 6481, 



Strand 
End 

Method 
End 
Score 



9026 

TBLASTX: Maize 
5193 
136 

4944, 4838. .4930, 4859. .4945, 
5074, 5116. .5193, 5132. .5191 



Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 
Method TBLASTX : Mai ze 
End 6564 
Score 197 

.5419, 5195. .5419, 6091. .6264, 
.6531, 6526.-6564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



I :5 

K 2 Seq. No. 
?f; Gene No. 
E " Start 

Name 
[3 Start 

GI 

La Exons 

:!( Seq. No. 

Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



49983 Seq. ID OJ000308_19 . 04 19 . C42 

106197 Strand 

4594 End 9026 

OJ000308_19.0419.C42.o4.gp Method AAT/GAP 

6484 End 6965 

LIB3432-018-P1-K1-A1 Score 902 

6484. .6965 

•3600048 1.0e-42 (AF080120) similar to hypothetical proteins in 
Schizosaccharomyces pombe (GB:Z98533) and C. elegans (GB:Z48334 
and Z78419) [Arabidopsis thaliana] >gi_4850292_emb_CAB4 304 8 . 1_ 
(AL04 9876) putative RNA-directed RNA polymerase [Arabidopsis 
thaliana] 1 



49983 

106197 

4594 

OJ000308_19.0419.C42.o2.tm 

6565 

none 

6565. .7059, 6565. .7059 

49983 

106197 

4594 

OJ000308_19.0419.C42.ol.ts 

6676 

none 

6676.. 6897, 6698.. 6898 

49983 

106197 

4594 

OJ000308_19.0419.C42.ol. tm 

7060 

none 

7060. .7809, 7061. .7810, 7061. 

49983 

106197 

4594 



Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 

Method TBLASTX : Mai ze 

End 7059 

Score 436 



Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 

Method TBLASTX : Soybean 

End 6898 

Score 85 



Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 

Method TBLASTX : Maize 

End 7812 

Score 777 
.7810, 7063. .7812 

Seq. ID OJ000308_19.0419.C42 
Strand 

End 9026 



51552 





Name 


OJ000308 19.0419.C42.ol. 


tw 


Method 


TBLASTX : 




Start 


8103 ~ 




End 


8396 




GI 


none 




Score 


305 




Exons 


8103. .8204, 8104 . .8394, 


8104. 


.8394, 8114.. 8395, 




Seq. No. 


49984 




Seq. ID 


OJ000308 




Gene No. 


106198 




Strand 


+ 




Start 


1025 




End 


2029 




Name 


OJ000308 19.0419.C43.ol. 


np 


Method 


AAT/NAP 




Start 


1025 




End 


2029 




GI 


6907088 




Score 


483 




Exons 


1025. .1162, 1338. .1616, 


2002. 


2029 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


49984 




Seq. ID 


OJ000308 




Gene No. 


106198 




Strand 


+ 




Start 


1025 




End 


2029 




Name 


OJ000308 19.0419.C43.o2. 


np 


Method 


AAT/NAP 




Start 


1717 




End 


2029 




GI 


6069659 




Score 


93 




Exons 


1717. .1835, 1961. .2029 










GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


f 1 


Seq. No. 


49984 




Seq. ID 


OJ000308 




Gene No. 


106199 




Strand 


— 




Start 


499 




End 


1093 




Name 


OJ000308 19.0419.C43.ol. 


gs 


Method 


GENSCAN 


fy 


Start 


499 ~~ 




End 


1093 


r n 


GI 


none 




Score 


.75 


f i! 


Exons 


499. .572, 951. .998, 103S 


. .1093 




5 {Jj 


Seq. No. 


49985 




Seq. ID 


OJ000308 




Gene No. 


106200 




Strand 


+ 




Start 


1 




End 


924 


£3 


Name 


OJ000308 19.0419.C44.ol. 


np 


Method 


AAT/NAP 


x. _ : 


Start 


1 




End 


788 




GI 


5734635 




Score 


335 




Exons 


1. .788 








w 


GI Descrip. 


(AP000391 ) hypothetical 


protein [Oryza 


sativa] 


[J 


Seq. No. 


49985 




Seq. ID 


OJ000308 




Gene No. 


106200 




Strand 


+ 




Start 


1 




End 


924 




Name 


OJ000308 19.0419.C44 .ol. 


gs 


Method 


GENSCAN 




Start 


440 ~~ 




End 


924 




GI 


none 




Score 


.73 




Exons 


440. .520, 895. .924 










Seq. No. 


49985 




Seq. ID 


OJ000308 




Gene No. 


106201 




Strand 


+ 




Start 


4281 




End 


5831 




Name 


OJ000308 19.0419.C44.o3. 


gs 


Method 


GENSCAN 




Start 


4281 




End 


5831 




GI 


none 




Score 


.99 




Exons 


4281. .4957, 5558. .5831 










Seq. No. 


49985 




Seq. ID 


OJ000308 



,8396 



51553 




Gene No. 


106202 






Strand 






Start 


2479 






End 


3165 




Name 


OJ000308 19.0419. 


C44.ol 


.gp 


Method 


AAT/GAP 




Start 


2271 






End 


3165 




GI 


25244 1.R1084 






Score 


1423 




Exons 


2271. .2771, 2915. 


.3165 










GI Descrip. 


•2392771/gb IAAB70034.il 


AAB70034 l.Oe- 


31 (AC002534) putative 




kinesin-like protein [Arabidopsis thaliana] 1 




Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106202 






Strand 






Start 


2479 






End 


3165 




Name 


OJ000308_19. 0419. 


C44 . o2 


.gs 


Method 


GENSCAN 




Start 


2479 






End 


3095 




GI 


none 






Score 


.99 




Exons 


2479. .2771, 2915. 


. 3095 










Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 






Strand 






Start 


6305 






End 


7072 




Name 


OJ000308_19. 0419. 


C44 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2461 






End 


3102 




GI 


none 






Score 


40 




Exons 


2461. .2598, 2480. 


.2599, 


2635. 


.2793, 2644. .2682, 2702. .2797, 




2916. .3101, 2917. 


.3102 










Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 






Strand 






Start 


6305 






End 


7072 




Name 


OJ000308_19.0419. 


C44 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2479 






End 


2598 




GI 


none 






Score 


192 




Exons 


2479. .2598 












Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 






Strand 






Start 


6305 






End 


7072 




Name 


OJ000308_19.0419. 


C4 4 ,o2 


. ts 


Method 


TBLASTX: Soybean . 




Start 


2635 






End 


3086 




GI 


none 






Score 


108 




Exons 


2635.. 2706, 2895. 


. 3086, 


2914 . 


.3084 






Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 






Strand 






Start 


6305 






End 


7072 




Name 


OJ000308 19.0419. 


C44.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


4484 






End 


4658 




GI 


none 






Score 


156 




Exons 


4484. .4570, 4485. 


.4601, 


4503. 


.4601, 4593. .4658, 4593.-4658 


Seq. No. 


49985 






Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 






Strand 






Start 


6305 






End 


7072 




Name 


OJ000308 19.0419. 


C44.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


4917 






End 


5768 




GI 


none 






Score 


65 




Exons 


4917. .4958, 5552. 


.5752, 


5556. 


.5768, 5557.. 5763 





51554 




Seq. No. 


49985 








Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 








Strand 






Start 


6305 








End 


7072 




Name 


OJ000308 19 


.0419. 


C44.o3. 


np 


Method 


AAT/NAP 




Start 


6305 








End 


6709 




GI 


4263820 








Score 


139 




Exons 


6305. .6709 














GI Descrip. 


(AC006067) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


49985 








Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 








Strand 






Start 


6305 








End 


7072 




Name 


OJ000308 19 


.0419. 


C44 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6323 








End 


6937 




GI 


none 








Score 


103 




Exons 


6323. .6415, 


6425. 


. 6481, 


6578. 


.6658, 6761. .6937 




Seq. No. 


49985 








Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 








Strand 






Start 


6305 








End 


7072 




Name 


OJ000308 19 


.0419. 


C44.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6323 








End 


6670 




GI 


none 








Score 


74 




Exons 


6323. . 6421, 


6348. 


. 6392, 


6428. 


.6577, 6581. .6670 




Seq. No. 


49985 








Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 








Strand 






Start 


6305 








End 


7072 




Name 


OJ000308 19 


.0419. 


C44 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6323 








End 


6643 




GI 


none 








Score 


59 




Exons 


6323. .6421, 


6345. 


. 6395, 


6428. 


.6538, 6581. .6643 




Seq. No. 


49985 








Seq. ID 


OJ000308_19.0419. 


C44 


Gene No. 


106203 








Strand 






Start 


6305 








End 


7072 




Name 


OJ000308 19 


.0419. 


C44.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6680 








End 


7072 




GI 


none 








Score 


97 




Exons 


6680. .6784, 


6681. 


.6785, 


6688. 


.6786, 6782. .6820, 6782. .6814, 




6821. .6988, 


6822. 


.6992, 


6829. 


.6984, 6845. .6988, 6987. .7067, 




6990. .7067, 


7004. 


.7072 










Seq. No. 


49986 








Seq. ID 


OJ000308_19.0419. 


C45 


Gene No. 


106204 








Strand 






Start 


296 








End 


1776 




Name 


OJ000308 19 


.0419. 


C45.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


293 








End 


593 




GI 


none 








Score 


139 




Exons 


293. .457, 306. .446, 492. 


.593 








Seq. No. 


49986 








Seq. ID 


OJ000308_19.0419. 


C45 


Gene No. 


106204 








Strand 






Start 


296 








End 


1776 




Name 


OJ000308 19 


.0419. 


C45.ol. 


np 


Method 


AAT/NAP 




Start 


296 








End 


1776 





51555 




GI 


6957707 




Score 


177 




Exons 


296. .600, 1718. .1776 










GI Descrip. 


(AC021640) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


49986 




Seq. ID 


ojuuujuo iy.04iy 


.C45 


Gene No . 


1UOZU4 




Strand 






Start 


296 




End 


i *7 ^ c 
1 / / O 




Name 


OJ000308 19.0419.C45.ol 




Method 


i riijAb I a : Ma ize 




Start 


296 




End 


CAT 




GI 


none 




Score 


90 




Exons 


296. .457, 296.-457, 315 


. .461, 


501. .593 






Seq. No. 


49986 




Seq. ID 


ojuuujuo iy.U4iy 


.C45 


Gene No . 






Strand 






Start 


296 




End 


T *7 n c 
1 / / 0 




Name 


OJ000308 19.0419.C45.ol 


. ts 


Method 


i dlAo 1a : boyoean 




Start 


299 




T-l _J 

End 


614 




GI 


none 




Score 


91 




Exons 


299.-457, 300. .449, 498 


. .614 








Seq. No. 


49986 




Seq. ID 


OJOOOJOo 19.0419 


.C45 


Gene No . 


i ncofi/i 
lUo^U4 




Strand 






Start 


296 




End 


1 / / 6 




Name 


OJ000308 19.0419.C45.ol 


.gs 


Method 


GENSCAN 




Start 


302 




End 


616 




GI 


none 




Score 


A C 

. 4 3 




Exons 


302. .377, 489. .616 










Seq. No. 


49987 




Seq. ID 


OJ000308_19.0419 


.C46 


Gene No. 


106205 




Strand 


+ 




Start 


863 




End 


6779 




Name 


ujuuujjuo i y . U4 iy . L4 o . oi 


.np 


Method 


AAT/NAP 




Start 


863 




End 


5080 




GI 


5281040 




Score 


302 




Exons 


863.. 1086, 2165.. 2734, 


5038. . 


5080 






GI Descrip. 


(AL080318) copper amine 


oxidase-like protein [Arabidopsis 




thaliana] 










Seq. No. 


49987 




Seq. ID 


OJ000308_19.0419 


.C46 


Gene No. 


106205 




Strand 


+ 




Start 


o bj 




End 


6779 




Name 


OJ000308 19.0419.C46.ol 


.gs 


Method 


GENSCAN 




Start 


977 




End 


6779 




GI 


none 




Score 


.58 




Exons 


977. .1174, 1703. .1762, 


1781. . 


1909, 2124 


1..2498, 2504. .2669, 




2887. .3003, 6355. .6571, 


6653. 


.6779 






Seq. No. 


49987 




Seq. ID 


OJ000308_19.0419 


.C46 


Gene No. 


106205 




Strand 


+ 




Start 


863 




End 


6779 




Name 


OJ000308 19.0419.C46.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2483 




End 


2738 




GI 


none 




Score 


60 




Exons 


2483. .2560, 2490. .2540, 


2552. 


.2734, 2553.. 2738 




Seq. No. 


49987 




Seq. ID 


OJ000308_19.0419 


.C46 


Gene No. 


106205 




Strand 


+ 





51556 



Start 


863 




End 


6779 


Name 


OJ000308 19.0419.C46.ol 


.tc 


Method 


TBLASTX: 


Start 


2558 




End 


2735 


GI 


none 




Score 


201 


Exons 


2558.. 2734, 2559.. 2735 








Seq. No. 


49988 




Seq. ID 


OJ000308 


Gene No. 


106206 




Strand 




b cart 


i 




End 


1 U ft / . 


Name 


OJ000308 19.0419.C49.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1047 


GI 


6907086 




Score 


992 


Exons 


1.-218, 276. .1047 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


49988 




Seq. ID 


OJ000308 


Gene No. 


106206 




Strand 




Start 


1 




End 


1047 


Name 


OJ000308 19.0419.C49.ol 


. gs 


Method 


GEN SCAN 


Start 


293 




End 


841 


GI 


none 




Score 


.98 


Exons 


293. .841 








Seq. No. 


49988 




Seq. ID 


OJ000308 


Gene No. 


106207 




Strand 




Start 


1122 




End 


1313 


Name 


OJ000308 19.0419.C49.ol 


.gp 


Method 


AAT/GAP 


Start 


1122. . 




End 


1313 


GI 


5667165 




Score 


356 


Exons 


1122. .1313 









GI Descrip. 



s Seq. No. 

Gene No. 
I] Start 
3 ^ Name 

Start 
Q GI 
£3 Exons 
[i GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5 67 01 55 /gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



49988 Seq. ID 

106208 Strand 
1748 End 
OJ000308_19.0419.C4 9.o2.np Method 
1748 End 
4680186 Score 
1748. .2166, 2667. .2730, 3128. .3178 
(AF111709) unknown [Oryza sativa subsp 



49989 

106209 

4 

OJ000308_19.0419.C55.ol.tm 
4 

none 

4. .207, 4. .207, 5. .277 

49989 

106209 

4 

OJ000308_19.0419.C55.ol.tw 
11 

none 

11. .196, 311. .355 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000308_19.0419.C49 

3178 
AAT/NAP 
3178 
186 

. indica] 

OJ000308_19.0419.C55 
355 

TBLASTX: Maize 

277 

109 



OJ000308_19.0419.C55 
355 

TBLASTX: Wheat , 

355 

173 



51557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49990 

106210 

1 

OJ000308_19.0419.C60.ol.np 
1 

2392771 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7 371 

Method AAT/NAP 

End 4 694 

Score 1168 



1..39, 480. .547, 784. .963, 1239. .1345, 1573. .1752, 2031. .2116, 
2260.. 2513, 2593.. 2756, 2841.. 3039, 3109.. 3183, 4673.. 4694 
(AC002534) putative kinesin-like protein [Arabidopsis thaliana] 



49990 Seq. ID 

106210 Strand 

1 End 

OJ000308_19.0419.C60.ol.gs Method 

4 4 End 

none Score 



OJ000308_19.0419.C60 
+ 

7371 
GENSCAN 
7371 
.89 



44. .151, 466. .547, 620. .709, 784 .. 870, 1239 .. 1345 , 1573. .1738, 
1957. .2116, 2260. .2513, 2593. .2756, 2841. .3020, 3114. .3688, 
3844. .3979, 4523. .4745, 5317. .5450, 5617. .5800, 6494. .6561, 
6636.. 6721, 7051.. 7212, 7295.. 7371 



Seq. No. 49990 

Gene No. 106210 

Start 1 

Name OJ000308_19.0419.C60.ol. tc 

Start 634 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7371 

Method TBLASTX : Cress 

End 2765 

Score 101 



634. .723, 657. .725, 768. .830, 864. .962, 890. .961, 1241. .1345, 
1258. .1344, 1567. .1752, . 1572. .1751, 1980. .2114, 1982. .2110, 
2257. .2514, 2258. .2515, 2577. .2759, 2591. .2752, 2604. .2765 



Seq. No. 49990 Seq. ID OJ000308_19 . 04 19 . C60 

Gene No. 106210 Strand + 

Start 1 End 7371 

Name OJ000308_19 . 0419. C60 . o2 . t s Method TBLASTX : Soybean 

Start 634 End 1753 

GI none Score 112 

Exons 634. .723, 657. .716, 762. .860, 776. .829, 885. .962, 1238. .1345, 
1254. .1334, 1258. .1344, 1567. .1752, 1572. .1751, 1673. .1753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49990 

106210 

1 

OJ000308_19 . 0419 . C60 . o4 . tm 

673 

none 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7371 

Method TBLASTX : Maize 

End 964 

Score 78 



673. .723, 673. .726, 762. .962, 776. .961, 782. .964 

49990 Seq. ID OJ000308_19 . 04 19 . C60 

106210 Strand + 

1 End 7371 

OJ000308_19 . 0419 . C60 . ol . gp Method AAT/GAP 

827 End 963 

2310239 Score 231 

827. .963 

2392771/gb|AAB70034.1|AAB70034 1.0e-31 (AC002534) putative 



51558 



kinesin-like protein [Arabidopsis thaliana] 



Seq. No. 49990 
Gene No. 106210 
Start 1 

Name OJ000308_19.0419.C60.ol.tm 
Start 1238 
GI none 

Exons 1238. .1345, 1261. .1344, 1588. 

1946. .2110, 1994.. 2134, 2257. 
2591. .2767 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7371 

Method TBLASTX : Maize 

End 27 67 

Score 174 

.1752, 1588. .1752, 1938. .2114, 
.2520, 2258.. 2521, 2577.. 2765, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49990 Seq. ID OJ000308 

106210 Strand + 

1 End 7371 

OJ000308_19 . 0419. C60 . o2 . gp Method AAT/GAP 
1239 End 1345 

2310239 Score 166 

1239. .1345 

2392771/gb|AAB70034. 1 IAAB70034 1.0e-31 
kinesin-like protein [Arabidopsis thaliana] 



19.0419.C60 



(AC002534) putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49990 

106210 

1. 

OJ000308_19.0419.C60.ol.ts 

1968 

none 

1968. .2114, 1979. .2110, 2257. 
2588. .2656 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7371 

Method TBLASTX : Soybean 

End 2656 

Score 164 

.2520, 2258. .2521, 2577. .2654, 



Seq. No. 


49990 








Seq. ID 


OJ000308_19.0419.C60 


Gene No. 


106210 








Strand 


+ 


Start 


1 








End 


7371 


Name 


OJ000308 19 


.0419. 


C60.ol 


.tw 


Method 


TBLASTX .-Wheat 


Start 


2416 








End 


2759 


GI 


none 








Score 


115 


Exons 


2416. .2520, 


2417. 


.2521, 


2577. 


.2759, 2591. .2758 


Seq. No. 


49990 








Seq. ID 


OJ000308_19.0419.C60 


Gene No. 


106210 








Strand 


+ 


Start 


1 








End 


7371 


Name 


OJ000308 19 


.0419. 


C60.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2898 








End 


3394 


GI 


none 








Score 


77 


Exons 


2898. .2939, 


2939. 


.3016, 


2939. 


.3019, 2973. .3038, 2979. .3023, 




3111. .3224, 


3111. 


.3170, 


3112. 


.3228, 3113. .3289, 3170. .3352, 




3221. .3361, 


3222. 


.3368, 


3223. 


.3384, 3359.. 3394 


Seq. No. 


49990 








Seq. ID 


OJ000308_19.0419.C60 


Gene No. 


106210 








Strand 


+ 


Start 


1 








End 


7371 


Name 


OJ000308 19 


.0419. 


C60.o3 


.gp 


Method 


AAT/GAP 


Start 


3450 








End 


4264 


GI 


6062504 








Score 


1180 


Exons 


3450. .3688, 


3844. 


.4264 









51559 



Seq. No. 49990 

Gene No. 106210 

Start 1 

Name OJ000308_19.0419.C60.o5.tm 

Start 4592 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End . 7371 

Method TBLASTX : Mai ze 

End 6723 

Score 166 



4592. .4744, 4594. .4743, 5284. .5442, 5315. .5446, 5316. .5459, 

5616. .5693, 5619. .5693, 5629. .5697, 5655. .5810, 5704. .5802, 

5705. .5815, 6488.-6562, 6489. .6563, 6489. .6563, 6490. .6564, 

6660. .6716, 6667. .6714, 6673.-6723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49990 

106210 

1 

OJ000308_19.0419.C60.o3.tm 

6782 

none 

6782.. 6817, 6841.. 6864, 6971 
7282.. 7368, 7285.. 7350 



Seq. ID OJ000308_19.0419.C60 

Strand + 

End 7 371 

Method TBLASTX : Mai ze 

End 7368 

Score 36 
.7213, 6973. .7212, 7281. .7358, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49991 

106211 

513 

OJ000308_19.0419.C61.o2.tm 
31 

none 



Seq. ID OJ000308_19.0419.C61 



Strand 
End 

Method 

End 

Score 



+ 

4879 

TBLASTX: Maize 

248 

103 



31. .108, 36. .107, 38. .115, 101. .247, 102. .248, 102. .248 



49991 Seq. ID 

106211 Strand 

513 End 

OJ000308_19.0419.C61.ol.np Method 

513 End 

4587610 Score 



OJ000308_19.0419.C61 
+ 

4879 
AAT/NAP 
4879 
683 



513. .536, 2407. .2550, 2693. .2869, 3560. .3634, 3730. .3774, 
3884. .4048, 4232. .4310, 4751. .4879 

(AC006951) putative indole-3-glycerol phosphate synthase 
[Arabidopsis thaliana] 



Seq. No. 49991 
Gene No. 106211 
Start 513 

Name OJ000308_19.0419.C61.ol.tc 
Start 2407 
GI none 

Exons 2407.. 2484, 2482.. 2556, 2690. 

3560.. 3634, 3727.. 3774, 3729. 
3883.. 4062, 4223.. 4309, 4229. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49991 
106211 
513 

OJ000308_19.0419.C61.o2.ts 

2452 
none 

2452. .2556, 2463. .2561, 2683.-2868, 2690. .2869, 2868. .2885 



Seq. ID OJ000308_19.0419.C61 

Strand + 

End 4 87 9 

Method TBLASTX : Cress 

End 4791 

Score 81 

.2878, 2692. .2871, 3560. .3634, 
.3770, 3878. .4051, 3878. .3976, 
.4309, 4231. .4320, 4750. .4791 

Seq. ID OJ000308_19.0419.C61 

Strand + 

End 4 87 9 

Method TBLASTX : Soybean 

End 2885 

Score 157 



51560 



Seq. No. 49991 

Gene No. 106211 

Start 513 

Name OJ000308_19 . 0419 . C61 . ol . tm 

Start 3559 

GI none 
Exons 



Seq. ID OJ000308_19.0419.C61 

Strand + 

End 4 87 9 

Method TBLASTX : Mai ze 

End 4320 

Score 118 



3559.. 3639, 3560.. 3640, 3560.. 3640, 3725.. 3769, 3727.. 3774, 
3727. .3774, 3869. .4033, 3878. .4051, 3883. .4050, 4223. .4309, 
4229. .4309, 4231. .4320, 4249. .4311 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi 

Exons 

GI Descrip. 



49991 

106211 

513 

OJ000308_19.0419.C61.ol.gp 
3868 

5267 1.R1084 



Seq. I-D 
Strand 
End 

Method 
End 

_ Score 
3868. .4048, 4232. .4310, 4751. .4879 

'4587610/gb|AAD25838.1|AC006951_17 6.0e-67 (AC006951) putative 
indole-3-glycerol phosphate synthase precursor [Arabidopsis 
thaliana] 1 



OJ000308_19.0419.C61 
+ 

4879 
AAT/GAP 
4879 
601 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49991 

106211 

513 

OJ000308_19.0419.C61.ol.ts 

3878 

none 

3878.. 4051, 3878.. 4021, 3883. 
4749. .4832, 4750. .4830 

49992 

106212 

1224 

OJ000308_19.0419.C63.ol.np 

1224 

3249113 

1224.. 1267, 1958.. 2236, 2362. 



Seq. ID OJ000308_19. 0419.C61 

Strand + 

End 4879 

Method TBLASTX : Soybean 

End 4832 

Score 271 

.4050, 4223. .4309, 4231. .4326, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2455 



OJ000308 
+ 

2455 
AAT/NAP 
2455 
161 



19.0419.C63 



(AC003114) Strong similarity to kinesin homolog IG002P16.12 
gb 1 2191180 from A. thaliana BAC gb|AF007270. [Arabidopsis 
thaliana] 



Seq. No. 49992 

Gene No. 106212 

Start 1224 

Name OJ000308_19.0419.C63.ol.gs 

Start 1316 

GI none 

Exons 1316.. 1382, 2073.. 2236 

Seq. No. 49993 

Gene No. 106213 

Start 6440 

Name OJ000308_19 . 04 19 . C64 . ol . gp 

Start 6295 

GI 3768271 

Exons 6295.. 6548, 6649.. 6720 



Seq. ID OJ000308_19.0419.C63 

Strand + 

End 2455 

Method GEN SCAN 

End 2236 

Score . 97 



Seq. ID OJ000308_19.0419.C64 

Strand + 

End 7448 

Method AAT/GAP 

End 6720 

Score 557 



51561 



Seq. No. 


49993 






Seq. ID 


OJ000308_ 


19 


.0419. 


C64 


Gene No. 


1Uo21o 






Strand 


+ 








Start 


6440 






End 


7448 








Name 


OJ000308 19. 


0419.C64.o2. 


gs 


Method 


GENSCAN 








Start 


6440 






End 


7142 








GI 


none 






Score 


. 61 








Exons 


6440. .6548, 


6649. .6707, 


6945. . 


7142 










Seq. No. 


49993 






Seq. ID 


OJ000308_ 


19 


.04.19. 


C64 


Gene No . 


lUo^l J 






Strand 


+ 








Start 


6440 






End 


7448 








Name 


OJ000308 19. 


0419.C64.o2. 


gp 


Method 


AAT/GAP 








Start 


6919 






End 


7448 








GI 


3768272 






Score 


975 








Exons 


6919. .7448 
















Seq. No. 


49993 






Seq. ID 


OJ000308_ 


19 


.0419. 


C64 


Gene No. 


106214 






Strand 










Start 


1 






End 


4638 








Name 


OJ000308 19. 


0419.C64.ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


3098 








GI 


7485244 






Score 


307 








Exons 


1..100, 1913 


..2090, 2353 


. .2494 


, 2632.. 


2754, 2866 




2938, 





GI Descrip. 



O Seq. No. 

1:1 Gene No. 

^ Start 

lf s Name 

MJ start 

s GI 

fj Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



3042.. 3098 

hypothetical protein A_IG002P16 . 15 - Arabidopsis thaliana 

gi|2191166|gb|AAB61052.1| (AF007270) A_IG002P16 . 15 gene product 
[Arabidopsis thaliana] 



49993 
106214 
1 

OJ000308_19.0419.C64.ol.gs 
200 
none 

200. .547, 1237. .1300, 1468. .1614, 1913. .2122, 2325. .2494, 
2632. .2754, 2866. .2938, 3042. .3409, 3632. .3965, 4222.. 4638 



Seq. ID OJ000308_19.0419.C64 
Strand 

End 4 638 

Method GENSCAN 

End 4 638 

Score . 67 



49993 
106215 
7576 

OJ000308_19.0419.C64.o3.tm 
363 
none 

363. .545, 363. .554, 365.-556, 1229. .1303, 1242. .1307, 
1243. .1308, 1461. .1496 



Seq. ID OJ000308_19.0419.C64 
Strand 

End 11955 

Method TBLASTX : Mai ze 

End 1496 

Score 165 



49993 

106215 

7576 

OJ000308_19.0419.C64.ol.tc 

1513 

none 



Seq. ID OJ000308_19.0419.C64 
Strand 

End 11955 

Method TBLASTX: Cress 

End 2941 

Score 77 



1513. .1593, 1910. .2038, 1910. .2038, 2325. .2492, 2633. .2746, 
2637. .2747, 2867. .2941, 2868.-2939 



49993 
106215 



Seq. ID OJ000308_19.0419.C64 
Strand 



51562 




Start 


7576 








End 


11955 




Name 


OJ000308 19. 


0419 


.C64.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2633 








End 


3153 




GI 


none 








Score 


175 




Exons 


2633. .2746, 


2634 


. .2747, 


2637 


..2756, 2639.-2755, 


2867. .2941, 




2868.-2939, 


2870 


. .2941, 


3042 


-.3065, 3043.. 3099, 


3100. .3153 


Seq. No. 


49993 








Seq. ID 


OJ000308 


_19.0419.C64 


Gene No . 


106215 








Strand 






Start 


7576 








End 


11955 




Name 


OJ000308 19. 


0419 


.C64.o3 


,gp 


Method 


AAT/GAP 




Start 


7576 








End 


8936 




GI 


none 








Score 


1118 




Exons 


7576. .8028, 


8788 


. .8936 










Seq. No. 


49993 








Seq. ID 


OJ000308 


_19.0419.C64 


Gene No 


106215 








Strand 






Start 


7576 








End 


11955 




Name 


OJ000308 19. 


0419 


.C64.o3 


.gs 


Method 


GENSCAN 




Start 


7920 








End 


11955 




GI 


none 








Score 


.87 




Exons 


7920. .8028, 


8788 


. .9709, 


9748 


..9964, 10238. .10923, 11937. .11955 


Seq. No. 


49993 








Seq. ID 


OJ000308 


_19.0419.C64 


Gene No. 


106215 








Strand 






Start 


7576 








End 


11955 




Name 


OJ000308 19. 


0419 


.C64 .o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


10460 








End 


10756 




GI 


none 








Score 


71 




Exons 


10460. .10534 


, 10461. .10583, 


10560. .10751, 10575 


. . 10694, 




10586. .10756, 10588. .10755 








Seq. No. 


49993 








Seq. ID 


OJ000308 


_19.0419.C64 


fipnp No 


106215 








Strand 






Start 


7576 








End 


11955 




Name 


OJ000308 19. 


0419 


.C64.o4 


.gp 


Method 


AAT/GAP 




Start 


10631 








End ■ 


10838 




GI 


568956 








Score 


326 




Exons 


10631. .10838 














Seq. No. 


4 9994 








Seq. ID 


OJ000308 


_19.0419.C65 


Gene No. 


106216 








Strand 


+ 




Start 


1043 








End 


16168 




Name 


OJ000308 19. 


0419 


.C65.ol 


,np 


Method 


AAT/NAP 




Start 


1043 








End 


16168 




GI 


7294399 








Score 


93 




Exons 


1043. .1067, 


4014 


.4094, 


8229 


..8298, 9946.-9989, 


16080. .16168 



GI Descrip. (AE003535) CG13482 gene product [Drosophila melanogaster ] 



Seq. No. 


49994 


Seq. ID 


OJ000308_19.0419.C65 


Gene No. 


106216 


Strand 


+ 


Start 


1043 


End 


16168 


Name 


OJ000308 19.0419.C65.ol.gs 


Method 


GENSCAN 


Start 


1464 


End 


1593 


GI 


none 


Score 


.58 


Exons 


1464. .1593 







51563 



Seq. No. 


49995 






Seq. ID 


OJ000308 




106217 






OCX oi 11X 


-j. 


Start 


122 






End 


443 


Name 


OJ000308 19, 


.0419.C66.ol 


.gs 


Method 


GEN SCAN 


Start 


122 






End 


443 


GI 


none 






Score 


.59 


Exons 


122. .207, 407. .443 








Seq. No. 


*i j j j 






Seq. ID 


OJ000308 


CldT^ & Mo 


106218 






C f- -y-a nH 
OLi aiiu 




Start 


1504 






End 


3048 


Name 


O.TOOO^OR 1 Q 


04 1 Q P66 o9 


.gs 


Method 


GENSCAN 


Start 


i sna — 






End 


3048 


GI 


none 






Score 


.69 


Exons 


1 ^04 9?1 9 


9607 9744 


2922 


. .3048 




Seq. No. 


*i _7 _? -7 «J 






Seq. ID 


OJ000308 




106218 






Strand 




Start 


1504 






End 


3048 


Name 


o.tooo^or i q 


n 4 1 Q P66 ol 


.tm 


Method 


TBLASTX:] 


Start 


1 JDj 






End 


2335 


GI 


none 






Score 


59 


Exons 


1 JOJ . . 1DD1; 


1711 9^9R 

X /XX* . ^ J^O r 


1711 


..2328, 1718. .2335, 


Seq. No. 


*i Z7 Z? JO 






Seq. ID 


OJ000308 


flona Mo 


106218 






Strand 




Start 


1504 






End 


3048 


Name 


O.TOOO^Ofi 1 9 


041 Q pfifi ol 


• gp 


Method 


AAT/GAP 


Start 


1 691 _ 

X D<£l X 






End 


2091 


GI 


none 






Score 


798 


Exons 


1 691 90Q1 










Seq. No. 


4 QQQS 

*a -7 -7 -? «J 






Seq. ID 


OJ000308 


'pi o Mo 
OCllc LNO . 








Strand 




Start 


1504 






End 


3048 


Name 


OJ000308 19. 


0419.C66.o2 


• gp 


Method 


AAT/GAP 


Start 


2862 




End 


2921 


GI 


2311279 






Score 


73 


Exons 


2862. .2921 










Seq. No. 


49996 






Seq. ID 


OJ000308 


Gene No. 


106219 






Strand 


+ 




1 






End 


1109 


Name 


OJ000308 19. 


0419.C69.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1109 


GI 


3482919 






Score 


120 


Exons 


1..33, 653.. 


725, 894. .1109 






GI Descrip. 


(AC003970) Putative protein 


kinase [Arabidopsis 


Seq. No. 


49996 






Seq. ID 


OJ000308_ 


Gene No. 


106219 






Strand 


+ 


Start 


1 






End 


1109 


Name 


OJ000308 19. 


0419.C69.ol 


.gs 


Method 


GENSCAN 


Start 


570 






End 


1003 


GI 


none 






Score 


.58 


Exons 


570. .725, 894. .1003 









51564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49997 

106220 

1 

OJ000208_13.0417.C3.ol.np 
1 

3935138 



Seq. ID OJ000208_13.0417 .C3 

Strand + 

End 4811 

Method AAT/NAP 

End 4811 

Score 281 



1..27, 285. .370, 592. .827, 964. .1053, 1180. .1279, 1979. .2148, 
4745. .4811 

(AC005106) T25N20.2 [Arabidopsis thaliana] 



Seq. No. 


49997 








Seq. ID 


OJ000208_13 


.0417 


.C3 


Gene No . 


106220 








Strand 


+ 






Start 


1 








End 


4811 






Name 


OJ000208 13 


.0417 


.C3.ol. 


gs 


Method 


GENSCAN 






Start 


285 








End 


2534 






GI 


none 








Score 


.71 






Exons 


285. .370, 592. .830, 967 


. . 1127, 


1495. . 


1580, 1979.. 2174, 






2410. .2534 
















Seq. No. 


49997 








Seq. ID 


OJ000208_13 


.0417 


.C3 


Gene No . 


106220 








Strand 


+ 






Start 


1 








End 


4811 






Name 


OJ000208 13 


.0417 


.C3.ol. 


QP 


Method 


AAT/GAP 






Start 


1991 








End 


2549 






GI 


2311384 








Score 


796 






Exons 


1991. .2174, 


2280 


. .2549 












Seq. No. 


49997 








Seq. ID 


OJ000208_13 


.0417 


.C3 


Gene No . 


106221 








Strand 








Start 


3007 








End 


4173 






Name 


OJ000208 13 


.0417 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


589 ~~ 








End 


1020 






GI 


none 








Score 


313 






Exons 


589. . 855, 5* 


39. .837, 591 


. .839, 


944. .1018, 979. .1020 






Seq. No. 


49997 








Seq. ID 


OJ000208_13 


.0417 


.C3 


Gene No . 


106221 








Strand 








Start 


3007 








End 


4173 






Name 


OJ000208 13 


0417 


.C3.o2. 


as 


Method 


GENSCAN 






Start 


3007 








End 


4173 






GI 


none 








Score 


.76 






Exons 


3007. .3077, 


3601 


. .4029, 


4119. . 


4173 








Seq. No. 


49998 








Seq. ID 


OJ000208_13 


.0417 


.C6 


Gene No. 


106222 








Strand 


+ 






Start 


4250 








End 


6028 






Name 


OJ000208 13 


0417 


.C6.ol. 


gp 


Method 


AAT/GAP 






Start 


4250 








End 


6028 






GI 


6025022 








Score 


426 






Exons 


4250. .4397, 


5767 


. .5848, 


5983. . 


6028 








Seq. No. 


49998 








Seq. ID 


OJ000208_13 


.0417 


.C6 


Gene No. 


106223 








Strand 


+ 






Start 


15405 








End 


15462 






Name 


OJ000208 13 


0417 


.C6.o2. 


gp 


Method 


AAT/GAP 






Start 


15405 








End 


15462 






GI 


2312838 








Score 


75 







51565 



Exons 

GI Descrip. 



15405. .15462 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49998 
106224 
1 

OJ000208_13.0417.C6.ol.np 
1 

4680501 

1..281, 318. .714, 9575. .9719 

(AF119222) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_13.0417.C6 

11939 
AAT/NAP 
9719 
259 



49998 

106224 

1 

OJ000208_13.0417.C6.ol.gs 
11 

none . 



OJ000208 13. 0417. C6 



Seq. ID _ 
Strand 

End 11939 
Method GENSCAN 
End 11939 
Score .59 

11. .439, 492. .771, 1623. .1689, 2071. .2154, 3095. .3293, 
4040. .4159, 4194. .4389, 4687. .4882, 5098. .5252, 6050. .6227, 
7110. .7133, 8159. .8298, 9601. .9739, 9768. .9871, 11690 .. 11770 , 
11852. .11939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49998 Seq. ID 

106225 Strand 

14084 End 

OJ000208_13 . 04 17 . C6 . ol . tm Method 

1 End 

none Score 



OJ000208_13.0417.C6 
15720 

TBLASTX: Maize 

15154 

73 



1..75, 103. .207, 103. .258, 110. .223, 343. .450, 557. .640, 
659. .730, 14096. .14368, 14235 .. 14315, 14 236 14 334 , 
14387. .14467, 14394 .. 14423, 14516 .. 14671, 14517 .. 14 606, 
14996. .15091, 15083. .15154 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49998 

106225 

14084 

OJ000208_13.0417.C6.ol.ts 
1 

none 



Seq. ID OJ000208_13.0417.C6 
Strand 

End 15720 

Method TBLASTX : Soybean 

End 14671 

Score 124 



1..63, 103. .258, 110. .226, 343. .450, 14094 .. 14306, 14096 .. 14 368 , 
14387. .14467, 14516 14 671, 14517. .14606 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49998 

106225 

14084 

OJ000208_13.0417.C6.ol.tw 

105 

none 



Seq. ID OJ000208_13.0417.C6 
Strand 

End 15720 

Method TBLASTX : Wheat 

End 14800 

Score 118 



105. .170, 115. .255, 116. .217, 343. .435, 13099 .. 13218 , 
14516. .14653, 14517 .. 14 606, 14681. .14800 



Seq. No. 
Gene No. 
Start 
Name 



49998 

106225 

14084 

OJ000208_13.0417.C6.o2.gs 



Seq. ID OJ000208_13.0417.C6 
Strand 

End 15720 

Method GENSCAN 



51566 




Start 


14084 


End 


15199 




GI 


none 


Score 


.9 




Exons 


14084. .15199 








Seq. No. 


49998 


Seq. ID 


OJ000208_13.0417. 


C6 


Gene No. 


106225 


Strand 






Start 


14084 


End 


ID I Z\) 




Name 


OJ000208 13.0417.C6.o2.np 


Method 


AAT/NAP 




Start 


14093 


End 


15188 




GI 


4680501 


Score 


493 




Exons 


14093. .15188 








GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




Seq. No. 


49998 


Seq. ID 


OJ000208_13.0417. 


C6 


Gene No. 


106225 


Strand 






Start 


14084 


End 


15720 




Name 


OJ000208 13.0417.C6.o3.np 


Method 


AAT/NAP 




Start 


14096 


End 


15720 




GI 


4680341 


Score 


400 




Exons 


14096. .14925, 15697. .15720 








GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


49998 


Seq. ID 


OJ000208_13.0417. 


C6 


Gene No. 


106225 


Strand 






Start 


14084 


End 


15720 




Name 


OJ000208_13.0417 .C6.ol . tc 


Method 


TBLASTX: Cress 




Start 


14108 


End 


14467 




GI 


none 


Score 


72 




Exons 


14108. .14368, 14130. .14306, 


14390. .14 458, 14390. .14 4 67 




Seq. No. 


49999 


Seq. ID 


OJ000208_13.0417. 


C7 


Gene No. 


106226 


Strand 


+ 




Start 


807 


End 


1759 




Name 


OJ000208 13.0417.C7.ol.gs 


Method 


GENSCAN 




Start 


807 


End 


.1759 




GI 


none 


Score 


.49 




Exons 


807. .882, 1728. .1759 








Seq. No. 


50000 


Seq. ID 


OJ000208_13.0417. 


C8 


Gene No. 


106227 


Strand 


+ 




Start 


748 


End 


1022 




Name 


OJ000208 13.0417.C8.ol.gp 


Method 


AAT/GAP 




Start 


748 


End 


1022 




GI 


LIB3432-042-P2-K1-A8 


Score 


449 




Exons 


748. .1022 








GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 




Seq. No. 


50000 


Seq. ID 


OJ000208_13.0417. 


C8 


Gene No. 


106228 


Strand 


+ 




Start 


1646 


End 


2594 




Name 


OJ000208 13.0417.C8.o2.gp 


Method 


AAT/GAP 




Start 


1646 


End 


2594 




GI 


2442622 


Score 


360 




Exons 


1646.. 1759, 1935.. 1997, 2523 


. .2594 






Seq. No. 


50001 


Seq. ID 


OJ000208_13.0417. 


C9 



51567 





Gene No. 




Strand 


+ 




Start 


413 


End 


757 




Name 


OJ000208 13.0417.C9.ol.gp 


Method 


AAT/GAP 




Start 


413 


End 


757 




GI 


3762781 


Score 


280 




Exons 


413. .562, 721. .757 








Seq. No. 


50002 


Seq. ID 


OJ000208_13.0417. 




Gene No. 


106230 


Strand 


+ 




Start 


538 


End 


886 




Name 


yJO L/UUiUO XJ.U41/.L/JLU.OJ.. y p 


Method 


AAT/GAP 




Start 


538 


End 


886 




GI 


47680 1.R1084 


Score 


583 




Exons 


538. .886 








GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 1 




Seq. No. 


50002 


Seq. ID 


OJ000208_13.0417. 




Gene No. 




Strand 


+ 




Start 


10856 - 


End 


11749 




Name 


OJ000208 13.0417.C10.o3.gs 


Method 


GENSCAN 




Start 


10856 


End 


11749 




GI 


none 


Score 


.95 


J 


Exons 


10856. .10996, 11687. .11749 






3 


Seq. No. 


50002 


Seq. ID 


OJ000208_13.0417. 


jl 


Gene No. 


106232 


Strand 


+ 






16875 


End 


18835 




Name 


OJ000208 13.0417.C10.ol.np 


Method 


AAT/NAP 




Start 


16875 


End 


18835 


y 


GI 


7340909 


Score 


148 


3 


Exons 


16875. .16936, 18194 .. 18542, 


18726. .18835 


u 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50002 


Seq. ID 


OJ000208_13.0417. 




Gene No. 


106233 


Strand 






Start 


3737. 


End 


10147 




Name 


OJ000208 13.0417.C10.o2.gs 


Method 


GENSCAN 


i 


Start 


3737 


End 


10147 


a 


GI 


none 


Score 


.54 


j- 


Exons 


3737.. 3941, 6223.-6356, 7358 


..7639, 7686. .8054, 8703. .88 






10146. .10147 








Seq. No. 


50003 


Seq. ID 


OJ000208_13.0417. 




Gene No . 


106234 


Strand 


+ 




Start 


541 


End 


1049 




Name 


OJ000208 13.0417.Cll.ol.gs 


Method 


GENSCAN 




Start 


541 


End 


1049 




GI 


none 


Score 


.51 




Exons 


541. .727, 925. .1049 








Seq. No. 


50003 


Seq. ID 


OJ000208_13.0417. 




Gene No. 


106235 


Strand 


+ 




Start 


2048 


End 


2431 




Name 


OJ000208 13.0417.Cll.ol.gp 


Method 


AAT/GAP 




Start 


2048 


End 


2431 




GI 


none 


Score 


477 



51568 




Exons 


2048. .2431 








Seq. No. 


50003 


Seq. ID 


OJ000208_ 


_13.0417.C11 


Gene No. 


106236 


Strand 






Start 


537 


End 


4808 




Name 


OJ000208 13-0417. Cll.ol.np 


Method 


AAT/NAP 




Start 


537 


End 


4808 




GI 


5091616 


Score 


643 




Exons 


537. .583, 2487. .2573, 2675.. 


2766, 2886, 


..2959, 3035.. 3151, 




3386.. 3489, 3567.. 3636, 3726 


..3835, 4082. .4187, 


4578. .4808 


GI Descrip. 


(AC007454) F23M19.3 [Arabidopsis thaliana] 




Seq. No. 


50003 


Seq. ID 


OJ000208_ 


_13.0417.C11 


Gene No. 


106236 


Strand 






Start 


537 


End 


4808 




Name 


OJ000208 13.0417.Cll.o2.gs 


Method 


GENSCAN 




Start 


2395 


End 


4506 




GI 


none 


Score 


.82 




Exons 


2395.. 2614, 2883.. 2959, 3035 


..3151, 3386.. 3536, 


3542. .3636, 



3726.-3835, 4082. .4169, 4244. .4334, 4414. .4506 





Seq. No. 


50003 








Gene No. 


106236 








Start 


537 








Name 


OJ000208 13 


.0417. 


C11.02 




Start 


2463 








GI 


none 








Exons 


2463. .2615, 


2464. 


.2613, 


-Ji 

: 5 


Seq. No. 


50003 








Gene No. 


106236 








Start 


537 








Name 


OJ000208 13 


.0417. 


Cll.o3 




Start 


3372 








GI 


none 








Exons 


3372. .3470, 


3383. 


.3487, 






3723. .3824, 


3726. 


.3797 




Seq. No. 


50003 








Gene No. 


106236 








Start 


537 








Name 


OJ000208 13 


.0417. 


Cll.ol 




■Start 


4095 








GI 


none 








Exons 


4095. .4205, 


4095. 


.4184, 






4225. .4332, 


4229. 


.4336, 






4407. .4520, 


4418. 


.4531, 



Seq. ID OJ000208_13.0417.C11 
Strand 

End 4808 

.tm Method TBLASTX: Maize 

End 2751 

Score 179 
2476..2643, 2712. .2750, 2713. .2751 

Seq. ID OJ000208_13.0417.C11 
Strand 

End 4808 

.tm Method TBLASTX: Maize 

End 3824 

Score 64 
3389. .3484, 3568.-3636, 3569.-3628, 



Seq. ID OJ000208_13.0417.C11 
Strand 

End 4808 
.tm Method TBLASTX : Maize 
End 4808 
Score 7 9 
4118. .4189, 4221. .4295, 4224. .4331, 
4367. .4501, 4381. .4527, 4405. .4500, 
4597. .4806, 4599. .4808 



Seq. No. 


50004 




Seq. ID 


OJ000208 


Gene No. 


106237 




Strand 


+ 


Start 


33 




End 


663 


Name 


OJ000208 


_13.0417.C12.ol.gs 


Method 


GENSCAN 


Start 


33 




End 


663 


GI 


none 




Score 


.97 


Exons 


33. .193, 


399.. 663 






Seq. No. 


50004 




Seq. ID 


OJ000208 



51569 



Gene No . 


1 n £ 0 *5 Q 








Strand 


+ 




Start 


1470 








End 


3660 




Name 


OJ000208 13 


.0417 


.C12.o2 


.gs 


Method 


GENSCAN 




Start 


1470 








End 


3660 




GI 


none 








Score 


.66 




Exons 


1470. .1501, 


1871 


. .2053, 


2153. 


.2275, 2339.. 2490, 


3488. .3660 


Seq. No. 


50004 








c prr jn 


o.Tnno°nfi 


_13.0417.C12 


Gene No . 


1 U OZ 








otianu 






Start 


388 








End 


721 




Name 


OJ000208 13 


.0417, 


,C12.ol 


.gp 


Method 


AAT/GAP 




Start 


388 








End 


721 




GI 


none 








Score 


614 




Exons 


388. .721 














Seq. No. 


50004 








Seq. ID 


OJ000208 


_13.0417.C12 


Gene No. 


106240 








Strand 






Start 


3994 








End 


7757 




Name 


UJUUUzUo 1J 


n a i "7 

. U H 1 1 , 


. Liz . O J 


. gs 


Method 


GENSCAN 




Start 


3994 








End 


7601 




GI 


none 








Score 


.89 




Exons 


3994. .4094, 


4672, 


. .5015, 


5112. 


.5189, 5268.-5359, 


5459. .5555, 




6048. .6076, 


6555, 


. .6716, 


6916. 


.6996, 7091. .7249, 


7329. .7445, 




7533. .7601 














Seq. No. 


50004 








Seq. ID 


OJ000208 


_13.0417.C12 


Gene No. 


106240 








Strand 






Start 


3994 








End 


7757 




Name 


UuUUUzUo lo 




. Liz . OI 




Method 


TBLASTX: 


Maize 


Start 


4652 








End 


5180 




GI 


none 








Score 


42 




Exons 


4652. .4675, 


4790, 


. .4924, 


4793. 


.4825, 4794. .4823, 


4805. .4951, 




4824. .4850, 


4844, 


. .5017, 


4946. 


.5011, 4947. .5018, 


4950. .5018, 




5101. .5178, 


5111, 


. .5179, 


5111. 


.5179, 5112.. 5180 




Seq. No. 


50004 








Seq. ID 


OJ000208 


_13.0417.C12 


Gene No. 


106240 








Strand 






Start 


3994 








End 


7757 




Name 


OJ000208 13 


.0417, 


.C12.ol 


. np 


Method 


AAT/NAP 




Start 


4793 








End 


7757 




GI 


6751700 








Score 


667 




Exons 


4793. .4900, 


4936, 


. .5015, 


5112. 


.5189, 5268. .5359, 


6555. .6716, 




6916. .6996, 


7091, 


, .7249, 


7329. 


.7445, 7533. .7601, 


7688. .7757 


GI Descrip. 


(AC018908) putative DNA 


helicase [Arabidopsis thaliana] 


Seq. No. 


50005 








Seq. ID 


OJ000208 


_13.0417.C13 


Gene No . 


106241 








Strand 


+ 




Start 


264 








End 


455 




Name 


OJ000208 13 


.0417, 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


264 








End 


455 




GI 


none 








Score 


. 67 




Exons 


264. .455 














Seq. No. 


50005 








Seq. ID 


OJ000208 


_13.0417.C13 


Gene No. 


106242 








Strand 






Start 


1 








End 


4167 




Name 


OJ000208 13 


.0417, 


,C13.ol 


. np 


Method 


AAT/NAP 





51570 



Start 1 End 4167 

GI 1931649 Score 831 

Exons 1..54, 1394. .1529, 1606 .. 1756, . 1830 .. 1950, 2242. .2369, 

2443. .2529, 3129. .3263, 4144. .4167 

GI Descrip. (U95973) DNA helicase isolog [Arabidopsis thaliana] 

Seq. No. 50005 Seq. ID OJ000208_13 . 04 17 . C13 

Gene No. 106242 Strand 

Start 1 End 4167 

Name OJ000208_13. 0417 .C13 .o2 .gs Method GEN SCAN 

Start 1382 End 3712 

GI none Score .75 

Exons 1382. .1529, 1606. .1736, 1830. .1950, 2242. .2369, 3129. .3260, 
3340. .3712 



Seq. No. 50006 Seq. ID OJ000208_13 . 04 17 . C16 

Gene No. 106243 Strand + 

Start 2892 End 13174 

Name OJ000208_13. 0417 .C16 .ol .np Method AAT/NAP 

Start 2892 End 13171 

GI 7228457 Score 7596 

Exons 2892. .2950, 4994. .6586, 6650. .6952, 9940. .10472, 10595 .. 11554 , 

11621. .13171 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 50006 Seq. ID OJ000208_13 . 04 17 . C16 

Gene No. 106243 Strand + 

Start 2892 End 13174 

Name OJ000208_13 . 04 17 . C16 . o2 . gs Method GENSCAN 

Start 5060 End 13174 

GI none Score . 52 

Exons 5060.. 5700, 5702.. 6332, 6392.. 6586, 6650.. 6952, 7549.. 7719, 

7740. .7921, 7995. .8077, 10034 .. 10328 , 10441 .. 11772, 11929. .13174 



f i 



Seq. No. 
H Gene No. 
% j Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50006 Seq. ID OJ000208_13 . 04 17 . C16 

106243 Strand + 
2892 End 13174 
OJ000208_13.0417.C16.ol.gp Method AAT/GAP 
9644 End 9816 
LIB3433-026-P1-K1-C1 Score 242 
9644. .9816 

1 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

50006 Seq. ID OJ000208_13 . 04 17 . C16 

106244 Strand + 
15185 End 17048 
OJ000208_13.0417.C16.o2.np Method AAT/NAP 
15185 End 17048 
6907087 Score 1026 
15185. .15558, 15735 16406, 16947. .17048 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



51571 



1 



Seq. No. 


50006 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106245 


Strand 


+ 






Start 


17514 


End 


17896 






Name 


OJ000208 13.0417.C16.o2.gp 


Method 


AAT/GAP 






Start 


17514 


End 


17896 






GI 


uC-osflcyp033a04bl 


Score 


668 






Exons 


17514. .17896 










GI Descrip. 


' 6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza sativa genom. 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


c ri n n £ 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106246 


Strand 


+ 






Start 


29682 


End 


32215 






Name 


OJ000208 13 . 04 17 . Clo . o / . gs 


Method 


GENSCAN 






Start 


29682 


End 


32215 






GI 


none 


Score 


.96 






Exons 


29682 30052, 30154 .. 31066, 


31093. .31785, 31865. 


.32215 




Seq. No. 


50006 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106246 


Strand 


+ 






Start 


29682 


End 


32215 






Name 


OJ000208^13.0417.C16.o6.np 


Method 


AAT/NAP 






Start 


30566 


End 


32212 






GI 


4836403 


Score 


460 






Exons 


30566 .. 30616, 30662 .. 30751 ,- 


31093.. .31372, 31448. 


.31785, 






31865 .. 31948 , 32044.. 32212 










GI Descrip. 


(AF117723) seed maturation 


protein PM27 [Glycine 


max] 




Seq. No. 


50006 


Seq. ID 


OJ000208__ 


13.0417 


-C16 


Gene No. 


106247 


Strand 








Start 


13795 


End 


16717 






Name 


OJ000208 13.0417.C16.o3.gs 


Method 


GENSCAN 






Start 


13795 


End 


16717 






GI 


none 


Score 


.55 






Exons 


13795. .13992, 14038 .. 14 199, 


14257. .14457, 15629. 


.15958, 






15966. .16666, 16684.. 16717 










Seq. No. 


50006 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106248 


Strand 








Start 


16796 


End 


21993 






Name 


OJ000208 13.0417.C16.o4.np 


Method 


AAT/NAP 






Start 


16796 


End 


21993 






GI 


6907089 


Score 


1860 






Exons 


16796. .16889, 16961 .. 17071, 


18603. .19728, 19829. 


.20388, 






21068. .21198, 21965.. 21993 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50006 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106248 


Strand 








Start 


16796 


End 


21993 






Name 


OJ000208 13.0417.C16.o4.gs 


Method 


GENSCAN 






Start 


16941 


End 


17472 






GI 


none 


Score 


. 94 






Exons 


16941. .17047, 17415. .17472 










Seq. No. 


50006 


Seq. ID 


OJ000208_ 


13.0417 


.C16 


Gene No. 


106248 


Strand 









51572 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16796 End 21993 

OJ000208_13.0417.C16.o3.np Method AAT/NAP 
17443 . End 19391 

4680186 Score 264 

17443. .17676, 19052. .19391 

(AF111709) unknown [Oryza sativa subsp. indica] 



50006 

106248 

16796 

OJ000208_13.0417.C16.o5.gs 

18558 

none 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 21993 

Method GENSCAN 

End 21061 

Score .46 



18558. .19728, 19829 .. 19974 , 19989 20397 , 21021.. 21061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50006 

106249 

23941 

OJ000208_13.0417.C16.o6.gs 

23941 

none 

23941. .24148, 24383.-24595, 
27778.-27886, 28011 .. 28219, 
28747. .28996, 29316.. 29392 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 13.0417.C16 



30001 
GENSCAN 
29392 
.48 

26631. .27187, 27295 .. 274 55, 
28316. .28391, 28 477 .. 28596, 



OJ000208 13.0417.C16 



Seq. No. 50006 Seq. ID 

Gene No. 10624 9 Strand 

Start 23941 End 30001 

Name OJ000208JL3 . 0417 ,C16.o5 .np Method AAT/NAP 

Start 26265 End 30001 

GI 7020375 Score 922 

Exons 26265. .26317, 26875 .. 27187 , 27295 .. 274 55 , 27548 27640 , 

27778.-27886, 28011 .. 28219, 28316 .. 28391 , 28477.-28596, 

28747. .28996, 29316 .. 29407 , 29676. . 29714, 29807.. 30001 
GI Descrip. (AK000349) unnamed protein product [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50006 Seq. ID OJ000208_13 . 04 17 . C16 

106249 Strand 

23941 End 30001 

OJ000208_13.0417.C16.o3.gp Method AAT/GAP 

26403 End 27376 

27310_1.R1084 Score 1646 

26403. .27187, 27295. .27376 

1 5459148/emb I CAB50634.il 4.0e-21 (AJ248288) hypothetical protein 
[Pyrococcus abyssi] 1 



50006 Seq. ID 

106249 Strand 

23941 End 

OJ000208_13.0417.C16.o4 .gp Method 

27721 End 

4715311 Score 

27721. .27886, 28011 28219, 28316.. 28384 

5459148/emb|CAB50634.1| 4.0e-21 (AJ248288) hypothetical protein 
[Pyrococcus abyssi] 



OJ000208_13.0417.C16 

30001 
AAT/GAP 
28384 
708 



Seq. No. 



50006 



Seq. ID OJ000208_13.0417.C16 



51573 



Gene No . 


106250 




b trana 






Start 


35678 




End 


38226 




Name 


OJ000208 13.0417.C16.o8 


.gs 


Method 


GENSCAN 




Start 


35678 




End 


38226 




GI 


none 




Score 


.95 




Exons 


35678.-36588, 38080.. 38226 








Seq. No. 


50006 




Seq. ID 


OJ000208JL3.0417 


.C16 


Gene No. 


106250 




Strand 






Start 


35678 




End 


38226 




Name 


OJ000208 13.0417.C16.o7 


.np 


Method 


AAT/NAP 




o tart 


35737 




End 


36463 




GI 


7487811 




Score 


■ 278 




Exons 


35737. .35802, 35843 .. 3604 4 , 36084.. 36463 




GI Descrip. 


hypothetical protein T8K22.16 


- Arabidopsis thaliana 






gil 3184285 | gb | AAC18932 . 


1| (AC004136) 


hypothetical protein 




[Arabidopsis thaliana] 










Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No . 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13 . 0417 . C16 . o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


5000 




End 


5293 




GI 


none 




Score 


61 




Exons 


5000. .5053, 5020.. 5259, 


5036. 


.5293. 






Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


-C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13 . 0417 . C16 . o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


6008 




End 


6778 




GI 


none 




Score 


289 




Exons 


6008. .6181, 6009.. 6347, 


6203. 


.6358, 6307.. 6441, 6337.. 6462, 




6338. .6493, 6581. .6778, 


6581. 


.6763, 6634.. 6777 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


6779 




End 


9999 




GI 


none 




Score 


212 




Exons 


6779. .6955, 6781. .6957, 


6783. 


.6956, 9934. .9999 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No . 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


6788 




End 


10131 




GI 


none 




Score 


169 




Exons 


6788.. 6955, 6823.. 6951, 


9917. 


.10120, 


9934. .10131, 9937. 


.101 


Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


10000 




End 


10419 




GI 


none 




Score 


452 





51574 



Exons 



10000. .10419, 10137. .10247, 10308.. 10406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50006 

106251 

38852 

OJ000208_13.0417.C16.o5. tm 

1015.9 

none 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 38932 

Method T BLAST X : Maize 

End 10543 

Score 275 



10159. .10437, 10193. .10375, 10302 .. 104 36, 1034 9 .. 10543, 
10396. .10524 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
*» Start 

~i gi 

Exons 

fy Seq. No. 

?3 Gene No. 

\% Start 

b ~ Name 

*3 start 

fy GI 

s Exons 



End 

Method 

End 

Score 



50006 
106251 
38852 

OJ000208_13.0417 .C16.o3.ts 
10264 
none 

10264. .10440, 10436.. 10666 

50006 
106251 
38852 

OJ000208_13.0417.C16.o6.tw 
10430 
none 

10430. .10717, 10435. .10524, 10556.. 10717 



Seq. ID OJ000208_13.0417.C16 
Strand 

38932 

TBLASTX: Soybean 
10666 
147 



Seq. ID OJ000208_13.0417.C16 
Strand 

38932 

TBLASTX: Wheat 
10717 
242 



End 

Method 

End 

Score 



50006 

106251 

38852 

OJ000208_13.0417.C16.o4.tw 

11072 

none 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 38932 

Method TBLASTX : Wheat 

End 11533 

Score 234 



11072. .11323, 11099. .11323, 11164 .. 11337 , 11384 .. 11533, 
11393. .11518, 11395.. 11532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



50006 
106251 
38852 

OJ000208_13.0417.C16.o5.ts 
11222 
5666795 

11222. .11320, 11396. .11533, 11573. .11788 
4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 38932 

Method TBLASTX : Soybean 

End 11788 

Score 68 



50006 

106251 

38852 

OJ000208_13.0417.C16.o9.tw 

11536 

none 

11536. .11712, 11573. .11848 

50006 

106251 

38852 

OJ000208 13.0417.C16.o3.tm 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 38932 

Method TBLASTX : Wheat 

End 11848 

Score 200 



Seq. ID OJ000208_13.0417.C16 
Strand 

End 38932 

Method TBLASTX : Mai ze 



51575 




Start 


12041 




End 


12384 




GI 


none 




Score 


371 




Exons 


12041. .12364, 12070.. 


12351, 


12268. . 12384 




Seq. No. 


50006 






O.Tf)0f) o 08 1 ^ 04 1 7 

UU \J \J \J \J \J i. J • VJ *i x / 


.C16 


bene wo . 


i n£9 m 

± \J Oc. D ± 




Oil ai x\JL 






Start 


38852 




Ej 1 IW 


JO ^ J£> 




Name 


OJ000208 13.0417.C16. 


o3. tw 


Mpf hi nH 


TBLASTX " Wheat 




Start 


12178 




ZjI L\JL 


J. vJ / J 




GI ■ 


none 




Score 


373 




Exons 


12178. .12579, 12179.. 


12559 








Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






otart 


jooOZ 




End 


38932 




Name 


OJ000208 13.0417.C16. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


12583 




End 


13162 




GI 


none 




Score 


40 




Exons 


12583. .12624, 12584.. 


12850, 


12586. .12843, 12 608 .. 1297 6, 






12700. .12870, 13036.. 


13158, 


13037. . 13162 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


26535 




End 


27899 






none 




Score 


140 




Exons 


26535. .26567, 26630.. 


26866, 


26630. .26866, 26857 .. 27183, 






26869. .27078, 26873.. 


27187, 


27039. .27200, 27057 .. 27188 , 






27127. .27189, 27293.. 


27457, 


27304 . .27456, 27351 .. 274 58 , 






27544. .27612, 27546.. 


27653, 


27549. .27647, 27771 .. 27887 , 






27773. .27895, 27776.. 


27895, 


27783. .27899 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


r»Tfinn9nfi 1 ^ c\am pi £ 


Ol . Lb 


Method 


TBLASTX: Soybean 




Start 


27065 




End 


27570 




GI 


none 




Score 


149 




Exons 


27065. .27187, 27066.. 


27188, 


27078. .27188, 27293 .. 27457 , 






27294. .27440, 27295.. 


27459, 


27304. .27456, 2754 4 .. 27570 , 






27546. .27569 










Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 








OQQ CO 




End 


38932 




Name 


OJ000208 13.0417.C16. 


o2 .ts 


Method 


TBLASTX : Soybean 




Start 


27573 




End 


28215 




GI 


none 




Score 


161 




Exons 


27573. .27653, 27771.. 


27887, 


27771. .27884, 27773 .. 2788 6, 






27995. .28150, 28011.. 


28214, 


28012. .28215 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


28011 




End 


28387 





51576 




GI 


none 




Score 


234 




Exons 


28011. .28202, 28012. 


.28200, 


28293. .28340, 28294 .. 2834 1, 






28332. .28373, 28336. 


.28374, 


28367. .28387, 28369.. 28386 




Seq. No. 


50006 




Seq. ID 


OJ000208JL3.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


28489 




End 


29923 




GI 


none 




Score 


172 




Exons 


28489. .28599, 28490. 


.28597, 


28741. .28995, 287 4 5 .. 28999, 






28836. .29003, 29313. 


.29408, 


29313. .29408, 29315 .. 294 10, 






29317. .29409, 29317. 


.29415, 


29659.-29739, 29673 .. 29717, 






29807. .29866, 29808. 


.29864, 


29873. .29923 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


• C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


28852 




End 


29717 




GI 


none 




Score 


141 




Exons 


28852. .28995, 28862. 


.29014, 


29315. .29410, 2 931 6 .. 2 9408 , 






29673. .29717 










Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13 . 0417 .CI 6 


.o7.ts 


Method 


TBLASTX : Soybean 




Start 


30563 ~ 




End 


31662 




GI 


none 




Score 


63 




Exons 


30563. .30622, 31447. 


.31632, 


31449. .31640, 31492. .31662 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


35864 ~ 




End 


36041 




GI 


none 




Score 


133 




Exons 


35864 . . 36028, 35874 . 


.36041, 


35970. .36041 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.C16 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


36318 ~ 




End 


36464 




GI 


none 




Score 


114 




Exons 


36318 . .36437, 36329. 


.36391, 


36386.-36463, 36390.. 36464 




Seq. No. 


50006 




Seq. ID 


OJ000208_13.0417 


.CI 6 


Gene No. 


106251 




Strand 






Start 


38852 




End 


38932 




Name 


OJ000208 13.0417.C16 


. 08 . np 


Method 


AAT/NAP 




Start 


38852 




End 


38932 




GI 


7523512 




Score 


134 




Exons 


38852. .38932 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 





51577 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50007 
106252 
1 

OJ000208_13.0417.C17.ol.np 
1 

5042454 
1..181, 421. .471 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000208_13.0417.C17 

Strand + 

End 931 

Method AAT/NAP 

End 471 

Score 201 



50007 

106252 

1 

OJ000208_13.0417.C17.ol.gs 
92 

none 

92. .204, 417. .588, 905. .931 

50008 

106253 

1593 

OJ000208_13.0417.C21.ol.gs 

1593 

none 

1593. .1969 



Seq. ID OJ000208_13.0417.C17 

Strand + 

End 931 

Method GEN SCAN 

End 931 

Score .96 



Seq. ID OJ000208_13.0417.C21 
Strand 

End 1969 

Method GENSCAN 

End 1969 

Score .68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ000208_13.0417 .C22 
Strand + 

1300 
AAT/NAP 
1264 
892 



50009 
106254 
1 

OJ000208_13.0417.C22.ol.np 
1 

7485805 
1. .1264 

hypothetical protein F19I3.2 - Arabidopsis thaliana 
gi|3033375|gb|AAC12819.1| (AC004238) putative berberine bridge 
enzyme [Arabidopsis thaliana] 



End 

Method 

End 

Score 



Seq. ID OJ000208_13.0417.C22 

Strand + 

End 1300 

Method AAT/NAP 

End 1294 

Score 621 



50.009 
106254 
1 

OJ000208_13 . 0417 . C22 . o2 . np 
1 

7484602 
1. .1294 

probable reticuline oxidase (EC 1.5.3.9) - opium poppy 
gi|3282517|gb|AAC61839.1| (AF025430) berberine bridge enzyme 
[Papaver somniferum] 



50009 

106254 

1 

OJ000208_13.0417.C22.o2.tc 
95 

none 



Seq. ID OJ000208_13.0417.C22 

Strand + 

End 1300 

Method TBLASTX : Cress 

End 529 

Score 4 8 



95. .133, 146. .448, 148. .228, 467. .529 



50009 
106254 



Seq. ID OJ000208_13.0417.C22 
Strand + 



51578 




Start 


1 


End 


1300 




Name 


OJ000208 13.0417.C22.o2.ts 


Method 


TBLASTX: Soybean 




Start 


95 


End 


430 




GI 


none 


Score 


41 




Exons 


95. .133, 143. .430, 151. .210, 


313. .417 






Seq. No. 


50009 


Seq. ID 


OJ000208_13.0417 


.C22 


Gene No. 


106254 


Strand 


+ 




Start 


1 


End 


1300 




Name 


OJ000208 13.0417.C22.ol.gs 


Method 


GENSCAN 




Start 


215 


End 


1300 




GI 


none 


Score 


.51 




Exons 


215. .1300 








Seq. No. 


50009 


Seq. ID 


OJ000208_13.0417 


-C22 


Gene No. 


106254 


Strand 


+ 




Start 


1 


End 


1300 




Name 


OJ000208 13.0417.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


452 


End 


1261 




GI 


none 


Score 


61 




Exons 


452. .523, 470. .529, 587. .709 


, 587. .703, 


746..988, 1022. 


.1117, 




1022.. 1108, 1039. .1122, 1097 


. .1261, 1132. .1260 




Seq. No. 


50009 


Seq. ID 


OJ000208_13.0417 


.C22 


Gene No. 


106254 


Strand 


+ 




Start 


1 


End 


1300 




Name 


OJ000208 13.0417.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


581 


End 


1258 




GI 


none 


Score 


113 




Exons 


581. .751, 770. .979, 1016. .1117, 1045. .1116, 1126. .1254, 






1133. .1258 








Seq. No. 


50009 


Seq. ID 


OJ000208_13.0417 


.C22 


Gene No. 


106254 


Strand 


+ 




Start 


1 


End 


1300 




Name 


OJ000208 13-0417. C22.ol.ts 


Method 


TBLASTX : Soybean 




Start 


647 


End 


1258 




GI 


none 


Score 


221 




Exons 


647. .979, 1013. .1258, 1022.. 


1249, 1045. 


.1251 




Seq. No. 


50009 


Seq. ID 


OJ000208_13.0417 


.C22 


Gene No. 


106254 


Strand 


+ 




Start 


1 


End 


1300 




Name 


OJ000208 13.0417.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


749 


End 


1180 




GI 


none 


Score 


133 




Exons 


749. .979, 1016. .1117, 1016.. 


1108, 1051. 


.1128, 1097. .1180, 




1147. .1176 








Seq. No. 


50010 


Seq. ID 


OJ000208_13.0417 


-C25 


Gene No. 


106255 


Strand 


+ 




Start 


1 


End 


729 . 




Name 


OJ000208 13-0417. C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


729 




GI 


7434281 


Score 


90 




Exons 


1..61, 588. .729 









GI Descrip. probable shaggy-like protein kinase etha (EC 2.7.1.-) - rice 



51579 



gi|2182029|emb|CAA73848.1| (Y13437) shaggy-like kinase etha 
(OSKetha) [Oryza sativa] 



Seq. No. 50010 Seq. ID 

Gene No. 106256 Strand 

Start 566 End 

Name OJ000208_13 . 0417 .C25 . ol . gs Method 

Start 566 End 

GI none Score 

Exons 566. . 671 



OJ000208_13.0417.C25 
671 

GENSCAN 

671 

.44 



Seq. No. 50011 Seq. ID 

Gene No. 106257 Strand 

Start 171 End 

Name OJ000208_13 . 04 17 . C26 . ol . gs Method 

Start 171 End 

GI none Score 

Exons 171.. 243, 910.. 1044 



OJ000208_13.0417.C26 
+ 

1187 
GENSCAN 
1044 
.4 



Seq. No. 50011 Seq. ID 

Gene No. 106257 Strand 

Start 171 End 

Name OJ000208_13 . 04 17 . C2 6 . ol . np Method 

Start 612 End 

GI 7228450 Score 

Exons 612.. 693, 833.. 972, 1075.. 1187 

GI Descrip. (AP001366) hypothetical protein [Oryza sativa] 



OJ000208_13.0417.C26 
+ 

1187 
AAT/NAP 
1187 
254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50012 Seq. ID 

106258 Strand 
899 End 
OJ000208_13 . 0417 .C29 . ol . gp Method 
899 End 
72524_1.R1084 Score 
899. .1212 

' 5091496/dbj | ABO 234 82 . 2 | ABO 2 34 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ000208_13.0417.C29 
+ 

1212 
AAT/GAP 
1212 
394 



50012 

106259 

1159 

OJ000208_13.0417.C29.ol.np 

1159 

7106512 



Seq. ID OJ000208 13.0417.C29 



Strand 
End 

Method 

End 

Score 



+ 

2870 
AAT/NAP 
2870 
1050 



1159. .1218, 1292. .1479, 1548. .1754, 2010. .2870 
(AP001278) EST C9842 9 {E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


50012 






Seq. ID 


OJ000208 


Gene No. 


106259 






Strand 


+ 


Start 


1159 






End 


2870 


Name 


OJ000208 13 


0417.C29.ol 


.gs 


Method 


GENSCAN 


Start 


1292 






End 


2650 


GI 


none 






Score 


.66 


Exons 


1292. .1352, 


1626. .1750, 


1976. 


.2650 




Seq. No. 


50013 






Seq. ID 


OJ000208 



51580 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106260 
382 

OJ000208_13.0417.C30.ol.np 
382 

7106512 
382. .971 

(AP001278) EST C98429 (E0138 ) 



Strand 
End 

Method 

End 

Score 



+ 

971 

AAT/NAP 

971 

800 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



50013 

106260 

382 

OJ000208 

443 

none 

443. .939 



13.0417.C30.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_ 
+ 

971 

GENSCAN 

939 

.89 



13.0417.C30 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50014 Seq. ID OJ000208 

106261 - Strand + 

1 End 431 

OJ000208_1 3 . 04 17 . C32 . ol . gp Method AAT/GAP 
1 End 431 

1257_1.R1084 Score 626 

1..104, 200. .431 

' 1173327/sp|P43333|RU2A_ARATH 3.0e-19 U2 
RIBONUCLEOPROTEIN A' ' (U2 SNRNP-A' 1 ) >gi 
snRNP protein A 1 1 - Arabidopsis thaliana 



13.0417.C32 



SMALL NUCLEAR 

322619_pir S30580 U2 

">gi_l 7 66 9_emb_CAA4 8 8 9 0_ 



(X69137) U2 
thaliana] 1 



small nuclear ribonucleoprotein A 1 1 [Arabidopsis 



50014 Seq. ID OJ000208 

106261 Strand + 

1 End 431 

OJ000208_13 . 0417 . C32 . ol . gs Method GENSCAN 

27 End 104 

none Score . 92 
27. .104 



13.0417.C32 



Seq. No. 50015 Seq. ID OJ000208 

Gene No. 106262 Strand + 

Start 1 End 1034 

Name OJ000208JL3 . 04 17 . C37 . ol . np Method AAT/NAP 

Start 1 End 1034 

GI 7228457 Score 381 

Exons 1..326, 388. .477, 972. .1034 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 



13.0417.C37 



type 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 50015 

Gene No. 106263 

Start 460 

Name OJ000208_13 . 0417 . C37 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ000208_13.0417.C37 



Strand 
End 

Method 

End 

Score 



1034 

TBLASTX: Wheat 

495 

221 



1..207, 2. .253, 361. .477, 369. .479, 373. .495 



51581 



Seq. No. 


50015 


Seq. ID 


OJ000208 


_13. 


0417 


.C37 


Gene No. 


106263 


Strand 












460 


End 










Name 


OJ000208 13.0417.C37.o2.np 


Method 


AAT/NAP 








Start 


460 


End 


1034 








GI 


7228450 


Score 


214 








Exons 


460. .575, 678. .797, 937 .. 1034 












GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 








Seq. No. 


oUUlb 


oeq. iu 


OJ000208 


_13. 


0417 


.C38 


Gene No. 


106264 


Strand 










Start 


206 


End 


305 








Name 


OJ000208 13.0417.C38.ol.gs 


Method 


GENSCAN 








Start 


206 


End 


305 








GI 


none 


Score 


.73 








Exons 


206. .305 












Seq. No. 


50017 


Seq. ID 


OJ000208 


_13. 


0417 


.C39 


Gene No. 


106265 


Strand 










Of a 

otar u 


1 


End 


140 








Name 


OJ000208 13.0417.C39.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


140 








GI 


6598575 


Score 


89 








Exons 


1. .140 












GI Descrip. 


(AC006228) F5J5.1 [Arabidopsis thaliana] 








Seq. No. 


50018 


Seq. ID 


OJ000208_ 


_13. 


0417 


.C40 


Gene No. 


106266 


Strand 


+ 








Start 


757 


End 


1485 








Name 


OJ000208 13.0417.C40.ol.np 


Method 


AAT/NAP 








Start 


757 


End 


1482 








GI 


5295971 


Score 


479 








Exons 


757. .1177, 1256. .1482 












GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777) [Oryza sativa] 



50018 Seq. ID 

106266 Strand 

757 End 

OJ000208_13 . 0417 . C40 . ol . tm Method 

1096 End 

none Score 



OJ000208_13.0417.C40 
+ 

1485 

TBLASTX: Maize 

1485 

39 



1096. .1158, 1189. .1485, 1205. .1378, 1246. .1485 



Seq. No. 50019 
Gene No. 106267 
Start 1 

Name OJ000208_13. 0417 .C41 . ol .np 

Start 1 
GI 1172817 
Exons 1..23, 402.. 620 

GI Descrip. 60S RIBOSOMAL PROTEIN L11B (L16B) gi | 550547 | emb | CAA57396 | 
(X81800) ribosomal protein L16 [Arabidopsis thaliana] 
gi I 4539392 | embl CAB37458.il (AL035526) ribosomal protein Lll, 
cytosolic [Arabidopsis thaliana] 



Seq. ID OJ000208_13.0417.C41 
Strand 

End 630 

Method AAT/NAP 

End 620 

Score 315 



51582 




Seq. No. 


50019 




Seq. ID 


OJ000208_13.0417 


.C41 


Gene No. 


106267 




Strand 






Start 


1 




End 


630 




Name 


OJ000208 


13.0417.C41.ol.tm 


Method 


TBLASTX: Maize 




Start 


404 




End 


628 




GI 


none 




Score 


245 




Exons 


404. .484, 


415.. 627, 422.. 628, 


424. .618 


, 566.. 625 




Seq. No. 


50019 




Seq. ID 


OJ000208_13.0417 


.C41 


Gene No . 


106267 




Strand 






Start 


1 




End 


630 




Name 


OJ000208 


13.0417.C41.ol.tc 


Method 


TBLASTX: Cress 




Start 


415 




End 


630 




GI 


none 




Score 


231 




Exons 


415. .618, 


421. .630 








Seq. No. 


50019 




Seq. ID 


OJ000208_13.0417 


.C41 


Gene No. 


106267 




Strand 






Start 


1 




End 


630 




Name 


OJ000208 


13.0417.C41.ol.tw 


Method 


TBLASTX: Wheat 




Start 


415 




End 


630 




GI 


none 




Score 


211 




Exons 


415. .618, 


416.. 622, 421.. 630 








Seq. No. 


50019 




Seq. ID 


OJ000208_13.0417 


.C41 


Gene No . 


106267 




Strand 






Start 


1 




End 


630 




Name 


OJ000208 


13.0417.C41.ol.gs 


Method 


GENSCAN 




Start 


421 




End 


620 




GI 


none 




Score 


.88 




Exons 


421. .620 










Seq. No. 


50019 




Seq. ID 


OJ000208_13.0417 


.C41 


Gene No. 


106267 




Strand 






Start 


1 




End 


630 




Name 


OJ000208 


13-0417. C41.ol-ts 


Method 


TBLASTX: Soybean 




Start 


421 




End 


622 




GI 


none 




Score 


174 




Exons 


421. .618, 


422. .622 








Seq. No. 


50020 




Seq. ID 


OJ000208_13.0417 


.C43 


Gene No . 


106268 




Strand 


+ 




Start 


101 




End 


2077 




Name 


OJ000208 


13.0417.C43.ol.gs 


Method 


GENSCAN 




Start 


101 




End 


2077 




GI 


none 




Score 


.58 




Exons 


101. .235, 


1742.. 1886, 1935.. 2077 






Seq. No. 


50021 




Seq. ID 


OJ000208JL3.0417 


.C48 


Gene No. 


106269 




Strand 


+ 




Start 


1 




End 


182 




Name 


OJ000208 


13.0417.C48.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


182 




GI 


5922619 




Score 


102 




Exons 


1. .182 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 





gi| 6016852 |dbj IBAA85195.il (AP000570) hypothetical protein 



51583 



[Oryza sativa] 

Seq. No. . 50021 
Gene No. 106270 
Start 328 

Name OJ000208_13.0417.C48.ol.gs 
Start 328 
GI none 
Exons 328.. 454 



Seq. ID OJ000208_13.0417.C48 

Strand + 

End 454 

Method GENSCAN 

End 454 

Score .73 



Seq. No. 50021 
Gene No. 106271 
Start 322 

Name OJ000208_13 . 0417 . C48 . o2 . np 

Start 322 
GI 6630699 
Exons 322.. 410, 874.. 1131 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000208_13.0417.C48 
Strand 

End 1179 

Method AAT/NAP 

End 1131 

Score 93 



Seq. No. 50021 

Gene No. 106271 

Start 322 

Name OJ000208_13 . 04 17 . C48 . o2 . gs 

Start 757 

GI none 

Exons 757.. 1179 



Seq. ID OJ000208_13.0417.C48 
Strand 

End 117 9 

Method GENSCAN 

End 1179 

Score .92 



Seq. No. 50022 

Gene No. 106272 

Start 459 

Name OJ000208_12 . 0417 . C2 . ol . gs 

Start 459 

GI none 

Exons 459.. 616 



Seq. ID OJ000208_12.0417.C2 

Strand + 

End 616 

Method GENSCAN 

End 616 

Score .99 



* Seq. No. 
3 Gene No. 
3 Start 
_ Name 
" Start 
GI 

Exons 



50023 

106273 

974 

OJ000208_12.0417.C3.ol.gs 

974 

none 



Seq. ID OJ000208_12.0417.C3 

Strand + 

End 3896 

Method GENSCAN 

End 3896 

Score .82 



974. .1448, 1498. .1551, 1916. .1935, 2042. .2204, 2617. .2886, 
3750. .3896 



Seq. No. 50024 

Gene No. 106274 

Start 1 

Name OJ000208_12 . 04 17 . C4 . ol . gp 

Start 1 

GI LIB3433-052-P1-K1-H4 

Exons 1..64, 768.. 1010 

GI Descrip. ■ 4375834/emb | CAA16799 . 1 | 2.0e-29 (AL021713) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000208_12.0417.C4 

Strand + 

End 2184 

Method AAT/GAP 

End 1010 

Score 581 



Seq. No. 



50024 



Seq. ID OJ000208_12.0417.C4 



51584 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106274 Strand 

I End 
OJ000208_12 . 04 17 . C4 . ol . gs Method 

II End 
none Score 



+ 

2184 
GENSCAN 
2184 
.43 



11. .64, 768. .946, 1966. .2080, 2131. .2184 



50024 

106275 

2868 

OJ000208_12 . 04 17 . C4 . o2 . tm 
1 

none 



Seq. ID OJ000208_12.0417.C4 
Strand 

End 3627 

Method TBLASTX : Maize 

End 994 

Score 78 



1..66, 2. .73, 742. .843, 764. .949, 765. .959, 765. .953, 863. .994 



50024 

106275 

2868 

OJ000208J.2 . 04 17 . C4 . ol . tm 

2839 

none 

2839. .3285, 2847. .3284 



Seq. ID OJ000208_12.0417.C4 
Strand 

End 3627 

Method TBLASTX : Maize 

End 3285 

Score 613 



Seq. ID OJ000208_12.0417.C4 
Strand 

End 3627 

Method AAT/NAP 

End 3627 

Score 799 



50024 
106275 
2868 

OJ000208_12.0417.C4.ol.np 
2847 
7484895 
2847. .3627 

cytochrome P450 homolog F13P17.33 - Arabidopsis thaliana 

gi I 3128210 | gb | AAC26690.il (AC004077) putative cytochrome P450 

[Arabidopsis thaliana] 



50024 

106275 

2868 

OJ000208_12 . 04 17 . C4 . ol . tc 

2850 

none 

2850. .3056, 2857. .3051 

50024 

106275 

2868 

OJ000208_12 . 0417 . C4 . o2 . gs 

2868 

none 

2868. .3560 



Seq. ID OJ000208_12.0417.C4 
Strand 

End 3627 

Method TBLASTX: Cress 

End 3056 

Score 150 



Seq. ID OJ000208_12.0417.C4 
Strand 

End 3627 

Method GENSCAN 

End 3560 

Score .96 



Seq. No. 50024 

Gene No. 106275 

Start 2868 

Name OJ000208_12 . 04 17 . C4 . ol . ts 

Start 3034 

GI none 
Exons 



Seq. ID OJ000208_12.0417.C4 
Strand 

End ' 3627 

Method TBLASTX : Soybean 

End 3359 

Score 69 



3034. .3132, 3036. .3104, 3078. .3350, 3097. .3351, 3141. .3359 



51585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50025 Seq. ID OJ000208_12 . 04 17 . C5 

106276 Strand 

1 End 628 

OJ000208_12 . 04 17 . C5 . ol . np Method AAT/NAP 

1 End 592 

7484895 Score 529 

1. .592 

cytochrome P450 homolog F13P17.33 - Arabidopsis thaliana 

gi|3128210|gb|AAC26690.1| (AC004077) putative cytochrome P450 
[Arabidopsis thaliana] 



OJ000208 12. 0417. C5 



Seq. No. 50025 Seq. ID 

Gene No. 10627 6 Strand 

Start 1 End 

Name OJ000208_12 . 04 17 . C5 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2. .178, 3. .179, 161. .259, 167. .241, 174. .260, 245. .520, 
246. .374, 408. .518 



628 

TBLASTX: Soybean 

520 

115 





Seq. No. 


50025 


Seq. ID 


OJ000208 


_12 


.0417 


.C5 




Gene No. 


106276 


Strand 












Start 


1 


End 


628 








L -J 


Name 


OJ000208 12.0417.C5.ol.gs 


Method 


GENSCAN 










Start 


8 


End 


628 








ill 


GI 


none 


Score 


.79 










Exons 


8. .628 














Seq. No. 


50026 


Seq. ID 


OJ000208 


_12 


.0417 


.C6 


iJ 


Gene No. 


106277 


Strand 










. =* 


Start 


36 


End 


714 








=t: : 

i : = 
3 — 


Name 


OJ000208 12.0417.C6.ol.gs 


Method 


GENSCAN 










Start 


36 


End 


714 










GI 


none 


Score 


.83 








'"4 


Exons 


36. .237, 256.-545, 594. .714 














Seq. No. 


50027 


Seq. ID 


OJ000208 


_12 


.0417 


.C10 




Gene No. 


106278 


Strand 


+ 










Start 


5097 


End 


5366 










Name 


OJ000208 12.0417.C10.o2.gs 


Method 


GENSCAN 










Start 


5097 


End 


5366 










GI 


none 


Score 


.48 










Exons 


5097. .5366 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50027 Seq. ID OJ000208_12 . 04 17 . C10 

106279 Strand 

1 End 3524 

OJ000208_12 .0417. C10 . ol . np Method AAT/NAP 

1 End 3293 

7486291 Score 587 

1..51, 638. .750, 835. .904, 1164. .12.43, 1423. .1512, 2328. .2402, 
3149. .3293 

hypothetical protein F28J12.120 - Arabidopsis thaliana 
gi|2832651|emb|CAA16726.1| (AL021710) RNA helicase - like 
protein [Arabidopsis thaliana] gi I 7268639 | emb | CAB78848 . 1 1 
(AL161548) RNA helicase-like protein [Arabidopsis thaliana] 



51586 





Seq. No. 


50027 








Seq. ID 


OJ000208 


_12. 0417. C10 




Gene No. 


106279 








Strand 








Start 


1 








End 


3524 






Name 


OJ000208 12 


.0417 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


811 








End 


3524 






GI 


none 








Score 


. 67 






Exons 


811. .904, 1164.. 


1243, 2328.. 


2402, 3149 


..3293, 3412. .3524 




Seq. No. 


OUUZ / 








Seq. ID 


OJ000208 


1 n 0/11*7 n n 
lz / .LIU 




Gene No. 


106280 








Strand 








Start 


6896 








End 


7865 






Name 


UJUUUZUo 1Z 


C\ A 1 1 
. U 4 1 / 


. LIU . Ol 


. rm 


Method 


TBLASTX: 


wai ze 




Start 










End 


3525 






GI 


none 








Score 


79 






Exons 




J lob 


. . oZKJjf 


JzUb 


..3292, 3207. .3290, 


j4 lo . . , 






"2 A A A TCO A 
,34 4 4 . . 
















Seq. No. 


500^ 7 








Seq. ID 


OJ000208 


10 Ayii*7 r""in 
IZ . U4 1 / . LIU 




Gene No. 


106280 








Strand 








Start 


6896 








End 


7865 






Name 


r\ t a a a o a q i o 
UJUUUZUo 1Z 




.LIU . OJ 


. gs 


Method 


GENSCAN 






Start 


ooyb 








End 


7865 




:* 


GI 


none 








Score 


.42 




si 

3 


Exons 


CQ C\<Z T 1 O A 

do9d . . / lo(J , 


/ obo 


. . /ooo 












Seq. No. 


C A A ft O 








Seq. ID 


OJ000208 


10 nyi n pi 1 
Iz . U4 ± / . LI 1 




Gene No. 


lUbzo 1 








Strand 






if 


Start 


1279 








End 


7609 






Name 


OJ000208_12 


.0417 


.Cll.ol 


. gs 


Method 


GENSCAN 






Start 


1 O *7 Q 

±z i y 








End 


7609 






GI 


none 








Score 


.46 




y 


Exons 


IOTA "1 ^ O C 
1^/y. . 14 ZD , 


4329 


. .4517, 


4799 


..4966, 4972. .5116, 


CO AO CQCQ 

00 4 z . . 0 y 0 y , 






Ti 1 ft 1 O C £ 

/ liy . . /Zbb, 


7572 


. .7609 










tr 


Seq. No. 


bUUzo 








Seq. ID 


OJ000208 


10 ri/ii'7 n 1 




Gene No . 


106281 








Strand 






& 


Start • 


1279 








End 


7609 






Name 


(JJUUUzUo 1Z 


.0417 


.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


4 / / o 








End 


5479 






GI 


"7 C O O C ft O 

7523502 








Score 


156 






Exons 


y|*7T"5 C A ft ^ 

4773 . . 5096, 


5386 


. .5479 












GI Descrip. 


/ 7\ r\ft ft *i ^" O "I \ 

(AP001633 ) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50028 








Seq. ID 


OJ000208 


_12.0417.C11 




Gene No. 


106281 








Strand 








Start 


1279 








End 


7609 






Name 


OJ000208 12 


.0417 


.Cll.ol 


.gp 


Method 


AAT/GAP 






Start 


5351 








End 


5802 






GI 


4968598 








Score 


723 






Exons 


5351. .5802 
















Seq. No. 


50029 








Seq. ID 


OJ000208 


_12.0417.C12 




Gene No. 


106282 








Strand 


+ 






Start 


877 








End 


2197 






Name 


OJ000208 12 


.0417 


.C12.ol 


. gs 


Method 


GENSCAN 






Start 


877 








End 


2197 





51587 



GI 


none 


Score 


.71 


Exons 


877. .1457, 1544. .1634, 1748 


..1874, 2022. .2197 


Seq. No. 


50029 


Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106282 


Strand 


+ 


Start 


877 


End 


2197 


Name 


OJ000208 12.0417.C12.ol.np 


Method 


AAT/NAP 


Start 


877 


End 


2167 


GI 


6735324 


Score 


583 


Exons 


877. .988, 1078. .1634, 1748. 


.1874, 2022. .2167 


GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


50029 


Seq. ID 


OJ000208__12.0417.C12 


Gene No. 


106283 


Strand 


+ 


Start 


18328 


End 


19857 


Name 


OJ000208 12.0417.C12.o3.gs 


Method 


GEN SCAN 


Start 


18328 


End 


19854 


GI 


none 


Score 


1 


Exons 


18328. .19854 






Seq. No. 


50029 


Seq. ID 


OJ000208_12.0417 .C12 


Gene No. 


106283 


Strand 


+ 


Start 


18328 


End 


19857 


Name 


OJ000208 12.0417.C12.o2.np 


Method 


AAT/NAP 


Start 


18334 


End 


19854 


GI 


7484895 


Score 


1663 


Exons 


18334. .19854 






GI Descrip. 


cytochrome P450 homolog F13P17.33 - Arabidopsis thaliana 




gil 3128210 |gb IAAC26690.il (AC004077) 


putative cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


50029 


Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106283 


Strand 


+ 


Start 


18328 


End 


19857 


Name 


OJ000208 12.0417.C12.ol.gp 


Method 


AAT/GAP 


Start 


19511 


End 


19857 


GI 


uOosroM202022f04bl 


Score 


677 


Exons 


19511. .19857 






GI Descrip. 


'3128210 7.0e-44 (AC004077) 


putative 


cytochrome P450 protein 




[Arabidopsis thaliana] >gi 


3337378 (AC004481) putative 




cytochrome P450 protein [Arabidopsis 


thaliana] 1 


Seq. No. 


50029 


Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106284 


Strand 


+ 


Start 


29648 


End 


30074 


Name 


OJ000208 12.0417.C12.o3.gp 


Method 


AAT/GAP 


Start 


29648 


End 


30074 


GI 


4878407 


Score 


688 


Exons 


29648. .30074 






GI Descrip. 


606964 3/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 




Seq. No. 


50029 


Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106285 


Strand 


+ 


Start 


30742 


End 


33581 


Name 


OJ000208 12.0417.C12.o6.np 


Method 


AAT/NAP 


Start 


30742 


End 


33581 



51588 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6997177 Score 807 

30742. .30886, 30914 .. 31287 , 32874. .33581 

(AC023839) hypothetical protein [Arabidopsis thaliana] 



50029 Seq. ID 

106286 Strand 

2359 End 

OJ000208_12 .0417. C12 . o2 . gs Method 

2359 End 

none Score 



OJ000208_12.0417.C12 

17132 
GENSCAN 
17132 
.63 



2359. .2486, 3329. .3419, 4023. .4168, 4200. .4291, 4612. .4858, 
5137. .5226, 5897. .5958, 11055 .. 11080 , 11896 .. 11990, 
12798. .12853, 13539 .. 1374 0, 15839 .. 158 93, 1 6360 . . 1 64 26, 
17101. .17132 



Seq. No. 50029 Seq. ID OJ000208_12 . 04 17 . C12 

Gene No. 106287 Strand 

Start 22073 End 28418 

Name OJ000208_12.0417.C12.o2.gp Method AAT/GAP 

Start 22072 End 22235 

GI 533JL.R1084 Score 176 

Exons 22072. .22159, 22182.. 22235 

GI Descrip. ' 113172/sp I P15543 | ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] ' 



Seq. No. 


50029 


Seq. ID 


OJ000208_ 


12.0417 


.C12 


Gene No. 


106287 


Strand 








Start 


22073 


End 


28418 






Name 


OJ000208 12.0417.C12.o4.gs 


Method 


GENSCAN 






Start 


22073 


End 


28217 






GI 


none 


Score 


.43 






Exons 


22073. .22129, 22249 .. 22281, 


23087. .23175, 23220. 


.23399, 






25353. .25650, 26970 .. 27144 , 


27174. .27267, 27437. 


.28217 




Seq. No. 


50029 


Seq. ID 


OJ000208_ 


12.0417 


.C12 


Gene No. 


106287 .-V 


Strand 








Start 


22073 


End 


28418 






Name 


OJ000208 12.0417.C12.o3.np 


Method 


AAT/NAP 






Start 


25329 


End 


28418 






GI 


6069654 


Score 


378 






Exons 


2S329..25399, 254 42 .. 25583, 


26389. .27102, 27249. 


.28418 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50029 


Seq. ID 


OJ000208_ 


12.0417 


.C12 


Gene No. 


106287 


Strand 








Start 


22073 


End 


28418 






Name. 


OJ000208 12.0417.C12.o4.np 


Method 


AAT/NAP 






Start 


25758 


End 


28180 






GI 


7523494 


Score 


298 






Exons 


25758. .25774, 26457 .. 26836, 


27112. .27217, 27608. 


.27722, 






27765. .28180 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50029 


Seq. ID 


OJ000208_ 


12.0417 


.C12 


Gene No. 


106288 


Strand 









51589 




Start 


28813 




End 


31757 


Name 


OJ000208 12. 


0417.C12.o5.np 


Method 


AAT/NAP 


Start 


28813 




End 


31757 


GI 


4680186 




Score 


194 


Exons 


28813. .28831, 294 99 .. 29563, 


30145. .30379, 31685.. 31757 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 


- 


Start 


33970 




End 


35003 


Name 


OJ000208 12. 


0417.C12.o5.tm 


Method 


TBLASTX: Maize 


Start 


860 




End 


1184 


GI 


none 




Score 


94 


Exons 


860. .934, 865. .930, 871. .954 


, 873. .935 


, 920. .943, 964. .990, 




965. .991, 975. .1001, 1092. .1184, 1093. 


.1182 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 




Start 


33970 




End 


35003 


Name 


OJ000208_12. 


0417.C12.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1354 




End 


2083 


GI 


none 




Score 


75 


Exons 


1354 . . 1401, 


1369. . 1458, 1380 


..1403, 1395. .1457, 1539. .1631, 




1541 . . 1633, 


1733 . . 1873, 1735 


..1872, 1781. .1885, 2021. .2083 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 




Start 


33970 




End 


35003 


Name 


OJ000208_12 . 


0417 ,C12.o4 .ts 


Method 


TBLASTX : Soybean 


Start 


1420 




End 


1828 


GI 


none 




Score 


39 


Exons 


1420 . . 1458, 


1539. . 1649, 1541 


..1630, 1741. .1821, 1745. .1828 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 




Start 


33970 




End 


35003 


Name 


OJ000208 12. 


0417.C12.o3.tc 


Method 


TBLASTX: Cress 


Start 


1584 




End 


2098 


GI 


none 




Score 


80 


Exons 


1584. .1649, 


1586.. 1630, 1741 


..1872, 1745. .1873, 2021. .2098 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 




Start 


33970 




End 


35003 


Name 


OJ000208 12. 


0417.C12.o4.tm 


Method 


TBLASTX: Maize 


Start 


1595 




End 


2110 


GI 


none 




Score 


47 


Exons 


1595. .1633, 


1599.. 1634, 1741 


..1893, 1745. .1900, 1997. .2110 


Seq. No. 


50029 




Seq. ID 


OJ000208_12.0417.C12 


Gene No. 


106289 




Strand 




Start 


33970 




End 


35003 


Name 


OJ000208 12. 


0417.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


18469 




End 


18954 


GI 


none 




Score 


235 


Exons 


18469. .18681, 18493 .. 18645, 


18666. .18752, 18 667 .. 187 65, 




18747. .18926 


, 18748. .18954 







51590 




beq. no. 


cnnoo 

bUUzy 




O rt rt- T Pi 

beq. ID 


UJUUUzUo 1Z.U41/ 


.LIZ 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


18931 




End 


19185 




GI 


none 




Score 


256 




Exons 


18931. .19185, 18972. 


.19184 








Seq. No. . 


50029 




Seq:' ID 


OJ000208_12.0417 


.C12 


Gene No . 


luozoy 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


18955 




End 


19274 




GI 


none 




Score 


172 




Exons 


18955. .19116, 18957. 


.19076, 


19107. . 19196, 19108. .19197, 






19227. .19268, 19248. 


.19274 








Seq. No. 


ouuzy 




Seq. ID 


OJ000208_12.0417 


.Liz 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


19330 




End 


19667 




GI 


none 




Score 


370 




Exons 


19330. .19623, 19332. 


.19604, 


19593. .19667, 19597. .19665 




Seq. No. 


c. r\ o o 




Seq. ID 


OJ000208_12.0417 


. LIZ 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19416 




End 


19928 




GI 


none 




Score 


689 




Exons 


19416. .19928, 19417. 


.19854 








beq. no. 


ouuzy 




Seq. ID 


OJ000208_12.0417 


pi o 
. LIZ 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


. ol. tc 


Method 


TBLASTX: Cress* 




Start 


19645 




End 


19853 




GI 


none 




Score 


273 




Exons 


19645. .19851, 19650. 


.19853 








C rt « VT rt 

Seq. No. 


ouuzy 




Seq. ID 


OJ000208_12.0417 


.LIZ 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name 


OJ000208 12.0417.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


30811 




End 


32930 




GI 


none 




Score 


360 




Exons 


30811. .31299, 30883. 


.31272, 


31020. .31286, 32874.. 32930 




Seq. No. 


50029 




Seq. ID 


OJ000208JL2.0417 


.C12 


Gene No. 


106289 




Strand 






Start 


33970 




End 


35003 




Name • 


OJ000208 12.0417.C12 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


30910 




End 


31286 




GI 


none 




Score 


269 




Exons 


30910. .31284, 30921. 


.31199, 


31132. .31284, 31230.. 31286 
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Seq. No. 50029 

Gene No. 106289 

Start 33970 

Name OJ000208_12 . 04 17 . C12 . o4 . tw 

Start 32869 

GI none 

Exons 32869. .32985, 32873.-32989, 

Seq. No. 50029 

Gene No. 106289 

Start 33970 

Name OJ000208_12 . 0417 .C12 . o2 . tm 

Start 32948 

GI none 

Exons 32948. .33121, 32948 33319, 
33187. .33330, 33317 .. 33358, 
33360. .33425 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_12.0417.C12 
35003 

TBLASTX: Wheat 

32990 

60 



32874. .32990 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000208 12.0417.C12 



35003 

TBLASTX: Maize 
33425 
82 

32949. .33320, 33185 .. 33331 , 
33318. .33356, 33354 .. 33425 , 



Seq. No. 
Gene No. 
Start 
Name 
Start 

i gi 

4 Exons 



n Seq. No. 

.5 Gene No. 

'% Start 

^ Name 

LI Start 
GI 

=i Exons 

; Seq. No. 
" Gene No. 
3 Start 
1 Name 
i Start 
* GI 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50029 

106289 

33970 

OJ000208_12.0417.C12.ol.tw 

32991 

none 

32991. .33176, 33002 33166, 
33186. .33413, 33186 .. 33401, 

50029 

106289 

33970 

OJ000208_12.0417.C12.o6.gs 

33970 

none 

33970. .34098, 34917.. 35003 

50030 

106290 

1938 

OJ000208_12.0417.C13.ol.gp 
1938 

62868_1.R1084 
1938. .2326 

'3927832 8.0e-15 (AC005727) 
[Arabidopsis thaliana] f 

50030 

106290 

1938 

OJ000208_12.0417.C13.ol.gs 

2013 

none 

2013. .2802, 2838.-3526 

50030 

106290 

1938 



Seq. ID OJ000208_12.0417.C12 
Strand 

End 35003 

Method TBLASTX : Wheat 

End 33414 

Score 220 
33012. .33176, 33179 .. 33331, 
33188. .33403, 33193.. 33414 



Seq. ID OJ000208_12.0417.C12 
Strand 

End 35003 

Method GENS CAN 

End 35003 

Score . 5 



Seq. ID OJ000208_12.0417.C13 

Strand + 

End 3544 

Method AAT/GAP 

End 2326 

Score 774 

putative cytochrome P450 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000208_12.0417.C13 
+ 

3544 
GENSCAN 
3526 
1 



OJ000208_12.0417.C13 
+ 

3544 
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Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_12 . 04 17 . C13 . ol . np Method AAT/NAP 

2025 End 3544 

7484894 Score 1494 
2025. .3544 

cytochrome P450 homolog F13P17.32 - Arabidopsis thaliana 

gi|3128211|gb|AAC26691.1| (AC004077) putative cytochrome P450 
[Arabidopsis thaliana] 



50030 Seq. ID 

106291 Strand 

10639 End 

OJ000208_12 . 04 17 . C13 . o3 . np Method 

10639 End 

5922634 Score 
10639. .10740 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000208_12.0417.C13 
+ 

10740 
AAT/NAP 
10740 
99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50030 

106292 

21988 

OJ000208_12.0417.C13.o4.np 
21988 
7484895 
21988. .23511 
cytochrome P450 homolog 
gi|3128210|gb|AAC26690 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_ 
+ 

23511 
AAT/NAP 
23511 
1483 



12.0417.C13 



F13P17.33 - Arabidopsis thaliana 
1| (AC004077) putative cytochrome P450 



50030 
106292 
21988 

OJ000208_12.0417.C13.o5.np 
21988 
7484894 
21988. .23508 

cytochrome P450 homolog F13P17.32 - Arabidopsis thaliana 
gi|3128211|gb|AAC26691.1| (AC004077) putative cytochrome P450 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_ 
+ 

23511 
AAT/NAP 
23508 
1433 



12.0417.C13 



50030 Seq. ID 

106293 Strand 

9305 End 

OJ000208_12 . 0417 .C13 . ol . ts Method 

2067 End 

none Score 



OJ000208_12.0417.C13 
23513 

TBLASTX : Soybean 

22611 

287 



2067. .2339, 2090. .2371, 2109. .2372, 2357. .2437, 2358. .2456, 
2438. .2617, 2439. .2645, 22054 .. 22098 , 22056 22115 , 
22107. .22337, 22147 22338 , 22323 .. 22409, 22324 .. 22422, 
22404. .22583, 22405.. 22611 



Seq. No. 50030 Seq. ID 

Gene No. 106293 Strand 

Start 9305 End 

Name OJ000208_12 . 0417 . C13 . o2 . tc Method 

Start 2622 End 



OJ000208_12.0417.C13 
23513 

TBLASTX: Cress 
22935 
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GI 

Exons 



none Score 107 

2622. .2708, 2640. .2837, 2663. .2845, 2766. .2876, 2898. .2951, 
22597. .22842, 22629 .. 22811, 22825 22935, 22857.. 22931 



Seq. No. 50030 Seq. ID OJ000208_12 . 04 17 . C13 

Gene No. 106293 Strand 

Start 9305 End 23513 

Name OJ000208 JL2 . 04 17 . C13 . o3 . ts Method TBLASTX : Soybean 

Start 2646 End 22932 

GI none Score 96 

Exons 2646.. 2807, 2646.-2792, 2651.. 2806, 2798.. 2845, 2799.. 2909, 

2814. .2849, 2922. .2951, 22612 .. 22773, 22614 .. 22772, 
22764. .22880, 227 65 .. 22881, 22888.-22932, 22892.-22927 

Seq. No. 50030 Seq. ID OJ000208_12 . 04 17 . C13 

Gene No. 106293 Strand 

Start 9305 End 23513 

Name OJ000208_12 . 04 17 . C13 . o2 . ts Method TBLASTX : Soybean 

Start 3023 End 23324 

GI none Score 354 

Exons 3023.. 3316, 3025.. 3297, 3268.. 3360, 3290.. 3358, 23007 23261 , 

23008. .23280, 23250 23324 , 23254.. 23322 



Seq. ID OJ000208_12.0417.C13 
Strand 

End 23513 

Method TBLASTX : Maize 

End 23513 

Score 637 

3109. .3603, 3110. .3580, 23073 23513, 23074. .23511 



Seq. No. 50030 

Gene No. 106293 

Start 9305 

Name OJ000208_12 . 04 17 ,C13 . ol . tm 

Start 3109 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50030 

106293 

9305 

OJ000208_12 . 0417 . C13 . ol . tc 

3338 

none 



Seq. ID OJ000208_12.0417.C13 
Strand 

End 23513 

Method TBLASTX : Cress 

End 23508 

Score 255 



3338.-3544, 3343.-3537, 23302 23508 , 23307.. 23501 

50030 Seq. ID OJ000208_12 . 04 17 . C13 

106293 Strand 

9305 End 23513 

OJ000208_12 . 0417 . C13 . o2 .np Method AAT/NAP 
9305 End 10403 

6815053 Score 747 

9305.. 9542, 9592.. 9758, 10257.. 10403 
(AP001080) hypothetical protein [Oryza sativa] 

50031 Seq. ID OJ000208_12 . 04 17 . C14 

106294 Strand + 

1 End 720 

OJ000208_12.0417.C14 .ol.np Method AAT/NAP 

1 End 699 

2500543 Score 172 
1..111, 188. .271, 343. .396, 595. .699 

PUTATIVE PRE-MRNA SPLICING FACTOR ATP-DEPENDENT RNA HELICASE 

EEED8.5 gi | 733602 (U23484) similar to S. cerevisiae pre-mRNA 



51594 



splicing factor RNA helicase PRP22 (SP : PR22_YEAST, P24384) and 
other DEAH subfamily members of the DEAD box family helicases 
[Caenorhabditis elegans] 



Seq. No. 50031 Seq. ID 

Gene No. 106294 Strand 

Start 1 End 

Name OJ000208_12 .0417. C14 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65.. Ill, 188.. 271, 595.. 720 



OJ000208_12.0417.C14 
+ 

720 

GEN SCAN 

720 

.61 



Seq. No. 50032 Seq. ID 

Gene No. 106295 Strand 

Start 5922 End 

Name OJ000208_12 . 04 17 . C17 . o2 . gs Method 

Start 5922 End 

GI none Score 

Exons 5922.. 5928, 6509.. 6750 



OJ000208_12.0417.C17 
+ 

6750 
GENSCAN 
6750 
.92 



Seq. No. 50032 
Gene No. 106296 
Start 289 

Name OJ000208_12 .0417. C17 . ol . 

Start 247 
GI none 

Exons 247.. 387, 247.. 387, 248. 

481. .786, 941. .988, 983. 
1280.. 1393, 1291.. 1395, 
1394. .1438, 1396. .1446, 
1544. .1726, 1551. .1733, 
4452. .4580, 4455. .4601, 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_12.0417.C17 
4805 

TBLASTX: Maize 

4736 

187 



.394, 293. .394, 477. .779, 477. .788, 
.1204, 983.. 1201, 1153. .1227, 
1292. .1396, 1300. .1395, 1388. .1438, 
1398. .1454, 1541. .1738, 1543. .1725, 
1992. .2186, 1994. .2200, 1996. .2187, 
4459. .4602, 4713. .4736 



Seq. No. 50032 

Gene No. 106296 

Start 289 

Name OJ000208_12 .0417. C17 . ol , 

Start 247 

GI none 

Exons 247.. 387, 248.-394, 477, 
974. .1204, 974. .1201 



Seq. ID OJ000208_12.0417.C17 
Strand 

End 4805 

ts Method TBLASTX : Soybean 

End 1204 

Score 88 
.746, 481. .705, 513. .746, 759. .782, 



Seq. No. 50032 

Gene No. 106296 

Start 289 

Name OJ000208_12 . 04 17 . C17 . o2 , 

Start 247 

GI none 

Exons 247. .378, 247. .387, 248. 



tc 



Seq. ID OJ000208_12.0417.C17 
Strand 
End 

Method 
End 
Score 



4805 

TBLASTX: Cress 

749 

105 



,394, 480. .749, 481. .708 



Seq. No. 50032 

Gene No. 106296 

Start 289 

Name OJ000208_12 . 0417 . C17 . ol , 

Start 289 

GI none 

Exons 289.-384, 483.. 785, 938, 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_12.0417.C17 

4805 
GENSCAN 
4802 
.56 



,1205, 1292. .1470, 1544. .1725, 



51595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
?=% Name 
H Start 
it GI 
lH Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1996. .2162, 4144. .4802 

50032 
106296 
289 

OJ000208_12 . 04 17 . C17 . ol . tw 
328 
none 

328.-387, 329. .394, 477. .749, 477. .749 



Seq. ID OJ000208_12.0417.C17 
Strand 

End 4805 

Method TBLASTX : Wheat 

End 749 

Score 83 



50032 

106296 

289 

OJ000208_12.0417.C17.ol.tc 

998 

none 



Seq. ID OJ000208_12.0417.C17 
Strand 

End 4805 

Method TBLASTX: Cress 

End 4 602 

Score 116 



998. .1201, 1001. .1204, 1282. .1446, 1361. .1441, 1541. .1738, 
1542. .1721, 2047. .2184, 2048. .2185, 2051. .2200, 2055. .2189, 
4455. .4601, 4459. .4602 



50032 
106296 
289 

OJ000208_12.0417.C17.o2.gp 
2099 
none 

2099.. 2184, 4385.. 4805 

50033 
106297 
640 

OJ000208_12 . 0417 . C18 . ol . gs 
640 
none 

640. .754, 859. .910, 1225. .1251 



Seq. ID OJ000208_12.0417.C17 
Strand 

End 4805 

Method AAT/GAP 

End 4 805 

Score 934 



Seq. ID OJ000208_12.0417.C18 

Strand + 

End 1251 

Method GEN SCAN 

End 1251 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50034 

106298 

1 

OJ000118_15.0419.C3.ol.gp 
1 

23815 1.R1084 



Seq. ID OJ000118_15.0419.C3 
Strand 

End 2219 

Method AAT/GAP 

End 2219 

Score 604 



1..52, 135.:212, 1053. .1112, 1236. .1309, 1403. .1442, 2170. .2219 
, 1076821/pir| IS52645 1.0e-115 probable 
l-acyl-glycerol-3-phosphate acyltransf erase - maize 
>gi_575960_emb_CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] 1 



50034 

106298 

1 

OJ000118_15.0419.C3.ol.np 
1 

1076821 



Seq. ID OJ000118_15.0419.C3 
Strand 

End 2219 

Method AAT/NAP 

End 2219 

Score 450 



1..52, 135. .212, 1053. .1112, 1236. .1309, 1403. .1442, 2170. .2219 
probable l-acyl-glycerol-3-phosphate acyltransferase - maize 
gi | 575960 | emb | CAA82638 | (Z29518 ) l-acyl-glycerol-3-phosphate 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



acyltransferase (putative) [Zea mays] 



50034 

106298 

1 

OJ000118_15.0419.C3.ol.tc 

2 

none 



Seq. ID OJ000118_15.0419.C3 
Strand 

End 2219 

Method TBLASTX : Cress 

End 2217 

Score 96 



2. .49, 135. .218, 136. .213, 147. .251, 1048. .1116, 1050. .1115, 
1051. .1116, 1230. .1313, 1236. .1313, 1240. .1320, 2167. .2217 



50034 

106298 

1 

OJ000118_15.0419.C3.ol.ts 

166 

none 



Seq. ID OJ000118_15.0419.C3 
Strand 

End 2219 

Method TBLASTX : Soybean 

End 2217 

Score 60 



166. .213, 168. .218, 1048. .1116, 1050. .1115, 1060. .1116, 
1225. .1302, 1230. .1313, 1240. .1311, 2167. .2217 



Seq. No. 

Gene No. 

Start 
& Name 
^ Start 
3 GI 
il Exons 

y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50034 

106298 

1 

OJ000118_15.0419.C3.ol.tm 

183 

none 



Seq. ID OJ000118_15.0419.C3 
Strand 

End 2219 

Method TBLASTX : Maize 

End 2217 

Score 107 



183. .218, 1048. .1113, 1050. .1115, 1050. .1115, 1230. .1313, 
1231. .1311, 1236. .1313, 1382. .1444, 1386. .1448, 1396. .1440, 
1401. .1496, 2152. .2217, 2167. .2217 



50035 
106299 
216 

OJ000118_15.0419.C4.ol.gp 
216 

23815_1.R1084 
216. .476 

, 1076821/pir| IS52645 1.0e-115 probable 
l-acyl-glycerol-3-phosphate acyltransferase - maize 
>gi_575960_emb_CAA82638_ (Z29518) l-acyl-glycerol-3-phosphate 
acyltransferase (putative) [Zea mays] * 



Seq. ID OJ000118_15.0419.C4 

Strand + 

End 10981 

Method AAT/GAP 

End 47 6 

Score 4 91 



50035 

106299 

216 

OJ000118_15.0419.C4.ol.gs 

347 

none 



Seq. - ID OJ000118_15.0419.C4 

Strand + 

End 10981 

Method GENSCAN 

End 10981 

Score . 66 



347. .490, 3476. .3572, 5254. .5469, 5871. .5992, 6103. .6186, 
6297..6S94, 7283. .7460, 7943. .8003, 8466. .8648, 8838. .8999, 
9101. .9294, 9611. .9729, 9808. .9835, 10190 .. 10374 , 10917. .10981 



50035 

106299 

216 

OJ000118_15.0419.C4.ol.np 
6112 



Seq. ID OJ000118_15.0419.C4 

Strand + 

End 10981 

Method AAT/NAP 

End 10400 



51597 



GI 7450580 Score 768 

Exons 6112.. 6186, 6297.. 6429, 6517.. 6590, 7321.. 7460, 7940.. 8030, 

8481. .8648, 8838.-8999, 9101. .9294, 9611. .9761, 10212. .10400 

GI Descrip. probable GTP binding protein slrl974 - Synechocystis sp. (strain 
PCC 6803) gi| 1653291|dbj IBAA18206.il (D90912) hypothetical 
protein [Synechocystis sp.] 





Seq. No. 


50035 




Seq. ID 


OJ000118_ 


15.0419. 


C4 




Gene No. 


106300 . 




Strand 


+ 








Start 


1 ococ 
lJOi 0 




End 


16902 








Name 


OJ000118 15. 0419. C4 


. o3 . gs 


Method 


GENSCAN 








Start 


13626 




End 


16902 








GI 


none 




Score 


.4 








Exons 


13626. .13961, 15215 


. .15454, 


16113. .16275, 16484. 


.16902 






Seq. No. 


50035 




beq. id 


UJ UUUllo 


15.0419. 


C4 




Gene No. 


106300 




Strand 


+ 








Start 


13626 




End 


1 by uz 








Name 


UJUUUllo lD.U4iy.L4 


.03. gp 


Method 


AAT/GAP 








Start 


13783 




End 


15490 








GI 


2428351 




Score 


851 








Exons 


13783. .13961, 15215 


. .15490 












Seq. No. 


50035 




Seq. ID 


OJ000118_ 


15.0419. 


C4 


3 


Gene No. 


106301 




Strand 


+ 






tf 


Start 


19457 




End 


19620 








Name 


UJUUUllo iD.U4iy.L4 


. oZ . np 


Method 


AAT/NAP 






u 


Start 


19457 




End 


19620 






as. 


GI 


5852172 




Score 


112 






=r 


Exons 


19457. .19620 












y. 
~h 


GI Descrip. 


(AL117265) zhb0002. 


1 [Oryza 


sativa] 








y 


Seq. No. 


50035 




Seq. ID 


OJ000118_ 


15.0419. 


C4 


Gene No. 


106302 




Strand 


+ 








Start 


20349 




End 


21871 








Name 


OJ000118 15. 0419. C4 


. o5 . gs 


Method 


GENSCAN 








Start 


20349 




End 


21871 








GI 


none 




Score 


.65 






J 


Exons 


20349. .20484, 21211 


. .21437, 


21442. .21529, 21558. 


.21871 






Seq. No. 


50035 




Seq. ID 


OJ000118_ 


15.0419. 


C4 




Gene No. 


106303 




Strand 


+ 








Start . 


23450 




End 


23811 








Name 


OJ000118 15. 0419. C4 


.06. gs 


Method 


GENSCAN 








Start 


23450 




End 


23811 








GI 


none 




Score 


.46 








Exons 


23450. .23575, 23623 


. .23811 











Seq. No. 50035 Seq. ID OJ000118_15 . 04 19 . C4 

Gene No. 106304 Strand 

Start 10925 End 11190 

Name OJ000118_15 . 04 19 . C4 . o2 . gp Method AAT/GAP 

Start 10925 End 11190 

GI uC-osflcypl35g02al Score 508 

Exons 10925. .11190 

GI Descrip. 1 5852172/emb | CAB55410 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 1 



51598 



Seq. No. 


50035 


Gene No. 


106305 


Start 


12163 


Name 


OJ000118 15. 


Start 


12163 


GI 


none 


Exons 


12163. .12347 


Seq. No. 


50035 


Gene No. 


106306 


Start 


18010 


Name 


OJ000118 15. 


Start 


18010 


GI 


none 


Exons 


18010. .18026 


Seq. No. 


50035 


Gene No. 


106306 


Start 


18010 


Name 


OJ000118 15. 


Start 


19443 


GI 


427610 


Exons 


19443. .19489 


GI Descrip. 


5852172/embl 




sativa] 


Seq. No. 


50035 


Gene No. 


106307 


Start 


24914 


Name 


OJ000118 15. 


Start 


24914 


GI 


none 


Exons 


24914. .25468 


Seq. No. 


50035 


Gene No. 


106308 


Start 


29372 


Name 


OJ000118 15. 


Start 


6103 


GI 


none 


Exons 


6103. .6186, 




8493. .8648, 




8873. .8932 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 13511 

Method GENSCAN 

End 13511 

Score .59 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 19780 

9.C4.o4.gs Method GENSCAN 

End 19777 

Score .4 

18010. .18026, 18112. .18214, 184 67 .. 18541, 19592.. 19777 

Seq. ID OJ000118_15.0419.C4 
Strand 

End 19780 

9.C4.o4.gp Method AAT/GAP 

End 19780 

Score 269 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 25468 

Method GENSCAN 

End 25468 

Score . 65 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 34771 

Method TBLASTX : Soybean 

End 8969 

Score 87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50035 

106308 

29372 

OJ000118_15.0419.C4.ol.tc 

6109 

none 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 34771 

Method TBLASTX : Cress 

End 9235 

Score 8 9 



6109. .6183, 8484. .8648, 8484. .8648, 8498. .8659, 8835. .8999, 
8837. .9001, 8860. .9000, 9035. .9235, 9098. .9208 



Seq. No. 
Gene No. 
Start 



50035 

106308 

29372 



Seq. ID OJ000118_15.0419.C4 
Strand 

End 34771 



51599 



Name 

Start 

GI 

Exons 



OJ000118_15.0419.C4 .ol.tm 
6112 
none 
6112. 
8874. 
9098. 



.6186, 8478. .8648, 8482. 
.8999, 8874. .8999, 8875. 
.9304, 9599.. 9703, 9609. 



Method TBLASTX : Mai ze 
End 10382 
Score 90 

.8649, 8483. .8650, 8501. .8644, 
.9006, 8878.. 9000, 9035.. 9301, 
.9767, 9612.. 9761, 9727.. 9762, 



10208. .10381, 10209. .10382, 10209.. 10382 



Seq. No. 


50035 




Seq. ID 


OJ000118 


_15.0419. 


C4 


Gene No . 


iUDOUO 




Strand 








Start 


29372 




End 


34771 






Name 


OJ000118 15. 0419. C4 


■o2.tc 


Method 


TBLASTX : 


Cress 




Start 


10209 




End 


10376 






GI 


none 




Score 


139 






Exons 


10209. .10295, 10211 


. .10294, 


10298. .10375, 10299 


. .10376 




Seq. No. 


50035 




Seq. ID 


OJ000118 


_15.0419. 


C4 


Gene No. 


106308 




Strand 








Start 






End 


34771 






Name 


OJ000118 15. 0419. C4 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


10209 




End 


10370 






GI 


none 




Score 


231 






Exons 


10209. .10370, 10211 


. .10351 










Seq. No. 


50035 




Seq. ID 


OJ000118 


JL5.0419. 


C4 


Gene No. 


106308 




Strand 








Start 


29372 




End 


34771 






Name 


OJ000118 15. 0419. C4 


,o9.gs 


Method 


GENSCAN 






Start 


29372 




End 


34771 






GI 


none 




Score 


.61 






Exons 


29372. .29544, 29570 


. .29748, 


29765. .30133, 30729 


. .30888, 






31993. .34149, 34744 


. .34771 










Seq. No. 


50035 




Seq. ID 


OJ000118 


_15.0419. 


C4 


Gene No. 


106308 




Strand 








Start 


29372 




End 


34771 






Name 


OJ000118 15. 0419. C4 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


31217 




End 


31877 






GI 


none 




Score 


76 






Exons 


31217. .31291, 31218 


.31292, 


31220. .31294, 31221 


. .31292, 






31297. .31338, 31304 


.31345, 


31345. .31506, 31355 


. .31465, 






31356. .31520, 31362 


.31505, 


31752. .31877, 31753 


. .31833, 





31764. .31853 



Seq. No. 


50035 






Seq. ID 


OJ000118_15.0419 


• C4 


Gene No. 


106308 






Strand 






Start 


29372 






End 


34771 




Name 


OJ000118 15 


.0419. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


33623 






End 


34048 




GI 


none 






Score 


219 




Exons 


33623. .3367* 


5, 33747 


. .33989, 


33752. .34048, 33792. .34040 




Seq. No. 


50036 






Seq. ID 


OJ000118_15.0419 


.C5 


Gene No. 


106309 






Strand 


+ 




Start 


1317 






End 


1940 




Name 


OJ000118 15 


0419. C5 


. o2 . gp 


Method 


AAT/GAP 




Start 


1317 






End 


1833 





51600 




GI 


none 


Score 


990 




Exons 


1317. . 1833 








Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No . 


lUb jUy 


Strand 


+ 




Start 


1317 


End 


1940 




Name 


OJ000118 15.0419.C5.ol.gs 


Method 


GENSCAN 




Start 


1512 


End 


1940 




GI 


none 


Score 


.75 




Exons 


1512. .1940 








Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No . 


106310 


Strand 


+ 




Start 


12340 


End 


21626 




Name 


ujuuuiio io.U4iy.Lo.oj.gs 


Method 


GENSCAN 




Start 


12340 


End 


21626 




GI 


none 


Score 


.55 




Exons 


12340. .12393, 13300 13439, 


13907. . 13974, 14925. 


.15006, 




15115. .15242, 16789. .16847, 


16957. . 17024, 17230. 


.17340, 




17457. .17533, 19420 .. 19535, 


20303. .20359, .21519. 


.21626 


Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No. 


106310 


Strand 


+ 




Start 


12340 


End 


21626 




Name 


ujuuuiio ±o . U4 ±y . co . oo . gp 


Method 


AAT/GAP 




Start 


13393 


End 


16010 




GI 


426290 


Score 


716 




Exons 


13393. .13518, 13907 .. 13974 , 


14925. .15006, 15115. 


.15198, 




15971. .16010 








GI Descrip. 


3415134 1.0e-45 (AF082024) 


Phybl [Pimpinella brachycarpa] 


Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No. 


106310 


Strand 


+ 




Start 


12340 


End 


21626 




Name 


OJ000118 15.0419.C5.o2.np 


Method 


AAT/NAP 






13460 


End 


17772 




GI 


3415134 


Score 


569 




Exons 


13460. .13518, 13907. .13974, 


14925. .15006, 15115. 


.15198, 




15971. . 16010, 16589. .16634, 


16789. .168.47, 16957. 


.17024, 




17230. .17297, 17453 17555, 


17718. .17772 




GI Descrip. 


(AF082024) Phybl [Pimpinella brachycarpa] 




Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No . 


106311 


Strand 






Start 


2271 


End 


9205 




Name 


OJ000118 15.0419.C5.o2.gs 


Method 


GENSCAN 




Start 


2271 


End 


9205 




GI 


none 


Score 


.89 




Exons 


2271. .2344, 2525. .2711, 2874. .3034, 3110. .3344, 


4083. .4166 




4245. .4340, 4556. .5278, 7746.-7872, 7938. .8208, 


8549. .8618 




9146. .9205 








Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15. 0419. C5 


Gene No . 


106311 


Strand 






Start 


2271 


End 


9205 




Name 


OJ000118 15.0419.C5.ol.np 


Method 


AAT/NAP 




Start 


2272 


End 


8208 





51601 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4836950 Score 1180 

2272. .2711, 2874. .3034, 3110. .3344, 4083. .4112, 4245. .4340, 
4556.. 5278, 7746.. 7999, 8104.. 8.208 

(AC006085) Hypothetical protein [Arabidopsis thaliana] 



50036 

106311 

2271 

OJ000118_15.0419.C5.o3.gp 
2606 

LIB3432-023-P1-K1-G4 



Seq. ID OJ000118_15.0419.C5 
Strand 

End 9205 

Method AAT/GAP 

End 3172 

Score 576 



2606. .2711, 2874. .3034, 3110. .3172 

'4836950/gb|AAD30652.1 |AC006085_25 3.0e-17 (AC006085) 
Hypothetical protein [Arabidopsis thaliana] 1 



50036 
106311 
2271 

OJ000118_15.0419.C5.o4 .gp 
4600 

51076_1.R1084 
4600.. 5278, 7746.. 7954 

'3415134 1.0e-45 (AF082024) Phybl [Pimpinella brachycarpa] 1 



Seq. ID OJ000118_15.0419.C5 
Strand 

End 9205 

Method AAT/GAP 

End 7954 

Score 1688 



50036 

106312 

17620 

OJ000118_15.0419.C5.o2.tm 

2427 

none 



Seq. ID OJ000118_15.0419.C5 
Strand 

End 23442 
Method TBLASTX : Maize 
End 3290 
Score 313 

2427. .2714, 2428. .2715, 2432. .2716, 2872. .3036, 2874. .3035, 
2874. .3050, 2881. .3036, 3111. .3290, 3112. .3285 



Seq. No. 50036 

Gene No. 106312 

Start 17620 

Name OJ000118_15 . 04 1 9 . C5 . o2 . tc 

Start 2869 

GI none 
Exons 



Seq. ID OJ000118_15.0419.C5 
Strand 

End 23442 

Method TBLASTX : Cress 

End 3350 

Score 93 



2869. .3036, 2874. .3050, 3144. .3350, 3160. .3345 



Seq. No. 50036 

Gene No. 106312 

Start 17620 

Name OJ000118_15 . 04 19 . C5 . ol . tm 

Start 4261 

GI none 
Exons 



Seq. ID OJ000118_15. 0419.C5 
Strand 

End 23442 

Method TBLASTX: Maize 

End 5072 

Score 107 

4261. .4338, 4261. .4341, 4263. .4343, 4495. .5070, 4553. .5071, 
4590. .5072 



Seq. No. 50036 

Gene No. 106312 

Start 17620 

Name OJ000118_15 . 04 19 . C5 . ol . tc 

Start 4583 

GI none 

Exons 4583.. 4654, 4673.. 5026 



Seq. ID OJ000118_15. 0419.C5 
Strand 

End 23442 

Method TBLASTX : Cress 

End 5026 

Score 224 



51602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50036 
106312 
17620 

OJ000118_15.0419.C5.o3.tm 
5072 
none 
5072 
5207 



OJ000118 15. 0419. C5 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5206, 5073. .5216, 5130. .5279, 5179.. 5280, 5198 
5281, 7707. .7781, 7808. .7831 



23442 

TBLASTX: Maize 

7831 

138 



,5281, 



50036 

106312 

17620 

OJ000118_15.0419.C5.ol.tw 
13904 
none 
13904. 
14924. 
15113. 
16588. 



13972, 13907. 

15007, 14926. 

15202, 15972. 

16635, 16773. 



,13972, 
,15015, 
,16013, 
,16850, 



16786. .16869, 16948 .. 17010, 



Seq. ID OJ000118_15.0419.C5 
Strand 

End 23442 

Method TBLASTX : Wheat 

End 17010 

Score 63 
13908. .13973, 14 912 .. 15007 , 
15109. .15201, 15110. .15202, 
16586. .16636, 16586 .. 16633, 
16773. .16856, 16778. .16858, 
16951. .17010 



Seq. No. 50036 Seq. ID 

Gene No. 106312 Strand 

Start 17620 End 

Name OJ000118_15 . 04 19 . C5 . o3 . tc Method 

Start 13907 End 

GI none Score 
Exons 



OJ000118_15.0419.C5 
23442 

TBLASTX: Cress 

15202 

113 



13907. .13972, 13908 13973, 14 923 .. 15006, 14 924 .. 15007 , 
15110. .15202, 15113. .15202 



Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15.0419 


.C5 


Gene No. 


106312 


Strand 








Start 


17620 


End 


23442 






Name 


OJ000118 15.0419.C5.o3.np 


Method 


AAT/NAP 






Start 


17620 


End 


23442 






GI 


4519258 


Score 


1145 






Exons 


17620. .17656, 18842 .. 19451, 19489 19839, 19983. 


.20251, 






23395. .23442 










GI Descrip. 


(AB017914) L-zip+NBS+LRR 


[Oryza sativa] 








Seq. No. 


50036 


Seq. ID 


OJ000118_ 


15.0419 


.C5 


Gene No. 


106312 


Strand 








Start 


17620 


End 


23442 






Name 


OJ000118 15.0419.C5.o4.gs 


Method 


GENSCAN 






Start 


22877 


End 


23212 






GI 


none 


Score 


.94 






Exons 


22877. .23212 










Seq. No. 


50037 


Seq. ID 


OJ000118_ 


15.0419 


.C6 


Gene No. 


106313 


Strand 


+ 






Start 


7691 


End 


11379 






Name 


OJ000118 15.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


7691 


End 


9871 






GI 


none 


Score 


.99 






Exons 


7691. .9871 











51603 




Seq. No. 


50037 


Seq. ID 


OJ000118_15.0419. 


C6 


Gene No. 


106313 


Strand 


+ 




otau 


7691 


End 


11379 




Name 


OJ000118 15.0419.C6.o2.np 


Method 


AAT/NAP 




Start 


7691 


End 


11379 




GI 


4680181 


Score 


485 




Exons 


7691.. 8056, 9035.. 9226, 9323. 


.9827, 11348. .11379 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


500 3 I 


Seq. ID 


OJ000118_15.0419. 


C6 


Gene No. 


10b 31 J 


Strand 


+ 




Start 


1 C A 1 

7691 


End 


11379 




Name 


OJ000118 15.0419.C6.o2.gp 


Method 


AAT/GAP 




Start 


9499 


End 


9955 




GI 


LI Bo 4 Jo-Uo4-P1-K1-Ed 


Score 


888 




Exons 


a >( a a A A c C 

9499. . 9955 








GI Descrip. 


1 2832636/emb | CAA167 65 . 1 | 7 . Oe 


-20 (AL021711) hypothetical 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


50037 


Seq. ID 


OJ000118_15.0419. 


C6 


Gene No. 


106314 


Strand 






otari. 


25 


End 


1604 




Name 


OJ000118 15 . 04 19 . C6 . ol . np 


Method 


AAT/NAP 




Start 


25 


End ' 


1604 




GI 


r a a a a o a 

6002089 


Score 


144 




Exons 


25. .21/, 1582. .1604 








GI Descrip. 


(X8414/) nbosomal protein S4 


[Typha angustif olia] 




Seq. No. 


50037 


Seq. ID 


OJ000118_15.0419. 


C6 


Gene No . 


106315 


Strand 






Start 


7787 


End 


8209 




Name 


/■\taaaiio i c a /i 1 n /-»/■ i i 

OJ000118 15 . 0419 . C6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


1 T O "7 

7787 


End 


8209 




GI 


none 


Score 


36 




Exons 


7787. .7891, 7916.. 8086, 8105. 


.8209 






Seq. No. 


C A A O ~7 

- 50037 


Seq. ID 


OJ000118_15.0419. 


C6 


bene no. 


106316 


Strand 






Start 


9611 


End 


9844 




Name 


OJ000118 15.0419.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9611 


End 


9844 




GI 


none 


Score 


243 




Exons 


9611. .9844, 9733..9843 








Seq. No. 


50038 


Seq. ID 


OJ000118_15.0419. 


C7 


Gene No. 


106317 


Strand 


+ 






1 


End 


1125 




Name 


OJ000118 15.0419.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1125 




GI 


7106516 


Score 


113 




Exons 


1. .34, 211. .377, 1073. .1125 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50039 


Seq. ID 


OJ000118_15.0419. 


C8 


Gene No. 


106318 


Strand 






Start 


1 


End 


2692 




Name 


OJ000118 15.0419.C8.ol.np 


Method 


AAT/NAP 





51604 



Start 


1 






End 


2692 




GI 


5042463 






Score 


89 




Exons 


1..17, 1307 


..1458, 2663 


. .2692 








GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


50039 






Seq. ID 


OJ000118_15.0419. 


C8 


Gene No. 


106319 






Strand 






Start 


3417 






End 


5740 




Name 


OJ000118 15 


.0419.C8.o2. 


gs 


Method 


GENSCAN 




Start 


3417 






End 


5664 




GI 


none 






Score 


.42 




Exons 


3417. .3497, 


3616. .3686, 


3898. . 


4018, 4075.. 5664 




Seq. No. 


50039 






Seq. ID 


OJ000118_15.0419. 


C8 


Gene No. 


106319 






Strand 






Start 


O /I 1 T 

34 17 






End 


5740 




Name 


OJ000118 15 


.0419.C8.o2. 


np 


Method 


AAT/NAP 




Start 


4053 






End 


5740 




GI 


' 4519936 






Score 


766 




Exons 


4053. .5740 












GI Descrip. 


(AB019186) 


RPR1 [Oryza 


sativa] 








Seq. No. 


50039 






Seq. ID 


OJ000118_15.0419. 


C8 


Gene No. 


106319 






Strand 






Start 


3417 






End 


5740 




Name 


OJ000118 15 


.0419.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4504 






End 


5589 




GI 


none 






Score 


75 




Exons 


4504. .4614, 


4676. .4837, 


4678. . 


4836, 5098. .5268, 5242. .5589 


Seq. No. 


50039 






Seq. ID 


OJ000118_15.0419. 


C8 


Gene No. 


106319 






Strand 






Start 


3417 






End 


5740 




Name 


OJ000118 15 


.0419.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5039 






End 


5370 




GI 


none 






Score 


66 




Exons 


5039. .5212, 


5041. .5367, 


5044. . 


5370, 5061.. 5369 





J Seq. No. 
2 Gene No. 
^ Start 
~ Name 

Start 

GI 

Exons 



50039 

106319 

3417 

OJ000118_15.0419.C8.ol.tw 

5290 

none 

5290.. 5592, 5330.. 5434 



Seq. ID OJ000118_15.0419.C8 
Strand 

End 5740 

Method TBLASTX : Wheat 

End 5592 

Score 80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50040 
106320 
1331 

OJ000118_15.0419.C9.ol.np 
1331 
6721157 



Seq. ID OJ000118_15.0419.C9 
Strand 

3634 
AAT/NAP 
3634 
96 



End 

Method 
End 
Score 

1331.. 1378, 2822..2973, 3409.. 3634 

(AC016829) putative GDSL-motif lipase/acylhydrolase [Arabidopsis 
thaliana] 



Seq. No. 



50040 



Seq. ID OJ000118_15.0419.C9 



51605 



Gene No. 106320 Strand 

Start 1331 End 3634 

Name OJ000118_15 . 0419 . C9 . o2 . gs Method GEN SCAN 

Start 2774 End 3025 

GI none Score .82 

Exons 2774.. 3025 



Seq. No. 50041 

Gene No. 106321 

Start 398 

Name OJ000118_15 . 0419 . C10 . ol . gs 

Start 398 

GI none 

Exons 398.. 460 



Seq. ID OJ000118_15. 0419. C10 

Strand 

End 4 60 

Method GEN SCAN 

End 4 60 

Score .61 



Seq. No. 50042 

Gene No. 106322 

Start 1047 

Name OJ000118_15 . 0419 . C12 . ol . gs 

Start 1047 

GI none 

Exons 1047.. 1216 



Seq. ID OJ000118_15.0419.C12 
Strand 

End 1216 

Method GENSCAN 

End 1216 

Score .97 



Seq. No. 50043 

3 Gene No. 106323 

3 Start 1883 

S Name OJ000118_15 . 0419 . C13 . ol . tw 

ij Start 1883 

GI none 

^ Exons 1883.. 2119 



Seq. ID OJ000118_15.0419.C13 
Strand 

End 2119 

Method TBLASTX : Wheat 

End 2119 

Score 196 



3 Seq. No. 
ii Gene No. 
* Start 
„ Name 

3 Start 

4 GI 

& Exons 
: ii 

^ Seq. No. 
f Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50043 

106324 

2198 

OJ000118_15.0419.C13.ol.tm 

2198 

none 



Seq. ID OJ000118_15.0419.C13 
Strand 

End 2491 

Method TBLASTX : Maize 

End 2491 

Score 154 



2198. .2395, 2206. .2394, 2390. .2491 



50044 
106325 
3609 

OJ000118_15.0419.C14.ol.np 
3609 
6721547 
3609. .3721, 6588. .6677 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ000118_15.0419.C14 
Strand + 

6677 
AAT/NAP 
6677 
74 



End 

Method 

End 

Score 



50044 

106326 

4220 

OJ000118_15.0419.C14.o2.gs 

4220 

none 

4220. .6166 



Seq. ID OJ000118_15.0419.C14 
Strand 

End 6166 

Method GENSCAN 

End 6166 

Score . 93 



Seq. No. 



50044 



Seq. ID OJ000118_15.0419.C14 



51606 



Gene No . 


106326 


otrana 






Start 


4220 


End 


6166 




Name 


OJ000118 15.0419.C14.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4676 


End 


5122 




GI 


none 


Score 


70 




Exons 


4676. .5122, 4697. .4894, 4866. 


.5117 






Seq. No. 


50044 


Seq. ID 


OJ000118 


_15.0419.C14 


Gene No. 


106326 


Strand 


- 




Start 


4220 


End 


6166 




Name 


ujuuuiio io.U4iy.ui4.oz.np 


ixier.no a 


7\ 7\ T / "NT Zl D 




Start 


4871 


End 


5083 




GI 


3860167 


Score 


76 




Exons 


4871. .5083 








GI Descrip. 


(AF098964) disease resistance 


protein 


RPPl-WsC 


[Arabidopsis 




thaliana] 








Seq. No. 


50045 


Seq. ID 


OJ000118 


_15.0419.C15 


Gene No. 


106327 


Strand 


+ 




Start 


1 


End 


3757 




Name 


OJ000118 15.0419.C15.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1920 




GI 


6069646 


Score 


715 




Exons 


1..68, 1143. .1920 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



50045 Seq. ID 

106327 Strand 

1 End 
OJ000118_15.0419.C15.o2.gs Method 

1348 End 

none Score 

1348. .1499, 2485. .2635, 2897. .3757 



OJ000118_15.0419.C15 
+ 

3757 
GEN SCAN 
3757 
.74 



50045 
106328 
1 

OJ000118_15.0419.C15.ol.np 
1 

5091497 
1..167, 314. .587 

(AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . (AB007788 ) [Oryza sativa] 



Seq. ID OJ000118_15.0419.C15 
Strand 

980 

AAT/NAP 
587 
78 



End 

Method 

End 

Score 



50045 

106328 

1 

OJ000118_15.0419.C15.ol.gs 
61 

none 



Seq. ID OJ000118_15.0419.C15 
Strand 

End 980 

Method GENSCAN 

End 980 

Score .66 



61. .176, 435. .486, 528. .601, 764. .980 

50045 Seq. ID OJ000118_15 . 04 19 . C15 



51607 





Gene No. 


106329 






Strand 






Start 


1315 






End 


1823 




Name 


OJ000118 15. 


0419.C15.ol 


. tm 


Method 


TBLASTX: 




Start 


1315 






End 


1823 




GI 


none 






Score 


100 




Exons 


1315. .1428, 


1414. .1656, 


1432. 


.1683, 1698.. 1823 




Seq. No. 


50046 






Seq. ID 


OJUUU 1 lo 




Gene No. 


106330 






Strand 


+ 




Start 


66 






End 


138 




Name 


OJ000118 15. 


0419.C16.ol 


. gs 


Method 


GENSCAN 




Start 


66 






hna 


loo 




GI 


none 






Score 


. 92 




Exons 


66. .138 












Seq. No. 


50047 






Seq. ID 


OJ000118 




Gene No. 


106331 






Strand 






Start 


87 






End 


4 91 




Name 


OJ000118 15. 


0419.C18.ol 


. gs 


Method 


GENSCAN 




Start 


87 






End 


491 




GI 


none 






Score 


.64 




Exons 


87. .241, 414 


. .491 










Seq. No. 


50048 






Seq. ID 


OJ000118 




Gene No. 


106332 






Strand 


+ 




Start 


1 






End 


704 




Name 


OJ000118 15. 


0419.C24.ol 


• gp 


Method 


AAT/GAP 


i s 


Start 


1 






End 


384 


'iS7 
St, 


GI 


LIB3434-005- 


P1-K1-H8 




Score 


534 




Exons 


1. .384 










y 


GI Descrip. 


, 5852170/emb|AL117265.1 


IOST17804 l.Oe- 


50 Oryza 


'"% 

i : 




indica(GLA4) 


genomic DNA, chromosome 4 


, BAC clo 


XT 


Seq. No. 


50048 






Seq. ID 


OJ000118 




Gene No. 


106332 






Strand 


+ 


1 


Start 


1 






End 


704 


J 


Name 


OJ000118 15. 


0419.C24.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


704 




GI 


6815052 






Score 


44 6 




Exons 


1..134, 215. 


.289, 569.. 


704 






ST 

3 


GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


50048 






Seq. ID 


OJ000118 




Gene No. 


106332 






Strand 


+ 




Start 


1 






End 


704 




Name 


OJ000118 15. 


0419.C24.ol 


.gs 


Method 


GENSCAN 




Start 


15 






End 


647 




GI 


none 






Score 


.64 




Exons 


15. .134, 442 


..494, 569. 


.647 








Seq. No. 


50049 






Seq. ID 


OJ000118 




Gene No. 


106333 






Strand 






Start 


489 






End 


637 




Name 


OJ000118 15. 


0419.C28.ol 


.gs 


Method 


GENSCAN 




Start 


489 






End 


637 




GI 


none 






Score 


.4 




Exons 


489. .637 











51608 



Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118JL3. 0419.C3.ol . np 

Start 1 

GI 6466937 

Exons 1..3097 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method AAT/NAP 

End 3097 

Score 1934 



Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118_13 . 0419.C3 .o4 . tw 

Start 52 

GI none 

Exons 52. .444 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Wheat 

End 444 

Score 286 



r 1 * 

- TP 



s if 



Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118_13 . 0419.C3 .ol.tm 

Start 64 

GI none 

Exons 64.. 504, 64.. 699, 65.. 589 

Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118_13 . 0419.C3 .ol . ts 

Start 292 

GI none 

Exons 292.. 675, 383.. 646 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX: Maize 

End 699 

Score 185 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Soybean 

End 675 

Score 131 



U Seq. No. 50050 

Gene No. 106334 

M Start 1 

[3 Name OJ000118_13 . 04 19 . C3 . o2 . tw 

li Start 532 

GI none 

S3 Exons 532.. 927, 559.. 765 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Wheat 

End 927 

Score 65 



Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118_13 . 0419 . C3 . o4 . tm 

Start 700 

GI none 

Exons 700.. 927, 952.. 1029, 953.. 1030, 987.. 1121, 1018.. 1122 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX: Maize 

End 1122 

Score 50 



Seq. No. 50050 

Gene No. 106334 

Start 1 

Name OJ000118_13 . 0419 . C3 . o3 . ts 

Start 1110 

GI none 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Soybean 

End 1367 

Score 97 



51609 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1110. .1367, 1168. .1365 



50050 

106334 

1 

OJ000118_13. 

1124 

none 

1124. .1321, 

50050 

106334 

1 

OJ000118_13. 

1275 

none 

1275. .1676, 

50050 

106334 

1 

OJ000118_13. 

1389 

none 

1389. .1502, 

50050 

106334 

1 

OJ000118_13. 

1671 

none 

1671. .2153, 

50050 

106334 

1 

OJ000118_13. 

1725 

none 

1725. .2138, 

50050 

106334 

1 

OJ000118_13. 

1857 

none 

1857. .2144 

50050 

106334 

1 

OJ000118_13. 

2197 

none 

2197. .2289, 



0419.C3.o2.tm 
1125.. 1619, 1125, 

0419.C3.o3.tw 
1309. .1644 

0419.C3.o2.ts 
1389. .1748, 1417. 

0419.C3.o3.tm 
1704. .2144 

0419.C3.ol. tw 
1758.. 2054, 1759. 

0419.C3.o4.ts 



0419.C3.o5.tm 
2413. .2508, 2590. 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX: Maize 

End 1652 

Score 234 
.1652, 1135. .1647 

Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Wheat 

End 167 6 

Score 133 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Soybean 

End 1767 

Score 63 
.1767 

Seq. ID OJ000118_13. 0419.C3 
Strand 

End 3097 

Method TBLASTX : Mai ze 

End 2153 

Score 254 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Wheat 

End 2138 

Score 7 6 
.2103 

Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX : Soybean 

End 2144 

Score 198 



Seq. ID OJ000118_13.0419.C3 
Strand 

End 3097 

Method TBLASTX: Maize 

End 3037 

Score 70 

.2691, 2764. .2838, 2878. .3036, 



51610 




2879. .3037 



Seq. No. 


50051 








Seq. ID 


OJ000118_13.0419.C4 


Gene No. 


106335 








Strand 


- 


Start 


1 








End 


397 


Name 


OJ000118 13 


.0419 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


1 








End 


397 


GI 


none 








Score 


.4 


Exons 


1..150, 281 


. .397 










beq. no. 










Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106336 








Strand 


+ 


Start 


1428 








End 


3381 


Name 


OJ000118 13 


.0419 


.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1428 








End 


3381 


GI 


3941448 








Score 


242 


Exons 


1428. .1859, 


3354 


. .3381 








GI Descrip. 


(AF062878) 


putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106336 








Strand 


+ 


Start 


1428 








End 


3381 


Name 


OJ000118 13 


.0419 


. C5 . ol . 


gs 


Method 


GENSCAN 


Start 


1484 








End 


2037 


GI 


none 








Score 


.79 


Exons 


1484. .1796, 


1811 


. .2037 








Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


.0419 


. C5 . o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1419 








End 


1684 


GI 


none 








Score 


42 


Exons 


1419. .1469, 


1466 


. .1552, 


1473. 


.1553, 1544. .1684 


Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


.0419 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1445 








End 


1684 


GI 


none 








Score 


43 


Exons 


1445. .1468, 


1446 


. .1469, 


1472. 


.1552, 1473. .1553, 1553. .1684 


Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


.0419 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1445 








End 


1684 


GI 


none 








Score 


40 


Exons 


1445. .1468, 


1446 


. .1469, 


1466. 


.1552, 1473. .1553, 1553. .1684 


Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


.0419 


.C5.o2. 


tw 


Method 


TBLASTX .-Wheat 


Start 


1445 








End 


1684 


GI 


none 








Score 


43 



51611 



fli 



Exons 


1445. .1468, 


1446 


. .1469, 


1472. 


.1552, 1473. .1553, 


1553. .1684 


Seq. No. 


50052 








Seq. . ID 


OJ000118 


_13.0419.C5 


Gene No. 


106337 








Strand 






Start 


O C T C\ 

Jo /U 








End 


8611 




Name 


OJ000118 13 


.0419 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


3670 








End 


8584 




GI 


none 








Score 


.77 




Exons 


3670. .3686, 


4360 


. .4654, 


4805. 


.5038, 5357.. 5632, 


6348. .6423, 




6612. .6817, 


7272 


. .7481, 


7916. 


.8042, 8304. .8584 




Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419.C5 


Gene No. 


t n a "2 *3 1 








Strand 






Start 


3670 








End 


8611 




Name 


OJ000118 13 


.0419 


.CS.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4336 








End 


4994 




GI 


none 








Score 


315 




Exons 


4336. .4668, 


4341 


. .4670, 


4349. 


.4657, 4797. .4994, 


4805. .4993 


Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419.C5 


Gene No. 


106337 








Strand 






Start 


3670 








End 


8611 




Name 


UJUUUIlo 




.C5.o2. 


np 


Method 


AAT/NAP 




Start 


4568 








End 


8076 




GI 


6573289 








Score 


1547 




Exons 


4568. .4650, 


4801 


. .5038, 


5357. 


.5632, 5783.. 6059, 


6348. .6687, 




6784. .6928, 


7272 


. .7481, 


7575. 


.7638, 7916.. 8076 




GI Descrip. 


(AB008023) 


RXW8 


[Arabidopsis 


thaliana] 






Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419.C5 


Gene No. 


106337 








Strand 






Start 


ob/U 








End 


8611 




Name 


OJ000118 13 


.0419 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4571 








End 


5633 




GI 


none 








Score 


159 




Exons 


4571. .4657, 


4796 


. .5041, 


4797. 


.5033, 5330. .5494, 


5339. .5485, 




5364. .5522, 


5510 


. .5632, 


5568. 


.5633 






Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419.C5 


Gene No. 


106337 








Strand 






btart 


JO /U 








End 


8611 




Name 


OJ000118 13 


.0419 


. CS.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start . 


4793 








End 


7472 




GI 


none 








Score 


147 




Exons 


4793. .5041, 


4821 


. .5018, 


5330. 


.5635, 5349.. 5633, 


5777. .6058, 




5790. .6062, 


6345 


. .6428, 


6353. 


.6649, 6519. .6569, 


7272. .7472 


Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419-C5 


Gene No. 


t r\ c o *5 i 

106337 








Strand 






Start 


3670 








End 


8611 




Name 


OJ000118 13 


.0419 


.C5.o2. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


5765 








End 


6070 




GI 


none 








Score 


192 




Exons 


5765. .6007, 


5790 


. .6005, 


5854. 


.6006, 6008. .6070, 


6012. .6062 


Seq. No. 


50052 








Seq. ID 


OJ000118 


_13.0419.C5 


Gene No. 


106337 








Strand 







51612 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


0419. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6005 








End 


6550 


GI 


none 








Score 


65 


Exons 


6005. .6055, 


6006. 


.6056, 


6008. 


.6055, 6335.. 6550, 6345.. 6548 


Seq. No. 


50052 








Seq. ID 


OJ000118 13. 0419. C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


0419. 


C5.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


6350 








End 


6638 


GI 


none 








Score 


93 


Exons 


6350. .6637, 


6501. 


.6638 








Seq. No. 


50052 








Seq. ID 


OJ000118_13.0419.C5 


Gene No. 


106337 








Strand 




Start 


3670 








End 


8611 


Name 


OJ000118 13 


0419. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6390 








End 


6941 


GI 


none 








Score 


329 


Exons 


6390. .6647, 


6392. 


.6649, 


6397. 


.6648, 6788..6937, 6801. .6938, 




6807. .6941 













Seq. No. 50052 

Gene No. 106337 

Start 3670 

Name OJ000118_13 . 0419 . C5 . o3 . tm 

Start 6794 

GI none 

Exons 6794..6937, 6795.. 6938, 6813. 

7272. .7481, 7315. .7482, 7573. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 13. 0419. C5 



8611 

TBLASTX: Maize 
7605 
120 

6941, 6814. .6939, 7272. .7481, 
7605, 7575.. 7604 



Seq. No. 50052 

Gene No. 106337 

Start 3670 

Name OJ000118_13 . 04 19 . C5 . ol . gp 

Start 6972 

GI uC-osflm202108c02bl 

Exons 6972.. 7481, 7575.. 7619 

GI Descrip. '3540190 9.0e-35 (AC004122) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_13.0419.C5 

8611 
AAT/GAP 
7619 
1045 



Hypothetical protein [Arabidopsis 



Seq. No. 50052 Seq. ID 

Gene No. 106337 Strand 

Start 3670 End 8611 

Name OJ000118_13 . 0419 . C5 .o3.np Method AAT/NAP 

Start 7467 End 8611 

GI 629528 Score 199 

Exons 7467.. 7551, 8302.. 8611 

GI Descrip. hypothetical protein 1 - Arabidopsis thaliana 

gi 1 1076335 |pir | | S51580 hypothetical protein 1 - 
thaliana gi | 499167 | emb | CAA56144 . 1 | (X79707) ORF 
thaliana] 



OJ000118 13. 0419. C5 



Arabidopsis 
[Arabidopsis 



Seq. No. 
Gene No. 
Start 



50052 

106337 

3670 



Seq. ID 

Strand 

End 



OJ000118 13. 0419. C5 



8611 



51613 



Name 

Start 

GI 

Exons 



OJ0001 18 JL3 . 04 19 . C5 . o3 . ts Method TBLASTX : Soybean 

7578 End 8591 

none Score 60 

7578. .7637, 7915. .8082, 8285. .8422, 8298. .8465, 8325. .8423, 
8441. .8587, 8448. .8591 



Seq. No. 50052 

Gene No. 106337 

Start 3670 

Name OJ000118_13.0419.C5.o2.gp 

Start 7955 

GI 3768568 

Exons 7955.. 8062, 8304.. 8611 

GI Descrip. 3540190 9.0e-35 (AC004122) Hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ000118_13.0419.C5 
Strand 

End 8611 

Method AAT/GAP 

End 8611 

Score 812 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50052 

106337 

3670 

OJ000118_13.0419.C5.o2.tc 

7981 

none 



Seq. ID OJ000118_13.0419.C5 
Strand 

End 8611 

Method TBLASTX: Cress 

End 8584 

Score 144 



7981. .8088, 8276. .8584, 8292. .8570, 8471. .8584 



50053 

106338 

152 

OJ000118_13.0419.C6.ol.gs 

152 

none 

152. .340 



Seq. ID OJ000118_13.0419.C6 

Strand + 

End 340 

Method GEN SCAN 

End 340 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50053 

106339 

544 

OJ000118_13.0419.C6.ol.np 
544 

6523547 



Seq. ID OJ000118_13.0419.C6 

Strand + 

End 7216 

Method AAT/NAP 

End 7216 

Score 188 



544. .661, 3021. .3148, 4553. .4657, 4761. .5125, 6508. .6577, 
6628. .6694, 6845. .7216 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 50053 

Gene No. 106340 

Start 7390 

Name OJ000118_13 . 04 19 . C6 . o3 . gs 

Start 7390 

GI none 

Exons 7390.. 7551, 7818.. 7962 



Seq. ID OJ000118_13.0419.C6 

Strand + 

End 8313 

Method GENSCAN 

End 7962 

Score .68 



Seq. No. 50053 

Gene No. 106340 

Start 7390 

Name OJ000118_13 . 0419 . C6 . o2 . np 

Start 7420 

GI 4733891 



Seq. ID OJ000118_13.0419.C6 

Strand + 

End 8313 

Method AAT/NAP 

End 8313 

Score 605 



51614 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7420. .7587, 7625. .7732, 7818. .7962, 8062. .8313 
(AF104924) unconventional myosin heavy chain [Zea mays] 



50053 

106341 

570 

OJ000118_13.0419.C6.ol.gp 
570 

3768568 

570. .631, 735. .770 
3540190 9.0e-35 (AC004122) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_13.0419.C6 
770 

AAT/GAP 

770 

154 



Hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50053 

106342 

6456 

OJ000118_13.0419.C6.o2.gp 
6456 

775_2.R1084 
6456. .6659 

•2384760 0.0e+00 (AF016897) 
OsGDI2 [Oryza sativa] ' 

50053 

106343 

7438 

OJ000118_13.0419.C6.ol.tc 

7438 

none 

7438. .7554, 7444. .7530, 7624. 
7815. .7940, 7817. .7942, 7818. 
8056. .8139, 8060. .8146, 8118. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_13.0419.C6 

6659 
AAT/GAP 
6659 
266 



GDP dissociation inhibitor protein 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 13. 0419. C6 



8246 

TBLASTX: Cress 
8246 
130 

7737, 7631.. 7732, 7650.. 7739, 
7937, 7819. .7938, 7820. .7939, 
8246, 8137. .8217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50054 Seq. ID 

106344 Strand 

57 End 

OJ000118_13 . 04 1 9 . C7 . ol . gs Method 

57 End 

none Score 

57. .468, 2969. .3104, 3813. .4278 



OJ000118_13.0419.C7 
+ 

4278 
GEN SCAN 
4278 
.89 



OJ000118 13. 0419. C7 



50054 Seq. ID 

106345 Strand 
1 End 266 

OJ000118_13 . 04 19 . C7 . ol . np Method AAT/NAP 

1 End 266 

6594240 Score 103 

1. .266 

(AL133522) probable oxidoreductase, short chain 
dehydrogenase/reductase family [Schizosaccharomyces pombe] 



50054 Seq. ID 

106345 Strand 

1 End 

OJ000118_13 . 04 1 9 . C7 . ol . tm Method 

9 End 

none Score 



OJ000118_13.0419.C7 
266 

TBLASTX: Maize 

251 

92 



51615 




Exons 


9. .110, 13. .105, 157. .237, 159. .251 










Seq. No. 


50055 


Seq. ID 


OJ000118 


_13 


0419. 


C8 


Gene No. 


106346 


Strand 


+ 








Start 


63 


End 


266 








Name 


OJ0Q0118 13 . 04 19 . Co . ol . gs 


Method 


GENSCAN 








Start 


63 


End 


266 








GI 


none 


Score 


1 








Exons 


63 . .266 












Seq. No. 


50055 


Seq. ID 


OJ000118 


_13 


0419. 


C8 


Gene No. 


106347 


Strand 


+ 








Start 


O C C A 

2559 


End 


3450 








Name 


OJ000118 13 . 04 19 . Co . o3 . gs 


Method 


GENSCAN 








Start 


2559 


End 


3152 








GI 


none 


Score 


.72 








Exons 


O C r n A ^ 1 "!1 TATA "5 1 C A 

2559. .2613, 3079. .3152 












Seq. No. 


50055 


Seq. ID 


OJ000118 


_13 


0419. 


C8 


Gene No. 


106347 


Strand 


+ 








Start 


2559 


End 


3450 








Name 


OJ000118 13.0419.C8.ol.gp 


Method 


AAT/GAP 








Start 


2945 


End 


3450 








GI 


38782 1.R1084 


Score 


799 








Exons 


2945.. 3450 












GI Descrip. 


, 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 










Seq. No. 


50055 


Seq. ID 


OJ000118 


_13 


0419. 


C8 


Gene No. 


106348 


Strand 










Start 


1 


End 


1547 








Name 


OJ000118 13.0419.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1547 








GI 


6907086 


Score 


1069 








Exons 


1.-234, 460. .701, 765. .1547 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50055 


Seq. ID 


OJ000118 


_13. 


0419. 


C8 


Gene No. 


106348 


Strand 










Start 


1 


End 


1547 








Name 


OJ000118 13.0419.C8.o2.gs 


Method 


GENSCAN 








Start 


796 


End 


1375 








GI 


none 


Score 


1 








Exons 


796. .1241, 1342. .1375 












Seq. No. 


50055 


Seq. ID 


OJ000118 


_13. 


0419. 


C8 


Gene No. 


106349 


Strand 










Start 


2253 


End 


3786 








Name 


OJ000118 13.0419.C8.o2.np 


Method 


AAT/NAP 








Start 


2253 


End 


3786 








GI 


4680186 


Score 


158 








Exons 


2253. .2668, 3141. .3244, 3746. 


.3786 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


50056 


Seq. ID 


OJ000118 


_13. 


0419. 


C9 


Gene No. 


106350 


Strand 


+ 








Start 


1 


End 


1709 









51616 





Name 


OJ000118 13.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1709 




GI 


7339707 


Score 


64 




Exons 


1..123, 1672. .1709 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50056 


Seq. ID 


OJ000118 




Gene No. 


106350 


Strand 


+ 




Start 


1 


End 


1709 




Name 


OJ000118 13.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


636 


End 


757 




GI 


none 


Score 


.97 




Exons 


636. .757 








Seq. No. 


50056 


Seq. ID 


OJ000118 




Gene No. 


106351 


Strand 






Start 


1 


End 






Name 


OJ000118 13.0419.C9.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


1864 




GI 


7106516 


Score 


119 




Exons 


1..19, 1065. .1239, 1787. .1864 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50056 


Seq. ID 


OJ000118 


y 


Gene No. 


106351 


Strand 






Start 


1 


End 


1864 




Name 


OJ000118 13.0419.C9.o2.gs 


Method 


GENSCAN 


in 


Start 


1049 


End 


1213 


?! 6 


GI 


none 


Score 


.45 




Exons 


1049. .1213 






s : \ 
^3 


Seq. No. 


50057 


Seq. ID 


OJ000118 




Gene No. 


106352 


Strand 


+ 


s i S 


Start 


138 


End 


3109 




Name 


OJ000118 13.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


138 


End 


2975 




GI 


none 


Score 


.75 




Exons 


138. .140, 2199. .2372, 2526. 


.2975 






Seq. No. 


50057 


Seq. ID 


OJ000118 




Gene No. 


106352 


Strand 


+ 




Start 


138 


End 


3109 




Name 


OJ000118 13.0419.C10.o2.np 


Method 


AAT/NAP 




Start 


2329 


End 


3109 




GI 


7340868 


Score 


170 




Exons 


2329. .2506, 2869. .3109 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 



Seq. No. 50057 Seq. ID 

Gene No. 106353 Strand 

Start 1 End 1320 

Name OJ000118_13 . 0419 . C10 . ol . np Method AAT/NAP 

Start 1 End 1320 

GI 6907088 Score 875 

Exons 1..270, 770.. 1007, 1183.. 1320 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ000118 13. 0419. C10 



51617 




Seq. No. 


50058 


Gene No. 


106354 


Start 


49 


Name 


OJ000118 13.0419.Cll.ol. 


Start 


49 


GI 


none 


Exons 


49. .321, 576. .1147 


Seq. No. 


50059 


Gene No. 


106355 


Start 


50 


Name 


OJ000118 13.0419.C12.ol. 


Start 


50 


GI 


none 


Exons 


50. .257, 263. .513, 1819. 


Seq. No. 


50060 


Gene No. 


106356 


Start 


1300 


Name 


OJ000118 13.0419.C13.ol. 


Start 


1300 


GI 


none 


Exons 


1300. .1381, 1476. .1539, 


Seq. No. 


50060 


Gene No. 


106357 


Start 


4863 


Name 


OJ000118 13.0419.C13.o2. 


Start 


4863 


GI 


none 


Exons 


4863.-4874, 4928. .5070, 


Seq. No. 


50061 


Gene No. 


106358 


Start 


2892 


Name 


OJ000118 13.0419.C14.ol. 


Start 


2892 


GI 


none 


Exons 


2892.. 2950, 3073.. 3211, 


Seq. No. 


50062 


Gene No. 


106359 


Start . 


66 


Name 


OJ000118 13.0419.C15.ol. 


Start 


66 


GI 


none 


Exons 


66. .144, 488. .535, 658.. 


Seq. No. 


50062 


Gene No. 


106360 


Start 


3331 


Name 


OJ000118 13.0419.C15.ol. 


Start 


3305 


GI 


30223 1.R1084 


Exons 


3305. .4170 


GI Descrip. 


' 4 4 55270/emb|CAB36806. 1| 




[Arabidopsis thaliana] ? 






Seq. ID 


OJ000118_13 


.0419 


.Cll 




Strand 


+ 








End 


1147 






gs 


Method 


GEN SCAN 








End 


1147 








Score 


.45 








Seq. ID 


OJ000118JL3 


.0419 


.C12 




Strand 










End 


1923 






gs 


Method 


GENSCAN 






End 


1923 








Score 


.4 






.1923 












Seq. ID 


OJ000118_13 


.0419 


.C13 




Strand 


+ 








End 


3553 






gs 


Method 


GENSCAN 








End 


3553 








Score 


.72 






2954. 


.3553 










Seq. ID 


OJ000118_13 


.0419 


-C13 




Strand 










End 


6289 






gs 


Method 


GENSCAN 








End 


6289 








Score 


.77 






6203. 


.6289 










Seq. ID 


OJ000118JL3 


.0419 


.C14 




Strand 










End 


3631 






gs 


Method 


GENSCAN 








End 


3631 








Score 


.74 






3292, 


.3499, 3508.. 3631 








Seq. ID 


OJ000118_13 


.0419 


.C15 




Strand 


+ 








End 


1142 






gs 


Method 


GENSCAN 








End 


1142 








Score 


.54 






733, 


843. .910, 


1027. .1142 








Seq. ID 


OJ000118_13 


.0419 


.CIS 




Strand 


+ 








End 


4170 






gp 


Method 


AAT/GAP 








End 


4170 








Score 


1666 







2.0e-10 (AL035527) putative protein 



51618 



Seq. No. 


50062 






Seq. ID 


OJ000118_13. 0419 


Gene No. 


106360 






Strand 


+ 


Start 


3331 






End 


4170 


Name 


OJ000118 13. 


0419. C15 


o2 . gs 


Method 


GENSCAN 


Start 


3331 






End 


3753 


GI 


none 






Score 


.81 


Exons 


3331. .3753 










Seq. No. 


50062 






Seq. ID 


OJ000118_13.0419 


Gene No. 


106360 






Strand 


+ 


Start 


3331 






End 


4170 


Name 


OJ000118 13. 


0419. C15 


ol . np 


Method 


AAT/NAP 


Start 


3349 






End 


3750 


GI 


7485648 






Score 


296 


Exons 


3349. .3750 










GI Descrip. 


hypothetical 


protein 


F17L22. 


30 - Arabidopsis thaliana 



gi I 4455270 I emb | CAB36806.il (AL035527) putative protein 
[Arabidopsis thaliana] gi | 7268959 | emb | CAB81269 . 1 | (AL161555) 
putative protein [Arabidopsis thaliana] 



Seq. No. 50062 Seq. ID 

Gene No. 106361 Strand 

Start 13012 End 

Name OJ000118_13 . 0419 .C15 . o4 . gs Method 

Start 13012 End 

GI none Score 

Exons 13012. .13191, 13991 .. 14 129, 14363 

15094. .15197, 15503. .15536, 15711 



OJ000118_13.0419.C15 
+ 

16173 
GENSCAN 
15983 
.47 

14494, 14598. .14790, 
15983 



U Seq. No. 
3 Gene No. 
y Start 

Name 
« Start 

i gi 

J Exons 

a GI Descrip. 

Z Seq. No. 
!? Gene No. 
3 Start 

Name 

Start 

GI 

Exons 



50062 Seq. ID 

106361 Strand 

13012 End 

OJ000118_13.0419.C15.o4 .np Method 

14603 End 

4680186 Score 



OJ000118_13.0419.C15 
+ 

16173 
AAT/NAP 
16173 
184 



14603. .14767, 15342 .. 15475, 16087. .16173 
(AF111709) unknown [Oryza sativa subsp. indica] 



50062 
106362 
4680 

OJ000118_13.0419.C15.o3.gs 
4680 



none 
4680. . 
7359. . 
10370, 
11841, 
12884. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 13.0419.C15 



13484 
GENSCAN 
12923 
.77 

5870, 6124. .6206, 6455. .6702, 
8391, 8909. .9010, 9502. .9654, 
10486, 10626. .10715, 10967 11106, 11267 .. 11306, 
12050, 12125. .12259, 12391 .. 12551, 12710 .. 12781, 
12923 



4859, 4941. .5015, 5759 
7444, 8042. .8121, 8221 



Seq. No. 50062 Seq. ID 

Gene No. 106362 Strand 

Start 4680 End 

Name OJ000118_13 . 0419 .C15 . o2 . np Method 

Start 4683 End 

GI 5103840 Score 



OJ000118_13.0419.C15 

13484 
AAT/NAP 
7197 
202 



51619 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4683. .4840, 4937. .5015, 5759. .5870, 6168. .6206, 6455. .6686, 
7036. .7197 

(AC007591) F9L1.38 [Arabidopsis thaliana] 



50062 Seq. ID 

106362 Strand 

4680 End 

OJ000118_13.0419.C15.o2.gp Method 

5993 End 

2310972 Score 



OJ000118_13.0419.C15 

13484 
AAT/GAP 
7121 
709 



5993. .6014, 6124. .6206, 6455. .6702, 7020. .7121 



50062 Seq. ID 

106362 Strand 

4 680 End 

OJ000118_13.0419.C15.o3.np Method 

7275 End 

6175185 Score 



OJ000118_13.0419.C15 

13484 
AAT/NAP 
13484 
311 



7275. .7334, 8044. .8121, 8221. .8391, 8909. .9060, 9498. .9654, 
10370. .10486, 10626. .10715, 10967 .. 11106, 12125 .. 12259, 
13357. .13484 

(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



50062 

106363 

14901 

OJ000118_13.0419.C15.ol.tm 

4651 

none 

4651. .4749, 4680. .4751, 4680. 
4758. .4820, 4935. .5018, 4942. 
5764. .5871, 6123. .6179, 6124. 
6574. .6675, 6615. .6701, 6638. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000118 13.0419.C15 



15326 

TBLASTX: Maize 
6701 
73 

.4751, 4718. .4819, 4749. .4820, 
.5016, 5759. .5872, 5764. .5874, 
.6207, 6452.. 6559, 6453.. 6560, 
.6676 



OJ000118 13.0419.C15 



Seq. No. 50062 Seq. ID _ 

Gene No. 106363 Strand 

Start 14901 End 15326 

Name OJ000118_13 . 0419 . C15 . o3 . gp Method AAT/GAP 

Start 14901 End 15326 

GI 4878407 Score 671 

Exons 14901. .15326 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 



50063 Seq. ID 

106364 Strand 

2026 End 

OJ000118_13.0419.C16.ol.np Method 

2026 End 

7106512 Score 



OJ000118_13.0419.C16 
+ 

5593 
AAT/NAP 
5131 
1870 



2026. .2085, 2159. .2309, 2547. .3733, 3855. .5131 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



50063 

106364 

2026 



Seq. ID 

Strand 

End 



OJ000118_ 
5593 



13.0419.C16 



51620 



Name 


OJ000118 13.0419.C16.ol 


. gs 


Method 


GENSCAN 


Start 


2159 




End 


3221 


GI 


none 




Score 


.68 


Exons 


2159.. 2219, 2303.. 2707, 


2856. 


.3221 




Seq. No. 


50063 




Seq. ID 


OJ000118_13.0419.C1 


Gene No. 


106364 




Strand 


+ 


Start 


2026 




End 


5593 


Name 


OJ000118 13.0419.C16.o2 


.gs 


Method 


GENSCAN 


Start 


4129 * . 




End 


5593 


GI 


none 




Score 


.75 


Exons 


4129. .4723, 5235.. 5593 








Seq. No. 


50063 




Seq. ID 


OJ000118_13.0419.C1 


Gene No. 


106365 




Strand 


+ 


Start 


5560 




End 


5989 


Name 


OJ000118 13.0419.C16.o2 


.gp 


Method 


AAT/GAP 


Start 


5560 


End 


5989 


GI 


61605 1.R1084 




Score 


583 


Exons 


5560. .5989 








GI Descrip. 


, 5852170/emb|AL117265.1 


IOST17804 l.Oe- 


137 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ■ 



u 



Seq. No. 50063 

Gene No. 106366 

Start 7468 

Name OJ000118_13 . 0419.C16.o3.gp 

Start 7468 

GI 5816518 

Exons 7468.. 7570 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 



Seq. ID OJ000118_13.0419.C16 

Strand + 

End 7570 

Method AAT/GAP 

End 7570 

Score 142 





similar sequence to 


Pib 


gene 






Seq. No. 


50063 






Seq. ID 


OJ000118 


Gene No. 


106367 






Strand 




Start 


1761 






End 


1871 


Name 


OJ000118 13.0419.C16 


.ol 


-gp 


Method 


AAT/GAP 


Start 


1761 






End 


1871 


GI 


5816518 






Score 


154 


Exons 


1761. .1871 










GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 3.0e- 


40 Oryza s 




similar sequence to 


Pib 


gene 






Seq. No. 


50064 






Seq. ID 


OJ000118 


Gene No. 


106368 






Strand 


+ 


Start 


143 






End 


564 


Name 


OJ000118 13.0419.C17 


.ol 


.gs 


Method 


GENSCAN 


Start 


143 






End 


564 


GI 


none 






Score 


.66 


Exons 


143. .232, 529. .564 










Seq. No. 


50064 






Seq. ID 


OJ000118 


Gene No. 


106369 






Strand 




Start 


1555 






End 


3434 


Name 


OJ000118 13.0419.C17 


.o2 


.gs 


Method 


GENSCAN 


Start 


1555 






End 


3434 


GI 


none 






Score 


.8 



51621 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1555. .1911, 3348. .3434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



QJ000118_13.0419.C18 
+ 

1248 
AAT/GAP 
1248 
78 



50065 Seq. ID 

106370 Strand 
1178 End 
OJ000118_13 . 0419 . C18 . ol . gp Method 
1178 End 
4715947 Score 
1178. .1248 

2252840 3.0e-09 (AF013293) contains regions., of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



50065 

106371 

1459 

OJ000118_13.0419.C18.ol.np 

1459 

5107829 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1459. .1568, 2851. .3157, 3392. .3533 

(AF149413) contains similarity to several Arabidopsis thaliana 
hypothetical proteins including GB:U95973 and GB:AC002392 



OJ000118_13.0419.C18 
+ 

3533 
AAT/NAP 
3533 
243 



Seq. No. 


50065 








Seq. ID 


OJ000118_13.0419 


.C18 


Gene No. 


106371 








Strand 


+ 




Start 


1459 








End 


3533 




Name 


OJ000118 13 


0419 


C18.ol 


. gs 


Method 


GEN SCAN 




Start 


2554 








End 


3147 




GI 


none 








Score 


.52 




Exons 


2554. .3147 














Seq. No. 


50065 








Seq. ID 


OJ000118_13.0419 


.C18 


Gene No. 


106371 








Strand 


+ 




Start 


1459 








End 


3533 




Name 


OJ000118 13 


0419 


C18.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2890 








End 


3156 




GI 


none 








Score 


157 




Exons 


2890. .3051, 


2973 


.3050, 


3046. 


.3156 






Seq. No. 


50066 








Seq. ID 


OJ000118_13.0419 


.C19 


Gene No. 


106372 








Strand 


+ 




Start 


661 








End 


844 




Name 


OJ000118 13 


0419. 


C19.ol 


. gs 


Method 


GEN SCAN 




Start 


661 








End 


844 




GI 


none 








Score 


.85 




Exons 


661. .844 














Seq. No. 


50067 








Seq. ID 


OJ000118_13.0419 


.C20 


Gene No. 


106373 








Strand 


+ 




Start 


71 








End 


221 




Name 


OJ000118 13. 


0419. 


C20.ol 


. gs 


Method 


GENSCAN 




Start 


71 






End 


221 




GI 


none 








Score 


.49 




Exons 


71. .78, 110. 


.221 













51622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50068 

106374 

1 

OJ000118_13.0419.C21.ol.np 
1 

7442091 



Seq. ID OJ000118_13.0419.C21 

Strand + 

End 830 

Method AAT/NAP 

End 830 

Score 62 



1..60, 270. .320, 453. .683, 718. .830 

proline-rich protein F25E4.50 - Arabidopsis thaliana 
gi|7321040|emb|CAB82148.1| (AL050399) putative proline-rich 
protein [Arabidopsis thaliana] 

50069 Seq. ID OJ000118_13 . 04 19 . C22 

106375 Strand + 

409 End 2358 

0 JO 00118_13.0419.C22.ol.np Method AAT/NAP 

409 End 2107 

2801442 Score 276 

409. .447, 1814. .1927, 2015. .2107 

(AF028338) ubiquitin-conjugating enzyme 15 [Arabidopsis 
thaliana] 



Seq. No. 50069 Seq. ID OJ000118_13 . 04 19 . C22 

Gene No. 106375 Strand + 

Start 409 End 2358 

Name OJ000118_13 . 0419.C22 . ol . gp Method AAT/GAP 

Start 1823 End 2358 

GI 500_1.R1084 Score 761 

Exons 1823.. 1927, 2015.. 2358 

GI Descrip. 1 5670155/gb | AF161269. 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


50069 






Seq. ID 


OJ000118 


Gene No . 


106376 






Strand 


+ 


Start 


3169 






End 


7220 


Name 


OJ000118 13.0419. 


C22.ol 


.gs 


Method 


GENSCAN 


Start 


3169 






End 


6889 


GI 


none 






Score 


.72 


Exons 


3169.. 3568, 3860. 


.3892, 


4995. 


.5111, 5171. .5211, 




6645. .6742, 6778. 


.6889 








Seq. No. 


50069 






Seq. ID 


OJ000118 


Gene No. 


106376 






Strand 


+ 


Start 


3169 






End 


7220 


Name 


OJ000118 13.0419. 


C22.o3 


.np 


Method 


AAT/NAP 


Start 


5489 






End 


7220 


GI 


6069659 






Score 


114 


Exons 


5489. .5509, 7041. 


.7145, 


7191. 


.7220 




GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50069 






Seq. ID 


OJ000118 


Gene No. 


106376 






Strand 


+ 


Start 


3169 






End 


7220 


Name 


OJ000118 13.0419. 


C22.o2 


.np 


Method 


AAT/NAP 


Start 


6332 






End 


7220 


GI 


6907088 






Score 


541 


Exons 


6332.. 6469, 6645. 


.6883, 


7194. 


.7220 




GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 



.5895, 



51623 



Seq. No. 50069 Seq. ID OJ000118_13 . 0419 . C22 

Gene No. 106377 Strand + 

Start 7142 End 7220 

Name OJ000118_13 . 0419 . C22 . ol . ts Method TBLASTX : Soybean 

Start 1812 End 2110 

GI none Score 68 

Exons 1812. .1925, 1822. .1926, 1823. .1927, 1838. .1948, 2012. .2110, 
2014 . .2109 



Seq. No. 50069 

Gene No. 106377 

Start 7142 

Name OJ000118_13 . 0419 . C22 . ol . tc 

Start 1822 

GI none 
Exons 



Seq. ID OJ000118_13.0419.C22 

Strand + 

End 7220 

Method TBLASTX : Cress 

End 2110 

Score 160 



1822. .1926, 1823. .1927, 2012. .2110, 2014. .2106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50069 

106377 

7142 

OJ000118_13.0419.C22.ol.tm 

1822 

none 



Seq. ID OJ000118_13.0419.C22 

Strand + 

End 7220 

Method TBLASTX : Mai ze 

End 2369 

Score 165 



1822. .1926, 1823. .1927, 1838. .1927, 2012. .2110, 2014. .2109, 
2154. .2183, 2164. .2229, 2232. .2369 



50069 

106377 

7142 

OJ000118_13.0419.C22.ol.tw 

1822 

none 



Seq. ID OJ000118_13.0419.C22 

Strand + 

End 7220 

Method TBLASTX : Wheat 

End 2050 

Score 165 



1822. .1926, 1823. .1927, 2012. .2050, 2014. .2049 



^ 3 

""4 



Seq. No. 50069 Seq. ID OJ000118_13 . 0419 . C22 

Gene No. 106377 Strand + 

Start 7142 End 7220 

Name ■ OJ000118_13 . 0419 . C22 . o2 .gp Method AAT/GAP 

Start 7142 End 7220 

GI 5667165 Score 154 

Exons 7142.. 7220 

GI Descrip. 5670155/gb | AF161269 . 1 1 AF161269- 4 . Oe-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 50070 Seq. ID OJ000118_13 . 04 19 . C23 

Gene No. 106378 Strand + 

Start 1 End 4230 

Name OJ000118_13. 04 19 . C23 . ol . np Method AAT/NAP 

Start 1 End 351 

GI 6907086 Score 359 

Exons 1 . .351 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



50070 

106378 

1 



Seq. ID OJ000118_13.0419.C23 
Strand + 
End 4230 



51624 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 



OJ000118_13.0419.C23.ol.gs 
40 

none . 

40. .307, 348. .534, 686. .732, 
3868. .4016, 4102. .4230 

50070 

106378 

1 

OJ000118_13.0419.C23.o2.np 

1290 

6562252 

1290. .1754, 2573. .2811, 2888. 
(AL132980) epoxide hydrolase- 

50070 

106378 

1 

OJ000118_13.0419.C23.ol.ts 

1296 

none 

1296. .1358, 1340.. 1438, 1368. 

50070 

106378 

1 

OJ000118_13.0419.C23.o2.tm 

1301 

none 

1301. .1468, 1302. .1694, 1393. 

50070 

106378 

1 

OJ000118_13.0419.C23.ol.tc 

1302 

none 

1302. .1478, 1313. .1468, 1530. 
2575. .2655, 2647. .2814, 2651. 
2889. .2927, 2915.. 2968, 2923. 

50070 

106378 

1 

OJ000118_13.0419.C23.ol.tw 

1542 

none 

1542. .1727, 1574. .1726, 1576. 
2567. .2698, 2570. .2734, 2572. 

50070 

106378 

1 

OJ000118_13.0419.C23.ol.tm 

2575 

none 

257S..2844, 2576. .2812, 2889. 



Method GENS CAN 
End 4230 
Score .56 
1489. .1580, 2573. .2811, 2869. .3128, 



OJ000118_13.0419.C23 
+ 

4230 
AAT/NAP 
3136 
694 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3136 

like protein [Arabidopsis thaliana] 



Seq. ID OJ000118_13.0419.C23 

Strand + 

End ' 4230 

Method TBLASTX : Soybean 

End 1700 

Score 40 
.1700 

Seq. ID OJ000118_13.0419.C23 

Strand + 

End 4230 

Method TBLASTX: Maize 

End 1694 

Score 378 
.1473, 1580. .1693 

Seq. ID OJ000118_13.0419.C23 

Strand + 

End 4230 

Method TBLASTX: Cress 

End 3040 

Score 166 

.1697, 1728. .1754, 2570. .2671, 
.2809, 2678. .2815, 2680. .2811, 
.2967, 2981. .3040 

Seq. ID OJ000118_13.0419.C23 

Strand + 

End 4230 

Method TBLASTX : Wheat 

End 2734 

Score 149 

.1752, 1726. .1755, 1727. .1756, 
.2733 

Seq. ID OJ000118_13.0419.C23 

Strand + 

End 4230 

Method TBLASTX : Maize 

End 3198 

Score 356 

.2927, 2917. .3198, 2918. .3151, 



51625 



2920. .3153 



Seq. No. 50070 

Gene No. 106378 

Start 1 

Name 0 JO 0011 8_1 3.0419.C23.ol.gp 

Start 3086 

GI none 

Exons 3086.. 3128, 3417.. 3555 



Seq. ID OJ000118_13. 0419, 

Strand + 

End 4230 

Method AAT/GAP 

End 3555 

Score 295 



C23 



Seq. No. 50071 

Gene No. 106379 

Start 8056 

Name OJ000118_13 . 0419 . C24 . ol . gp 

Start 8056 

GI none 
Exons 



Seq. ID OJ000118_13.0419. 

Strand + 

End 11979 

Method AAT/GAP 

End 10412 

Score 1440 



C24 



8056. .8356, 9281. .9361, 10053. .10412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50071 

106379 

8056 

OJ000118_13.0419.C24 .ol.np 

9224 

4544389 



Seq. ID OJ000118_13.0419, 

Strand + 

End 11979 

Method AAT/NAP 

End'" 11979 

Score 653 



C24 



9224. .9270, 10789 .. 10878 , 10933 .. 11060, 11277 .. 11653, 
11734. .11794, 11930. .11979 

(AC007047) putative homeodomain transcription factor 
[Arabidopsis thaliana] 



50071 

106379 

8056 

OJ000118_13.0419.C24 .o4 .tm 

10179 

none 

10179. .10382, 10181. .10381 



Seq. ID OJ000118_13.0419, 

Strand + 

End 11979 

Method TBLASTX: Maize 

End 10382 

Score 255 



C24 



Seq. No. 50071 

Gene No. 106379 

Start 8056 

Name OJ000118_13 . 0419.C24 .o2 .gs 

Start 10200 

GI none 
Exons 



Seq. ID OJ000118_13.0419, 

Strand + 

End 11979 

Method GENSCAN 

End 11794 

Score .92 



C24 



10200. .11060, 11277. .11653, 11734. .11794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50071 

106379 

8056 

OJ000118_13.0419.C24 .o2.tm 

10441 

none 



Seq. ID OJ000118_13.0419. 

Strand + 

End 11979 

Method TBLASTX : Maize 

End 10795 

Score 335 



C24 



10441. .10695, 10467. .10733, 10467 .. 10742, 104 68 .. 10734 , 
10737. .10793, 10745. .10795 



Seq. No. 
Gene No. 
Start 



50071 

106379 

8056 



Seq. ID OJ000118_13.0419, 
Strand + 
End 11979 



C24 



51626 



Name 

Start 

GI 

Exons 



OJ000118_13.0419.C24.o2.gp Method AAT/GAP 

10566 End 11052 

none Score 908 
10566. .11052 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50071 
106379 
8056 

OJ000118_13.0419.C24.ol.tc 
10797 



none 
10797. 
11502. 
11927. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11063, 11274 



.10856, 10860 
.11654, 11576. .11656, 11734 
.11977 



OJ000118_13.0419.C24 
+ 

11979 

TBLASTX: Cress 
11977 
49 

11438, 11288. .11470, 
11796, 11735. .11800, 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50071 

106379 

8056 

OJ000118_13.0419.C24.o3.tm 

10808 

none 



Seq. ID OJ000118_13.0419.C24 
Strand 
End 

Method 
End 
Score 



+ 

11979 

TBLASTX: Maize 

11037 

308 



10808. .11035, 10809. .11036, 10819.. 11037 



50071 Seq. ID 

106379 Strand 
8056 End 
OJ000118_13 . 0419 . C24 . ol . tm Method 
11274 End 
none Score 

11274. .11654, 11276. .11659, 11276 .. 11656, 11734 

11735. .11800, 11927. .11977, 11929. .11979 



OJ000118_13.0419.C24 
+ 

11979 

TBLASTX: Maize 
11979 
464 

11793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000118_13.0419.C24 

Strand + 

End 11979 

Method TBLASTX : Soybean 

End 11977 . 

Score 187 
1127 6. .11488, 114 99. .11654, 



50071 
106379 
8056 

OJ000118_13.0419.C24 .ol.ts 
11274 
none 

11274. .11438, 11276. .11452, 
11525. .11659, 11528. .11653, 11556 .. 11657 , 11735 11800, 
11737. .11796, 11926. .11976, 11927. .11977 



Seq. No. 50072 Seq. ID 

Gene No. 106380 Strand 

Start 26 End 

Name OJ000118_13. 0419.C25 . ol .gp Method 

Start 26 End 

GI none Score 

Exons 26.. 358 



OJ000118_13.0419.C25 
+ 

472 

AAT/GAP 

358 

624 



Seq. No. 50072 Seq. ID 

Gene No. 106380 Strand 

Start 26 End 

Name OJ000118_13 .0419. C25 . ol . gs Method 

Start 194 End 

GI none Score 

Exons 194.. 472 



OJ000118_13.0419.C25 
+ 

472 

GENSCAN 

472 

.89 



51627 



Seq. No. 50072 

Gene No. 106381 

Start 202 

Name OJ000118_13 . 04 19 .C25 . ol . tm 

Start 12 

GI none 
Exons 



Seq. ID OJ000118_13.0419.C25 
Strand 

End 775 

Method TBLASTX: Maize 

End 747 

Score 56 



12. .62, 14. .55, 68. .160, 69. .188, 79. .162, 84. .191, 194. .298, 
199. .303, 199. .288, 212. .292, 311. .433, 311. .391, 319. .432, 
380. .472, 423. .473, 424. .474, 588. .704, 709. .747 



Seq. No. 50072 

Gene No. 106381 

Start 202 

Name OJ000118JL3 . 0419 . C25 . o2 . gp 

Start 202 

GI none 

Exons 202.. 775 



Seq. ID OJ000118_13.0419.C25 
Strand 

End 775 

Method AAT/GAP 

End 775 

Score 806 



Seq. No. 50073 

Gene No. 106382 

Start 5266 

Name OJ000118_13 . 0419 . C26 . o2 . gp 

Start 5266 

GI none 

Exons 5266.. 5708 



Seq. ID OJ000118_13. 0419.C26 

Strand + 

End 5708 

Method AAT/GAP 

End 5708 

Score 697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50073 
106383 
12582 

OJ000118_13.0419.C26.o6.np 
12582 
4006827 
12582. .12686, 15578.. 15845 

(AC005970) putative serine protease [Arabidopsis thaliana] 



Seq. ID OJ000118_13.0419.C26 
Strand + 

15845 
AAT/NAP 
15845 
69 



End 

Method 

End 

Score 



50073 

106384 

1 

OJ000118_13.0419.C2 6.ol.np 
1 

6175185 



Seq. ID OJ000118_13.0419.C26 
Strand 

End 7264 

Method AAT/NAP 

End 4269 

Score 4 03 



1..40, 134. .303, 972. .1059, 1310. .1530, 1934. .2056, 2187. .2276, 
2574. .2717, 3460. .3588, 3701. .3870, 4184. .4269 
(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



50073 

106384 

1 

OJ000118_13.0419.C26.ol.gs 

145 

none 



Seq. ID OJ000118_13.0419.C26 
Strand 

End 7264 

Method GENSCAN 

End 7264 

Score .52 



145.. 303, 972. .1088, 1378. .1530, 1934. .2056, 2187. .2276, 
2574. .2713, 3453. .3587, 3697. .3870, 4184. .4255, 4366.-4447, 
5477.. 6158, 6855.. 6994, 7136.. 7264 



Seq. No. 



50073 



Seq. ID OJ000118_13.0419.C26 



51628 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



106384 Strand 

1 End 7264 

0 J00 0 1 1 8_1 3 . 0 4 1 9 . C2 6 . o 1 . gp Me t hod AAT/GAP 

3533 End 4462 

3061064 Score 708 

3533. .3587, 3697. .3870, 4184. .4255, 4366.-4462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118 13.0419.C26 



50073 
106384 
1 

OJ000118_13.0419.C26.o2.np 
5444 
7486265 
5444. .6151 " 

hypothetical protein F27L4.4 - Arabidopsis thaliana 
gi|3152606|gb|AAC17085.1| (AC004482) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



7264 
AAT/NAP 
6151 
534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50073 

106385 

10809 

OJ000118_13.0419.C26.o3.gs 

10809 

none 

10809. .10936, 11629. .11783, 
13364. .13705 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000118_13.0419.C26 

13705 
GENS CAN 
13705 
.7 



12218. .12313, 12850. .12920," 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50073 



Seq. ID OJ000118_13.0419.C26 



106385 Strand 
10809 End 13705 

OJ000118_13.0419.C26.o3.np Method AAT/NAP 
11590 End 13664 

6069646 Score 944 

11590. .12574, 12857. .13664 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
.putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50073 

106386 

14340 

OJ000118_13.0419.C26.o5.tm 

5435 

none 



Seq. ID OJ000118_13.0419.C26 
Strand 

End 16634 

Method TBLASTX: Maize 

End 5786 

Score 85 



5435. .5527, 5435. .5521, 5439. .5531, 5594. .5767, 5607. .5768, 
5628.. 5786, 5633.. 5785 



Seq. No. 50073 

Gene No. 106386 

Start 14340 

Name OJ000118_13. 0419.C26.ol . ts 

Start 5614 

GI none 

Exons 5614.. 5685, 5616.. 5684, 5678, 



OJ000118_13.0419.C26 
16634 

TBLASTX : Soybean 
6077 
53 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6076, 5685.. 5867, 5943.. 6077 



51629 






Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 




Gene No. 


106386 


Strand 








Start 


14340 


End 


16634 






Name 


OJ000118 13.0419.C26.ol.tc 


Method 


TBLASTX: Cress 






Start 


5816 


End 


6077 






GI 


none 


Score 


60 






Exons 


5816. .6076, 5817. .5879, 5943 


i. .6077 








Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 




Gene No. 


106386 


Strand 








Start 


14340 


End 


16634 






Name 


OJ000118 13.0419.C26.o2.tm 


Method 


TBLASTX: Maize 






Start 


5864 


End 


6077 






GI 


none 


Score 


204 






Exons 


5864. .6076, 5943. .6077 










Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 




Gene No. 


106386 


Strand 








Start 


14340 


End 


16634 






Name 


OJ000118 13.0419.C26.o2.tw 


Method 


TBLASTX: Wheat 






Start 


5900 


End 


6076 






GI 


none 


Score 


119 






Exons 


5900.. 6076, 5946.. 6074 








=. 
=r 
S3. 


Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 


.J 


Gene No. 


106386 


Strand 






! 3 


Start 


14340 


End 


16634 




y 


Name 


OJ000118 13.0419.C26.o6.tm 


Method 


TBLASTX: Maize 






Start 


11605 


End 


12177 




GI 


none 


Score 


111 




' ~. 


Exons 


11605. .11799, 11872. .12177, 


11906. . 12058 




; y 


Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 




Gene No . 


1U6386 


Strand 






:3 


Start 


14340 


End 


16634 




s J ' 


Name 


OJ000118 13.0419.C26.o7.tm 


Method 


TBLASTX: Maize 






Start 


12285 


End 


12577 




i& 


GI 


none 


Score 


39 




:3 


Exons 


12285. .12311, 12326. .12391, 


12398. . 12577, 12399 .. 12569 ' 






Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 


: ST 


Gene No. 


106386 


Strand 








Start 


14340 


End 


16634 






Name 


OJ000118 13.0419.C26.o2.ts 


Method 


TBLASTX: Soybean 






Start 


12498 


End 


13015 






GI 


none 


Score 


76 






Exons 


12498. .12638, 12506 .. 12604 , 


12635. . 12673, 12 665 .. 12826, 








12857. .13015 










Seq. No. 


50073 


Seq. ID 


OJ000118_13.0419. 


C26 




Gene No. 


106386 


Strand 








Start 


14340 


End 


16634 






Name 


OJ000118 13.0419.C26.ol.tw 


Method 


TBLASTX: Wheat 






Start 


12554 


End 


12992 






GI 


none 


Score 


47 





Exons 12554. .12679, 12558 .. 12647 , 12692 .. 12991, 12705. .12992 



51630 




Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


12635 




End 


13243 




GI 


none 




Score 


388 




Exons 


12635. . 13243 










Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13250 




End 


13666 




GI 


none 




Score 


229 




Exons 


13250. .13666, 13251.. 


13646 








Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13421 




End 


13756 




GI 


none 




Score 


82 




Exons 


13421. .13603, 13616.. 


13756 








Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13863 




End 


14261 




GI 


none 




Score 


66 




Exons 


13863. .14261, 13866. . 


14063, 


13870. .14118 




Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


14256 




End 


14645 




GI 


none 




Score 


229 




Exons 


14256. .14645 










Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


o4 . gs 


Method 


GENSCAN 




Start 


14340 




End 


16634 




GI 


none 




Score 


.53 




Exons 


14340. .14842, 14983.. 


15162, 


15280. .15538, 15588 .. 157 56, 






16114. .16340, 16434. . 


16511, 


16596. .16634 




Seq. No. 


50073 




Seq. ID 


OJ000118_13.0419 


.C26 


Gene No. 


106386 




Strand 






Start 


14340 




End 


16634 




Name 


OJ000118 13.0419.C26. 


08. tm 


Method 


TBLASTX: Maize 




Start 


14475 




End 


14745 




GI 


none 




Score 


71 




Exons 


14475. .14579, 14583.. 


14720, 


14602. .14745 





51631 



Seq. No. 50074 

Gene No. 106387 

Start 41 

Name OJ000118_13. 0419.C27 .ol .gs 

Start 41 

GI none 

Exons 41.-704 



Seq. ID OJ000118_13.0419.C27 
Strand 

End 704 

Method GENS CAN 

End 704 

Score .86 



Seq. No. 50075 

Gene No. 106388 

Start 341 

Name OJ000118_13 . 0419 . C28 . ol . gs 

Start 341 

GI none 

Exons 341.. 730 



Seq. ID OJ000118_13.0419.C28 

Strand + 

End 730 

Method GENSCAN 

End 730 

Score .43 



Seq. No. 50076 

Gene No. 106389 

Start 863 

Name OJ000118_13 . 0419 . C29 . ol . gs 

Start 863 

GI none 

Exons 863.. 927 



Seq. ID OJ000118_13.0419.C29 

Strand + 

End 927 

Method GENSCAN 

End 927 

Score . 6 



Seq. No. 

*Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50077 
106390 
1 

OJ000118_13.0419.C30.ol.np 
1 

6907086 
1. .701 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000118_13.0419.C30 
Strand 

End 701 

Method AAT/NAP 

End 701 

Score 401 



50077 

106390 

1 

OJ000118_13 . 0419. C30. ol . gs 
56 

none 
56. .481 



Seq. ID OJ000118_13.0419.C30 
Strand 

End 701 

Method GENSCAN 

End 481 

Score . 6 



Seq. No. 50078 

Gene No. 106391 

Start 3537 

Name OJ000328_05 . 04 17 . C2 . ol . gp 

Start 3509 

GI 43680_1.R1084 

Exons 3509.. 3934 

GI Descrip. '1272347 6.0e-16 (U51739) secreted glycoprotein 2 [Ipomoea 
trifida] 1 



Seq. . ID OJ000328_05.0417.C2 

Strand + 

End 6261 

Method AAT/GAP 

End 3934 

Score 784 



Seq. No. 50078 

Gene No. 106391 

Start 3537 

Name OJ000328_05 . 04 17 . C2 . ol . np 

Start 3528 

GI 7428024 



Seq. ID OJ000328_05.0417.C2 

Strand + 

End 6261 

Method AAT/NAP 

End 6105 

Score 1604 



51632 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3528.. 3944, 3972.. 6105 

S-receptor kinase (EC 2.7.1.-) T20K24.15 precursor - Arabidopsis 
thaliana gi | 3176715 | gb I AAD12030 . 1 | (AC002392) putative 
receptor-like protein kinase [Arabidopsis thaliana] 



50078 Seq. ID 

106391 Strand 

3537 End 

OJ000328_05 . 04 17 . C2 . o2 . gs Method 

3537 End 

none Score 
3537. .6068 



OJ000328_05.0417.C2 
+ 

6261 
GENS CAN 
6068 
1 



Seq. No. 50078 Seq. ID 

Gene No. 106391 Strand 

Start 3537 End 

Name OJ000328_05 . 04 17 . C2 . o2 . gp Method 

Start 5607 End 

GI 70408_1.R1084 Score 

Exons 5607.. 6261 

GI Descrip. • 3445397/emb | CAA09029 . 1 | 4.0e-19 (AJ010166) 
receptor-like protein kinase [Zea mays] 1 



OJ000328_05.0417.C2 
+ 

6261 
AAT/GAP 
6261 
1228 



S-domain 





Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 




3 


Start 


7333 








End 


8005 


n 


Name 


OJ000328 05 


.0417. 


C2.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3594 








End 


3779 




GI 


none 








Score 


187 




Exons 


3594. .3779, 


3635. 


.3772 










Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05 


.0417. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3632 








End 


5972 




GI 


none 








Score 


98 




Exons 


3632. .3679, 


3693. 


.3824, 


3707. 


.3823, 4011. .4052, 4095. .4145, 






4170. .4268, 


4350. 


.4586, 


4644. 


.4736, 5066. .5134, 5141. .5338, 






5142. .5327, 


5376. 


.5696, 


5378. 


.5695, 5739. .5972, 5846.. 5953 




Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05 


.0417. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4014 








End 


4547 




GI 


none 








Score 


99 




Exons 


4014. .4190, 


4182. 


.4259, 


4371. 


. 4547 






Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05 


.0417. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4410 








End 


4775 




GI 


none 








Score 


163 




Exons 


4410. .4598, 


4430. 


.4597, 


4671 . 


.4775, 4682..4774 



51633 






Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05. 


0417. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


4989 








End 


5504 




GI 


none 








Score 


373 




Exons 


4989. .5345, 


5006. 


.5329, 


5357. 


.5494, 5376. .5504 




Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05. 


0417. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5034 








End 


5348 




GI 


none 








Score 


101 




Exons 


5034. .5156, 


5066. 


.5155, 


5141. 


.5341, 5142. .5348 




Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05. 


0417. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5202 








End 


5639 




GI 


none 








Score 


114 




Exons 


5202. .5330, 


5237. 


.5338, 


5358. 


.5576, 5381. .5551, 5577. .5639 




Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 


: s 
U 


Name 


OJ000328 05. 


0417. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


~z 


Start 


5375 








End 


6050 


*\ 


GI 


none 








Score 


510 




Exons 


5375. .5698, 


5376. 


.5720, 


5709. 


.5987, 5736. .5999, 5990. .6049, 


2 
y 




5991. .6050 














Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05. 


0417. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5511 








End 


5954 


=i 


GI 


none 








Score 


44 




Exons 


5511. .5546, 


5567. 


.5695, 


5568. 


.5696, 5811.. 5954 




Seq. No. 


50078 








Seq. ID 


OJ000328_05.0417.C2 




Gene No. 


106392 








Strand 






Start 


7333 








End 


8005 




Name 


OJ000328 05. 


0417. 


C2.o3. 


gs 


Method 


GENSCAN 




Start 


7333 








End 


8005 




GI 


none 








Score 


.8 




Exons 


7333. .7371, 


7409. 


.7563, 


7954. 


.8005 






Seq. No. 


50079 








Seq. ID 


OJ000328_05.0417.C4 




Gene No. 


106393 








Strand 






Start 


1165 








End 


1942 




Name 


OJ000328 05. 


0417. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


1153 








End 


1942 




GI 


6523083 








Score 


502 




Exons 


1153. .1648, 


1676. 


.1942 










GI Descrip. 


(AL133315) cytochrome P450-like protein [Arabidopsis thaliana] 



51634 








JUU f -7 








uc4 . X u 


O.T000^?R 0417 Cd 




Gene No. 


106393 








Strand 






Start 


1165 








End 


1942 




Name 


OJ000328 05 


.0417. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


1165 








End 


1848 




GI 


none 








Score 


.53 




Exons 


1165. .1848 














Con Mn 


JUU / 7 








OtilJ. XL/ 


DJ0003PR 0417 Cd 




Gene No. 


106393 








Strand 






Start 


1165 








End 


1942 




Name 


OJ000328 05 


.0417. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1174 








End 


1611 




GI 


none 








Score 


74 




Exons 


1174. .1368, 


1286. 


.1366, 


1408 . 


.1611, 14< 


45. .1576 




Seq. No. 


50079 








Seq. ID 


OJ000328_05.0417.C4 




UCUc LNU • 


1UDj!7J 








Strand 






Start 


1165 








End 


1942 




Name 


OJ000328 05 


.0417. 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1174 








End 


1882 




GI 


none 








Score 


103 




Exons 


1174. .1377, 


1175. 


.1360, 


1408. 


.1632, 1456. .1548, 1684. .1881, 


3 




1739. .1882 












i ! 


Seq. No. 


50079 








Seq. ID 


OJ000328_05.0417.C4 


La 


oene INO • 










Strand 




=% 


Start 


1165 








End 


1942 




Name 


OJ000328 05 


.0417. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


y 


Start 


1276 








End 


1874 




GI 


none 








Score 


90 


y 


Exons 


1276. .1638, 


1279. 


.1359, 


1292. 


.1366, 1456. .1539, 1499. .1612, 






1684. .1830, 


1739. 


.1795, 


1834. 


.1869, 1839. .1874 


n 


o«q . inu . 


JUU / 3 








Seq. ID 


OJ000328_05.0417.C4 




Gene No. 


106393 








Strand 






Start 


1165 








End 


1942 




Name 


OJ000328 05 


.0417. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1417 








End 


1833 


si 


GI 


none 








Score 


81 


™" 


Exons 


1417. .1638, 


1499. 


.1612, 


1684. 


.1833, 1739.. 1795 




Seq. No. 


50080 








Seq. ID 


OJ000328_05.0417.C5 




Gene No. 


106394 








Strand 


+ 




Start 


1 








End 


1982 




Name 


OJ000328 05 


.0417. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1982 




GI 


6069646 








Score 


893 




Exons 


1..42, 1256 


. .1982 












GI Descrip. 


(AP000616) 


similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 50080 Seq. ID OJ000328_05 . 04 17 . C5 

51635 



Gene No. 106395 Strand 

Start 71 End 

Name . OJ000328_05 . 0417 .C5 . ol . gs Method 

Start 71 End 

GI none Score 

Exons 71.. 445 



445 

GEN SCAN 

445 

.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50080 

106396 

1449 

OJ000328_05 . 0417 .C5 . ol . tm 

1449 

none 



Seq. ID OJ000328_05.0417.C5 
Strand 

End 4 4 52 

Method TBLASTX : Maize 

End 1967 

Score 200 



1449. .1742, 1529. .1741, 1758. .1967 



Seq. No. 50080 

Gene No. 106396 

Start 1449 

Name OJ000328_05 . 04 17 . C5 . o2 . gs 

Start 1449 

GI none 
Exons 



Seq. ID OJ000328_05.0417.C5 
Strand 

End 4 4 52 

Method GENSCAN 

End 4142 

Score .46 



1449. .1744, 1795. .1914, 2368. .2545, 3621. .4142 



„ a Seq. No. 50080 

U Gene No. 106396 

w Start 1449 

[fi Name OJ000328_05 . 0417 . C5 . ol . tw 

Fy Start 1521 

1^ GI none 

H Exons 1521.. 1700, 1821.. 1856 



Seq. ID OJ000328_05.0417.C5 
Strand 

End 4452 

Method TBLASTX : Wheat 

End 1856 

Score 163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50080 

106396 

1449 

OJ000328_05 . 04 17 . C5 . o2 . np 

2672 

6907086 



Seq. ID OJ000328_05.0417.C5 
Strand 

End 4 4 52 

Method AAT/NAP 

End 4 4 52 

Score 1206 



2672. .2853, 2898. .3050, 3084. .3152, 3382. .3607, 3671. .4452 
(AP001129) hypothetical protein [Oryza sativa] 



50081 

106397 

4596 

OJ000328_05.0417.C6.o3.np 

4596 

7340909 



Seq. ID OJ000328_05.0417.C6 

Strand + 

End 634 9 

Method AAT/NAP 

End 634 9 

Score 207 



4596. .4621, 5843. .6274, 6306. .6349 

(AP001550) hypothetical protein [Oryza sativa] 



50081 

106398 

328 

OJ000328_05.0417.C6.ol.gs 

328 

none 



Seq. ID OJ000328_05.0417.C6 
Strand 

End 6231 

Method GENSCAN 

End 6231 

Score .65 



328.-445, 1205. .1354, 1478. .1720, 1823. .2080, 3368.-3422, 
3453.-4236, 4603. .4664, 5425. .5570, 5711. .5714, 6065. .6231 



51636 



Seq. No. 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50081 
106398 
328 

OJ000328_05.0417.C6.o2.np 
1508 
6005788 
1508. .1720, 1823.. 2035 

imidazoline receptor candidate gi I 34 62807 | gb | AAC33104 . 1 1 
(AF082516) 1-1 receptor candidate protein [Homo sapiens] 



Seq. ID OJ000328__05.0417.C6 
Strand 

End 6231 

Method AAT/NAP 

End 2035 

Score 139 



50081 

106398 

328 

OJ000328_05.0417.C6.ol.tc 

1983 

none 



Seq. ID OJ000328_05.0417.C6 
Strand 

End 6231 

Method TBLASTX : Cres s 

End 3796 

Score 73 



1983. .2081, 1988. .2080, 3350. .3472, 3351. .3434, 3518. .3556, 
3557. .3796 



Seq. No. 50081 

Gene No. 106398 

Start 328 

Name OJ000328_05.0417.C6.ol.ts 

Start - 3605 

GI none 

Exons 3605.. 3796, 3653.-3793 



Seq. ID OJ000328_05.0417.C6 
Strand 

End 6231 

Method TBLASTX : Soybean 

End 3796 

Score 70 



Seq. No. 50082 

Gene No. 106399 

Start 1496 

Name OJ000328_05 . 04 17 . C7 . ol . gp 

Start 1496 

GI none 

Exons 1496.. 1935 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 1935 

Method AAT/GAP 

End 1935 

Score 620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50082 
106400 . 
2897 

OJ000328_05.0417.C7.o2.np 

2897 

6979337 



Seq. ID OJ000328_05.0417.C7 

Strand . + 

End 28987 

Method AAT/NAP 

End 26510 

Score 92 



2897. .2931, 7162. .7504, 16523 .. 16644 , 26452. .26510 
(AF172282) hypothetical protein [Oryza sativa] 



50082 

106400 

2897 

OJ000328_05.0417.C7.o2.gs 

4544 

none 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 28987 

Method GEN SCAN 

End 5747 

Score .82 



4544. .5019, 5105. .5402, 5537. .5650, 5706. .5747 



Seq. No. 50082 

Gene No. 106400 

Start 2897 

Name OJ000328_05. 0417 .C7 .o3.gs 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 28987 

Method GENSCAN 



51637 





Start 


7151 


End 


9884 




GI 


none 


Score 


.65 




Exons 


7151.. 8377, 8614.. 8838, 8902 


. .9042, 9599. .9884 




Seq. No. 


50082 


Seq. ID 


OJ000328 




Gene No. 


106400 


Strand 


+ 




Start 


2897 


End 


28987 




Name 


OJ000328 05 . 0417 . C7 . o5 . gs 


Method 


GENSCAN 




Start 


11888 


End 


17133 




GI 


none 


Score 


.67 




Exons 


11888. .11935, 12040. .12194, 


12313. .12476, 12601 






13468. .13575, 13806 .. 14 655, 


14891. .14939, 14997 






16016. .16061, 17045. .17133 








Seq. No. 


50082 


Seq. ID 


OJ000328 




Gene No. 


106400 


Strand 


+ 




Start 


2897 


End 


28987 




Name 


OJ000328 05.0417.C7.o3.np 


Method 


AAT/NAP 




Start 


15573 


End 


16107 




GI 


7523517 


Score 


344 




Exons 


15573. .15878, 16029.. 16107 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50082 


Seq. ID 


OJ000328 




Gene No. 


106400 


Strand 


+ 


kl 


Start 


2897 


End 


28987 


£- i i 


Name 


OJ000328 05.0417.C7.o4.np 


Method 


AAT/NAP 


fU 


Start 


15674 


End 


18618 




GI 


4680186 


Score 


197 


~ ~ 


Exons 


15674. .15705, 17048 .. 17286, 


18577. .18618 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


\ y 


Seq. No. 


50082 


Seq. ID 


OJ000328 


s 


Gene No. 


106400 


Strand 


+ 




Start 


2897 


End 


28987 




Name 


OJ000328 05.0417.C7.o5.np 


Method 


AAT/NAP 




Start 


19053 


End 


20697 




GI 


6907086 


Score 


459 


\ J 


Exons 


19053. .19810, '19870. .20024, 


20061. .20209, 20353 


r ~^ 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50082 


Seq. ID 


OJ000328 




Gene No. 


106400 


Strand 


+ 




Start 


2897 


End 


28987 




Name 


OJ000328 05.0417.C7.o7.gs 


Method 


GENSCAN 




Start 


23810 


End 


24677 




GI 


none 


Score 


.48 




Exons 


23810. .23881, 24237 .. 24365 , 


24444 . .24677 




Seq. No. 


50082 


Seq. ID 


OJ000328 




Gene No. 


106400 


Strand 


+ 




Start 


2897 


End 


28987 




Name 


OJ000328 05.0417.C7.o7.np 


Method 


AAT/NAP 




Start 


25281 


End 


27138 




GI 


6006359 


Score 


61 




Exons 


25281. .25390, 27109.. 27138 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 



, 15375, 



,20697 



51638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50082 

106400 

2897 

OJ000328_05 . 04 17 . C7 . 08 . gs 

26566 

none 

26566. .26630, 26795.-26949, 
28419. .28513, 28620 .. 28745, 

50082 

106400 

2897 

OJ000328_05.0417.C7 .08 .np 

26847 

2459421 



Seq. ID 

Strand 

End 

Method 

End 

Score 

27489. 

28840. 



27638, 
28978 



OJ000328_05.0417.C7 
+ 

28987 
GEN SCAN 
28978 
.95 

27936. .28021, 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 28987 

Method AAT/NAP 

End 28987 

Score 475 



26847. .26949, 2748 9.-27 638, 27936. . 28021, 284 19 .. 28525 , 
28632. .28745, 28840.. 28987 

(AC002332) putative calcium-binding EF-hand protein [Arabidopsis 
thaliana] 



Seq. No. 50082 

Gene No. 106401 

Start 30212 

Name OJ000328_05 . 04 17 . C7 . o9 . gs 

Start 30212 

GI none 
Exons 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 33055 

Method GENSCAN 

End 32557 

Score .78 



[1 



30212- .30220, 30357 .. 30514 , 30516 .. 30693, 31502 3162 1 , 
31746. .31841, 32204 .. 32328 , 32415.. 32557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50082 

106401 

30212 

OJ000328_05.0417.C7.o9.np 

30604 

7441919 



Seq. ID OJ000328_05.0417.C7 

Strand + 

End 33055 

Method AAT/NAP 

End 33055 

Score 280 



30604. .30693, 31502 31570, 31746. . 31841, 32207 .. 32328 , 
32415. .32652, 33012.. 33055 

heat shock protein dnaJ - Synechocystis sp. (strain PCC 6803) 
gi 1 1001370 | dbj IBAA10860.il (D64006) DnaJ [Synechocystis sp.] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50082 

106402 

44 

OJ000328_05.0417.C7.ol.gs 
44 

none 



Seq. ID OJ000328_05.0417.C7 
Strand 

End 4825 

Method GENSCAN 

End 3719 

Score .4 



44. .327, 1088. .1156, 1771. .3602, 3684. .3719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50082 
106402 
44 • 

OJ000328_05.0417.C7.ol.np 
761 

7487354 



Seq. ID OJ000328_05.0417.C7 
Strand 

End 4825 

Method AAT/NAP 

End 4825 

Score 1686 



761. .807, 1781. .3551, 4805. .4825 

hypothetical protein T22J18.10 - Arabidopsis thaliana 



51639 



gi I 3287683 |gb| AAC25511.il (AC003979) Similar to apoptosis 
protein MA-3 gb|D50465 from Mus musculus. [Arabidopsis thaliana] 





beg. no. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106402 






Strand 








Start 


44 






End 


4825 






Name 


OJ000328 05 


.0417. 


C7 . o2 . gp 


Method 


AAT/GAP 






Start 


3115 






End 


4031 






GI 


29542 1.R1084 




Score 


1621 






Exons 


, 3115. .3602, 


3684. 


.4031 










GI Descrip. 


■ 5042437 /gb|AC007789.1|AC0077 


39 7.0e-35 Oryza sativa BAC T49B20 






genomic seguence, 


complete seguence ? 








Seg. No. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106403 






Strand 








Start 


10691 






End 


11389 






Name 


OJ000328 05 


.0417. 


C7 .o4 .gs 


Method 


GENSCAN 






Start 


10691 






End 


11389 






GI 


none 






Score 


. 94 






Exons 


10691. .11097, 11260.. 11389 










Seg. No. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106404 






Strand 








Start 


18306 






End 


19739 






Name 


OJ000328 05 


.0417. 


C7 . 06 . gs 


Method 


GENSCAN 






Start 


18306 






End 


19739 




n 


GI 


none 






Score 


.68 




ii 


Exons 


18306. .18412, 19115. .19739 










Seg. No. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 


y 


Gene No. 


106405 






Strand 






jj 


Start 


21857 






End 


21941 






Name 


OJ000328 05 


.0417. 


C7.ol.tm 


Method 


TBLASTX : 


Maize 




Start 


1783 






End 


3554 






GI 


none 






Score 


71 






Exons 


1783. .1932, 


1788. 


.2141, 1788. 


.2036, 17! 


39. .1932, 


1818. .2141, 


j 




1818. .2129, 


1986. 


.2159, 1990. 


.2085, 1990. .2160, 


2166. .2201, 






2167. .2190, 


2292. 


.2438, 2451. 


.2543, 2451. .2552, 


2452. .2541, 






2455. .2532, 


2566. 


.2619, 2571. 


.2657, 2571. .2651, 


2691. .2894, 






2716. .2895, 


2724. 


.2894, 2742. 


.2903, 2776. .2904, 


2916. .3140, 






2916. .3071, 


2919. 


.3554, 2920. 


.3450, 2920. .3114, 


3144. .3554, 






3207. .3548, 


3207. 


.3338, 3211. 


.3522, 3402. .3548 






Seg. No. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106405 






Strand 








Start 


21857 






End 


21941 






Name 


OJ000328 05 


.0417. 


C7.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


1788 






End 


3554 






GI 


none 






Score 


116 






Exons 


1788. .2000, 


1986. 


.2159, 1990. 


2160, 2166. .2201, 


2298. .2438, 






2445. .2543, 


2571. 


.2696, 2724. 


2894, 2776. .2865, 


2916. .3149, 






2916. .3068, 


2920. 


.3120, 3144. 


3554, 3160. .3420, 


3207. .3353, 






3402. .3548 














Seg. No. 


50082 






Seg. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106405 






Strand 








Start 


21857 






End 


21941 





51640 






Name 


OJ000328 05.0417.C7.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1788 


End 


3575 






GI 


none 


Score 


58 






Exons 


1788.. 2000, 1788.. 1907, 1792 


!. .1917, 1986. .2159, 


1990. .2160, 






2166. .2201, 2283. .2438, 2451 


...2543, 2458. .2541, 


2569. .2628, 






2571.. 2678, 2703.. 2897, 2703 


1..2831, 2713. .2832, 


2773. .2889, 






2916. .3149, 2920. .3114, 3144 


..3575, 3145. .3435, 


3207. .3425, 






3408. .3548 










Seq. No. 


50082 


Seq. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106405 


Strand 








Start 




End 


21941 






Name 


OJ000328 05.0417.C7.o2.tw 


Method 


TBLASTX : 


Wheat 




Start 


1818 


End 


3416 






GI 


none 


Score 


136 






Exons 


1818.. 2003, 2292.. 2438, 2445 


...2504, 2697. .2903, 


3087. .3140, 






3144. .3416, 3145. .3414 










Seq. No. 


50082 


Seq. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106405 


Strand 








Start 


21857 


End 


21941 






Name 


OJ000328 05.0417.C7.o3.tm 


Method 


TBLASTX : 


Maize 




Start 


12155 


End 


12354 






GI 


none 


Score 


80 






Exons 


12155. .12277, 12210 12293, 


12292. .12354 




1 yj 


Seq. No,. 


50082 


Seq. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106405 


Strand 








b tart 


O i Q c n 


End 


21941 




IU 


Name 


OJ000328 05.0417.C7.o6.np 


Method 


AAT/NAP 






Start 


21857 


End 


21941 




fLJ 


GI 


6721547 


Score 


92 




- 


Exons 


21857. .21941 










GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


. (AB013448) 




Seq. No. 


50082 


Seq. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106406 


Strand 






%2 


Start 


26868 


End 


28972 






Name 


OJuvvoZo 05 . 04 17 . C7 . oZ . tc 


Method 


TBLASTX : 


Cress 




Start 


26868 


End 


28948 






GI 


none 


Score 


73 






Exons 


26868. .26948, 27524 .. 27640, 


27526. .27684, 28392 


. .28517, 






28418. .28516, 28422 .. 28538 , 


28618. .287^ 


16, 28627 


. .28752, 






28841. .28948, 28846. .28935 










Seq. No. 


50082 


Seq. ID 


OJ000328 


_05.0417.C7 




Gene No. 


106406 


Strand 








Start 


26868 


End 


28972 






Name 


OJ000328 05.0417.C7.o2.tm 


Method 


TBLASTX : i 


Maize 




Start 


26868 


End 


28914 






GI 


none 


Score 


100 






Exons 


26868.-26948, 26870 26950, 


26902. .26967, 27483 


. .27545, 






27488. .27568, 27517 .. 27 651 , 


27518. .27640, 27926 


. .28021, 






27929. .28021, 27 934 .. 28029, 


27934. .28029, 28392 


. .28517, 






28417. .28518, 284 18 28513, 


28422. .28514, 28617 


. .28754, 






28618. .28746, 28619 .. 28747 , 


28838. .28912, 28841 


. .28912, 






28849. .28914, 28854. .28913 









51641 





Seq. No. 


50082 




Seq. ID 


OJ000328_05.0417. 


C7 




Gene No. 


106406 




Strand 








Start 


O C Q CO 

Z bo bo 




End 


28972 






Name 


OJ000328 05. 0417. C7. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


27556 




End 


28972 






GI 


none 




Score 


122 






Exons 


27556. .27651, 27557. 


.27640, 


27928. .28029, 27929 .. 28030, 








28418. .28528, 28419. 


.28520, 


28617. .28742, 28618 .. 28743, 








28633. .28746, 28838. 


.28972, 


28838. .28945 






Seq. No. 


50082 




Seq. ID 


OJ000328_05.0417. 


C7 




Gene No. 


106406 




Strand 








Start 


ZDOOO 




End 


28972 






Name 


OJ000328 05. 0417. C7. 


ol. tw 


Method 


TBLASTX: Wheat 






Start 


27929 




End 


28754 






GI 


none 




Score 


91 






Exons 


27929. .28021, 27974. 


.28021, 


28332. .28517, 284 17 .. 28518, 








28418. .28513, 28422. 


.28514, 


28618. .28746, 28619 .. 28669, 








28620. .28754, 28627. 


.28752 










Seq. No. 


50082 




Seq. ID 


OJ000328_05.0417. 


c / 




Gene No. 


106407 




Strand 






L _i 


Start 


32422 




End 


32616 






Name 


OJ000328 05. 0417. C7. 


o3 . ts 


Method 


TBLASTX : Soybean 




f n 


Start 


32422 




End 


32616 




f ll 


GI 


none 




Score 


210 




~ — 


Exons 


32422. .32616, 32433. 


.32612 










Seq. No. 


50083 




Seq. ID 


OJ000328J35.0417. 


C8 




Gene No . 


106408 




Strand 


+ 




ffl 


Start 


1 




End 


1178 




= 


Name 


OJ000328 05. 0417. C8. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


1178 




■= =r 


GI 


5902381 




Score 


154 






Exons 


1..68, 198. .358, 539 


. .591, 


1027. .1178 








GI Descrip. 


(AC009322) Similar to DNAJ proteins [Arabidopsis thaliana] 




Seq. No. 


50083 




Seq. ID 


OJ000328_05.0417. 


C8 




Gene No. 


106408 




Strand 


+ 






Start 


1 




End 


1178 






Name 


OJ000328 05. 0417. C8. 


ol.gs 


Method 


GENSCAN 






Start 


198 




End 


1164 






GI 


none 




Score 


.73 






Exons 


198. .358, 500. .612, 


685. .778, 945. .1164 






Seq. No. 


50083 




Seq. ID 


OJ000328JD5.0417. 


C8 




Gene No. 


106409 




Strand 










989 




End 


1200 






Name 


OJ000328 05. 0417. C8. 


ol.gp 


Method 


AAT/GAP 






Start 


989 




End 


1200 






GI 


41684 1.R1084 




Score 


401 






Exons 


989. .1200 












GI Descrip. 


, 5042437/gb|AC007789 


.1IAC007789 7.0e-35 


Oryza sativa BAC 


T' 






genomic sequence, complete 


sequence 1 








Seq. No. 


50084 




Seq. ID 


OJ000328_05.0417. 


C9 



51642 




Gene No. 


106410 








Strand 


+ 




Start 


1221 








End 


4866 




Name 


OJ000328 05. 


0417. 


C9.ol. 


gs 


Method . 


GENSCAN 




Start 


1221 








End 


4866 




GI 


none 








Score 


.55 




Exons 


1221. .1360, 


1445. 


.1712, 


2116. 


.2218, 3636. .3675, 


4742. .4866 


Seq. No. 


50084 








Seq. ID 


OJ000328 


_05.0417.C9 


Gene No. 


106410 








Strand 


+ 




Start 


1221 








End 


4866 




Name 


OJ000328 05. 


0417 . 


C9.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1336 








End 


3327 




GI 


none 








Score 


42 




Exons 


1336. .1362, 


1439. 


.1492, 


1440. 


.1502, 1444. .1494, 


1598. .1726, 




1599. .1724, 


1821. 


.1874, 


1821. 


.1874, 3183. .3263, 


3190. .3327, 




3194. .3265 














Seq. No. 


50084 








Seq. ID 


OJ000328 


_05.0417.C9 


Gene No. 


106410 








Strand 


+ 




Start 


1221 








End 


4866 




Name 


OJ000328 05. 


0417. 


C9.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


1439 








End 


3239 




GI 


none 








Score 


63 




Exons 


1439. .1492, 


1599. 


.1730, 


1601. 


.1732, 1821. .1874, 


1853. .1879, 




3183. .3239 














Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106411 








Strand 


+ 




Start 


15 








End 


726 




Name 


OJ000328 05. 


0417. 


ClO.ol 


. gs 


Method 


GENSCAN 




Start 


15 








End 


726 




GI 


none 








Score 


.87 




Exons 


15. .334, 552 


. .726 










Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106412 








Strand 


+ 




Start 


1856 








End. 


5321 




Name 


OJ000328 05. 


0417. 


ClO.ol 


. gp 


Method 


AAT/GAP 




Start 


1677 








End 


2042 




GI 


none 








Score 


695 




Exons 


1677. .2042 














Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106412 








Strand 


+ 




Start 


1856 








End 


5321 




Name 


OJ000328 05. 


0417. 


C10.o2 


. gs 


Method 


GENSCAN 




Start 


1856 








End 


4967 




GI 


none 








Score 


.96 




Exons 


1856. .3263, 


3830. 


.3890, 


4367. 


.4967 






Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106412 








Strand 


+ 




Start 


1856 








End 


5321 




Name 


OJ000328 05. 


0417. 


ClO.ol 


.np 


Method 


AAT/NAP 




Start 


1871 








End 


4937 




GI 


4008006 








Score 


1572 




Exons 


1871. .3263, 


4348. 


.4937 











51643 



GI Descrip. (AF084034) receptor-like protein kinase [Arabidopsis thaliana] 



Seq. No. 50085 

Gene No. 106412 

Start 1856 

Name OJ000328JD5 . 0417 .CIO .o2 . gp 

Start 2060 

GI 26995JL.R1084 

Exons 2060.. 2248 

GI Descrip. '4008006 6.0e-09 (AF084034) receptor-like protein kinase 
[Arabidopsis thaliana] ' 



Seq. ID OJ000328_05. 0417. C10 

Strand + 

End 5321 

Method AAT/GAP 

End 2248 

Score 2 98 





Seq. No. 


50085 


Seq. ID 


OJ000328_05. 0417. C10 




Gene No. 


106412 


Strand 


+ 




Start 


1856 


End 


5321 




Name 


OJ000328 05.0417.C10.o3.gp 


Method 


AAT/GAP 




Start 


4619 


End 


5321 




GI 


18445 1.R1084 


Score 


1337 




Exons 


4619. .5321 








GI Descrip. 


, 2760839/gb|AAB95307.1| 2 . Oe 


-28 (AC003105) putative receptor 






kinase [Arabidopsis thaliana] ' 






Seq. No. 


50085 


Seq. ID 


OJ000328_05. 0417. C10 




Gene No. 


106413 


Strand 






Start 


6497 


End 


6903 


L ! 1 


Name 


OJ000328 05.0417.C10.ol.tm 


Method 


TBLASTX: Maize 


ru 


Start 


196 


End 


5262 




GI 


none 


Score 


985 


i j 

: : 


Exons 


196. .291, 4340. .4951, 4344.. 


4940, 4938 


..4970, 5037.. 5066, 


: : 3 




5038.. 5064, 5039. .5065, 5090 


..5110, 5186. .5254, 5188. .5262, 


'\2 




5193. .5249 








Seq. No. 


50085 


Seq. ID 


OJ000328_05. 0417. C10 




Gene No. 


106413 


Strand 






Start 


6497 


End 


6903 


^ : 


Name 


OJ000328 05.0417.C10.ol.tc 


Method 


TBLASTX: Cress 


M 


Start 


1928 


End 


4922 




GI 


none 


Score 


438 • 


S3 


Exons 


1928. .2413, 1933. .2412, 2417 


..2497, 2425. .2499, 2972. .3277, 






3019.. 3264, 4346.. 4549, 4347 


..4550, 4554. .4808, 4571. .4846, 


1. _ii 




4794. .4922 







Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106413 








Strand 






Start 


6497 








End 


6903 




Name 


OJ000328 05 


.0417. 


C10.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2024 








End 


2499 




GI 


none 








Score 


426 




Exons 


2024. .2497, 


2026. 


.2172, 


2186. 


.2317, 2189.. 2323, 


2242. .2499 


Seq. No. 


50085 








Seq. ID 


OJ000328 


_05. 0417. C10 


Gene No. 


106413 








Strand 






Start 


6497 








End 


6903 




Name 


OJ000328 05 


.0417. 


C10.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2117 ■ 








End 


2719 




GI 


none 








Score 


76 




Exons 


2117. .2254, 


2156. 


.2323, 


2218. 


.2499, 2219.. 2497, 


2406. .2498, 



51644 






2543. .2584, 


2623. 


.2718, 2639. 


.2719 






Seq. No. 


50085 






Seq. ID 


OJ000328_05.0417 


.C10 


Gene No. 


1064 13 






Strand 






Start 


6497 






End 


6903 




Name 


OJ000328 05. 


0417. 


C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2938 






End 


3190 




GI 


none 






Score 


395 




Exons 


2938. .3189, 


2942. 


.3190 








Seq. No. 


50085 






Seq. ID 


OJ000328_05.0417 


,C10 


Gene No . 


1064 13 






Strand 






Start 


6497 






End 


6903 




Name 


OJ000328 05. 


0417. 


C10.o2. tm 


Method 


TBLASTX: Maize 




Start 


2941 






End 


3277 




GI 


none 






Score 


427 




Exons 


2941. .3276, 


2942. 


.3277 








Seq. No. 


50085 






Seq. ID 


OJ000328_05.0417 


.C10 


Gene No. 


1 A C A 1 ~5 

106413 






Strand 






Start 


6497 






End 


6903 




Name 


OJ000328 05. 


0417. 


C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2996 






End 


4913 




GI 


none 






Score 


264 




Exons 


2996. .3277, 


3070. 


.3264, 4347. 


.4373, 4374. .4913, 4379. .4912 


Seq. No. 


50085 






Seq. ID 


OJ000328_05.0417 


.C10 


Gene No . 


106413 






Strand 






Start 


6497 






End 


6903 




Name 


OJ000328 05. 


0417. 


C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4712 






End 


4907 




GI 


none 






Score 


247 




Exons 


4712. .4897, 


4713. 


.4907 








Seq. No. 


50085 






Seq. ID 


OJ000328_05.0417 


.C10 


Gene No . 


106413 






Strand 






Start 


6497 






End 


6903 




Name 


OJ000328 05. 


0417. 


C10.o3.gs 


Method 


GENSCAN 




Start 


6497 






End 


6903 




GI 


none 






Score 


.85 




Exons 


6497. .6544, 


6841. 


.6903 








Seq. No. 


50086 






Seq. ID 


OJ000328JD5.0417 


.Cll 


Gene No. 


106414 






Strand 






Start 


26 






End 


1635 




Name 


OJ000328 05. 


0417. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


26 






End 


1635 




GI 


none 






Score 


.42 




Exons 


26. .263, 1418. .1443, 1501.. 1576, 1581. 


.1635 




Seq. No. 


50087 






Seq. ID 


OJ000328_04.0417 


.CI 


Gene No. 


106415 






Strand 






Start 


1 






End 


1414 




Name 


OJ000328 04. 


0417. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1414 




GI 


7248394 






Score 


1780 




Exons 


1..170, 441. 


.722, 


766. .1414 









51645 



GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 





Seq. No. 


50087 


Seq. ID 


OJ000328_04 .0417. CI 




Gene No. 


106415 


Strand 


- 




Start 


1 


End 


1414 




Name 


mnnmoQ c\a f\A"\n r*i ^1 -t-t*i 
UJUUUj^o U 4 . 1 / . Ll . OX . lw 


Metnoa 






Start 


1 


End 


309 




GI 


none 


Score 


273 




Exons 


1.-309, 2. .292 








Seq. No. 


50087 


Seq. ID 


OJ000328_04.0417.C1 




Gene No. 


106415 


Strand 


- 




Start 


1 


End 


1414 




Name 


ujuuujzo U4 . u 4 1 / . ui . o± . rm 




i dJjHo i a . ixiai ze 




Start 


4 


End 


249 




GI 


none 


Score 


122 




Exons 


4. .180, 4. .249, 15. .245, 116. 


.247 






Seq. No. 


50087 


Seq. ID 


OJ000328_04.0417.C1 




Gene No. 


106415 


Strand 


- 




Start 


1 


End 


1414 




Name 


UJUUUoZo U4 . U41 / . Li . Ol . tS 


Method 


i nLtAo i a . boyoean 


n 


Start 


103 


End 


471 


: : 


GI 


none 


Score 


130 


T§ 


Exons 


103. .237, 253. .471 






'i 


Seq. No. 


50087 


Seq. ID 


OJ000328_04.0417.C1 


XT 


Gene No. 


106415 


Strand 


- 


y 


Start 


1 


End 


1414 




XT _ _ _ 

Name 


ujuuujzo U4 . U4i / . Li . oi . gs 


Method 






Start 


283 


End 


1414 


. 1 


GI 


none 


Score 


.48 


SSI 


Exons 


283. .710, 766. .1414 








Seq. No. 


50087 


Seq. ID 


OJ000328_04.0417.C1 


3 


Gene No. 


106415 


Strand 


- 


=1 


Start 


1 


End 


1414 




Name 


OJ000328 04.0417.Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


953 


End 


1315 




GI 


none 


Score 


58 




Exons 


953. .1315, 969. .1247 








Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417.C2 




Gene No. 


106416 


Strand 


+ 




Start 


1 


End 


2191 




Name 


OJ000328 04.0417.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2191 




GI 


7248394 


Score 


920 




Exons 


1..631, 2046. .2191 








GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 (R0165 ) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 



51646 



(AC006446) 



Seq, No, 50088 

Gene No. 106416 

Start 1 

Name 0 J000328_04 . 04 17 . C2 . ol . gs 

Start 80 

GI none 

Exons 80.. 233, 930.. 1810 



Seq. ID OJ000328_04.0417.C2 

Strand + 

End 2191 

Method GENSCAN 

End 1810 

Score .51 



Seq. No. 50088 
Gene No. 106416 
Start 1 

Name OJ000328_04 . 04 17 . C2 . o2 . np 

Start 623 
GI 7228457 
Exons 623.. 1789 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000328_04.0417.C2 
Strand + 

2191 
AAT/NAP 
1789 
510 



End 

Method 

End 

Score 



Seq. No. 50088 

Gene No. 106417 

Start 3062 

Name OJ000328_04 . 04 17 . C2 . o2 . gs 

Start 3062 

GI none 
Exons 



Seq. ID OJ000328_04.0417.C2 

Strand + 

End 8284 

Method GENSCAN 

End 8284 

Score . 62 



3062. .3136, 5241. .5723, 7475. .8284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000328_04.0417.C2 
Strand + 

8284 
AAT/GAP 
4495 
463 



50088 
106417 
3062 

OJ000328_04 . 0417 . C2 . ol . gp 
4191 

83032_1.R1084 
4191. .4495 

' 6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont, Strain, Complete Sequence, 
complete sequence ' 



End 

Method 

End 

Score 



50088 

106418 

8521 

OJ000328_04 . 0417 . C2 . o3 . np 

8521 

4680179 



Seq. ID OJ000328_04 .0417.C2 

Strand + 

End 17285 

Method AAT/NAP 

End 17285 

Score 5283 



8521. .9603, 9637.. 10096, 14301.. 17285 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000328_04 .0417 .C2 

Strand + 

End 17285 

Method AAT/GAP 

End 13625 

Score 656 



50088 
106418 
8521 

OJ000328_04 . 04 17 . C2 . o4 . gp 
13243 

uC-osflcyp033a04bl 
13243. .13625 

, 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 



51647 



DNA, chromosome 1, clone : P0711E10 • 



Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 




Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


92 






End 


15267 


GI 


none 






Score 


121 


Exons 


92. .307, 14872.. 


14904, 


14874. 


.14903, 14908. .15267, 14910.. 




14976. .15266 










Seq. No. 


oUUoo 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 




Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


92 






End 


15318 


GI 


none 






Score 


88 


Exons 


92. .262, 14818.. 


14997, 


14826. 


.14945, 15004. . 15318, 15144.. 




15225. .15275 










Seq. No. 


50088 






Seq. ID 


OJ000328 04. 0417. C2 


Gene No. 


106419 






Strand 


- 


Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


92 






End 


15282 


GI 


none 






Score 


112 


Exons 


92. .274, 349. .435, 14 980 15282, 14982 


. .15266 


Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 


- 


Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


352 






End 


15534 


GI 


none 






Score 


70 


Exons 


352. .540, 15289. 


.15534, 


15306 


. .15533 




Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 




Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


797 






End 


16275 


GI 


none 






Score 


56 


Exons 


797. .916, 15739. 


.16275, 


15795 


. .16274 




Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 




Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


812 






End 


1207 


GI 


none 






Score 


231 


Exons 


812. .1207, 913.. 


1107 








Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 






Strand 




Start 


6555 






End 


17240 


Name 


OJ000328 04.0417 


.C2.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


821 






End 


1186 



51648 




GI 


none 


Score 


69 




Exons 


821. .967, 962. .1186 








Seq. No. 


50088 


Seq. ID 


OJ000328_04 .0417 


.C2 


Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1040 


End 


16908 




GI 


none 


Score 


165 




Exons 


1040. .1459, 16282. .16908, 16338 .. 167 96, 16654.. 16905 




Seq. No. 


50088 


Seq. ID 


OJ000328_04 . 0417 


.C2 


Gene No. 


106419 


Strand 


— 




Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1550 


End 


1795 




GI 


none 


Score 


248 




Exons 


1550. .1795, 1594. .1680, 1756. 


. 1791 






Seq. No. 


50088 


Seq. ID 


OJ000328_04 .0417 


.C2. 


Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04 .0417.C2.o8. tm 


Method 


TBLASTX: Maize 




Start 


1568 


End 


1807 




GI 


none 


Score 


93 




Exons 


1568.. 1645, 1631.. 1699, 1697. 


.1807 






Seq. No. 


50088 


Seq. ID 


OJ000328_04 .0417 


.C2 


Gene No . 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o3.gp 


Method 


AAT/GAP 




Start 


6555 


End 


6654 




GI 


uC-osflcyp033a04bl 


Score 


169 




Exons 


6555. .6654 








GI Descrip. 


, 6016845/dbj IAP000570.il AP000570 3.0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 


.C2 


Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o9.tw 


Method 


TBLASTX: Wheat 




Start 


8734 


End 


8972 




GI 


none 


Score 


214 




Exons 


8734. .8760, 8773. .8970, 8775. 


.8972 






Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 


.C2 


Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9006 


End 


9357 




GI 


none 


Score 


294 




Exons 


9006.. 9200, 9007.. 9357 








Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 


.C2 


Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o6.tm 


Method 


TBLASTX: Maize 





51649 






Start 


9007 


End 


9312 




GI 


none 


Score 


230 




Exons 


9007.. 9312, 9021.. 9137 








Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 




Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9664 


End 


10031 




GI 


none 


Score 


157 




Exons 


9664.. 9873, 9720.. 9872, 9917 


. .10030, 


9918. .10031 




Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 




Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o5.tm 


Method 


TBLASTX: Maize 




Start 


14419 


End 


14805 




GI 


none 


Score 


257 




Exons 


14419. .14805, 14427. .14522, 


14589. .14747 




Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 




Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o4.tw 


Method 


TBLASTX: Wheat 


- ^ 


Start 


14445 


End 


14931 




GI 


none 


Score 


52 


L i e 

c : 5 


Exons 


14 445. . 14888, 14449 .. 14499, 


14553. .14675, 14554. .14931 


1 y 


Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417 




Gene No. 


106419 


Strand 






Start 


6555 


End 


17240 




Name 


OJ000328 04.0417.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


15283 


End 


15708 




GI 


none 


Score 


596 




Exons 


15283. .15708, 15315 .. 15704 , 


15346. .15708 



Seq. No. 


50088 






Seq. ID 


OJ000328JD4 .0417 


.C2 


Gene No. 


106419 






Strand 






Start 


6555 






End 


17240 




Name 


OJ000328 04. 0417. C2 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15354 






End 


15717 




GI 


none 






Score 


481 




Exons 


15354. 


15704, 15355 


.15708, 


15355. .15717 




Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417 


.C2 


Gene No. 


106419 






Strand 






Start 


6555 






End 


17240 




Name 


OJ000328 04. 0417. C2 


ol . tc 


Method 


TBLASTX: Cress 




Start 


15982 






End 


16299 




GI 


none 






Score 


90 




Exons 


15982. 


16155, 16156 


.16299, 


16158. .16298 




Seq. No. 


50088 






Seq. ID 


OJ000328_04.0417 


.C2 


Gene No. 


106419 






Strand 






Start 


6555 






End 


17240 




Name 


OJ000328 04. 0417. C2 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16063 






End 


16323 





51650 



GI 


none 


Score 


296 


Exons 


16063. .16323, 16068.. 16322 






Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 


Strand 




Start 


6555 


End 


17240 


Name 


OJ000328 04.0417.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


16121 


End 


16413 


GI 


none 


Score 


81 


Exons 


16121. .16276, 16122. . 16409, 


16123. .16413 


Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 


Strand 




Start 


6555 


End 


17240 


Name 


OJ000328 04.0417.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


16462 


End 


17061 


GI 


none 


Score 


231 


Exons 


16462. .16623, 16470 .. 16616, 


16621. .17061, 16623. .17045 


Seq. No. 


50088 


Seq. ID 


OJ000328_04.0417.C2 


Gene No. 


106419 


Strand 




Start 


6555 


End 


17240 


Name 


OJ000328 04.0417.C2.o7.tw 


Method 


TBLASTX : Wheat 


Start 


16908 


End 


17240 


GI 


none 


Score 


250 


Exons 


16908. .17135, 16909. . 17136, 


17136. .17240 


Seq. No. 


50089 


Seq. ID 


OJ000328_04.0417.C3 


Gene No. 


106420 


Strand 




Start 


378 


End 


1408 


Name 


OJ000328 04.0417.C3.ol.np 


Method 


AAT/NAP 


Start 


378 


End 


1408 


GI 


4680186 


Score 


335 


Exons 


378. .606, 1346. .1408 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


50089 


Seq. ID 


OJ000328_04.0417.C3 


Gene No. 


106420 


Strand 




Start 


378 


End 


1408 


Name 


OJ000328 04.0417.C3.ol.gp 


Method 


AAT/GAP 


Start 


445 


End 


635 


GI 


uC-osflcyp033a04bl 


Score 


324 


Exons .. 


445. .635 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 




Seq. No. 


50090 


Seq. ID 


OJ000328_04.0417.C4 


Gene No. 


106421 


Strand 


+ 


Start 


1 


End 


947 


Name 


OJ000328 04.0417.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


947 


GI 


6907087 


Score 


425 


Exons 


1..293, 846. .947 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



51651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000328_04.0417.C4 

Strand + 

End 1796 

Method AAT/GAP 

End 1796 

Score 64 3 



50090 
106422 
1415 

OJ000328_04 .0417.C4 .ol.gp 
1415 

uC-osflcyp033a04bl 
1415. .1796 

, 6016845/dbj |AP000570.1| AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



50090 

106423 

4906 

OJ000328_04 . 04 17 . C4 . o3 . np 

4906 

6907087 



Seq. ID OJ000328_04 .0417.C4 

Strand + 

End 6657 

Method AAT/NAP 

End 6657 

Score 1078 



4906. .5275, 5320. .6004, 6556. .6657 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



50090 

106424 

121 

OJ000328_04 .0.417. C4 .ol.gs 

121 

none 

121. .548 



Seq. ID OJ000328_04 .0417.C4 

Strand 

End 54 8 

Method GENSCAN 

End 548 

Score .9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50090 
106425 
1344 

OJ000328_04 .0417.C4 .o2.np 
1344 
4680186 

1344. .1547, 3289. .3523, 5031. .517.3, 9721. .9801 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000328_04.0417.C4 
Strand 

9801 
AAT/NAP 
9801 
247 



End 

Method 

End 

Score 



Seq. ID OJ000328_04.0417.C4 
Strand 

End 9801 

Method AAT/GAP 

End 2698 

Score 323 



50090 
106425 
1344 

OJ000328_04 .0417 .C4 .o2.gp 
2504 

uC-osflcyp033a04bl 
2504. .2698 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



50090 

106425 

1344 

OJ000328_04.0417.C4.o3.gs 

4139 

none 



Seq. ID OJ000328_04.0417.C4 
Strand 

End 9801 

Method GENSCAN 

End 64 47 

Score .53 



4139. .4195, 4292. .4341, 5095. .5831, 5966. .6288, 6370. .6447 
50090 Seq. ID . OJ000328_04 . 04 17 . C4 



51652 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



106425 Strand 

1344 End 9801 

OJ000328_04 . 04 17 . C4 . o4 . gs Method GEN SCAN 

6550 End 7159 

none Score . 93 
6550.. 6656, 7099.. 7159 



50090 
106425 
1344 

OJ000328_04 . 0417 . C4 . o4 . np 
7047 
4680186 
7047. .7281, 7408. .7487 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000328_04.0417.C4 
Strand 

9801 
AAT/NAP 
7487 
209 



End 

Method 

End 

Score 



50091 
106426 
1 

OJ000328_04 . 04 17 . C5 . o2 . np 
1 

4680179 
1..31, 1165. .3404 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000328_04.0417.C5 

Strand + 

End 4 601 

Method AAT/NAP 

End 3404 

Score 3072 



50091 

106426 

1 

OJ000328_04.0417.C5.ol.gs 

976 

none 



Seq. ID OJ000328_04.0417.C5 

Strand + 

End 4 601 

Method GENSCAN 

End 4601 

Score .46 



976. .1174, 1227. .1519, 1567. .2053, 2176. .3390, 4189. .4601 



50091 
106427 
5450 

OJ000328_04 .0417 .C5 .ol . gp 
5450 

uC-osflcyp033a04bl 
5450. .5636 

'6016845/dbj IAP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000328_04.0417.C5 

Strand + 

End 5636 

Method AAT/GAP 

End 5636 

Score 27 9 



Seq. No. 50091 

Gene No. 106428 

Start 5688 

Name OJ000328_04 . 04 17 . C5 . o2 . gp 

Start 5688 

GI uC-osflcyp033a04bl 

Exons 5688.. 5725, 5901.. 6121 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000328_04.0417.C5 

Strand + 

End 6121 

Method AAT/GAP 

End 6121 

Score 355 



Seq. No. 50091 

Gene No. 106429 

Start 9698 

Name OJ000328 J)4 . 04 17 . C5 . o5 . np 



Seq. ID OJ000328_04.0417.C5 

Strand + 

End 11024 

Method AAT/NAP 



51653 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9698 End 11024 

5852178 Score 451 

9698. .9771, 10180 10406, 104 38 .. 10553, 10930. .11024 
(AL117265) zhb0008.1 [Oryza sativa] 



50091 
106430 
12134 

OJ000328_04.0417.C5.o3.gp 
12134 

LIB3433-026-P1-K1-C1 
12134. .12309 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_ 
+ 

12309 
AAT/GAP 
12309 
250 



04. 0417. C5 



50091 
106431 
18181 

OJ000328_04 . 0417 . C5 . o4 . gs 
18181 
none 

18181. .18348, 18622. .18706, 19280 
19825. .20150 



Seq. ID OJ000328_04 .0417.C5 

Strand + 

End 20273 

Method GENSCAN 

End 20150 

Score . 68 



,19336, 19646. .19750, 



2 Seq. No. 

2 Gene No. 
!! Start 

y Name 

3 Start 

J GI 

"| Exons 

r s GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50091 Seq. ID OJ000328_04 . 04 17 . C5 

106431 Strand + 

18181 End 20273 

OJ000328_04 . 0417 . C5 . 08 . np Method AAT/NAP 

18181 End 20273 

6691716 Score 1529 

18181. .18946, 19144. .19750, 19825.. 20273 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



50091 



Seq. ID OJ000328_04.0417.C5 



106432 Strand 

1 End 11714 

OJ000328_04 . 04 17 . C5 . ol . np Method AAT/NAP 

1 End 6090 

4544372 Score 37 
1..47, 768. .905, 6067. .6090 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



50091 

106432 

1 

OJ000328_04.0417.C5.o3.np 

4125 

5852180 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 11714 

Method AAT/NAP 

End 10027 

Score 488 



4125. .4551, 4603. .4720, 5970. .6025, 9947. .10027 
(AL117265) zhbOOOlO.l [Oryza sativa] 



50091 

106432 

1 



Seq. ID 

Strand 

End 



OJ000328 04. 0417. C5 



11714 



51654 



Name 

Start 

GI 

Exons 



OJ000328_04 . 04 17 . C5 . o2 . gs Method GENSCAN 

4935 End 9641 

none Score .49 

4935. .4981, 5430. .5581, 5970. . 6023, 6756. .7044, 7252. .7361, 
9529. .9641 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50091 Seq. ID 

106432 Strand 

1 End 11714 

OJ000328_04 . 04 17 . C5 . o4 . np Method AAT/NAP 

6827 End 11714 

6691193 Score 42 
6827. .6995, 11680. .11714 

(AC007534) F7F22.17 [Arabidopsis thaliana] 



OJ000328 04. 0417. C5 



50091 Seq. ID OJ000328_04 . 0417 . C5 

106433 Strand 

15791 End 19307 

OJ000328_04 . 0417 . C5 . o7 .np Method AAT/NAP 

15791 End 19307 

7248394 Score 113 

15791. .15895, 16015 .. 16270, 19264. .19307 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50091 

106434 

20491 

OJ000328_04 .0417.C5.o4 .gp 

20491 

5816477 

20491. .20702 

5902445/dbj |BAA84458.1| 8. 
[Oryza sativa] 

50091 

106435 

20613 

OJ000328_04 -0417.C5.ol.ts 

1172 

none 

1172. .1420, 1192. .1419 



Seq. ID OJ000328_04 .0417 .C5 
Strand 

End 20702 

Method AAT/GAP 

End 20702 

Score 325 

0e-79 (AB030283) GAG-POL precursor 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Soybean 

End 1420 

Score 305 



Seq. No. 50091 

Gene No. 106435 

Start 20613 

Name OJ000328_04 . 0417 .C5.o4 . tw 

Start 1172 

GI none 

Exons 1172.. 1435, 1192.. 1419 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Wheat 

End 1435 

Score 325 



Seq. No. 
Gene No. 
Start 



50091 

106435 

20613 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 



51655 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ000328_04, 

1184 

none 

1184. .1501, 

50091 

106435 

20613 

OJ000328_04. 

1436 

none 

1436. .1561, 

50091 

106435 

20613 

OJ000328_04. 

1507 

none 

1507. .1575, 

50091 

106435 

20613 

OJ000328_04. 

2032 

none 

2032. .2097, 

50091 

106435 

20613 

OJ000328_04. 

2186 

none 

2186. .2440, 

50091 

106435 

20613 

OJ000328_04. 

2240 

none 

2240. .2527, 

50091 

106435 

20613 

OJ000328_04. 

2400 

none 

2400. .3026, 

50091 

106435 

20613 

OJ000328 04. 



,0417.C5.o4.tm 
1288. .1500 

,0417.C5.o2.tw 
1468. .1560, 1546. 

0417.C5.o2.tm 
1508. .1570, 1546. 

0417.C5.o3.tw 
2043. .2096, 2088. 

0417.C5.o2.ts 
2187. .2441 

0417.C5.o3.tm 
2241. .2531 

0417.C5.ol.tw 
2456. .3025 

0417.C5.ol.tm 



Method TBLASTX : Mai ze 
End 1501 
Score 32 6 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Wheat 

End 1932 

Score 139 
.1932, 1548.. 1931 

Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Mai ze 

End 1869 

Score 66 

.1860, 1548. .1856, 1561. .1869 

Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Wheat 

End 2390 

Score 73 

.2390, 2106.. 2387, 2135.. 2389 

Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Soybean 

End 2441 

Score 293 



Seq. ID OJ000328_04 .0417.C5 
Strand 

End 20702 

Method TBLASTX : Maize 

End 2531 

Score 375 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Wheat 

End 3026 

Score 688 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Mai ze 



51656 



Start 2580 

GI none 

Exons 2580.. 2741, 2583.. 2735, 2739. 

Seq. No. 50091 

Gene No. 106435 

Start 20613 

Name OJ000328_04 . 04 17 . C5 . o5 . tw 

Start 3026 

GI none 

Exons 3026.. 3295, 3027.. 3359, 3039. 

Seq. No. 50091 

Gene No. 106435 

Start 20613 

Name OJ000328_04 . 04 17 .C5 . o3 . ts 

Start 13811 

GI none 

Exons 13811. .14173 



End 3179 
Score 231 
.3179, 2741. .3163 



Seq. ID OJ000328_04.0417.C5 
Strand 

20702 

TBLASTX: Wheat 
3359 
303 



End 

Method 
End 
Score 
.3338 



Seq. ID OJ000328_04.0417.C5 
Strand 

End 20702 

Method TBLASTX : Soybean 

End 14173 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50091 Seq. ID 

106435 Strand 

20613 End 

OJ000328_04 .0417.C5.o9.np Method 

20613 End 

4680180 Score 
20613. .20702 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000328_04.0417.C5 

20702 
AAT/NAP 
20702 
135 



50092 Seq. ID 

106436 Strand 

463 End 

OJ000328_04 .0417.C7.ol.gs Method 

4 63 End 

none Score 



OJ000328_04.0417.C7 
+ 

8614 
GENSCAN 
5253 
.63 



463. .564, 1809. .1887, 2589. .2799, 2801. .3004, 3050. .3306, 
3445. .4260, 4530. .4726, 4909. .5253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



50092 Seq. ID OJ000328_04 . 04 17 . C7 

106436 Strand + 

463 End 8614 

OJ000328_04 -0417.C7.ol.np Method AAT/NAP 

2675 End 8614 

5922631 Score 4060 

2675.-2799, 3044. .3290, 3549. .3739, 3785. .5241, 6944. .7031, 
7638. .8614 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



correspond to a 



50092 

106436 

463 



Seq. ID OJ000328_04.0417.C7 
Strand + 
End 8614 



51657 



Name 


OJ000328 04. 


0417 


.C7.o5. 


tw 


Method 


TBLASTX: 


Start 


3978 








End 


4370 


GI 


none 








Score 


260 


Exons 


3978. .4370, 


4094 


. .4276 








Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


1 Pi C. A *3 C 

1064 Jo 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.o4. 


tw 


Method 


TBLASTX: 


Start 


4673 








End 


5129 


GI 


none 








Score 


129 


Exons 


4673. .4861, 


4673 


. . 4861, 


4891. 


.5127, 4893. .5129 


Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.o2. 


gs 


Method 


GENSCAN 


Start 


6325 








End 


8510 


GI 


none 








Score 


.56 


Exons 


6325. .6376, 


6861 


. .7019, 


7197. 


.7781, 7850. .7910, 


Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


,C7.ol. 


tw 


Method 


TBLASTX : 


Start 


7048 








End 


7504 


GI 


none 








Score 


462 


Exons 


7048. .7503, 


7049 


. .7504 








Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.o2. 


ts 


Method 


TBLASTX: 


Start 


7088 








End 


7453 


GI 


none 








Score 


125 


Exons 


7088. .7312, 


7319 


. .7453 








Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.ol. 


tm 


Method 


TBLASTX:! 


Start 


7177 








End 


7534 


GI 


none 








Score 


342 


Exons 


7177. .7512, 


7178 


. .7534 








Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.o2. 


tw 


Method 


TBLASTX: 1 


Start 


7619 








End 


8043 


GI 


none 








Score 


390 


Exons 


7619. .8038, 


7666 


. .8043 








Seq. No. 


50092 








Seq. ID 


OJ000328 


Gene No. 


106436 








Strand 


+ 


Start 


463 








End 


8614 


Name 


OJ000328 04. 


0417 


.C7.ol. 


ts 


Method 


TBLASTX:, 



,8510 



51658 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7667 End 8098 

none Score 273 

7667. .8098, 7714. .7872, 7736. .8029, 7894. .8037 



50092 Seq. ID 

106436 Strand 

4 63 End 

OJ000328_04 . 04 17 . C7 . o2 . tm Method 

7765 End 

none Score 

7765. .8016, 7766. .8017, 8042. .8185 



OJ000328_04.0417.C7 
+ 

8614 

TBLASTX: Maize 

8185 

242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50092 Seq. ID 

106436 Strand 

4 63 End 

OJ000328_04 . 04 17 . C7 . o3 . tw Method 

8207 End 

none Score 



OJ000328_04.0417.C7 
+ 

8614 

TBLASTX: Wheat 

8614 

241 



8207. .8458, 8207. .8431, 8266. .8457, 8467. .8613, 8468. .8614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50093 
106437 
1 

OJ000328_06.0419.Cl.ol.np 
1 

5903067 

1..198, 741. .918, 1061. .1143, 1231. .1300, 1399 
(AC008016) F6D8.25 [Arabidopsis thaliana] 



Seq. ID OJ000328_06.0419.C1 

Strand + 

End 1520 

Method AAT/NAP 

End 1520 

Score 373 



,1520 



50093 

106437 

1 

OJ000328_06.0419.Cl.ol.gs 

741 

none 

741. .918, 1399. .1520 



Seq. ID OJ000328_06.0419.C1 

Strand + 

End 1520 

Method GEN SCAN 

End 1520 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



50094 Seq. ID 

106438 Strand 

103 End 

OJ000328_06.0419.C2.ol.tm Method 

36 End 

none Score 



OJ000328JD6.0419.C2 
8940 

TBLASTX: Maize 

1241 

38 



36. .107, 46. .111, 112. .372, 112. .372, 116. .382, 459.-566, 
460. .570, 1162. .1224, 1164. .1241, 1165. .1224 



Seq. ID OJ000328_06.0419.C2 
Strand 

End 8940 
Method AAT/NAP 
End 7076 
Score 729 

103. .369, 459. .566, 1164. .1436, 1753. .1947, 2105. .2232, 
2347. .2474, 2589. .2745, 2843. .3132, 4816. .5058, 7032. .7076 
(AC005851) putative ABC transporter [Arabidopsis thaliana] 



50094 

106438 

103 

OJ000328_06.0419.C2.ol.np 
103 

4063751 



50094 



Seq. ID OJ000328_06.0419.C2 



51659 



Gene No. 


106438 






Strand 






Start 


103 






. End 


8940 




Name 


OJ000328 


06. 0419. C2 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


118 






End 


297 




GI 


none 






Score 


136 




Exons 


118. .297, 


118. .288 










Seq. No. 


50094 






Seq. ID 


OJ000328_06.0419 


.C2 


Gene No. 


106438 






Strand 






Start 


103 






End 


. 8940 




Name 


OJ000328 


06. 0419. C2 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


118 






End 


279 




GI 


none 






Score 


128 




Exons 


118. .279, 


118. .279 










Seq. No. 


50094 






Seq. ID 


OJ000328_06.0419 


.C2 


Gene No. 


106438 






Strand 






Start 


103 






End 


8940 




Name 


OJ000328 


06. 0419. C2 


. ol . gs 


Method 


GEN SCAN 




Start 


181 






End 


5193 




GI 


none 






Score 


.85 




Exons 


181. .369, 


459. .566, 


1164. . 


1436, 1518.. 


1604, 1753. .1947, 





2338. .2459, 2534. .2745, 2843. .3132, 4816. .5193 



Seq. No. 


50094 




Gene No. 


106438 




Start 


103 




Name 


OJ000328 06.0419.C2.ol. 


tw 


Start 


262 




GI 


none 




Exons 


262.. 372, 457.. 555, 459 


. .566, 


Seq. No. 


50094 




Gene No. 


106438 




Start 


103 




Name 


OJ000328 06.0419.C2.ol. 


ts 


Start 


317 




GI 


none 




Exons 


317. .385, 319. .372, 459 


. .566, 




1164. .1439, 1165. .1437, 


1494 . 




1748. .1846 




Seq. No. 


50094 




Gene No. 


106438 




Start 


103 




Name 


OJ000328 06.0419.C2.o3. 


tm 


Start 


1242 




GI 


none 




Exons 


1242. .1439, 1243. .1437, 


1299. 



1747. 
2113. 
2315. 



,1956, 
.2181, 
.2368, 



1748. 
2180. 
2320. 



.1957, 
.2230, 
.2370, 



2105. 
2181. 
2337, 



Seq. ID OJ000328_06.0419.C2 
Strand 
End 

Method 
End 
Score 



8940 

TBLASTX: Wheat 

1367 

93 



Seq. ID OJ000328_06.0419.C2 
Strand 
End 

Method 
End 
Score 
460. .570, 



8940 

TBLASTX : Soybean 
1848 
80 

1162. .1437, 1164. .1250, 



,1622, 1516. .1623, 1747. .1848, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 06. 0419. C2 



8940 

TBLASTX: Maize 
2370 
259 

1439, 1494.. 1604, 1516.. 1605, 
2179, 2107.. 2181, 2109.. 2180, 
2231, 2182.. 2232, 2182.. 2235, 
2369, 2338. .2370 



Seq. No. 50094 

Gene No. 106438 

Start 103 

Name OJ000328 06 . 04 19 . C2 . o2 . tc 



Seq. ID OJ000328_06.0419.C2 
Strand 

End 8940 

Method .TBLASTX : Cress 



51660 



Start 
GI 

Exohs 



1284 End 1947 

none Score 86 

1284. .1304, 1309. .1437, 1311. .1439, 1311. .1439, 1312. .1437, 

1494. .1604, 1516. .1581, 1747. .1947, 1749. .1802, 1754. .1945, 
1861. .1947 



Seq. No. 50094 

Gene No. 106438 

Start 103 

Name OJ000328_06. 0419.C2 .o2 . ts 

Start 1849 

GI none 
Exons 



Seq. ID OJ000328_06.0419.C2 
Strand 
End 

Method 
End 
Score 



8940 

TBLASTX : Soybean 

2922 

121 



1849. .1947, 1850. .1945, 1851. .1946, 2176. .2229, 2176. .2247, 
2320. .2421, 2339. .2425, 2433.-2462, 2434. .2460, 2574. .2747, 
2575. .2748, 2843. .2917, 2845. .2922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50094 Seq. ID 

106438 Strand 

103 End 

OJ000328_06 . 04 19 . C2 . ol . tc Method 

2348 End 

none Score 



OJ000328_06.0419.C2 
8940 

TBLASTX: Cress 

5011 

73 



2348. .2422, 2368. .2421, 2433. .2465, 2574. .2696, 2596. .2697, 
2676. .2747, 2843. .3016, 2845. .3060, 3064. .3132, 3068. .3127, 
4822. .5010, 4823. .5011 



;\l Seq. No. 50094 

[Z Gene No. 106438 

H Start 103 

iJ Name OJ000328_06 . 04 19 . C2 . o2 . tm 

Q Start 2371 

GI none 

= Exons 2371.. 2421, 2372.. 2419, 2433. 

L 2575.. 2697, 2614.. 2748, 2676. 



OJ000328_06.0419.C2 
8940 

TBLASTX : Maize 

3136 

54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2462, 2434. .2460, 2574.-2696, 
.2747, 2843. .3136, 2845. .3132 



OJ000328 06. 0419. C2 



Seq. No. 50094 Seq. ID 

Gene No. 106438 Strand 

Start 103 End 8940 

Name OJ000328__06 . 04 19 . C2 . ol . gp Method AAT/GAP 

Start 2884 End 3132 

GI uC-osflcyp071a03bl Score 407 

Exons 2884.. 3132 

GI Descrip. 1 4063751 6.0e-22 (AC005851) putative white protein [Arabidopsis 
thaliana] >gi_4 5104 09_gb_AAD214 95 . 1_ (AC006929) putative white 
protein [Arabidopsis thaliana] 1 



Seq. No. 50094 Seq. ID 

Gene No. 106438 Strand 

Start 103 End 

Name OJ000328_06 . 04 19 . C2 . o3 . ts Method 

Start 2923 End 

GI none Score 

Exons 2923.. 3132, 2924.. 3133 



OJ000328_06.0419.C2 
8940 

TBLASTX : Soybean 

3133 

146 



Seq. No. 
Gene No. 
Start 



50094 

106438 

103 



Seq. ID 

Strand 

End 



OJ000328_06.0419.C2 
8940 



51661 



Name 

Start 

GI 

Exons 



OJ000328_06 . 04 19 . C2 . o5 . ts Method 

4840 End 

none Score 
4840.. 5052, 4916.. 5101 



TBLASTX : Soybean 

5101 

90 



Seq. No. 50094 

Gene No. 106438 

Start 103 

Name OJ000328_06 . 0419 .C2 . o4 . tm 

Start 4942 

GI none 

Exons 4942.. 5082, 4943.. 5083, 5083. 

5144. .5200, 5387. .5440, 5438. 

Seq. No. 50094 

Gene No. 106438 

Start 103 

Name OJ000328_0 6 . 04 1 9 . C2 . o2 . gs 

Start 5941 

GI none 

Exons 5941.. 5986, 6718.. 6832, 6954. 

Seq. No. 50094 

Gene No. 106438 

Start 103 

Name OJ000328_06 . 0419 . C2 . o2 . gp 

Start 8599 

GI none 

Exons 8599.. 8940 



Seq. ID OJ000328_06.0419.C2 
Strand 

End 8 94 0 

Method TBLASTX : Mai ze 

End 5473 

Score 205 

.5172, 5084. .5161, 5143. .5199, 
.5473 

Seq. "ID OJ000328_06.0419.C2 
Strand 

End 8 94 0 

Method GENSCAN 

End 8 924 

Score . 67 

.7032, 7145. .7295, 8536.-8924 

Seq. ID OJ000328__06.0419.C2 
Strand 

End 8 94 0 

Method AAT/GAP 

End 8 94 0 

Score 639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50095 Seq. ID 

106439 Strand 

5063 End 

OJ000328_06 . 04 19 . C3 . o2 . gp Method 

5015 End 

2799624 Score 
5015. .5185 

4206196/gb|AAD11584.1|AAD11584 3.0e-10 
protein [Arabidopsis thaliana] 

50095 Seq. ID 

106439 Strand 

5063 End 

0 J000328_06 . 04 1 9 . C3 . o2 . gs Method 

5063 End 

none Score 
5063. .5185 



06. 0419. C3 



OJ000328_ 
+ 

5185 
AAT/GAP 
5185 
321 



(AF071527) hypothetical 



OJ000328_06.0419.C3 
+ 

5185 
GENSCAN 
5185 
.76 



Seq. No. 50095 Seq. ID 

Gene No. 106440 Strand 

Start 2471 End 

Name OJ000328_06 . 0419 . C3 . ol . gp Method 

Start 2471 End 

GI LIB3432-026-P1-K1-G2 Score 

Exons 2471.. 2742, 3115.. 3254, 3349.. 3421 
GI Descrip. 



OJ000328_06.0419.C3 

3421 
AAT/GAP 
3421 
889 



'4206196/gb|AAD11584.1|AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] 1 



51662 




Seq. No. 50095 

Gene No. 106440 

Start 2471 

Name OJ000328JD6 . 0419 . C3 . ol . 

Start 2531 

GI none 

Exons 2531.. 2611, 2534.. 2743, 
3115.. 3186, 3122.. 3187 

Seq. No. 50096 

Gene No. 106441 

Start 84 

Name OJ000328_06 . 04 19 . C4 . ol . 

Start 84 

GI none 

Exons 84.. 134, 1430.. 1629, 17 
2840. .3093 




Seq. ID OJ000328_06.0419.C3 
Strand 

End 3421 

tm Method TBLASTX : Maize 

End 3187 

Score 262 
2542. .2742, 2605. .2745, 2685.-2744, 



Seq. ID OJ000328_06.0419.C4 

Strand + 

End 3093 

gs Method GENS CAN 

End 3093 

Score .59 
36. .1928, 2147. .2232, 2451. .2536, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50096 

106441 

84 

OJ000328_06.0419.C4 .ol.np 
141 

7485906 



Seq. ID OJ000328_06.0419.C4 

Strand + 

End 3093 

Method AAT/NAP 

End 3054 

Score 263 



141. .190, 1468. .1607, 1726. .1928, 2147. .2248, 2451. .2549, 
2842. .3054 

hypothetical protein F21B7.13 - Arabidopsis thaliana 
gi|2809244 | gb | AAB97704 . 1 | (AC002560) F21B7.13 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50096 
106441 
84 

OJ000328_06.0419.C4.ol.gp 
1428 
2799624 
1428. .1629, 1736. .1855 

4206196/gb|AAD11584.1|AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ000328_06.0419.C4 

Strand + 

End 3093 

Method AAT/GAP 

End 1855 

Score 565 



50096 

106442 

3593 

OJ000328_06.0419.C4 .o2.tc 

2863 

none 

2863. .3033, 2881. .3021 



Seq. ID OJ000328_06.0419.C4 
Strand 

End 4236 

Method TBLASTX: Cress 

End 3033 

Score 185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50096 

106442 

3593 

OJ000328 

3593 

none 



06.0419.C4.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_06.0419.C4 
4236 

TBLASTX: Cress 

3985 

185 



3593. .3874, 3696. .3860, 3863. .3985 



51663 




Seq. No. 


50096 








Seq. ID 


OJ000328_06.0419 


.C4 


Gene No. 


106442 








Strand 






Start 


3593 








End 


4236 




Name 


OJ000328 06 


.0419. 


C4.o2. 


gs 


Method 


GEN SCAN 




Start 


3593 








End 


3985 




GI 


none 








Score 


.51 




Exons 


3593. .3985 














Seq. No. 


50096 








Seq. ID 


OJp00328_06.0419 


.C4 


Gene No. 


106442 








Strand 






Start 


3593 








End 


4236 




Name 


OJ000328 06 


0419. 


C4.o2. 


np 


Method 


AAT/NAP 




btart 


3596 








End 


4236 




GI 


7441287 








Score 


372 




Exons 


3596. .3985, 


4198. 


.4236 










GI Descrip. 


membrane protein MP23 precursor - cucurbit 






gil 1109612 |dbj IBAA08107 


.11 ( 


D45077) MP23 precursor [Cucurbi 




sp . 1 














Seq. No. 


50096 








Seq. ID 


OJ000328_06.0419 


.C4 


Gene No. 


106442 








Strand 






Start 


3593 








End 


4236 




Name 


OJ000328 06 


0419. 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3641 








End 


3985 




GI 


none 








Score 


200 




Exons 


3641. . 3874, 


3663. 


.3854, 


3863 


..3985, 3864..3983 




Seq. No. 


50096 








Seq. ID 


OJ000328_06.0419 


.C4 


Gene No. 


106442 








Strand 






Start 


3593 








End 


4236 




Name 


OJ000328 06 


0419. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3662 








End 


3941 




GI 


none 








Score 


177 




Exons 


3662. .3859, 


3663. 


.3860, 


3863 


..3940, 3864. .3941 




Seq. No. 


50096 








Seq. ID 


OJ000328_06.0419 


.C4 


Gene No. 


106442 








Strand 






Start 


3593 








End 


4236 




Name 


OJ000328 06 


0419. 


C4 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3662 








End 


3943 




GI 


none 








Score 


163 




Exons 


3662. .3859, 


3675. 


.3860, 


3809 


..3889, 3863. .3937, 3864. .3929, 




3875. .3943 














Seq. No. 


50097 








Seq. ID 


OJ000328_06.0419 


.C5 


Gene No. 


106443 








Strand 






Start 


1 








End 


3790 




Name 


OJ000328 06. 


0419. 


C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


388 




GI 


135858 








Score 


197 




Exons 


1..133, 216. 


.388 













GI Descrip. TONOPLAST INTRINSIC PROTEIN, ALPHA (ALPHA TIP) 

gi I 99760 Ipir | | S22201 tonoplast intrinsic protein alpha - 
Arabidopsis thaliana gi 1 16182 I emb I CAA45114 . 1 1 (X63551) tonoplast 
intrinsic protein: alpha-TIP (Ara) [Arabidopsis thaliana] 
gi|166623|gb|AAA32748.1| (M84343) tonoplast intrinsic protein 
[Arabidopsis thaliana] gi I 6598862 | gb IAAF18716. 1 |AC010556_12 



51664 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AC010556) tonoplas 

50097 

106443 

1 

OJ000328_06.0419.C5.ol.gp 
73 

1632169 

73. .146, 247. .440 

50097 

106443 

1 

OJ000328_06.0419.C5.ol.gs 

212 

none 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 3790 

Method AAT/GAP 

End 4 4 0 

Score 4 92 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 3790 

Method GEN SCAN 

End 3287 

Score .58 



212. .393, 465. .598, 1464. .1525, 2088. .2275, 3110. .3287 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 3790 

Method AAT/GAP 

End 1510 

Score 780 



50097 
106443 
1 

OJ000328_06.0419.C5.o2.gp 
979 

6498_1.R1084 
979.. 1363, 1464.. 1510 

, 4206196/gb|AAD11584.1|AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50097 

106443 

1 

OJ000328_06.0419.C5.o2.tm 

1232 

none 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 37 90 

Method TBLASTX : Maize 

End 2141 

Score 68 



1232. .1330, 1249. .1371, 1293. .1364, 1336. .1377, 1457. .1528, 
1458. .1526, 2085. .2141, 2086. .2139 



50097 

106443 

1 

OJ000328_06.0419.C5.ol.tc 

1457 

none 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 37 90 

Method TBLASTX: Cress 

End 3290 

Score 65 



1457. .1528, 1458. .1526, 2085. .2186, 2086. .2187, 3108. .3290, 
3109. .3288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50097 

106443 

1 

OJ000328_06.0419.C5.ol.tm 

2142 

none 



Seq. ID OJ000328_06.0419.C5 
Strand 

End 3790 

Method TBLASTX : Mai ze 

End 3790 

Score 261 



2142.. 2186, 3108.. 3290, 3109.. 3288, 3111;. 3290, 3674.. 3739, 
3692.. 3790, 3712.. 3789 



Seq. No. 
Gene No. 



50098 
106444 



Seq. ID OJ000328_06.0419.C6 
Strand + 



51665 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5070 End 7025 

O J000328_0 6 . 04 1 9 . C6 . o2 . np Method AAT/NAP 

5070 End 7025 

5302777 Score 566 

5070. .5224, 5313. .5392, 5922. .6068, 6505. .7025 
(Z97337) hypothetical protein [Arabidopsis thaliana] 
gi|7268247|emb|CAB78543.1| (AL161540) hypothetical protein 
[Arabidopsis thaliana] 

50098 Seq. ID OJ000328_06 . 04 19 . C6 

106444 Strand + 

5070 End 7025 

OJ000328_06.0419.C6.o2.gp Method AAT/GAP 

6892 End 7025 

LIB3432-008-P1-K1-C6 Score 240 

6892. .7025 

1 5302777/emb|CAB46055.1| 5.0e-14 (Z97337) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


50098 






Seq. ID 


OJ000328 


06. 0419. C6 


Gene No . 


106445 






Strand 






Start 


650 






End 


5366 




Name 


OJ000328 06. 0419. C6 


.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


644 






End 


854 




GI 


none 






Score 


154 




Exons 


644. .853, 672. .854 












Seq. No. 


50098 






Seq. ID 


OJ000328 


06. 0419. C6 


Gene No. 


106445 






Strand 






Start 


650 






End 


5366 




Name 


OJ000328 06. 0419. C6 


.ol. 


QS 


Method 


GENSCAN 




Start 


650 






End 


5366 




GI 


none 






Score 


.61 




Exons 


650. .1087, 2032. .2157, 


3436. . 


3561, 3682. .3742, 


4583. .4766, 




4970. .5366 












Seq. No. 


50098 






Seq. ID 


OJ000328 


_06.0419.C6 


Gene No. 


106445 






Strand 






Start 


650 






End 


5366 




Name 


OJ000328 06. 0419. C6 


.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


671 






End 


935 




GI 


none 






Score 


287 




Exons 


671. .853, 672. .854, 


878 


. .934, 


888. .935 






Seq. No. 


50098 






Seq. ID 


OJ000328 


_06.0419.C6 


Gene No. 


106445 






Strand 






Start 


650 






End 


5366 




Name 


OJ000328 06. 0419. C6 


.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


707 






End 


853 




GI 


none 






Score 


109 




Exons 


707. .853, 711. .851 












Seq. No. 


50098 






Seq. ID 


OJ000328 


_06.0419.C6 


Gene No. 


106445 






Strand 






Start 


650 






End 


5366 




Name 


OJ000328 06. 0419. C6 


.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2086 






End 


3732 





51666 



1 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Ll Start 
GI 

3 Exons 

1 GI Descrip. 

^ Seq. No. 

3 Gene No. 

3 Start 

i Name 



none Score 92 

2086. .2160, 2087. .2158, 3436. .3564, 3437. .3562, 3682.-3732 



50098 

106445 

650 

OJ000328_06.0419.C6.ol.gp 

2127 

none 



Seq. ID OJ000328_06.0419.C6 
Strand 

End 5366 

Method AAT/GAP 

End 4859 

Score 803 



2127. .2157, 3436. .3561, 3682. .3713, 4583. .4859 



50098 

106445 

650 

OJ000328_06.0419.C6.ol.np 

2226 

3859705 



Seq. ID OJ000328__06.0419.C6 
Strand 

End 5366 

Method AAT/NAP 

End 4 984 

Score 51 



2226. .2256, 3435.-3532, 4962. .4984 

(AL033497) unknown hypothetical protein [Candida albicans] 



50098 

106446 

5960 

OJ000328_06.0419.C6.ol.tm 

5960 

none 



Seq. ID OJ000328_06.0419.C6 
Strand 

End 6855 

Method TBLASTX : Mai ze 

End 6855 

Score 104 



5960. .6022, 5961. .6023, 5964. .6035, 6513. .6854, 6514. .6855 



50099 

106447 

1 

OJ000328_06 . 04 1 9 . C7 . ol . np 
1 

4678950 



Seq. ID OJ000328_06.0419.C7 

Strand + 

End 1687 

Method AAT/NAP 

End 1687 

Score 121 



1..112, 242. .361, 1088. .1279, 1664. .1687 
(AL049711) putative protein [Arabidopsis thaliana] 



50099 

106447 

1 

OJ000328_06 . 04 1 9 . C7 . ol . gs 



Seq. ID OJ000328_06.0419.C7 

Strand + 

End 1687 

Method GENSCAN 



Start 


498 




End 


1555 


GI 


none 




Score 


.53 


Exons 


498. .590, 879. .949, 


1032. . 


1063, 1204.. 


1555 


Seq. No. 


50100 




Seq. ID 


OJ000328 


Gene No. 


106448 




Strand 


+ 


Start 


1693 




End 


2733 


Name 


OJ000328 06. 0419. C8 


.o2 .gs 


Method 


GENSCAN 


Start 


1693 


End 


2733 


GI 


none 




Score 


1 


Exons 


1693. .2733 








Seq. No. 


50100 




Seq. ID 


OJ000328 


Gene No. 


106448 




Strand 


+ 


Start 


1693 




End 


2733 


Name 


OJ000328 06. 0419. C8 


.ol .np 


Method 


AAT/NAP 



51667 



Start 


1702 






End 


2727 




GI 


7109462 






Score 


602 




Exons 


1702. .2727 












GI Descrip. 


(AC016662) 


putative flavonol 


sulfotransf erase [Arabidopsis 




thaliana] 












Seq. No. 


50100 






Seq. ID 


OJ000328_06.0419. 


C8 


Gene No. 


106449 






Strand 


+ 




Start 


7647 






End 


11207 




Name 


OJ000328 06 


.0419.C8.o3.np 




Method 


AAT/NAP 




Start 


7647 






End 


11207 




GI 


7228457 






Score 


5446 




Exons 


7647. .7995, 


8057.. 9992, 10056 


. .10890, 


11013. .11207 




GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 












Seq. No. 


50100 






Seq. ID 


OJ000328_06.0419. 


C8 


Gene No. 


106450 






Strand 






Start 


3523 






End 


3905 




Name 


OJ000328 06 


.0419.C8.ol.tc 




Method 


TBLASTX: Cress 




Start 


1900 






End 


2553 




GI 


none 






Score 


95 




Exons 


1900. .1977, 


1908. .1967, 1981. 


.2100, 2019.. 2099, 2026. .2295, 




2100. .2150, 


2190.. 2534, 2332. 


.2553 






Seq. No. 


50100 






Seq. ID 


OJ000328_06.0419. 


C8 


Gene No. 


106450 






Strand 






Start 


3523 






End 


3905 




Name 


OJ000328 06 


.0419.C8.o3.tm 




Method 


TBLASTX: Maize 




Start 


2172 






End 


2532 




GI 


none 






Score 


85 




Exons 


2172. .2246, 


2179.. 2250, 2305. 


.2532, 2307.. 2525 




Seq. No. 


50100 






Seq. ID 


OJ000328JD6.0419. 


C8 


Gene No. 


106450 






Strand 






Start 


3523 






"End 


3905 




Name 


OJ000328 06 


.0419.C8.o2.np 




Method 


AAT/NAP 




Start 


3523 






End 


3905 




GI 


6006310 






Score 


314 




Exons 


3523. .3905 












GI Descrip. 


(AB018443) 


nonphototrophic 


hypocotyl lb [Oryza sativa] 




Seq. No. 


50100 






Seq. ID 


OJ000328_06.0419. 


C8 


Gene No. 


106451 






Strand 






Start 


5597 






End 


5920 




Name 


OJ000328 06 


.0419.C8.o2.ts 




Method 


TBLASTX: Soybean 




Start 


5597 






End 


5920 




GI 


none 






Score 


141 




Exons 


5597. .5725, 


5738. .5920 










Seq. No. 


50100 






Seq. ID 


OJ000328_06.0419. 


C8 


Gene No. 


106452 






Strand 






Start 


8123 






End 


8675 




Name 


OJ000328 06 


.0419.C8.o4.tw 




Method 


TBLASTX: Wheat 




Start 


8123 






End 


8675 




GI 


none 






Score 


34 





51668 



Exons 



8123. .8158, 8283. .8330, 8337. .8435, 8342. .8434, 8402. .8641, 
8418. .8675 



Seq. No. 50100 

Gene No. 106452 

Start 8123 

Name OJ000328_06. 0419 .C8 .o4 . tm 

Start 8288 

GI none 

Exons 8288.-8572, 8325.. 8573 



Seq. ID OJ000328_06.0419.C8 
Strand 

End 8675 

Method TBLASTX : Mai ze 

End 8573 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50100 Seq. ID 

106453 Strand 

9413 End 

OJ000328_06 . 04 19 . C8 . o3 . tw Method 

9413 End 

none Score 

9413. .9586, 9414. .9899, 9653. .9868 



OJ000328_06.0419.C8 
9899 

TBLASTX: Wheat 

9899 

413 



Seq. No. 


50100 




Seq. ID 


OJ000328_06.0419 


.C8 


Gene No. 


106454 




Strand 






Start 


10064 




End 


10550 




Name 


OJ000328 06. 0419. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10064 




End 


10526 




GI 


none 




Score 


579 




Exons 


10064. .10519, 10065. 


.10526, 


10065. .10520 




Seq. No. 


50100 




Seq. ID 


OJ000328_06.0419 


.C8 


Gene No. 


106454 




Strand 






Start 


10064 




End 


10550 




Name 


OJ000328 06. 0419. C8. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


10104 




End 


10469 




GI 


none 




Score 


118 




Exons 


10104. .10328, 10335. 


.10469 








Seq. No. 


50100 




Seq. ID 


OJ000328JD6.0419 


.C8 


Gene No. 


106454 




Strand 






Start 


10064 




End 


10550 




Name 


OJ000328 06. 0419. C8 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10194 




End 


10550 




GI 


none 




Score 


392 




Exons 


10194. .10550, 10229. 


.10540, 


10245. .10550 




Seq. No. 


50100 




Seq. ID 


OJ000328_06.0419 


.C8 


Gene No. 


106455 




Strand 






Start 


10577 




End 


11084 




Name 


OJ000328 06. 0419. C8. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


10577 




End 


10961 




GI 


none 




Score 


364 




Exons 


10577. .10942, 10578. 


.10961 









Seq. No. 50100 Seq. ID 

Gene No. 106455 Strand 

Start 10577 End 

Name O JO 00328_06.0419.C8.o2.tw Method 

Start 10634 End 

GI none Score 



OJ000328_06.0419.C8 
11084 

TBLASTX: Wheat 

11050 

489 



51669 



Exons 10634. .11050, 10635.. 11048 

Seq. No. 50100 

Gene No. 106455 

Start 10577 

Name OJ000328_06. 0419.C8 .ol . ts 

Start 10713 

GI none 

Exons 10713. .11084, 10730.. 10873 



Seq. ID OJ000328_06.0419.C8 
Strand 

End 11084 

Method TBLASTX : Soybean 

End 11084 

Score 270 



Seq. No. 50101 
Gene No. 106456 
Start 1 

Name OJ000328_0 6 . 04 19 . C9 . ol . np 

Start 1 
GI 7228457 
Exons 1..588, 655.. 2205 

GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID OJ000328_06. 0419.C9 

Strand + 

End 2208 

Method AAT/NAP 

End 2205 

Score 3587 



Seq. No. 50101 

Gene No. 106456 

~ Start 1 

Z Name OJ000328_06. 0419.C9.ol. gs 

if- Start 26 

- GI none 

tj Exons 26.. 63, 90.. 2208 



Seq. ID OJ000328_06. 0419.C9 

Strand + 

End 2208 

Method GENSCAN 

End 2208 

Score .41 



Seq. No. 50101 

Gene No. 106457 

Start 2834 

Name OJ000328JD6 . 0419 . C9 . o2 . tw 

Start 109 

GI none 
Exons 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 

Method TBLASTX : Wheat 

End 567 

Score 223 



109. .363, 133. .384, 198. .383, 418. .567, 429. .566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50101 
106457 
2834 

OJ000328J)6.0419.C9.ol.ts 
256 

5666795 

256.-354, 430. .567, 622. .822 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 

Method TBLASTX : Soybean 

End 822 

Score 68 



50101 

106457 

2834 

OJ000328_06.0419.C9.o5.tw 

570 

none 

570. .746, 622. .882 

50101 

106457 

2834 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 

Method TBLASTX : Wheat 

End 882 

Score 184 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 



51670 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000328_0 6 . 0419 . C9 . ol . tm Method 

1075 End 

none Score 
1075. .1398, 1104. .1385 

50101 Seq. ID 

106457 Strand 

2834 End 

OJ000328_06 . 0419 . C9 . ol . tw Method 
1212 . End 

none Score 
1212. .1268, 1213. .1593, 1314. .1562 

50101 Seq. ID 

106457 Strand 

2834 End 

OJ000328_06.0419.C9.o3.tw Method 

1594 End 

none Score 



TBLASTX: Maize 

1398 

351 



OJ000328_06.0419.C9 
7598 

TBLASTX: Wheat 

1593 

364 



OJ000328_06.0419.C9 
7598 

TBLASTX: Wheat 

2196 

256 



1594. .1878, 1599. .1877, 2070. .2192, 2071. .2196 

OJ000328 06. 0419. C9 



50101 
106457. 
2834 

OJ000328_0 6 . 04 1 9 . C9 . o3 . tm 

2065 

none 

2065.. 2211, 2070.. 2204 

50101 

106457 

2834 

OJ000328_06.0419.C9.o2.gs 

2834 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7598 

TBLASTX: Maize 

2211 

184 



OJ000328_06.0419.C9 

7598 
GENSCAN 
7598 
.46 



2834. .2948, 2985. .3378, 3510. .4426, 4531. .4559, 4817. .5116, 
5213. .5418, 5637. .5784, 6140. .6281, 6376. .6926, 6990. .7343, 
7545.. 7598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50101 

106457 

2834 

OJ000328_06.0419.C9.o2.np 

2837 

6907089 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 

Method AAT/NAP 

End 7598 

Score 4 603 



2837.. 4406, 5023.. 5167, 6065.. 6281, 6376.. 7598 
(AP001129) hypothetical protein [Oryza sativa] 



50101 

106457 

2834 

OJ000328_06.0419.C9.o4 .tw 

5009 

none 



Seq. ID OJ000328_06.0419.C9 
Strand 

End 7598 

Method TBLASTX : Wheat 

End 5347 

Score 36 



5009. .5056, 5087. .5347, 5157. .5258 

50101 Seq. ID OJ000328_06 . 04 19 . C9 



51671 




Gene No . 


11)040 / 


Strand 






Start 


2834 


End 


7598 




Name 


OJ000328 06.0419.C9.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


5060 


End 


5347 




GI 


none 


Score 


42 




Exons 


5060.. 5122, 5087.. 5347, 5163. 


.5333 






Seq. No. 


50101 


Seq. ID 


OJ000328 


_06.0419.C9 


Gene No. 


106457 


Strand 






Start 


2834 


End 


7598 




Name 


OJ000328 06.0419.C9.ol.gp 


Method 


AAT/GAP 




Start 


5168 


End 


5349 




GI 


uC-osflcypl62a07al 


Score 


277 




Exons 


5168. .5349 








GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe- 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] ? 








Seq. No. 


50102 


Seq. ID 


OJ000328 


_06. 0419. C10 


Gene No. 


106458 


Strand 


+ 




o tar u 


1 


End 


2507 




Name 


OJ000328 06.0419.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


350 




GI 


5042454 


Score 


100 




Exons 


1..44, 297. .350 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


50102 


Seq. ID 


OJ000328 


_06. 0419. C10 


Gene No . 


106458 


Strand 


+ 




Start 


1 


End 


2507 




Name 


OJ000328 06.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


7 


End 


2507 




GI 


none 


Score 


.75 




Exons 


7. .44, 668.-754, 2175. .2304, 


2379. .2507 




Seq. No. 


50102 


Seq. ID 


OJ000328 


_06. 0419. C10 


Gene No. 


106459 


Strand 






o nar t 


3709 


End 


5394 




Name 


OJ000328 06.0419.C10.o2.np 


Method 


AAT/NAP 




Start 


3688 


End 


5394 




GI 


7529275 


Score 


316 




Exons 


3688.. 4155, 5320.. 5394 








GI Descrip. 


(AL163491) ABA-responsive protein-like 


[Arabidopsis thaliana] 


Seq. No. 


50102 


Seq. ID 


OJ000328 


_06. 0419. C10 


Gene No. 


106459 


Strand 






Start 


3709 


End 


5394 




Name 


OJ000328 06.0419.C10.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3698 


End 


4647 




GI 


none 


Score 


243 




Exons 


3698.. 3913, 3707.. 3877, 3712. 


.3933, 3910. .4050, 


3911. .4054, 




4049. .4162, 4054. .4161, 4281. 


.4352, 4282.. 4353, 


4282. .4350, 




4283. .4351, 4455. .4538, 4456. 


.4539, 4561. .4638, 


4563. .4631, 




4591. .4647 








Seq. No. 


50102 


Seq. ID 


OJ000328 


_06. 0419. C10 


Gene No . 


106459 


Strand 






Start 


3709 


End 


5394 





51672 




S3 



Name 


OJ000328 06. 


0419 


.C10.o2 


.gs 


Method 


GENSCAN 




Start 


3709 








End 


4637 




GI 


none 








Score 


1 




Exons 


3709. .4160, 


4281 


. .4349, 


4457. 


.4637 






Seq. No. 


50102 








Seq. ID 


OJ000328_06.0419 


.C10 


Gene No. 


T ft C A C ft 

106459 








Strand 






Start 


3709 








End 


5394 




Name 


OJ000328 06. 


0419 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3724 . 








End 


4017 




GI 


none 








Score 


94 




Exons 


3724. .3891, 


3928 


. .4017 










Seq. No. 


50102 








Seq. ID 


OJ000328_06.0419 


.C10 


Gene No. 


1 ft C A C ft 

106459 








Strand 






Start 


3709 








End 


5394 




Name 


OJ000328 06. 


0419 


.ClO.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


3733 








End 


4188 




GI 


none 








Score 


77 




Exons 


3733.-3795, 


3733 


. .4161, 


3749. 


.4162, 3871. .4188 




Seq. No. 


50102 








Seq. ID 


oiTftftftOOO ft c ft /t i ft 

OJQ00328 06.0419 


.C10 


Gene No. 


106459 








Strand 






Start 


3709 








End 


C O ft A 

5394 




Name 


OJ000328 06. 


0419 


.ClO.ol 


-ts . .. 


Method 


TBLASTX : Soybean 




Start 


3862 








End 


4179 




GI 


none 








Score 


190 




Exons 


3862. .4179, 


3908 


. .4162 










Seq. No. 


50102 








Seq. ID 


/-\Tftftft , "ifto r\ /~ a j| i ft 

OJ000328 06.0419 


.C10 


Gene No. 


T ft C A C ft 

106459 








Cf ranrj 
O UI allU 






Start 


3709 








End 


5394 




Name 


OJ000328 06. 


0419 


.C10.o2 


.gp 


Method 


AAT/GAP 




Start 


3995 








End 


4743 




GI 


none 








Score 


980 




Exons 


3995. .4160, 


4281 


. .4349, 


4457. 


.4743 






Seq. No. 


50103 








Seq. ID 


OJ000328_06.0419 


.Cll 


Gene No. 


106460 








Strand 


+ 




Start 


200 








End 


554 




Name 


OJ000328 06. 


0419 


.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


200 








End 


554 




GI 


none 








Score 


.52 




Exons 


200. .408, 448. .554 










Seq. No. 


50103 








Seq. ID 


OJ000328_06.0419 


.Cll 


Gene No. 


106461 








Strand 






Start 


3115 








End 


4965 




Name 


OJ000328 06. 


0419 


.Cll.ol 


. gp 


Method 


AAT/GAP 




Start 


2923 








End 


3374 




GI 


none 








Score 


868 




Exons 


2923. .3374 














Seq. No. 


50103 








Seq. ID 


OJ000328_06.0419 


.Cll 


Gene No. 


106461 








Strand 






Start 


3115 








End 


4965 




Name 


OJ000328 06. 


0419 


.Cll.ol 


.np 


Method 


AAT/NAP 





51673 





Start 


3099 








End 


4912 




GI 


7529275 








Score 


284 




Exons 


3099. .3631, 


4892 


.4912 










GI Descrip. 


(AL163491) 


ABA-responsive protein-like 


[Arabidopsis thaliana] 




Seq. No. 


50103 








Seq. ID 


OJ000328_06. 0419. Cll 




Gene No. 


106461 








Strand 






Start 


3115 








End 


4965 




Name 


OJ000328 06 


. 0419 


Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3103 








End 


3880 




GI 


none 








Score 


97 




Exons 


3103. .3318, 


3112 


.3207, 


3116. 


.3319, 3116.. 3319, 3271.. 3330, 






3316. .3453, 


3317 


. 3472, 


3457 . 


.3567, 3473.-3574, 3809. .3880 




Seq. No. 


50103 








Seq. ID 


OJ000328_06. 0419. Cll 




Gene No. 


1064 61 








Strand 






Start 


3115 








End 


4965 




Name 


OJ000328 06 


. 0419 


Cll .o2 


.gs 


Method 


GENSCAN 




Start 


3115 








End 


4965 




GI 


none 








Score 


.91 




Exons 


3115. .3566, 


3685 


. 3837, 


3839 . 


.3998, 4695. .4835, 4840. .4965 




Seq. No. 


50103 








Seq. ID 


OJ000328_06. 0419. Cll 




Gene No. 


1064 61 








Strand 




3 


Start 


3115 








End 


4965 


; e 


Name 


OJ000328 06 


. 0419 


Cll .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3130 








End 


3423 


~ 


GI 


none 








Score 


67 


y 


Exons 


3130. .3297, 


3131 


. 3295, 


3334 . 


.3423 






Seq. No. 


50103 








Seq. ID 


OJ000328_06.0419.C11 


: s 


Gene No. 


1064 61 








Strand 






Start 


3115 








End 


4965 


~ 


Name 


OJ000328 06 


.0419. 


Cll . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3139 








End 


3727 




GI 


none 








Score 


92 




Exons 


3139. .3213, 


3139, 


. 3567 , 


3161 . 


.3574, 3686. .3727 


1 


Seq. No. 


50103 








Seq. ID 


OJ000328_06.0419.C11 




Gene No. 


1064 61 








Strand 




3 


Start 


3115 








End 


4965 




Name 


OJ000328 06 


.0419. 


Cll . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


3268 








End 


3568 




GI 


none 








Score 


104 




Exons 


3268.-3567, 


3281 . 


.3448, 


3476. 


.3568 






Seq. No. 


50103 








Seq. ID 


OJ000328_06. 0419. Cll 




Gene No. 


1064 61 








Strand 






Start 


3115 








End 


4965 




Name 


OJ000328 06 


.0419. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


3515 








End 


3990 




GI 


none 








Score 


662 




Exons 


3515. .3566, 


3685. 


.3990 










Seq. No. 


50104 








Seq. ID 


OJ000328_06. 0419.C12 




Gene No. 


106462 








Strand 


+ 




Start 


226 








End 


1415 



51674 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000328_06 . 04 19 . C12 . ol . gs Method GEN SCAN 

226 End 1415 

none Score .74 

226. .337, 430. .469, 713. .888, 1339. .1415 



50104 Seq. ID 

106463 Strand 

2452 End 
OJ000328_06 . 04 1 9 . C12 . o2 . gs Method 

2452 End 

none Score 
2452. .2586 



OJ000328_06.0419.C12 
+ 

2586 
GENSCAN 
2586 
.64 



Seq. No. 50105 
Gene No. 106464 
Start 10771 

Name OJ000328_06.0419.C13.ol.tm 
Start 10771 
GI none 

Exons 10771. .10815, 10772 .. 10816, 

10867. .10974, 10933 .. 11037 , 
11134. .11175, 11150. .11209, 
11431. .11580, 11443. .11580, 
11711. .11809, 11712. .11810, 
11899. .11967 



Seq. ID OJ000328_06.0419.C13 
Strand 

End 11967 

Method TBLASTX : Maize 

End 11967 

Score 4 8 
10853. .10927, 10865 .. 10927, 
10967. .11038, 11133. .11180, 
11293. .11352, 11293. .11352, 
11445. .11591, 11445. .11585, 
11878. .11967, 11898. .11966, 



Seq. No. 50105 Seq. ID 

Gene No. 106464 Strand 

Start 10771 End 

Name OJ000328_06 . 04 19 . C13 . ol . ts Method 

Start 11134 End 

GI none Score 
Exons 



OJ000328_06.0419.C13 
11967 

TBLASTX : Soybean 

11967 

48 



11134. .11175, 11293. .11352, 11437 .. 11580, 11445 11597, 
11445. .11585, 11701. .11766, 11702 .. 11758 , 11711 .. 11809, 
11712. .11810, 11898. .11963, 11899. .11967 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50106 

106465 

69 

OJ000328_06.0419.C14.ol.gp 
69 

12497_1.R1084 

69. .224, 413. .514, 647. .992 
, 2062705/gb|U90552|HSU90552 
mRNA, complete cds 1 

50106 

106466 

649 

OJ000328_06.0419.C14.ol.ts 
40 

none 

40. .225, 64. .216, 90. .224 

50106 

106466 

649 



Seq. ID OJ000328_06. 0419.C14 

Strand + 

End 992 

Method AAT/GAP 

End 992 

Score 1105 

1.0e-09 Human butyrophilin (BTF5) 



Seq. ID OJ000328_06.0419.C14 
Strand 

End 2159 

Method TBLASTX : Soybean 

End 225 

Score 221 



Seq. ID OJ000328_06.0419.C14 
Strand 

End 2159 



51675 




Name 


OJ000328 06.0419.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


67 


End 


965 


GI 


none 


Score 


260 


Exons 


.67.. 225, 67.. 225, 410.. 505, 


411. .515, 


412'. .510, 646. .771, 




649. .780, 810. .884, 814. .885, 817. .885 


, 880. .963, 885. .965, 




886. . 954 






Seq. No. 


50106 


Seq. ID 


OJ000328_06.0419.C14 


Gene No. 


106466 


Strand 




Start 


649 


End 


2159 


Name 


OJ000328 06.0419.C14.ol.gs 


Method 


GENSCAN 


Start 


649 


End 


2159 


GI 


none 


Score 


. 6 


Exons 


649. .954, 988. .1148, 2083.. 


2159 




Seq. No. 


50107 


Seq. ID 


OJ000328_06.0419.C15 


Gene No. 


106467 


Strand 


+ 


Start 


140 


End 


438 


Name 


OJ000328 06.0419.C15.ol.gs 


Method 


GENSCAN 


Start 


140 


End 


438 


GI 


none 


Score 


.85 


Exons 


140. .265, 334. .438 






Seq. No. 


50108 


Seq. ID 


OJ000328_06.0419.C16 


Gene No . 


106468 


Strand 


+ 


Start 


1 


End 


3313 


Name 


OJ000328 06.0419.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3313 


GI 


7486520 


Score 


432 


Exons 


1..61, 1654. .1782, 2019. .2155, 2363. .2484, 2593.-2667, 




3235. .3313 






GI Descrip. 


hypothetical protein F6H11. 


180 - Arabidopsis thaliana 




gi I 2827716 lemb |CAA16689.1| 


(AL021684) 


predicted protein 




[Arabidopsis thaliana] 






Seq. No. 


50108 


Seq. ID 


OJ000328_06.0419.C16 


Gene No. 


106468 


Strand 


+ 


Start 


1 


End 


3313 


Name 


OJ000328 06.0419.C16.ol.gs 


Method 


GENSCAN 


Start 


264 


End 


2484 


GI 


none 


Score 


.65 


Exons 


264. .604, 1654. .1782, 2380. 


.2484 




Seq. No. 


50108 


Seq. ID 


OJ000328_06.0419.C16 


Gene No . 


106468 


Strand 


+ 


Start 


1 


End 


3313 


Name 


OJ000328 06.0419.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


1729 


End 


3279 


GI 


none 


Score 


68 


Exons 


1729. .1782, 1735. .1782, 2017. .2118, 2023. .2118, 2354. .2485, 




2357. .2485, 2377. .2490, 2386. .2487, 2607. .2663, 2608. .2682, 




3232.. 3267, 3235. .3279 






Seq. No. 


50109 


Seq. ID 


OJ000328_06.0419.C17 


Gene No. 


106469 


Strand 




Start 


2128 


End 


2396 


Name 


OJ000328 06.0419.C17.ol.gs 


Method 


GENSCAN 



51676 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2128 
none 

2128.. 2291, 2343.-2396 



End 
Score 



2396 
.46 



50110 Seq. ID OJ000328_06 . 04 19 . C18 

106470 Strand + 

2944 End 3470 

OJ000328_06.0419.C18.ol.gp Method AAT/GAP 

2944 End 3470 

5867_1.R1084 Score 136 

2944.. 2963, 3368.. 3470 

•4 64 98 6/spl P35132|UBC9_ARATH 5,0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 





Seq. No. 


50110 






Seq. ID 


OJ000328_06.0419 


.C18 




Gene No. 


106471 






Strand 








Start 


2470 






End 


4438 






Name 


OJ000328 06 


.0419. 


C18.ol.gs 


Method 


GENSCAN 






Start 


2470 






End 


3090 






GI 


none 






Score 


.97 




%J 
r n 


Exons 


2470. .3090 












i U 


Seq. No. 


50110 






Seq. ID 


OJ000328JD6.0419 


.C18 




Gene No. 


106471 






Strand 








Start 


2470 






End 


4438 




iy 


Name 


OJ000328 06 


.0419. 


C18 .ol .np 


Method 


AAT/NAP 






Start 


2697 






End 


4438 






GI 


5731257 






Score 


209 






Exons 


2697. .2931, 


3057. 


.3124, 4418. 


.4438 






f 1 


GI Descrip. 


(AF165924) 


auxin- 


■induced basic helix- 


loop-helix transcription 






factor [Gossypium hirsutum] 










Seq. No. 


50110 






Seq. ID 


OJ000328_06.0419 


.C18 




Gene No. 


106471 






Strand 








Start 


2470 






End 


4438 




2 St, 

s 5 


Name 


OJ000328 06 


.0419. 


CIS. ol.tc 


Method 


TBLASTX: Cress 




■a ss- 


Start 


2734 






End 


2955 






GI 


none 






Score 


189 






Exons 


2734. .2955, 


2735. 


.2926 










Seq. No. 


50110 






Seq. ID 


OJ000328_06.0419 


.C18 




Gene No. 


106471 






Strand 








Start 


2470 






End 


4438 






Name 


OJ000328 06 


.0419. 


C18.ol.ts 


Method 


TBLASTX : Soybean 






Start 


2734 






End 


2926 






GI 


none 






Score 


260 






Exons 


2734. .2925, 


2735. 


.2926 










Seq. No. 


50110 






Seq. ID 


OJ000328_06.0419 


.C18 




Gene No. 


106471 






Strand 








Start 


2470 






End 


4438 






Name 


OJ000328 06 


.0419. 


C18.ol.tm 


Method 


TBLASTX: Maize 





51677 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2743 End 3094 

none Score 284 

2743. .2958, 2744. .2929, 2789. .3007, 3032. .3094, 3052. .3093 



50110 

106471 

2470 

OJ000328_06.0419.C18 .o2.gs 

3926 

none 

3926. .4108 



Seq. ID OJ000328_06.0419.C18 
Strand 

End 4438 

Method GENSCAN 

End 4108 

Score .41 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50111 
106472 
215 

OJ000328_06.0419.C19.ol.gp 
215 

54565 1.R1084 



Seq. ID OJ000328_06.0419.C19 
Strand 

1622 
AAT/GAP 
1622 
791 



End 

Method 
End 
Score 

215. .557, 1290.. 1438, 1575.. 1622 

, 4314370/gb|AAD15581| 1.0e-10 (AC006340) hypothetical protein 
[Arabidopsis thaliana] ' 



50111 

106472 

215 

OJ000328_06.0419.C19.ol.gs 

439 

none 

439. .557, 1290. .1307 



Seq. ID OJ000328_06.0419.C19 
Strand 

End 1622 

Method GENSCAN 

End 1307 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



50111 
106472 
215 

OJ000328_06.0419.C19.ol.np 
468 

4314370 
468. .557, 1290. .1372 

(AC006340) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000328_06.0419.C19 
Strand 

1622 
AAT/NAP 
1372 
81 



End 

Method 

End 

Score 



50112 

106473 

389 

OJ000328_01 . 04 19 . C7 . ol . gp 
389 

17542 1.R1084 



Seq. ID OJ000328_01.0419.C7 

Strand + 

End 1537 

Method AAT/GAP 

End 1537 

Score 1221 



389. .490, 567. .702, 1094. .1537 

, 2827528/emb|CAA16536.1| 2.0e-10 (AL021633) predicted protein 
[Arabidopsis thaliana] 1 



50112 

106473 

389 

OJ000328_01.0419.C7.ol.gs 

595 

none 

595. .702, 1094. .1240 



Seq. ID OJ000328_01.0419.C7 

Strand + 

End 1537 

Method GENSCAN 

End 1240 

Score .57 



51678 



Seq. No. 50112 

Gene No. 106474 

Start 4491 

Name OJ000328_01 . 04 19 . C7 . ol . tm 

Start 392 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C7 

Strand + 

End 5685 

Method TBLASTX : Mai ze 

End 1245 

Score 164 



392. .490, 393. .491, 393. .491, 394. .504, 550. .705, 550. .702, 
566. .718, 1091. .1216, 1091. .1186, 1172. .1240, 1186. .1245, 
1186. .1236 



Seq. No. 50112 

Gene No. 106474 Strand 

Start 4491 End 

Name OJ000328_01 . 04 19 . C7 . ol . tc Method 

Start 1081 End 

GI none Score 

Exons 1081.. 1119, 1082.. 1249, 1180.. 1245 



Seq. ID OJ000328_01.0419.C7 



+ 

5685 

TBLASTX: Cress 

1249 

237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50112 Seq. ID 

106474 Strand 

4491 End 

OJ000328_01 . 04 19 . C7 . o2 . gs Method 

4 4 91 End 

none Score 

4491. .4646, 5518. .5685 



OJ000328_01.0419.C7 
+ 

5685 
GEN SCAN 
5685 
.59 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_ 
+ 

5685 
AAT/NAP 
5627 
154 



01. 0419. C7 



50112 
106474 
4491 

OJ000328_01.0419.C7.ol.np 
4503 
7433000 
4503. .4646, 5518. .5627 

pollen-specific protein homolog F24A6.80 - Arabidopsis thaliana 
gi I 4454012 |emb'|CAA23065- 1| (AL035396) Pollen-specific protein 
precursor like [Arabidopsis thaliana] gi | 7269375 | emb | CAB81335 . 1 | 
(AL161563) Pollen-specific protein precursor like [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_01.0419.C8 
+ 



2905 
AAT/NAP 
2899 
1462 



50113 
106475 
1 

OJ000328_01.0419.C8.ol.np 
1 

6907083 

1..81, 445. .583, 1265. .1634, 
2794. .2899 

(AP001129) ESTs AU082304 (C61278) ,C93463 (C50982) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, BAC clone F24A6, Pollen-specific protein 
precursor like. (AL035396) [Oryza sativa] 



1829. .2194, 2307. .2385, 2496.-2695, 



50113 Seq. ID 

106475 Strand 

1 End 

OJ000328JD1 . 04 19 . C8 . ol . gs Method 

457 End 



OJ000328_01.0419.C8 
+ 

2905 

GENSCAN 

2905 



51679 




GI 


none 








Score 


.94 


Exons 


457. .583, 1265.. 


1634, 1829.. 


2194, 2307 


..2385, 2496. .2695, 




2794. .2905 












Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106476 








Strand 


+ 


Start 


5144 








End 


8804 


Name 


OJ000328 01 


.0419 


.C8.o2. 


np 


Method 


AAT/NAP 


Start 


5144 








End 


8801 


GI 


4836896 








Score 


2982 


Exons 


5144. .5519, 


5737 


. .6277, 


6314 


. .8801 




GI Descrip. 


(AC007369) 


Similar to RNA helicases [Arabidopsis thaliana] 


Seq. No. 


50113 








q^rr to 


OJ000^28 01 0419 P8 




106476 








on emu. 


+ 


Start 


5144 










8ft 04 

O O \J *± 


Name 


OJ000328 01 


. 0419 


. C8 . o3 . 




Mp* t" Y) nH 

L JC L. 1 L\J\Ji 




Start 


6085 










8804 

O O \J *i 


GI 


none 








Q c y~ & 


8 


Exons 


6085. .6712, 


6727 


. .7826, 


7872 


. .8804 




Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419 


.C8 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


13 








End 


2024 


GI 


none 








Score 


83 


Exons 


13.. 72, 424 


. .579 


, 444.. 


536, 


444 . .584, 


445. .588, 1263. .1487, 




1264. .1488, 


1462 


. .1635, 


1491 


..1637, 18 


26. .2020, 1827. .2024 


Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


448 








End 


2165 


GI 


none 








Score 


204 


Exons 


448. .588, 450. .584, 1251. .14 


87, 1263.. 


1475, 1264.. 1488, 




1462. .1635, 


1490 


. .1618, 


1491 


..1634, 1805. .2059, 1826. .2164, 




1827. .2165 












Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gphp No 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419 


.C8.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1263 








End 


1490 


GI 


none 








Score 


314 


Exons 


1263. .1490, 


1264 


. .1488 








Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1826 








End 


2692 


GI 


none 








Score 


77 


Exons 


1826. .1873, 


1827 


. .1913, 


1937 


..2041, 1938. .2039, 2085. .2195, 




2114. .2194, 


2308 


. .2391, 


2492 


..2692, 2496. .2612 



51680 




Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


44 64 








End 


5964 


Name 


OJ000328 01 


.0419. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1938 








End 


2528 


GI 


none 








Score 


373 


Exons 


1938. .2195, 


1946. 


.2194, 


2302. 


.2385, 2304.. 2387, 2307.. 2387 




2308. .2388, 


2495. 


.2527, 


2496. 


.2528 




Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2027 








End 


2696 


GI 


none 








Score 


189 


Exons 


2027. .2194, 


2028. 


.2195, 


2263. 


.2385, 2300.. 2374, 2308.. 2391 




2495. .2695, 


2496. 


.2696 








Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419. 


C8.o4. 


tm 


Method 


TBLASTX : Maize 


Start 


2495 








End 


2896 


GI 


none 








Score 


316 


Exons 


2495. .2695, 


2496. 


.2696, 


2792. 


.2848, 2795.. 2896 


Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106477 








Strand 




Start 


4464 








End 


5964 


Name 


OJ000328 01 


.0419. 


C8.o2. 


gs 


Method 


GENS CAN 


Start 


4464 








End 


5964 


GI 


none 








Score 


.58 


Exons 


4464. .4533, 


5327. 


.5440, 


5660. 


.5964 




Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6816 








End 


7520 


GI 


none 








Score 


453 


Exons 


6816. .7352, 


6821. 


.7108, 


7175. 


.7348, 7373. .7513, 7374. .7520 


Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6879 








End 


8075 


GI 


none 








Score 


203 


Exons 


6879. .7127, 


6905. 


.7117, 


7155. 


.7352, 717 


8. .7363, 7370. .7573 




7377. .7574, 


7584. 


.7619, 


7674. 


.7847, 7842. .8075 


Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


6882 








End 


7205 


GI 


none 








Score 


187 



51681 




Exons 


6882. .7127, 


6896. 


.7120, 


7155. 


.7205 




Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7211 








End 


7988 


GI 


none 








Score 


118 


Exons 


7211. .7348, 


7218. 


.7352, 


7373. 


.7534, 7374. .7574, 7674. .7847 




7842. .7988 












Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7236 








End 


8066 


GI 


none 








Score 


79 


Exons 


7236. .7412, 


7389. 


.7610, 


7689. 


.7844, 7857. .8066, 7925. .8008 


Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106478 








Strand 




Start 


6816 








End 


8095 


Name 


OJ000328 01 


.0419. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


7842 








End 


8095 


GI 


none 








Score 


229 


Exons 


7842. .8021, 


7842. 


.8012, 


7916. 


.8017, 8018. .8095, 8019. .8093 




8020. .8094 












Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106479 








Strand 




Start 


8076 








End 


8804 


Name 


OJ000328 01 


.0419. 


C8.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


8076 








End 


8198 


GI 


none 








Score 


188 


Exons 


8076. .8198, 


8078. 


.8140 








Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106479 








Strand 




Start 


8076 








End 


8804 


Name 


OJ000328 01 


.0419. 


C8.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8096 








End 


8761 


GI 


none 








Score 


197 


Exons 


8096. .8140, 


8097. 


.8276, 


8170. 


.8247, 8249. .8275, 8340. .8684 




8379. .8759, 


8411. 


.8761 








Seq. No. 


50113 








Seq. ID 


OJ000328_01.0419.C8 


Gene No. 


106479 








Strand 




Start 


8076 








End 


8804 


Name 


OJ000328 01 


.0419. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8379 








End 


8804 


GI 


none 








Score 


447 


Exons 


8379. .8804, 


8426. 


.8797 








Seq. No. 


50114 








Seq. ID 


OJ000328_01.0419.C9 


Gene No. 


106480 








Strand 


+ 


Start 


490 








End 


774 


Name 


OJ000328 01 


.0419. 


C9.ol. 


gs 


Method 


GENSCAN 



51682 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



490 
none 

490. .554, 615. 



End 774 
Score .84 



.774 



OJ000328 01. 0419. C9 



50114 Seq. ID 

106481 Strand 
318 End 1667 

OJ000328_0 1 . 04 1 9 . C9 . ol . np Method AAT/NAP 

318 End 1667 

6069646 Score 503 

318. .1294, 1627. .1667 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



50114 

106481 

318 

OJ000328_01.0419.C9.ol.tm 

367 

none 



Seq. ID OJ000328_01.0419.C9 
Strand 

End 1667 

Method TBLASTX: Maize 

End 919 

Score 44 



367. .531, 415. .537, 553. .783, 593. .784, 796. .906, 797. .919 



50114 

106481 

318 

OJ000328_01.0419.C9.ol.tw 

592 

none 



Seq. ID OJ000328_01.0419.C9 
Strand 
End 

Method 
End 
Score 



1667 

TBLASTX: Wheat 

852 

95 



592. .780, 593. .784, 629. .784, 765. .803, 799. .852 



50114 

106481 

318 

OJ000328_01.0419.C9.o2.tm 

937 

none 

937.. 1062, 1087. .1212, 1216. 



Seq. ID OJ000328_01.0419.C9 



Strand 
End 

Method 
End 
Score 
.1278 



1667 

TBLASTX: Maize. 

1278 

45 



OJ000328 01.0419.C11 



50115 Seq. ID _ 

106482 Strand 
373 End 805 

OJ000328_01.0419.Cll.ol.np Method AAT/NAP 
373 End 805 

862343 Score 88 

373. .463, 642. .805 

(L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 |prf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 50116 Seq. ID 

Gene No. 106483 Strand 

Start 125 End 

Name OJ000328_01 .0419. C12 . ol . gs Method 



OJ000328_01.0419.C12 
+ 

2436 
GENSCAN 



51683 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



125 
none 

125. .127, 2218. .2436 

50117 

106484 

226 

OJ000328_01 .0419. C13 . ol . gs 

226 

none 



End 
Score 



2436 
.68 



Seq. ID OJ000328_01.0419.C13 

Strand + 

End 2357 

Method GENSCAN 

End 2239 

Score .77 



226. .250, 1068. .1186, 1311. .1388, 2006. .2239 



50117 Seq. ID 

106484 Strand 

226 End 

OJ000328_01 . 04 1 9 . C13 . ol . gp Method 

575 End 

LIB3434-045-P1-K1-B12 Score 
575.. 682, 1068.. 1167 

' 4467117/emb | CAB37551 | 8.0e-19 (AL035538) hypothetical protein 
[Arabidopsis thaliana] 1 



OJ000328_01.0419.C13 
+ 

2357 
AAT/GAP 
1167 
350 



50117 

106484 

226 

OJ000328_01.0419.C13.ol.tm 

575 

none 



Seq. ID OJ000328_01.0419.C13 

Strand + 

End . 2357 

Method TBLASTX : Maize 

End 2357 

Score 110 



575. .685, 575. .685, 577. .687, 1064. .1222, 1066. .1191, 

1307. .1387, 1308. .1412, 1308. .1391, 1992. .2120, 1994. .2230, 

2005. .2235, 2005. .2226, 2274. .2357, 2274. .2309 



50117 Seq. ID 

106484 Strand 
226 End 
OJ000328_01.0419.C13.ol.np Method 
576 End 
7485853 Score 
576. .691, 978. .1192 

hypothetical protein F20D10.230 - Arabidopsis thaliana 
gi|4467117|emb|CAB37551.1| (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270794 | emb | CAB80476 . 1 | (AL161592 
hypothetical protein [Arabidopsis thaliana] 



OJ000328_01.0419.C13 
+ 

2357 
AAT/NAP 
1192 
206 



50118 
106485 
1 

OJ000328_01.0419.C15.ol.np 
1 

99741 

1..56, 323. .546, 917 
P-glycoprotein pgpl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1369, 1592.. 1970, 2085.. 2885 
Arabidopsis thaliana 



OJ000328_01.0419.C15 
+ 

2885 
AAT/NAP 
2885 
875 



50118 Seq. ID 

106485 Strand 
1 End 

OJ000328 01.0419.C15.ol.tm Method 



OJ000328_01.0419.C15 
+ 

2885 

TBLASTX: Maize 



51684 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5 End 2881 

none Score 61 

5. .67, 316. .453, 463. .549, 916. .978, 917. .1195, 1051. .1158, 
2087. .2881, 2260. .2544 



50118 

106485 

1 

OJ000328_01.0419.C15.o2.ts 
5 

none 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method TBLASTX : Soybean 

End 2881 

Score 56 



5. .58, 316. .438, 2087. .2881, 2290. .2544, 2677. .2880 



50118 
106485 
1 

OJ000328_01.0419.C15.o2.tc 
5 

none 

5. .67, 5. .67, 315. .527, 319. .549, 319. .549, 2087. .2758, 
2087. .2194, 2786. .2881, 2789. .2881, 2797. .2880 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method TBLASTX: Cress 

End 2881 

Score 73 



Seq. No. 
=~ Gene No. 
f? Start 
Z Name 
r * Start 

y gi 

3 Exons 

t; Seq. No. 

* Gene No. 

LI Start 

Name 

1 Start 

j GI 

~7 Exons 

3 Seq. No. 
3 Gene No. 
3 Start 

Name 
. .Start 

GI 

Exons 



50118 

106485 

1 

OJ000328_01.0419.C15.ol.gs 

430 

none 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method GENSCAN 

End 2818 

Score .52 



430. .546, 917. .1269, 1544. .1629, 2085. .2818 



50118 

106485 

1 

OJ000328_01.0419.C15.ol.tc 

913 

none 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method TBLASTX: Cress 

End 1240 

Score 65 



913. .1128, 914. .1240, 916. .1191, 965. .1201 



50118 

106485 

1 

OJ000328_01.0419.C15.ol.ts 

916 

none 

916. .1233, 917. .1234 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method TBLASTX : Soybean 

End 1234 

Score 344 



Seq. No. 50118 

Gene No. 106485 

Start 1 

Name OJ000328_01 . 0419 . C15 . ol . tw 

Start 919 

GI none 

Exons 919.. 1158, 920.. 1162 

Seq. No. 50119 

Gene No. 106486 

Start 1 



Seq. ID OJ000328_01.0419.C15 

Strand + 

End 2885 

Method TBLASTX : Wheat 

End 1162 

Score 300 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 120 



51685 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

=j Seq. No. 
!f Gene No. 
3 Start 
n Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 



OJ000328_01 . 04 19 . C16 . ol . np Method AAT/NAP 
1 End 120 

1196996 Score 183 

1. .120 

(J01829) unknown protein [Transposon TnlO] 



50119 

106487 

2000 

OJ000328_01.0419.C16.o2.gs 

2000 

none 

2000. .2334, 2390. .2774 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 2774 

Method GENSCAN 

End 2774 

Score .77 



50119 
106487 
2000 

OJ000328_01.0419.C16.o2.np 
2000 
6143895 
2000.. 2309, 2360.. 2645 

(AC010718) nodulin-like protein [Arabidopsis thaliana] 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 2774 

Method AAT/NAP 

End 2645 

Score 328 



50119 

106488 

4511 

OJ000328_01.0419.C16.ol.tc 
80 

none 

80. .238, 82. .237 

50119 

106488 

4511 

OJ000328_01.0419.C16.ol.tm 

2448 

none 

2448. .2603, 2449. .2577 

50119 

106488 

4511 

OJ000328_01.0419.C16.o3.gs 

4511 

none 

4511. .4533, 5052. .5195 

50120 

106489 

174 

OJ000328_01.0419.C17.ol.gs 

174 

none 

174. .273, 318. .395, 494. .588 

50120 
106490 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 5195 

Method TBLASTX : Cress 

End 238 

Score 202 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 5195 

Method TBLASTX : Maize 

End 2 603 

Score 139 



Seq. ID OJ000328_01.0419.C16 
Strand 

End 5195 

Method GENSCAN 

End 5195 

Score .55 



Seq. ID OJ000328_01.0419.C17 

Strand + 

End 588 

Method GENSCAN 

End 588 

Score .75 



Seq. ID OJ000328_01.0419.C17 
Strand + 



51686 



Start 1012 End 1113 

Name OJ000328_01.0419.C17.ol.gp Method AAT/GAP 

Start 1012 . End 1113 

GI LIB3477-003-P1-K1-E9 Score 118 

Exons 1012. . 1113 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50120 Seq. ID 

106491 Strand 
3239 End 
OJ000328_01.0419.C17.o2.gs Method 
3239 End 
none Score 
3239.. 3301, 3455. .3536, 4098. .4168 

50121 Seq. ID 

106492 Strand 
14 61 End 
OJ000328_01 . 0419 .C18 . ol . gs Method 
14 61 End 
none Score 
1461. .1778 



OJ000328_01.0419.C17 
+ 

4168 
GENSCAN 
4168 
.52 



OJ000328_01.0419.C18 
+ 

1778 
GENSCAN 
1778 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50121 Seq. ID 

106493 Strand 

587 End 

OJ000328_01.0419.C18.ol.gp Method 

587 End 

LIB3433-050-P1-K1-E5 Score 



OJ000328_01.0419.C18 

3024 
AAT/GAP 
3024 
848 



587. .768, 1051. .1143, 2601. .2748, 2986. .3024 

1 44 68813/emb | CAB38214 | 2.0e-10 (AL035601) putative protein 

[Arabidopsis thaliana] 1 



~3 


Seq. No. 


50121 








Seq. ID 


OJ000328_01.0419.C18 




Gene No. 


106494 








Strand 






Start 


3766 








End 


5638 




Name 


OJ000328 01. 


.0419. 


,C18.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3722 








End 


4054 




GI 


none 








Score 


171 




Exons 


3722. .4045, 


3763. 


. .4044, 


3875. 


.4054 






Seq. No. 


50121 








Seq. ID 


OJ000328_01.0419.C18 




Gene No. 


106494 








Strand 






Start 


3766 








End 


5638 




Name 


OJ000328 01. 


.0419. 


.C18.01 


.tc 


Method 


TBLASTX: Cress 




Start 


3742 








End 


4325 




GI 


none 








Score 


98 




Exons 


3742. .3972, 


3755. 


, .4057, 


3763. 


.4296, 3764. .4228, 4083. .4325 




Seq. No. 


50121 








Seq. ID 


OJ000328_01.0419.C18 




Gene No. 


106494 








Strand 






Start 


3766 








End 


5638 




Name 


OJ000328 01. 


.0419. 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3746 








End 


3984 




GI 


none 








Score 


183 



51687 




Exons 


3746. .3973, 3760. .3984, 


3766. 


.3984 




Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


nice 
3/DO 




End 


5638 


Name 


OJ000328 01.0419.C18.ol 


.np 


Method 


AAT/NAP 


Start 


3766 




End 


5638 


GI 


4263522 




Score 


1285 


Exons 


3766.. 5523, 5613.. 5638 








GI Descrip. 


(AC004044) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


3766 




End 


5638 


Name 


ojuuuozo ui . U4 i y . Llo . OZ 


gp 


Method 


AAT/GAP 


Start 


3943 




End 


4409 


GI 


uC-osflcyp022b01bl 




Score 


906 


Exons 


3943. .4409 








GI Descrip. 


, 2245038/emb|CAB10457.1 


6 . Oe 


-49 (Z97342) hypothetical protein 




[Arabidopsis thaliana] 1 








Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


3766 




End 


5638 


Name 


OJ000328 01.0419.C18.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


3985 




End 


4524 


GI 


none 




Score 


59 


Exons 


3985.-4524, 3986. .4069, 


4126. 


.4347, 4 


151. .4492 


Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


3766 




End 


5638 


Name 


OJ000328 01.0419.C18.ol 


tm 


Method 


TBLASTX: Maize 


Start 


4114 




End 


4573 


GI 


none 




Score 


521 


Exons 


4114. .4569, 4115. .4573 








Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


3766 




End 


5638 


Name 


OJ000328 01.0419.C18.ol 




Method 


TBLASTX: Wheat 


Start 


4462 




End 


5274 


GI 


none 




Score 


156 


Exons 


4462. .4911, 4469. .4897, 


4522. 


.4638, 4912. .5082, 4981. .5082, 




5095. .5274, 5117. .5233 








Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 


Gene No. 


106494 




Strand 




Start 


3766 




End 


5638 


Name . 


OJ000328 01.0419.C18.o2 


tc 


Method 


TBLASTX: Cress 


Start 


4483 




End 


5391 


GI 


none 




Score 


61 


Exons 


4483. .4614, 4484. .4618, 


4522. 


.4785, 4597. .4899, 4598. .4771, 




4606. .5088, 4846. .5088, 


4877. 


.5008, 4912. .5016, 4912. .5082, 




4999. .5088, 5098. .5277, 


5107. 


.5370, 5161. .5349, 5188. .5391 


Seq. No. 


50121 




Seq. ID 


OJ000328_01.0419.C18 



51688 



Gene No. 106494 

Start 3766 

Name OJ000328_01. 0419.C18 .o3. 

Start 4546 

GI none 

Exons 4546.. 4596, 4552.. 4902, 
5203. .5355 



ts 



Strand 
End 

Method 

End 

Score 



5638 

TBLASTX : Soybean 

5356 

61 



4573.. 4773, 4903.. 5073, 5201.. 5356, 



Seq. No. 50121 
Gene No. 106494 
Start 3766 

Name OJ000328_01 . 0419 . C18 . o2 . 

Start 4573 
GI none 

Exons 4573.-4923, 4573.. 4683, 

4606. .4854, 4903. .5091, 
5056. .5184, 5086. .5262, 



tm 



4574, 
4906. 



Seq. ID OJ000328_01.0419.C18 
Strand 

End 5638 

Method TBLASTX: Maize 

End 5355 

Score 104 

.4762, 4576. .5070, 4582. .4803, 
.4995, 4909.. 5094, 5005. .5097, 



5089. .5265, 5089.. 5262, 5194. .5355 



Seq. No. 50122 

Gene No. 1064 95 

Start 3167 

Name 0 J00 0 32 8_0 1 . 0 4 1 9 . CI 9 . o2 . 

Start 3167 

GI none 

Exons 3167.. 3247, 4362.. 5168 



gs 



Seq. ID OJ000328_01.0419.C19 

Strand + 

End 5168 

Method GENSCAN 

End 5168 

Score .52 



Seq. No. 50122 

Gene No. 106496 

Start 4822 

Name 0 J000328_01 . 04 1 9 . CI 9 . ol , 

Start 4822 

GI 2312241 

Exons 4822.. 5189 

GI Descrip. 2827528/emb | CAA16536 . 1 | 
[Arabidopsis thaliana] 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_01.0419.C19 

5189 
AAT/GAP 
5189 
491 



2.0e-10 (AL021633) predicted protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50122 

106497 

6750 

OJ000328_01.0419.C19.o2. 
6750 

77434_1.R1084 
6750. .6825 

' 2827528/emb | CAA16536. 1 | 
[Arabidopsis thaliana] 1 

50122 

106498 

9821 

OJ000328_01.0419.C19.o3. 

9821 

2312241 

9821. .10169 

2827528/emb|CAA16536.1| 
[Arabidopsis thaliana] 



gp 



Seq. ID OJ000328_01.0419.C19 
Strand 

End 6825 

Method AAT/GAP 

End 6825 

Score 93 



2.0e-10 (AL021633) predicted protein 



Seq. ID OJ000328_01.0419.C19 
Strand 

End 10169 

gp Method AAT/GAP 

End 10169 

Score 630 

2.0e-10 (AL021633) predicted protein 



Seq. No. 



50122 



Seq. ID OJ000328_01.0419.C19 



51689 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



106499 Strand 

12526 End 

OJ000328_01 . 0419 . CI 9 . ol . tm Method 

4440 End 

none Score 



12624 

TBLASTX: Maize 

9574 

136 



4440. .4583, 4465. .4584, 9427. .9573, 9443. .9574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50122 

106499 

12526 

OJ000328_01.0419.C19.ol.ts 

4449 

none 



Seq. ID OJ000328_01.0419.C19 
Strand 

End 12624 

Method TBLASTX: Soybean 

End 10116 

Score 152 



4449. .4760, 4465. .4626, 4663. .4767, 4816. .4992, 4839. .4970, 
4951. .5118, 4956. .5117, 9439. .9786, 9449. .9616, 9653. .9787, 
9802.. 10116, 9839.. 9991, 9950.. 10099 



Seq. No. 50122 

Gene No. 106499 

Start 12526 

Name OJ000328_01 . 0419.C19.ol . tc 

Start 4461 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C19 
Strand 

End 12624 

Method TBLASTX : Cress 

End 1Q110 

Score 114 



4461. .4616, 4662. .4760, 4842. .5111, 9451. .9606, 9652. .9792, 
9841. .10110 



Seq. No. 50122 

Gene No. 106499 

Start 12526 

Name OJ000328_01 . 0419 . CI 9 . o4 . gs 

Start 12526 

GI none 

Exons 12526. .12624 



Seq. ID OJ000328_01.0419.C19 
Strand 

End 12624 

Method GEN SCAN 

End 12624 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



50123 

106500 

371 

OJ000328_01.0419.C21.ol.gs 

371 

none 



Seq. ID OJ000328_01.0419.C21 

Strand + 

End 2575 

Method GENSCAN 

End 2347 

Score .9 



371. .456, 492. .873, 1092. .1175, 1657. .1782, 1859. .1926, 
2009. .2078, 2282. .2347 



50123 

106500 

371 

0 JO 0 0 3 2 8_0 1 . 0 4 1 9 . C 2 1 . o 1 . np 
440 

6899898 



Seq. ID OJ000328_01.0419.C21 

Strand + 

End 2575 

Method AAT/NAP 

End 2575 

Score 531 



440. .681, 820. .873, 1092. .1175, 1657. .1782, 1859. .1926, 

2009. .2078, 2282. .2347, 2459. .2575 

(AL138642) putative protein [Arabidopsis thaliana] 



50123 

106500 

371 

OJ000328 01.0419.C21.ol.tm 



Seq. ID OJ000328_01.0419.C21 

Strand + 

End 2575 

Method TBLASTX : Maize 



51690 



Start 
GI 

Exons 



1607 End 1905 

none Score 206 

1607. .1777, 1656. .1781, 1657. .1785, 1669. .1785, 1856. .1888, 

1859. .1903, 1860. .1895, 1861. .1905, 1861. .1899 



Seq. No. 50124 Seq. ID 

Gene No. 106501 Strand 

Start 516 End 

Name OJ000328_01. 0419.C23.ol .gs Method 

Start 516 End 

GI none Score 

Exons 516.. 1034 



OJ000328_01.0419.C23 
+ 

1034 
GENSCAN 
1034 
1 



□ 



Seq. No. 50125 Seq. ID 

Gene No. 106502 Strand 

Start 1 End 94 8 

Name OJ000328_01 . 0419.C24 . ol .np Method AAT/NAP 

Start 1 End 94 8 

GI 6573748 Score 139 

Exons 1..175, 903.. 948 

GI Descrip. (AC009398) F20B24.12 [Arabidopsis thaliana] 



OJ000328 01.0419.C24 



Seq. No. 50125 Seq. ID 

Gene No. 106502 Strand 

Start 1 End 

Name OJ000328_01 . 0419. C24 . ol . gs Method 

Start 8 End 

GI none Score 

Exons 8.. 175, 896.. 902 



%3 Seq. No. 50126 Seq. ID 

[U Gene No. 106503 Strand 

' s ~ Start 3033 End 

L Name OJ000328_01 . 0419.C25 . o2 .gs Method 

:'i Start 3033 End 

GI none Score 

K~ Exons 3033.. 3275 



OJ000328_01.0419.C24 
948 

GENSCAN 

902 

.53 



OJ000328_01.0419.C25 

3275 
GENSCAN 
3275 
.52 



Seq. No. 50127 Seq. ID 

Gene No. 106504 Strand 

Start 14 End 

Name OJ000328_01 . 04 1 9 . C2 6 . ol . gs Method 

Start 14 End 

GI none Score 

Exons 14.. 241 



OJ000328_01.0419.C26 
241 

GENSCAN 

241 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50128 Seq. ID 

106505 Strand 

4 36 End 

OJ000328_0 1 . 04 1 9 . C28 . ol . gs Method 

4 36 End 

none Score 



OJ000328_01.0419.C28 
+ 

2944 
GENSCAN 
2944 
.81 



436. .477, 632. .658, 758. .820, 2290. .2368, 2907. .2944 



50128 

106505 

436 



Seq. ID OJ000328_01.0419.C28 
Strand + 
End 2944 



51691 



Name OJ000328_01 . 0419 . C28 . ol . np Method AAT/NAP 

Start 436 End 2509 

GI 4185140 Score 277 

Exons 436. .477, 632. .658, 758. .820, 2290. .2368, 2457. .2509 

GI Descrip. (AC005724) putative small nuclear ribonucleoprotein E 
[Arabidopsis thaliana] 



Seq. No. 


50128 








Seq. ID 


OJ000328_ 


_01 


0419 


.C28 


Gene No. 


106505 








Strand 


+ 








Start 


436 








End 


2944 








Name 


OJ000328 01 


0419. 


C28.ol 


gp 


Method 


AAT/GAP ■ 








Start 


2344 








End 


2910 








GI 


2801035 








Score 


882 








Exons 


2344. .2502, 


2589. 


.2910 














Seq. No. 


50128 








Seq. ID 


OJ000328_ 


_01 


0419 


.C28 


Gene No. 


106506 








Strand 


+ 








Start 


4426 








End 


6819 








Name 


OJ000328 01 


0419. 


C28.o3 


gs 


Method 


GENSCAN 








Start 


4426 








End 


6819 








GI 


none 








Score 


.91 








Exons 


4426.-4959, 


6352. 


.6483, 


6739. 


. 6819 











Seq. No. 50128 Seq. ID 

Gene No. 106506 Strand 

Start 4426 End 

Name OJ000328_01 . 0419 . C28 . o2 . np Method 

Start 4626 End 

GI 2505879 Score 

Exons 4626. .4726, 4826. .4923, 6233.. 6561 
GI Descrip. 



OJ000328_01.0419.C28 
+ 

6819 
AAT/NAP 
6561 
197 



(Y12776) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 50128 Seq. ID 

Gene No. 106507 Strand 

Start 3437 End 

Name OJ000328_01 . 0419 .C28 . o2 . gs Method 

Start 3437 End 

GI none Score 

Exons 3437.. 4114 



OJ000328_01.0419.C28 

4114 
GENSCAN 
4114 
1 



OJ000328 01.0419.C28 



Seq. No. 50128 Seq. ID 

Gene No. 106508 Strand 

Start 7078 End 7181 

Name OJ000328_01 . 0419 . C28 . o2 . gp Method AAT/GAP 

Start 7078 End 7181 

GI LIB3477-003-P1-K1-E9 Score 153 

Exons 7078.. 7181 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 
sativa] 1 



ALLERGEN 
1 [Oryza 



ORY 



Seq. No. 50129 Seq. ID 

Gene No. 106509 Strand 

Start 1 End 

Name OJ000328_01. 0419.C29.ol.np Method 

Start 1 End 

GI 7267624 Score 



OJ000328_01.0419.C29 
+ 

2117 
AAT/NAP 
1412 
209 



51692 



Exons 1..60, 137. .219, 316. .432, 1094. .1196, 1268. .1412 

GI Descrip. (AL161491) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 50129 

Gene No. 106509 

Start 1 

Name OJ000328_01 . 0419.C29. ol . tw 

Start 322 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C29 



Strand 
End 

Method 

End 

Score 



+ 

2117 

TBLASTX: Wheat 

1419 

164 



322. .450, 323. .433, 1085. .1192, 1092. .1196, 1094. .1201, 
1262. .1387, 1266. .1370, 1356. .1418, 1357. .1419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50129 Seq. ID 

106509 Strand 

1 End 
OJ000328_01.0419.C29.ol.gs Method 

326 End 

none Score 

326. .432, 1094. .1196, 1268. .1937 



OJ000328_01.0419.C2 9 
+ 

2117 
GENS CAN 
1937 
.93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000328_01.0419.C29 
Strand + 
End 2117 
Method TBLASTX : Mai ze 
End 1507 
Score 72 

350. .433, 358.-432, 363.-434, 1085. .1201, 1092. .1196, 
1094. .1201, 1245. .1457, 1262. .1507, 1267. .1461 



50129 

106509 

1 

OJ000328_01.0419.C29.ol.tm 

350 

none 



Seq. No. 50129 Seq. ID OJ000328 

Gene No. 106509 Strand + 

Start 1 End 2117 

Name OJ000328_01 . 0419 . C29 . ol . gp Method AAT/GAP 

Start 1687 End 2117 

GI none Score 441 

Exons 1687.. 1937, 2095.. 2117 



01.0419.C29 



Seq. No. 50130 Seq. ID OJ000328__01 . 0419 . C30 

Gene No. 106510 Strand + 

Start 1850 End 6548 

Name OJ000328_01 . 0419 . C30 . ol . gp Method AAT/GAP 

Start 1850 End 3264 

GI 25787_1.R1084 Score 1185 

Exons 1850. .2174, 2334.. 2433, 2635. .2712, 3004.. 3075, 3163.. 3264 

GI Descrip. ' 4704613/gb | AAD28178 . 1 | AF109695_1 2.0e-54 (AF109695) 
monodehydroascorbate reductase [Brassica juncea] 1 



Seq. No. 50130 

Gene No. 106510 

Start 1850 

Name OJ000328_01 .0419. C30 . ol . gs 

Start 2011 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method GENS CAN 

End 6334 

Score .89 



2011. .2146, 2246. .2433, 2635. .2712, 3004. .3075, 3163. .3281, 
3508. .3592, 3746.-3835, 3918. .4019, 4098. .4274, 4524. .4604, 
5160. .5231, 5311. .5405, 5510. .5568, 5810. .5853, 6203. .6334 



51693 



Seq. No. 50130 

Gene No. 106510 

Start 1850 

Name OJ000328_01 .0419. C30 . ol . np 

Start 2020 

GI 4704613 
Exons 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method AAT/NAP 

End 6319 

Score 1420 



2020. .2174, 2334. .2433, 2635. .2712, 3004. .3075, 3163. .3281, 
3508. .3592, 3746. .3835, 3918. .4019, 4098. .4187, 4524. .4604, 
5160. .5231, 5311. .5405, 5480. .5568, 5665. .5728, 5814. .5853, 
6203. .6319 

GI Descrip. (AF109695) monodehydroascorbate reductase [Brassica juncea] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50130 

106510 

1850 

OJ000328_01.0419.C30.o3.ts 

2284 

none 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method TBLASTX : Soybean 

End 3213 

Score 182 



2284. .2433, 2307. .2441, 2620. .2712, 2628. .2711, 2998. .3081, 
3003. .3104, 3009. .3104, 3157. .3213 



Seq. No. 
□ Gene No. 
3 Start 

Name 
5:! Start 

GI 



Seq. No. 
Gene No. 



50130 

106510 

1850 

OJ000328_01. 

2301 

none 

2301. .2432, 
3156. .3296, 
3746. .3832, 
4097. .4135, 
5302. .5379, 
5477. .5566, 
5791. .5853, 

50130 
106510 



0419.C30.ol.tc 



2320. .2442, 2620. 

3157. .3288, 3502. 

3791. .3835, 3917. 

4523. .4627, 4524. 

5303.. 5407, 5308. 

5481. .5567, 5491. 

5817. .5843, 6200. 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method TBLASTX : Cress 

End 6304 

Score 171 
.2712, 2628. .2711, 2998. 
.3576, 3506. .3592, 3745. 
.4018, 3918. .4004, 4095. .4190, 
.4607, 5154. .5234, 5159. .5227, 
.5400, 5310. .5411, 5472. 
.5568, 5663. .5731, 5664. 
.6268, 6266. .6304 



,3063, 
,3834, 



,5555, 
,5729, 



Seq. ID OJ000328_ 
Strand + 



01.0419.C30 



Start 


1850 










End 


6548 






Name 


OJ000328 01, 


.0419. 


C30.ol 


.tm 


Method TBLASTX: 


Maize 




Start 


2313 










End 


6524 






GI 


none 










Score 


131 






Exons . 


2313. 


.2432, 


2320. 


.2433, 


2321. 


.2431, 


2640. . 


2711, 


2641. 


.2712, 




2644. 


.2712, 


2984. 


.3076, 


2998. 


.3081, 


3003. . 


3080, 


3012. 


.3083, 




3156. 


.3287, 


3156. 


.3296, 


3157. 


.3288, 


3161. . 


3301, 


3496. 


.3591, 




3506. 


.3592, 


3510. 


.3599, 


3510. 


.3593, 


3735. . 


3833, 


3736. 


.3834, 




3746. 


.3832, 


3917. 


.4036, 


3917. 


.4015, 


4095. . 


4190, 


4095. 


.4187, 




4523. 


.4627, 


4524. 


.4607, 


4529. 


.4618, 


5154. . 


5234, 


5160. 


.5270, 




5306. 


.5407, 


5308. 


.5403, 


5308. 


.5409, 


5309. . 


5407, 


5310. 


.5411, 




5480. 


.5566, 


5481. 


.5567, 


5482. 


.5568, 


5655. . 


5726, 


5656. 


.5730, 




5663. 


.5731, 


5664. 


.5738, 


5793. 


.5855, 


5806. . 


5853, 


5810. 


.5878, 




5820. 


.5855, 


6200. 


.6304, 


6200. 


.6340, 


6201. . 


6341, 


6469. 


.6513, 




6471. 


.6524, 


6472. 


.6510 















Seq. No. 
Gene No. 
Start 



50130 

106510 

1850 



Seq. ID OJ000328_01.0419.C30 
Strand + 
End 6548 



51694 



Name 

Start 

GI 

Exons 



OJ000328_01 .0419. C30 . o2 . ts Method TBLASTX : Soybean 
3791 End 5234 

none Score 66 

3791. .3835, 3918. .4004, 3918. .4019, 4095. .4190, 4523.-4627, 
4524. .4607, 5154. .5234, 5156. .5227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50130 

106510 

1850 

OJ000328JU . 04 1 9 . C30 . ol . tw 

4522 

none 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method TBLASTX : Wheat 

End 5522 

Score 62 



4522. .4611, 4523. .4642, 4526. .4618, 5154. .5234, 5155. .5229, 
5160. .5234, 5302. .5409, 5308. .5403, 5310. .5411, 5473. .5520, 
5480.. 5521, 5481.. 5522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50130 . Seq. ID 

106510 Strand 
1850 End 
OJ000328_01.0419.C30.o2.gp Method 
5183 End 
17979_1.R1084 Score 
5183.. 5231, 5311.. 5405, 
6203. .6548 

'5833467/gb|AAD53522.1|AF158602_l 9.0e-53 (AF158602) 
monodehydroascorbate reductase [Zantedeschia aethiopica] ' 



OJ000328_01.0419.C30 
+ 

6548 
AAT/GAP 
6548 
1235 



5480. .5568, 5665. .5727, 5810. .5853, 



50130 

106510 

1850 

OJ000328_01.0419.C30.ol.ts 

5308 

none 



Seq. ID OJ000328_01.0419.C30 

Strand + 

End 6548 

Method TBLASTX : Soybean 

End 6304 

Score 117 



5308. .5400, 5308. .5382, 5322. .5411, 5328. .5408, 5472. .5555, 
5477. .5566, 5481. .5567, 5482. .5574, 5663. .5731, 5664. .5753, 
5817.. 5855, 6200.. 6304 



Seq. No. 
Gene No. 
Start 



01.0419.C31 



is* 

r=i Name 



Start 
GI 

Exons 

GI Descrip. 



50131 Seq. ID OJ000328_ 

106511 Strand + 

711 End 3025 

OJ000328_01.0419.C31.ol.np Method AAT/NAP 
711 End 3025 

7487974 Score 447 

711. .1145, 2408. .2463, 2565. .2707, 2976. .3025 
nodulin-26 homolog F24G24.180 - Arabidopsis thaliana 
gi I 4538967 | emb | CAB39791.il (AL049488) major intrinsic protein 
(MlP)-like [Arabidopsis thaliana] gi | 7267735 | emb | CAB78161 . 1 | 
(AL161517) major intrinsic protein (MlP)-like [Arabidopsis 
thaliana] 



Seq. No. 50131 

Gene No. 106511 

Start 711 

Name OJ000328_01 . 04 19 . C31 . ol . gs 

Start 771 

GI none 

Exons 771.. 1244 



Seq. ID OJ000328_01.0419.C31 

Strand + 

End 3025 

.Method GENSCAN 

End 1244 

Score .88 



51695 



Seq. No. 50131 Seq. ID 

Gene No. 106512 Strand 

Start 2557 End 

Name 0 J000328_01 . 04 19 . C31 . o2 . gs Method 

Start 2557 End 

GI none Score 

Exons 2557.. 2718 



OJ000328_01.0419.C31 

2718 
GENS CAN 
2718 
.98 



Seq. No. 50132 Seq. ID 

Gene No. 106513 Strand 

Start 295 End 

Name OJ000328_01 . 04 19 . C32 . ol . gs Method 

Start 295 End 

GI none Score 

Exons 295.. 345, 1748.. 1801, 2299.. 2514, 2618 
4052. .4207, 4611. .4909 



OJ000328_01.0419.C32 
+ 

4909 
GEN SCAN 
4909 
.69 

. .3037, 3151. .3212, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ly Seq. No. 
= Gene No. 
[g Start 
[I Name 
Start 

;3 Exons 



50132 Seq. ID OJ000328_01 . 04 19 . C32 

106513 Strand + 

295 End 4909 

OJ000328_01. 0419.C32.ol.np Method AAT/NAP 

1248 End -4585 

7487974 Score 515 

1248. .1300, 1867. .1937, 2618. .3037, 3151. .3212, 3446. .3589, 
4537. .4585 

nodulin-26 homolog F24G24.180 - Arabidopsis thaliana 
gi|4538967|emb|CAB39791.1| (AL049488) major intrinsic protein 
(MlP)-like [Arabidopsis thaliana] gi | 7267735 | emb | CAB78161 . 1 | 
(AL161517) major intrinsic protein (MlP)-like [Arabidopsis 
thaliana] 



50132 

106513 

295 

OJ000328_01.0419.C32.ol.gp 

2101 

none 

2101. .2531 



Seq. ID OJ000328_01.0419.C32 

Strand + 

End 4909 

Method AAT/GAP 

End 2531 

Score 805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50132 

106513 

295 

OJ000328_01.0419.C32.ol.tm 

2600 

none 



Seq. ID OJ000328_01.0419.C32 

Strand + 

End 4909 

Method TBLASTX : Maize 

End 3604 

Score 248 



2600. .2941, 2615. .2944, 3002. .3049, 3446. .3604, 3447. .3590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50132 

106513 

295 

OJ000328_01.0419.C32.ol.tc 

2623 

none 



Seq. ID OJ000328_01.0419.C32 

Strand + 

End 4 909 

Method TBLASTX : Cress 

End 3587 

Score 191 



2623.-2823, 2624. .2911, 3447. .3587, 3458. .3565 

50132 Seq. ID OJ000328_01 . 04 19 . C32 



51696 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



106513 Strand + 

295 End 4909 

OJ000328_0.1 . 04 19 . C32 . o2 . gp Method AAT/GAP 
3011 End 3928 

uC-osroM202030bllal Score 853 

3011. .3037, 3151. .3212, 3446. .3603, 3700. .3928 

, 5042430/gb|AAD38269.1|AC006193_25 4.0e-28 (AC006193) Putative 
cytochrome P450 [Arabidopsis thaliana] ' 



50133 Seq. ID 

106514 Strand 

2092 End 

OJ000328_01 . 04 19 . C33 . ol . gs Method 

2092 End 

none Score 



OJ000328_01.0419.C33 
+ 

4608 
GENSCAN 
4563 
.76 



2092. .2140, 3092. .3343, 3716. .4135, 4233.-4294, 4416. .4563 



OJ000328_01.0419.C33 
+ 

4608 
AAT/NAP 
4608 
511 



50133 Seq. ID 

106514 Strand 
2092 End 
OJ000328_01.0419.C33.ol.np Method 
3694 End 
7487974 Score 
3694.. 4135, 4233. .4294, 4416. .4608 

nodulin-26 homolog F24G24.180 - Arabidopsis thaliana 
gi|4538967|emb|CAB39791.1| (AL049488) major intrinsic protein 
(MlP)-like [Arabidopsis thaliana] gi | 7267735 | emb | CAB78161 . 1 1 
(AL161517) major intrinsic protein (MlP)-like [Arabidopsis 
thaliana] 



50133 Seq. ID 

106515 Strand 
5260 End 
OJ000328_01 . 04 19 . C33 . o2 . np Method 
5260 End 
6016874 Score 
5260.. 5391, 6596.. 6627 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ000328_01.0419.C33 
+ 

6627 
AAT/NAP 
6627 
45 



50133 Seq. ID 

106516 Strand 
654 9 End 
OJ000328_01.0419.C33.ol.gp Method 
6549 End 
2801124 Score 
6549. .6759 

5042430/gb|AAD38269.1|AC006193_25 4.0e-28 (AC006193) Putative 

cytochrome P450 [Arabidopsis thaliana] 



OJ000328_01.0419.C33 
+ 

6759 
AAT/GAP 
6759 
312 



50133 

106517 

5395 

OJ000328 

3710 

none 



01.0419.C33.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_01. 0419.C33 
6998 

TBLASTX: Maize 

4560 

238 



51697 




Exons 


3710. .3790, 


3713. 


.4045, 


3802. 


.3912, 3881. .4045, 4027. .4137, 




4232. .4294, 


4233. 


.4295, 


4417. 


.4560 




Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 


5395 








End 


6998 


Name 


OJ000328 01 


.0419. 


C33.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3718 








End 


4557 


GI 


none 








Score 


203 


Exons 


3718. .3921, 


3722. 


.4009, 


4233. 


.4301, 4417. .4557 


Seq. No. 


50133 








beq. id 


nTr\n/T3 0Q ni ri/iiQ no 
UJUUUozo Ui . U4iy .Ljj 


Gene No. 


106517 








Strand 




Start 


5395 








End 


f c\ c\ a 

6998 


Name 


OJ000328 01 


.0419. 


C33.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4233 








End 


4560 


GI 


none 








Score 


75 


Exons 


4233. .4301, 


4417. 


.4560 








Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 


5395 








End 


6998 


Name 


OJ000328 01 


.0419. 


C33.o2 


.gs 


Method 


GEN SCAN 


Start 


5395 








End 


6161 


GI 


none 








Score 


.77 


Exons 


5395. .5688, 


5799. 


.6161 








Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 










End 


6998 


Name 


OJ000328 01 


.0419. 


C33.o3 


.np 


Method 


AAT/NAP 


Start 


5514 








End 


6998 


GI 


5042430 








Score 


445 


Exons 


5514. .5549, 


6575. 


.6998 








GI Descrip. 


(AC006193) 


Putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 


5395 








End 


6998 


Name 


OJ000328 01 


.0419. 


C33.o2 


.tm 


Method 


TBLASTX :Maize 


Start 


5772 








End 


6307 


GI 


none 








Score 


123 


Exons 


5772. .5936, 


5940. 


.6176, 


5945. 


.6181, 6230.. 6307 


Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 


5395 








End 


6998 


Name 


OJ000328 01 


.0419. 


C33.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5945 








End 


6299 


GI 


none 








Score 


220 


Exons 


5945. .6112, 


5949. 


.6137, 


6231. 


.6299 




Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419.C33 


Gene No. 


106517 








Strand 




Start 


5395 








End 


6998 V' 


Name 


OJ000328 01 


.0419. 


C33.o3 


.gs 


Method 


GENS CAN 


Start 


6536 








End 


6976 



51698 



GI 


none 








Score 


1 




Exons 


6536. .6976 














Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419. 


C33 


Gene No. 


106517 








Strand 






Start 


5395 








End 


6998 




Name 


OJ000328 01 


.0419 


.C33.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6542 








End 


6995 




GI 


none 








Score 


176 




Exons 


6542. .6793, 


6555 


. .6869, 


6560. 


.6994, 6936.. 6995 




Seq. No. 


50133 








Seq. ID 


OJ000328_01.0419. 


C33 


Gene No. 


106517 








Strand 






Start 


5395 








End 


6998 




Name 


OJ000328 01 


.0419 


.C33.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6561 








End 


6995 




GI 


none 








Score 


199 




Exons 


6561. .6764, 


6575 


. .6763, 


6746. 


.6994, 6933.. 6995 




Seq. No. 


50133 








Seq. ID 


OJOOOoZo Ul.U4iy. 


C33 


Gene No. 


106517 








Strand 






Start 


5395 








End 


/" n n o 

6998 




Name 


OJ000328 01 


.0419 


C33.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


6561 








End 


C O O *D 

DOOO 




GI 


none 








Score 


one 

295 




Exons 


6561. .6875, 


6578 


.6883 










Seq. No. 


50133 








Seq. ID 


OJ000o2o 01.0419. 


C33 


Gene No. 


106517 








Strand 






Start 


5395 








End 


6998 




Name 


OJ000328 01 


.0419 


C33.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


6617 








End 


6994 




GI 


none 








Score 


93 




Exons 


6617. .6757, 


6621 


.6758, 


6746. 


.6994 






Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419. 


C34 


Gene No. 


106518 








Strand 


+ 




Start 


65 








End 


565 




Name 


OJ000328 01 


.0419 


C34.ol 


-gs 


Method 


GENSCAN 




Start 


65 








End 


565 




GI 


none 








Score 


.63 




Exons 


65. .565 














Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419. 


C34 


Gene No. 


106519 








Strand 


+ 




Start 


5964 








End 


7655 




Name 


OJ000328 01 


.0419 


C34.o3 


. gs 


Method 


GENSCAN 




Start 


5964 






End 


7514 




GI 


none 








Score 


1 




Exons 


5964. .7514 














Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419. 


C34 


Gene No. 


106519 








Strand 


+ 




Start 


5964 








End 


7655 




Name 


OJ000328 01 


.0419 


C34.ol 


. np 


Method 


AAT/NAP 




Start 


. 5988 






End 


7493 




GI 


5042430 








Score 


1164 





51699 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5988. .7493 

(AC006193) Putative cytochrome P450 [Arabidopsis thaliana] 



50134 Seq. ID 

106519 Strand 

5964 End 

OJ000328_01 . 0419 .C34 . o3 . gp Method 

7249 End 

2801124 Score 
7249. .7655 

5042430/gb|AAD38269.1|AC006193_25 4.0e-28 (AC006193) Putative 

cytochrome P450 [Arabidopsis thaliana] 



OJ000328_01.0419.C34 
+ 

7655 
AAT/GAP 
7655 
728 



50134 

106520 

10653 

OJ000328_01.0419.C34.o5.gs 

10653 

none 

10653. .10739, 10789 .. 10935, 
12256. .12375 



Seq. ID OJ000328_01.0419.C34 

Strand + 

End 12375 

Method GEN SCAN 

End 12375 

Score .7 
10943. .11245, 12120. .12200, 



Seq. No. 

r=| Gene No. 

*t Start 

IZ Name 

S fl Start 

fU GI 

fl Exons 

r , ; 

'~t Seq. No. 
Gene No. 
Start 
= Name 
fi Start 

; * Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50134 

106521 

212 

OJ000328_01.0419.C34.ol.gp 

212 

none 

212. .565 

50134 

106522 

3084 

OJ000328_01.0419.C34.o2.gs 

3084 

none 

3084. .3477, 4487. .4500 



50134 

106523 

7048 

OJ000328_01 
7048 
7487055 
7048. .7087, 



0419.C34.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_01.0419.C34 
565 

AAT/GAP 

565 

491 



OJ000328_01.0419.C34 

4500 
GENSCAN 
4500 
.88 



Seq. ID OJ000328_01.0419.C34 
Strand 

End 11204 

Method AAT/NAP 

End 10805 

Score 295 
.9137, 9528. .9703, 



8718. .8817, 8908 
hypothetical protein T16B24.19 - Arabidopsis thaliana 
gi|3402687|gb|AAC28990.1| (AC004697) unknown protein 
[Arabidopsis thaliana] 



10659. .10805 



50134 Seq. ID 

106523 Strand 

7048 End 
OJ000328_01.0419.C34 .o4.gp Method 

8336 End 

45127JL.R1084 Score 
8336. .9003 

M432844/gb|AAD20693| 3.0e-27 (AC006283) unknown protein 



OJ000328_01.0419.C34 

11204 
AAT/GAP 
9003 
1253 



51700 



[Arabidopsis thaliana] ' 



Seq. No. 50134 Seq. ID 

Gene No. 106523 Strand 

Start 7048 End 

Name OJ000328JD1 . 0419. C34 . o5 . gp Method 

Start 10678 End 

GI 3761529 Score 

Exons 10678. .10771, 10915.. 11204 



OJ000328_01 .0419.C34 

11204 
AAT/GAP 
11204 
658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50134 

106524 

12787 

OJ000328_01.0419.C34.o2.ts 
1 

none 



OJ000328 01.0419.C34 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..117, 205. .231, 254. .298, 6354. .6497, 6510. .6629, 6668. .6772, 
6846. .6995, 6860. .6949, 7005. .7262, 7031. .7144, 7251. .7391, 
7289..7387, 7410. .7496 



14470 

TBLASTX: Soybean 

7496 

94 



Seq. No. 

Gene No. 

Start 
?~ Name 
*t Start 
U GI 
[H Exons 



50134 Seq. ID 

106524 Strand 

12787 End 

OJ000328_01 . 04 19 . C34 . o5 . tm Method 

4 End 

none Score 



OJ000328_01.0419.C34 
14470 

TBLASTX: Maize 

6301 

100 



4. .135, 5. .136, 205. .231, 242. .328, 255. .323, 345. .458, 
353. .457, 6099. .6194, 6104. .6202, 6219. .6272, 6233. .6301 



Seq. No. 50134 Seq. ID 

Gene No. 106524 Strand 

Start 12787 End 

Name OJ000328_01 . 04 19 . C34 . ol . tc Method 

Start 7 End 

GI none Score 
Exons 



OJ000328_01.0419.C34 
14470 

TBLASTX: Cress 

7487 

56 



7. .129, 205. .231, 275. .331, 6219. .6272, 6351. .6503, 6356. .6517, 
6497. .6766, 6498.-6773, 6792. .6830, 6837. .7262, 6857. .6949, 
7031. .7210, 7245.-7487, 7283. .7384, 7448. .7480 



C3 Seq. No. 
H Gene No. 

Start 

Name 

Start 

GI 

Exons 



50134 

106524 

12787 

OJ000328_01.0419.C34.o3.tm 

3410 

none 



Seq. ID OJ000328_01.0419.C34 



Strand 
End 

Method 

End 

Score 



14470 

TBLASTX: Maize 

14281 

274 



3410. .3526, 14064. .14279, 14068 .. 14280, 14069. .14281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50134 
106524 
12787 

OJ000328 01.0419.C34.o2.tm 



6351 
none 

6351. .6512, 
6825. .6977, 
7215. .7397 



6362. 
7014. 



.6511, 
,7430, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6509. .6625, 
7014. .7109, 



OJ000328 01.0419.C34 



14470 

TBLASTX: Maize 
7430 
79 

6510. . 6629, 6825. .6980, 
7031. .7216, 7096. .7116, 



51701 




Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419.C34 


Gene No. 










otrana 




Start 


12787 








End 


14470 


Name 


OJ000328 01 


.0419 


.C34.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6768 








End 


7103 


GI 


none 








Score 


182 


Exons 


6768. .7103, 


6846 


. .7076 








Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419.C34 


Gene No . 










ourana 




Start 


12787 








End 


14470 


Name 


OJ000328 01 


.0419 


.C34.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7125 








End 


7496 


GI 


none 








Score 


412 


Exons 


7125. .7496, 


7218 


. .7409, 


7283. 


.7489 




Seq. No. 


50134 








Seq. ID 


OJ000328_01.0419.C34 


Gene No. 


106524 








Strand 




Start 


12787 








End 


14470 


Name 


OJ000328 01 


.0419 


.C34.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


8972 








End 


10887 


GI 


none 








Score 


103 


Exons 


8972. .9079, 


8973 


. .9053, 


9077. 


.9139, 9077.. 9136, 9078.. 9140, 




9513. .9692, 


9527 


. .9706, 


9531. 


.9704, 9532. .9705, 10653. .1071 



10659. .10862, 10660.. 10887 



Seq. No. 50134 Seq. ID 

Gene No. 106524 Strand 

Start 12787 End 

Name OJ000328_01 . 0419 . C34 . 06 . gs Method 

Start 12787 End 

GI none Score 

Exons 12787. .12898, 13195.. 14279 



OJ000328_01.0419.C34 

14470 
GENSCAN 
14279 
.53 



Seq. No. 50134 

Gene No. 106524 

Start 12787 

Name OJ000328JD1 . 0419 .C34 . o3 .np 

Start 13506 

GI 7485424 

Exons 13506. .13708, 13808. 
GI Descrip. hypothetical protein 



OJ000328 01.0419.C34 



Seq. ID 
Strand 

End 14470 
Method AAT/NAP 
End 14470 
Score 239 
14117, 14337. .14470 
F13C5.210 - Arabidopsis thaliana 
gi I 2832632 | emb| CAA16761.il (AL021711) hypothetical protein 
[Arabidopsis thaliana] gi | 7268699 | emb | CAB78906 . 1 | (AL161550) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 50134 Seq. ID 

Gene No. 106524 Strand 

Start 12787 End 

Name OJ000328_01 . 0419 . C34 . o3 . tc Method 

Start 13509 End 

GI none Score 

Exons 13509. .13802, 13510.. 13803 



OJ000328_01.0419.C34 
14470 

TBLASTX: Cress 

13803 

196 



Seq. No. 
Gene No. 
Start 



50134 

106524 

12787 



Seq. ID 

Strand 

End 



OJ000328 01.0419.C34 



14470 



51702 




Name OJ000328_01. 0419.C34 .o6.gp Method AAT/GAP 

Start 13510 End 13902 

GI 4968947 Score 767 

Exons 13510. .13902 

GI Descrip. 4 432844 /gb I AAD20693 | 3.0e-27 (AC006283) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 50134 

Gene No. 106524 

Start 12787 

Name OJ000328_01 . 04 19 . C34 . ol . tm 

Start 13517 

GI none 

Exons 13517. .13939, 13518 .. 13940, 
13528. .13941, 13914 .. 14060, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13518 

13935 



OJ000328 01.0419.C34 



14470 

TBLASTX: Maize 
14061 
373 

13940, 13519. .13941, 
14045, 13942. .14061 





Seq. No. 


50134 




Seq. ID 


OJ000328 


01.0419 


.C34 




Gene No. 


106524 




Strand 










Start 


12787 




End 


14470 








Name 


OJ000328 01.0419.C34 


.ol.ts 


Method 


TBLASTX: 


Soybean 






Start 


13566 




End 


14246 








GI 


none 




Score 


192 








Exons 


13566. . 13973, 13615. 


.13974, 


14004. . 14246, 14071 


. . 14244 




i ^ 


Seq. No. 


50134 




Seq. ID 


OJ000328 


01.0419 


.C34 




Gene No. 


106524 




Strand 










Start 


12787 




End 


14470 








Name 


OJ000328 01.0419.C34 


.o2.tw 


Method 


TBLASTX: 


Wheat 




i. " 


Start 


13587 




End 


13938 








GI 


none 




Score 


66 






. ^ 


Exons 


13587. .13937, 13596. 


.13799, 


13612. . 13938 








Seq. No. 


50134 




Seq. ID 


OJ000328 


JD1.0419 


■ C34 




Gene No. 


106524 




Strand 










Start 


12787 




End 


14470 








Name 


OJ000328 01.0419.C34 


.o2.tc 


Method 


TBLASTX: 


Cress 






Start 


13815 




End 


14261 








GI 


none 




Score 


77 








Exons 


13815. .13955, 13837. 


.13962, 


13837. .13962, 14007 


. .14198, 




13 




14010. .14198, 14038. 


.14199, 


14193. .14261 








Seq. No. 


50135 




Seq. ID 


OJ000328 


_01.0419 


.C35 




Gene No. 


106525 




Strand 


+ 








Start 


1659 




End 


4698 








Name 


OJ000328 01.0419.C35 


.ol.np 


Method 


AAT/NAP 








Start 


1659 




End 


4698 








GI 


7020803 




Score 


66 








Exons 


1659.. 1708, 2882.. 2944, 3036 


..3079, 3310. .3429, 


4646. .4698 



GI Descrip. (AK000599) unnamed protein product [Homo sapiens] 



Seq. No. 50135 Seq. ID 

Gene No. 106526 Strand 

Start 166 End 

Name OJ000328_01 . 04 19 . C35 . ol . gp Method 

Start 166 End 

GI none Score 

Exons 166.. 286 



OJ000328_01.0419.C35 
286 

AAT/GAP 

286 

196 



51703 



Seq. No. 50135 
Gene No. 106527 
Start 2299 

Name OJ000328_0 1 . 04 1 9 . C35 . ol . tm 

Start 2299 
GI none 

Exons 2299.-2334, 2321.. 2407, 2322. 

2329.. 2409, 2434.-2484, 2451. 
2478.. 2585, 2491.. 2586 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2408, 2326 
.2483, 2476 



OJ000328 01.0419.C35 



2587 

TBLASTX: Maize 
2587 
47 

2397, 2328. 
2586, 2477. 



.2411, 
.2587, 



Seq. No. 50136 Seq. ID 

Gene No. 106528 Strand 

Start 362 End 

Name OJ000328_01 . 04 19 . C36 . ol . gs Method 

Start 362 End 

GI none Score 

Exons 362.. 534 



OJ000328_01.0419.C36 
+ 

534 

GENSCAN 

534 

.61 



Seq. No. 50136 

Gene No. 106529 

Start 1105 

Name OJ000328_01 . 04 19 

Start 799 

GI none 

Exons 799..834, 958 . . 98 

1155.. 1190, 1185. 

1348.. 1440, 1349. 

1721.. 1816, 1723. 

2177.. 2275, 2183. 

2642.. 2731, 2643. 

3857.. 3979, 3857. 



Seq. ID 
Strand 
End 

C36.ol.tm Method 
End 
Score 

7, 1036. .1062, 1133. 
.1286, 1189. .1287, 1213 
.1432, 1363. .1434, 1715 
.1833, 1998. .2150, 2001 
.2263, 2196.. 2270, 2277 
.2723, 2644. .2724, 2818 



OJ000328 01.0419.C36 



7471 

TBLASTX: Maize 
4285 
47 

1171, 1142. .1189, 

1287, 1220.. 1294, 
1825, 1720. 
2111, 2003. 
2345, 2641, 
2934, 2829, 



3955, 4108. .4194, 4109. .4285, 4115, 



.1809, 
.2113, 
.2730, 
.2939, 
.4195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50136 Seq. ID 

106529 Strand 

1105 End 

OJ000328_01.0419.C36.ol.gp Method 

1092 End 

none Score 



OJ000328_01.0419.C36 

7471 
AAT/GAP 
2074 
738 



1092.. 1284, 1363.. 1431, 1722.. 1808, 2003.. 2074 



50136 

106529 

1105 

OJ000328_01.0419.C36.o2.gs 

1105 

none 

1105.. 1284, 1363.. 1431, 1722. 
2643.. 2722, 2829.. 2933, 3857. 
7455. .7471 



Seq. ID OJ000328_01.0419.C36 
Strand 

End 7471 
Method GENSCAN 
End 7471 
Score .89 

.1808, 2003. .2110, 2183. .2273, 
.3951, 4211. .4301, 4579.-4864, 



Seq. No. 50136 Seq. ID 

Gene No. 106529 Strand 

Start 1105 End 

Name OJ000328_01 . 0419 . C36 . ol . np Method 

Start 2601 End 

GI 7460049 Score 



OJ000328_01.0419.C36 

7471 
AAT/NAP 
4793 
383 



51704 



Exons 2601. .2722, 2829. .2933, 3857. .3951, 4110.. 4188, 4608.. 4793 

GI Descrip. hypothetical protein F7L13.10 - Arabidopsis thaliana 

gi | 4539403 | emb | CAB40036 . 1 1 (AL04 9524 ) . putative protein 
[Arabidopsis thaliana] gi I 7267740 | emb | CAB78166 . 1 | (AL161517) 
putative protein [Arabidopsis thaliana] 



Seq. No. 50136 

Gene No. 106529 

Start 1105 

Name OJ000328JU . 0419 .C36. ol . tc 

Start 2647 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C36 
Strand 

End 7471 

Method TBLASTX: Cress 

End 3946 

Score 72 



2647. .2724, 2648. .2725, 2648. .2731, 2827. .2928, 2829.-2939, 
2842. .2934, 3857. .3946 



Seq. No. 50136 

Gene No. 106529 

Start 1105 

Name OJ000328_01 . 04 19 . C36 . o2 . gp 

Start 3855 

GI none 

Exons 3855.. 3937, 4110.. 4191 



Seq. ID OJ000328_01.0419.C36 
Strand 

End 7471 

Method AAT/GAP 

End 4191 

Score 256 



Seq. No. 50136 

Gene No. 106529 

Start 1105 

Name OJ000328_01.0419.C36.o3.gp 

Start 4612 

GI none 

Exons 4612.. 4822 



Seq. ID OJ000328_01.0419.C36 
Strand 

End 7471 

Method AAT/GAP 

End 4822 

Score 373 



Seq. No. 50136 

Gene No. 106529 

Start 1105 

Name OJ000328_01 .0419. C36 . o4 . gp 

Start 4612 

GI none 

Exons 4612.. 4822 



Seq. ID OJ000328_01.0419.C36 
Strand 

End 7471 

Method AAT/GAP 

End 4822 

Score 371 



Seq. No. 50137 

Gene No. 106530 

Start 808 

Name OJ000328_01.0419.C37 .ol.tm 

Start 43 

GI none 
Exons 



Seq. ID OJ000328_01.0419.C37 
Strand 

End 961 

Method TBLASTX: Maize 

End 431 

Score 59 



43. .87, 44. .109, 45. .110, 146. .262, 168. .263, 328. .420, 
339. .431, 339. .419 



Seq. No. 


50137 


Seq. ID 


OJ000328 


Gene No. 


106530 


Strand 




Start 


808 


End 


961 


Name 


OJ000328 01.0419.C37.ol.gs 


Method 


GENSCAN 


Start 


808 


End 


961 


GI 


none 


Score 


. 65 


Exons 


808. .961 






Seq. No. 


50138 


Seq. ID 


OJ000328 



51705 



Gene No. 


106531 






Strand 






Start 


1 






End 


1676 




Name 


OJ000328 01 


.0419.C38.ol 


• gp. 


Method 


AAT/GAP 




Start 


1 






End 


1676 




GI 


3548939 






Score 


899 




Exons 


1.-125, 203 


..270, 575.. 


848, 1578. .1676 






Seq. No. 


50139 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106532 






Strand 


+ 




Start 


60 






End 


198 




Name 


OJ000328 01 


.0419.C39.ol 


.gs 


Method 


GENSCAN 




Start 


60 






End 


198 




GI 


none 






Score 


1 




Exons 


60. .198 












Seq. No. 


50139 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106533 






Strand 






Start 


380 






End 


1279 




Name 


OJ000328 01 


.0419.C39.ol 


.np 


Method 


AAT/NAP 




Start 


380 






End 


1279 




GI 


3037018 






Score 


101 




Exons 


380.. 689, 8 


10. .1056, 1190. .1279 






GI Descrip. 


(AF041330) 


NADH dehydrogenase 


subunit 


5 [Bodo saltans] 


Seq. No. 


50140 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106534 






Strand 


+ 




Start 


1201 






End 


5015 




Name 


OJ000328 01 


.0419.C40.ol 


. gs 


Method 


GENSCAN 




Start 


1201 






End 


4644 




GI 


none 






Score 


.52 




Exons 


1201. .1314, 


1799. .1953, 


2038. 


.2181, 2845. .3121, 


3258. . 




3808. .3983, 


4081. .4281, 


4381. 


.4644 






Seq. No. 


50140 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106534 






Strand 


+ 




Start 


1201 






End 


5015 




Name 


OJ000328 01 


.0419.C40.ol 


.np 


Method 


AAT/NAP 




Start 


2788 






End 


5015 




GI 


4204793 






Score 


456 




Exons 


2788. .3170, 


3802. .3983, 


4081. 


.4281, 43 


81. .4640, 


4907. . 


GI Descrip. 


(U52079) P- 


glycoprotein 


[Solanum tuberosum] 




Seq. No. 


50140 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106534 






Strand 


+ 




Start 


1201 






End 


5015 




Name 


OJ000328 01 


.0419.C40.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2912 






End 


4991 




GI 


none 






Score 


97 




Exons 


2912. .3076, 


3806. .3985, 


3807. 


.4004, 4078. .4284, 


4372. . 




4395. .4598, 


4908. .4991 










Seq. No. 


50141 






Seq. ID 


OJ000328 


_01.041 


Gene No. 


106535 






Strand 


+ 




Start 


1 






End 


890 




Name 


OJ000328 01 


.0419.C41.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


873 




GI 


6671365 






Score 


380 





51706 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
3 Start 

3 GI 
r| Exons 

if Seq. No. 
J Gene No. 
J Start 
3 Name 
fi Start 
" GI 
Exons 

3 

J Seq. No. 
i Gene No. 
^ Start 
z. Name 

Start 
3 GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1..114, 538. .873 

(AF2164 97) P-glycoprotein [Gossypium hirsutum] 



50141 Seq. ID 

106535 Strand 

1 End 

OJ000328_01.0419.C41.ol.tm Method 

1 End 

none Score 
1..138, 502. .819, 537. .824 

50141 Seq. ID 

106535 Strand 

1 End 

0 JO 0 0 32 8_0 1 . 0 4 1 9 . C4 1 . ol . gs Method 

22 End 

none Score 
22. .114, 538. .890 

50141 Seq. ID 

106535 Strand 

1 End 

OJ000328_01 . 04 19 . C4 1 . ol . tc Method 

532 End 

none Score 
532. .654, 535. .861, 537. .800 

50141 Seq. ID 

106535 Strand 

1 End 

OJ000328_01 . 04 1 9 . C4 1 . ol . tw Method 

534 End 

none Score 
534. .710, 540. .779, 541. .783 

50141 Seq. ID 

106535 Strand 

1 End 

OJ000328_01.0419.C41.ol.ts Method 

537 End 

none Score 
537. .800, 538. .855 



OJ000328_01.0419.C41 
+ 

890 

TBLASTX: Maize 

824 

101 



OJ000328_01.0419.C41 
+ 

890 

GENSCAN 

890 

.73 



OJ000328_01.0419.C41 
+ 

890 

TBLASTX: Cress 

861 

366 



OJ000328_01.0419.C41 
+ 

890 

TBLASTX: Wheat 

783 

70 



OJ000328_01.0419.C41 
+ 

890 

TBLASTX: Soybean 

855 

348 



50142 Seq. ID 

106536 Strand 

2594 End 

OJ000328_02.0419.C4.o2.np Method 

2594 End 

6630699 Score 
2594. .2667 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000328_02.0419.C4 
+ 

2667 
AAT/NAP 
2667 
77 



50142 

106537 

1164 



Seq. ID OJ000328_02.0419.C4 
Strand 

End 2517 



51707 





Name 


OJ000328 02.0419.C4.ol.np 


Method 




Start 


933 


End 




GI 


7340909 


Score 




Exons 


933. .1227, 2495. .2517 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 




Seq. No. 


50142 


Seq. ID 




Gene No. 


106537 


Strand 




Start 


1164 


End 




Name 


OJ000328 02.04l9.C4.ol.gs 


Method 




Start 


1164 


End 




GI 


none 


Score 




Exons 


1164. .1298, 1329. .1457, 2043. 


.2080 




Seq. No. 


50143 


Seq. ID 




Gene No. 


106538 


Strand 




Start 


226 


End 




Name 


OJ000328 02.0419.C5.ol.gs 


Method 




Start 


226 


End 




GI 


none 


Score 




Exons 


226. .319, 433. . 530 






Seq. No. 


50144 


Seq. ID 


C3 


Gene No. 


106539 


Strand 




Start 


1 


End 




Name 


OJ000328 02.0419.C7.ol.np 


Method 


LI H 


Start 


1 


End 


= y 


GI 


6063557 


Score 


f i 


Exons 


1..35, 2412. .2496, 2745. .2841 




j : i 
==;' 


GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z9888 




Seq. No. 


50144 


Seq. ID 




Gene No. 


106539 


Strand 




Start 


1 


End 




Name 


OJ000328 02.0419.C7.ol.gs 


Method 




Start 


513 


End 


1 1 


GI 


none 


Score 


w 


Exons 


513. .634, 677. .814, 2715. .2835 


-? 


Seq. No. 


50145 


Seq. ID 




Gene No. 


106540 


Strand 




Start 


940 


End 




Name 


OJ000328 02.0419.C8.ol.gs 


Method 




Start 


940 


End 




GI 


none 


Score 




Exons 


940. .1021, 1839. .1936, 2077.. 


2196, 222 




Seq. No. 


50145 


Seq. ID 




Gene No. 


106540 


Strand 




Start 


940 


End 




Name 


OJ000328 02.0419.C8.o4.gp 


Method 




Start 


4681 


End 




GI 


none 


Score 




Exons 


4681. .5166 






Seq. No. 


50145 


Seq. ID 




Gene No. 


106541 


Strand 



AAT/NAP 

2517 

98 



OJ000328_02.0419.C4 

2517 
GENSCAN 
2080 
.63 



OJ000328_02.0419.C5 
+ 

530 

GENSCAN 

530 

.71 



OJ000328_02.0419.C7 

2841 
AAT/NAP 
2841 
129 



OJ000328_02.0419.C7 

2841 
GENSCAN 
2835 
.7 



5166 
GENSCAN 
5050 
.56 



+ 

5166 
AAT/GAP 
5166 
936 



OJ000328_02.0419.C8 
+ 



51708 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Start 


7726 




End 


8246 






Name 


OJ000328 02.0419.C8.o5 


.gp 


Method 


AAT/GAP 






Start 


7531 




End 


8246 






GI 


none 




Score 


1104 






Exons 


7531. .7591, 7705. .8246 












Seq. No. 


50145 




Seq. ID 


OJ000328 


_02.0419. 


C8 


Gene No. 


106541 




Strand 


+ 






Start 


7726 




End 


8246 






Name 


OJ000328 02.0419.C8.o2 


.gs 


Method 


GENSCAN 






Start 


7726 




End 


7995 






GI 


none 




Score 


.78 






Exons 


7726. .7995 












Seq. No. 


50145 




Seq. ID 


OJ000328 


_02.0419. 


C8 


Gene No. 


106542 




Strand 


- 






Start 


195 




End 


367 






Name 


OJ000328 02.0419.C8.ol 


.gp 


Method 


AAT/GAP 






Start 


195 




End 


367 






GI 


LIB3433-026-P1-K1-C1 




Score 


246 






Exons 


. 195. .367 












GI Descrip. 


, 5852170/emb|AL117265. 


1IOST17804 l.Oe- 


44 Oryza 


sativa 






indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone :tl7804 


i 


Seq. No. 


50145 




Seq. ID 


OJ000328 


_02.0419. 


C8 


Gene No. 


106543 




Strand 








Start 


753 




End 


6252 






Name 


OJ000328 02.0419.C8.ol 


.np 


Method 


AAT/NAP 






Start 


753 




End 


6252 






GI 


6063554 




Score 


157 






Exons 


753. .925, 2022. .2282, 


6222 


. .6252 









(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



50145 
106543 
753 

OJ000328_02.0419.C8.o3.gp 
913 

2428185 
913. .1323 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328 02. 0419. C8 



6252 
AAT/GAP 
1323 
652 



Seq. No. 50145 

Gene No. 106544 

Start 8607 

Name OJ000328_02 . 0419.C8 .ol .tm 

Start 4829 

GI none 

Exons 4829.. 4873, 4836.. 4877, 4946. 

5123. .5170, 5135. .5170, 7891. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 02. 0419. C8 



8749 

TBLASTX: Maize 
7935 
52 

,5077, 4947. .5084, 4967. .5086, 
.7935 



Seq. No. 
Gene No. 
Start 



50145 

106544 

8607 



Seq. ID 

Strand 

End 



OJ000328 02. 0419. C8 



8749 



51709 



Name 


OJ000328 02 


.0419 


,C8.ol. 


tw 


Method 


TBLASTX: 


Start 


4937 








End 


7935 


GI 


none 








Score 


195 


Exons 


4937. .5077, 


4938 


. .5087, 


4972. 


.5079, 7840.. 7935 


Seq. No. 


50145 








Seq. ID 


OJ0U0 oZq 


Gene No. 


106544 








Strand 




Start 


8607 








End 


O "7 A Ci 

o / 4 y 


Name 


OJ000328 02 


.0419 


.C8 .o3. 


gs 


Method 


GENSCAN 


Start 


8607 








End 


8749 


GI 


none 








Score 


.99 


Exons 


8607. .8749 












Seq. No. 


50146 








Seq. ID 




Gene No. 


106545 








Strand 


+ 


Start 


159 








End 


i *7 r\ 

Z JO 


Name 


OJ000328 02 


.0419 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


159 








End 


270 


GI 


none 








Score 


.62 


Exons 


159. .270 












Seq. No. 


50147 








Seq. ID 


OJ000328 


Gene No. 


106546 








Strand 




Start 


969 








End 


1731 


Name 


OJ000328 02 


.0419 


Cll.ol 


. gs ' 


Method 


GENSCAN 


Start 


969 








End 


1731 


GI 


none 








Score 


.55 


Exons 


969. .1024, 


1713. 


1731 








Seq. No. 


50147 








Seq. ID 


OJ000328 


Gene No. 


106547 








Strand 




Start 


2147 








End 


2762 


Name 


OJ000328 02 


.0419 


Cll.ol 


. tm 


Method 


TBLASTX: 


Start 


2147 








End 


2762 


GI 


none 








Score 


107 


Exons 


2147. .2281, 


2280 


.2567, 


2280. 


.2549, 2492.. 2560, 




2597. .2734 












Seq. No. 


50147 








Seq. ID 


OJ000328 


Gene No. 


106547 








Strand 




Start 


2147 








End 


2762 


Name 


OJ000328 02 


.0419 


Cll.ol 


. tw 


Method 


TBLASTX: 


Start 


2195 








End 


2468 


GI 


none 








Score 


87 


Exons 


2195. .2281, 


2280 


.2468, 


2283. 


.2396, 2285.. 2464 


Seq. No. 


50148 








Seq. ID 


OJ000328 


Gene No. 


106548 








Strand 


+ 


Start 


1753 








End 


2470 


Name 


OJ000328 02 


.0419 


C12.ol 


. gs 


Method 


. GENSCAN 


Start 


1753 








End 


2470 


GI 


none 








Score 


. 91 


Exons 


1753. .1816, 


1821 


.2064, 


2353. 


.2470 




Seq. No. 


50148 








Seq. ID 


OJ000328 


Gene No. 


106549 








Strand 


+ 


Start 


2658 








End 


2966 



.2762, 



51710 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000328_02 . 04 19 . C12 . o2 . gp Method AAT/GAP 
2658 End 2966 

72524_1.R1084 Score 416 

2658. .2966 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



50148 Seq. ID 

106549 Strand 

2658 End 

OJ000328_02.0419.C12.o3.gp Method 

2861 End 

5816518 Score 
2861. .2966 

4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ000328_02.0419.C12 
+ 

2966 
AAT/GAP 
2966 
156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



H Seq. No. 
Q Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



50148 

106550 

2508 

OJ000328_02.0419.C12.ol.np 

2508 

7106512 

2508. .2571, 2645. .2705 
(AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_02.0419.C12 

2852 
AAT/NAP 
2705 
102 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



OJ000328_02.0419.C12 

2852 
AAT/GAP 
2852 
406 



50148 Seq. ID 

106550 Strand 
2508 End 
OJ000328_02.0419.C12.ol.gp Method 
2602 End 
3761181 Score 
2602. .2852 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

50148 Seq. ID 

106551 Strand 
4851 End 
OJ000328_02.0419.C12.o3.gs . Method 
4851 End 
none Score 
4851. .5081, 5089. .5280, 5327. .6124 

50148 Seq. ID 

106551 Strand 

4851 End 

OJ000328_02.0419.C12.o2.np Method 

4905 End 

7106512 Score 



OJ000328_02.0419.C12 

7474 
GENSCAN 
6124 
.72 



OJ000328_02.0419.C12 

7474 
AAT/NAP 
7474 
2391 



4905. .5280, 5335. .6097, 6337. .6855, 6905. .7474 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



50148 
106551 



Seq. ID 
Strand 



OJ000328 02.0419.C12 



51711 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



4851 End 

OJ000328_02 .0419. C12 . o4 . gs Method 

6797 End 

none Score 
6797. .7411 



50149 Seq. ID 

106552 Strand 

1 End 2810 

OJ000328_02 . 04 19 . C13 . ol . np Method AAT/NAP 

1 End 2810 

5091513 Score 657 
1..405, 2774. .2810 

(AB023482) Hypothetical protein [Oryza sativa] 



7474 
GENSCAN 
7411 
.89 



OJ000328 02.0419.C13 



50149 

106552 

1 

OJ000328_02.0419.C13.ol.gs 
25 

none 



Seq. ID OJ000328_02.0419.C13 
Strand 

End 2810 

Method GENSCAN 

End 2022 

Score .59 



25. .444, 556. .902, 986. .1046, 1428. .1589, 1985. .2022 

50149 Seq. ID OJ000328_02 . 04 19 . C13 

106552 Strand 

1 End 2810 

OJ000328_02 . 04 19 . C13 . ol . gp Method AAT/GAP 

1077 End 1327 

3761181 Score 400 

1077. .1327 

4521193/dbj IAB013450.il AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 

50149 Seq. ID OJ000328_02 . 0419 .C13 

106552 Strand 

1 End 2810 

OJ000328_02 . 0419 . C13 . o2 . gp Method AAT/GAP 

1133 End 1441 

72524JL.R1084 Score 417 

1133. .1441 

•5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

50149 Seq. ID OJ000328_02 . 04 19 . C13 

106552 Strand 

1 End 2810 

OJ000328_02 . 0419 . C13 . o3 . gp Method AAT/GAP 

1335 End 1449 

5816518 Score 154 

1335. .1449 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



50149 

106552 

1 

OJ000328 02.0419.C13.o4 .gp 



Seq. ID OJ000328_02.0419.C13 
Strand 

End 2810 

Method AAT/GAP 



51712 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2698 End 2810 

LIB3475-012-P1-K1-H12 Score 215 

2698. .2810 

1 4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



50150 

106553 

517 

OJ000328_02.0419.C16.ol.gs 

517 

none 

517. .750 



Seq. ID OJ000328_02.0419.C16 

Strand + 

End 750 

Method GENSCAN 

End 750 

Score .66 



50150 
106554 
727 

OJ000328_02.0419.C16.ol.gp 
727 

LIB3433-045-P1-K1-B4 
727. .985 

•4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ000328_02.0419.C16 
Strand + 

985 

AAT/GAP 
985 
427 



End 

Method 

End 

Score 



50151 

106555 

576 

OJ000328_02.0419.C17.ol.gs 

576 

none 

576. .615, 914. .1059 



Seq. ID OJ000328_02.0419.C17 

Strand + 

End 1059 

Method GENSCAN 

End 1059 

Score .86 



50151 
106556 
3612 

OJ000328_02.0419.C17.ol.np 
3547 
7523502 
3547. .3628 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000328_02.0419.C17 
Strand 

4432 
AAT/NAP 
3628 
80 



End 

Method 

End 

Score 



50151 

106556 

3612 

OJ000328_02.0419.C17.o2.gs 

3612 

none 

3612. .3733, 4351. .4432 



Seq. ID OJ000328_02.0419.C17 
Strand 

End 4432 

Method GENSCAN 

End 4432 

Score .75 



Seq. ID OJ000328_02.0419.C19 

Strand + 

End 1114 

Method AAT/GAP 

End 1114 

Score 1492 



50152 
106557 
1 

OJ000328_02.0419.C19.o2.gp 
1 

342_1.R1084 
1..257, 389. .486, 596. .1114 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 



51713 



sativa] 1 



Seq. No. 


50152 


Seq. ID 


OJ000328 


Gene No. 


106557 


Strand 


+ 


Start 


1 


End 


1114 


Name 


OJ000328 02.0419.C19.ol.gs 


Method 


GEN SCAN 


Start 


107 


End 


199 


GI 


none 


Score 


.58 


Exons 


107. .199 






Seq. No. 


. 50152 


Seq. ID 


OJ000328 


VJC11C LiW • 


106558 


Strand 




Start 


1 


End 


242 


Name 


OJ000328 02.0419.C19.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


242 


GI 


LIB3431-028-P1-N1-A10 


Score 


378 


Exons 


1..144, 172. .242 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e- 


■33 (AF11 




protein [Sorghum bicolor] 1 






Seq. No. 


50152 


Seq. ID 


OJ000328 


Gene No. 


106559 


Strand 


- 


Start 


1308 


End 


1460 


Name 


OJ000328 02.0419.C19.o2.gs 


Method 


GEN SCAN 


Start 


1308 


End 


1460 


GI 


none 


Score 


.87 


Exons 


1308. .1460 






Seq. No. 


50153 


Seq. ID 


OJ000328 


Gene No. 


106560 


Strand 


+ 


Start 


953 


End 


4684 


Name 


OJ000328 02.0419.C20.ol.np 


Method 


AAT/NAP 


Start 


953 


End 


4684 


GI 


4680204 


Score 


1072 


Exons 


9S3..2389, 2464.. 3563, 3673. 


.3846, 3943. .4162, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4643. .4684 

(AF114171) hypothetical protein [Sorghum bicolor] 



50153 

106560 

953 

OJ000328_02 . 0419 . C20 . ol . gs 

968 

none 



Seq. ID OJ000328_02.0419.C20 

Strand + 

End 4 684 

Method GENS, CAN 

End 4 665 

Score . 61 



968. .2389, 2464. .2605, 2782. .2876, 2878. .3563, 3673. .3846, 
3943. .4053, 4138. .4210, 4305. .4403, 4483.-4665 



50153 

106561 

5028 

OJ000328_02.0419-C20.ol.tw 

1596 

none 



Seq. ID OJ000328_02.0419.C20 
Strand 

End 5121 

Method TBLASTX : Wheat 

End 1999 

Score 62 



1596. .1736, 1596. .1712, 1598. .1834, 1598. .1747, 1699. .1839, 
1829.. 1999, 1904.. 1999 



Seq. No. 



50153 



Seq. ID OJ000328_02.0419.C20 



51714 



Gene No. 106561 

Start 5028 

Name OJ000328_02 . 0419 , 

Start 2000 

GI none 

Exons 2000.. 2080, 2321. 



Strand 

End 5121 
C20.o2.tw Method TBLASTX : Wheat 

End 2 67 6 

Score 69 
.2392, 2455. .2676, 2457.. 2531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50153 

106561 

5028 

OJ000328_02.0419. 

3490 

none 

3490.. 3570, 3659. 

50153 

106561 

5028 

OJ000328_02.0419. 
5028 

21474_1.R1084 
5028. .5121 
'3894159 2.0e-10 
thaliana] 1 



Seq. ID OJ000328_02.0419.C20 
Strand 

End 5121 

,C20.o3.tw Method TBLASTX : Wheat 

End 4012 

Score 61 
.3841, 3709. .3834, 3941. .4012 

Seq. ID OJ000328_02.0419.C20 
Strand 

End 5121 

C20.ol.gp Method AAT/GAP 

End 5121 

Score 142 

(AC005312) hypothetical protein [Arabidopsis 



Seq. No. 50154 Seq. ID 

Gene No. 106562 Strand 

Start 24 3 End 

Name OJ000328_02 . 04 19 . C21 . ol . gs Method 

Start 243 End 

GI none Score 

Exons 243.. 373 



OJ000328_02.0419.C21 
+ 

373 

GENSCAN 

373 

.86 



Seq. No. 50154 Seq. ID 

Gene No. 106563 Strand 

Start 2011 End 

Name OJ000328_02 . 0419 . C21 . o2 . gs Method 

Start 2011 End 

GI none Score 

Exons 2011.. 2252, 3744.. 4002 



OJ000328_02.0419.C21 

4002 
GENSCAN 
4002 
.76 



Seq. No. 50155 Seq. ID 

Gene No. 106564 Strand 

Start 10 End 

Name OJ000328_02 .0419. C22 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10.. 64, 163.. 191 



OJ000328_02.0419.C22 
+ 

191 

GENSCAN 

191 

.69 



Seq. No. 50156 Seq. ID 

Gene No. 106565 Strand 

Start 5801 End 

Name OJ00032 8_02 .0419. C24 . o2 . gs Method 

Start 5801 End 

GI none Score 

Exons 5801.. 6103 



OJ000328_02.0419.C24 
+ 

6103 
GENSCAN 
6103 
. 92 



51715 




Seq. No. 


50156 








Seq. ID 


OJ000328_02.0419 


.C24 


Gene No. 


106565 








Strand 


+ 




Start 


5801 








End 


6103 




Name 


OJ000328 02 


.0419.C24 


.ol. 


gp 


Method 


AAT/GAP 




Start 


5808 








End 


6014 




GI 


2797860 








Score 


291 




Exons 


5808. .6014 














Seq. No. 


50157 








Seq. ID 


OJ000328JD2.0419 


.C29 


Gene No. 


106566 








Strand 






Start 


385 








End 


463 




Name 


OJ000328 02 


.0419. C29 


.ol. 


gs 


Method 


GEN SCAN 




Start 


385 








End 


463 




GI 


none 








Score 


.75 




Exons 


385. .463 














Seq. No. 


50158 








Seq. ID 


OJ000328_02.0419 


.C31 


Gene No. 


106567 








Strand 


+ 




Start 


1 








End 


2066 




Name 


OJ000328 02 


.0419.C31 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2066 




GI 


6466937 








Score 


1417 




Exons 


1. .2066 














GI Descrip. 


(AC011621) 


putative 


retroelement pol polyprotein [Arabidops 




thaliana] 














Seq. No. 


50158 








Seq. ID 


OJ000328_02.0419 


.C31 


Gene No. 


106567 








Strand 


+ 




Start 


1 








End 


2066 




Name 


OJ000328 02 


.0419. C31 


.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


12 








End 


242 




GI 


none 








Score 


221 




Exons 


12. .242, 23 


..136, 39 


. .24 


2 








Seq. No. 


50158 








Seq. ID 


OJ000328_02.0419 


.C31 


Gene No. 


106567 








Strand 


+ 




Start 


1 








' End 


2066 




Name 


OJ000328 02 


.0419. C31 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


83 








End 


392 




GI 


none 








Score 


326 




Exons 


83. .172, 84 


..392, 96 


. .386 








Seq. No. 


50158 








Seq. ID 


OJ000328_02.0419 


.C31 


Gene No. 


106567 








Strand 


+ 




Start 


1 








End 


2066 




Name 


OJ000328 02 


.0419. C31 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


153 








End 


506 




GI 


none 








Score 


320 




Exons 


153. .506 














Seq. No. 


50158 








Seq. ID 


OJ000328_02.0419 


-C31 


Gene No. 


106567 








Strand 


+ 




Start 


1 








End 


2066 




Name 


OJ000328 02 


.0419. C31 


.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


243 








End 


782 




GI 


none 








Score 


388 




Exons 


243. .641, 251. .385, 


530. 


. 640, 


637. .756, 


642. .782 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50158 
106567 
1 

OJ000328_02.0419.C31.o4 . tw 
399 
none 

399. .620, 399. .449, 486. .617 

50158 
106567 
1 

OJ000328_02.0419.C31.o4.tm 
795 
none 

795. .1154, 818. .970, 1025. .1138 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Wheat 

End 620 

Score 169 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Mai ze 

End 1154 

Score 250 



50158 

106567 

1 

OJ000328_02.0419.C31.o3.tw 

923 

none 



Seq. ID OJ000328__02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Wheat 

End 1300 

Score 246 



923.-985, 924. .1244, 1031. .1213, 1271. .1300 



50158 

106567 

1 

OJ000328_02.0419.C31.ol.tm 

1155 

none 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Maize 

End 1766 

Score 71 



1155. .1244, 1262. .1762, 1308. .1766 



50158 
106567 
1 

OJ000328_02.0419.C31.o2.tw 
1389 
none 

1389. .1775, 1836. .1976 

50158 
106567 
1 

OJ000328_02.0419.C31.o2.ts 
1398 
none 

1398. .1544, 1398. .1541, 1554. .1631, 1617. .1661 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Wheat 

End 1976 

Score 244 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Soybean 

End 1661 

Score 128 



50158 

106567 

1 

OJ000328_02.0419.C31.o3.tm 

1775 

none 

1775.. 2062, 1776.. 2063 



Seq. ID OJ000328_02.0419.C31 

Strand + 

End 2066 

Method TBLASTX : Maize 

End 2063 

Score 253 
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Seq. No. 50159 

Gene No. 106568 

Start 1 

Name OJ000328_02 . 0419. C35 .ol . gp 

Start 1 

GI 342_1.R1084 

Exons 1. .873 

GI Descrip. 1 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ000328_02.0419.C35 

Strand + 

End 873 

Method AAT/GAP 

End 873 

Score 1521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



H Start 
GI 

If Exons 



50159 
106568 
1 

OJ000328_02.0419.C35.ol.np 
1 

6742729 
1. .567 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000328_02.0419.C35 

Strand + 

End 873 

Method AAT/NAP 

End 567 

Score 862 



50159 

106568 

1 

OJ000328_02.0419.C35.ol.tc 
21 

none 



Seq. ID OJ000328_02.0419.C35 

Strand + 

End 873 

Method TBLASTX: Cress 

End 4 69 

Score 58 



21. .146, 23. .151, 26. .94, 27. .152, 133. .465, 200. .469, 320. .469 



iy Seq. No. 50159 

£3 Gene No. 106568 

I J Start 1 

*i Name OJ000328_02 . 04 19 . C35 . ol . tw 

Start 23 

~ l & GI none 

= Exons 



Seq. ID OJ000328_02.0419.C35 

Strand + 

End 873 

Method TBLASTX : Wheat 

End 8 68 

Score 184 



23. .151, 24. .152, 133. .636, 157. .459, 200. .652, 320. .637, 
647. .691, 651. .686, 694. .789, 698. .757, 736. .867, 737. .868, 
767. .868 



Seq. No. 50159 

Gene No. 106568 

Start 1 

Name OJ000328_02 .0419. C35 . ol . gs 

Start 69 

GI none 

Exons 69.. 150, 345.. 392, 501.. 790 



Seq. ID OJ000328_02.0419.C35 

Strand + 

End 873 

Method GENSCAN 

End 790 

Score . 62 



Seq. No. 50160 
Gene No. 106569 
Start 141 

Name OJ000328_03 . 04 19 . C3 . ol . np 

Start 141 
GI 7485738 
Exons 141.. 214, 2623.. 2973, 3060.. 3533 

GI Descrip. hypothetical protein F18F4.70 - Arabidopsis thaliana 

gi|2827651|emb|CAA16605.1| (AL021637) putative protein 
[Arabidopsis thaliana] gi | 7268792 | emb | CAB78997 . 1 | (AL161552) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000328_03.0419.C3 

Strand + 

End 3783 

Method AAT/NAP 

End 3533 

Score 598 



51718 



; 3 

Lli 



Seq. No. 50160 

Gene No. 106569 

Start 141 

Name OJ000328_03 . 0419 . C3 . ol . gp 

Start . 1743 

GI 64353_1.R1084 

Exons 1743.. 2151 

GI Descrip. '2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] 1 



Seq. ID OJ000328_03.0419.C3 

Strand + 

End 3783 

Method AAT/GAP 

End 2151 

Score 739 



Seq. No. 50160 

Gene No. 106569 

Start 141 

Name OJ000328__03. 0419.C3.ol .gs 

Start 1755 

GI none 
Exons 



Seq. ID OJ000328_03.0419.C3 

Strand + 

End 3783 

Method GENSCAN 

End 3539 

Score .72 



1755. .2129, 2604. .2807, 2878. .2973, 3060. .3539 



Seq. No. 50160 

Gene No. 106569 

Start 141 

Name OJ000328_03 . 0419.C3.o2 .gp 

Start 2950 

GI 43215J..R1084 

Exons 2950.. 2973, 3060.. 3783 

GI Descrip. * 2827651/emb | CAA16605 . 1 | 1.0e-33 (AL021637) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ000328_03.0419.C3 

Strand + 

End 3783 

Method AAT/GAP 

End 3783 

Score 1445 



r Li seq. No - 

?a Gene No. 
Start 
Name 
U Start 

fU GI 

s Exons 

Seq. No. 
f- Gene No. 
Q Start 
?n Name 
It Start 
" GI 

Exons 



50160 

106570 

4925 

OJ000328_03.0419.C3.o2.tm 

2809 

none 



Seq. ID OJ000328_03.0419.C3 
Strand 

End 6650 

Method TBLASTX : Maize 

End 3428 

Score 70 



2809. .2865, 2827. .2973, 2913. .2990, 2948. .2989, 3059. .3244, 
3060.. 3260, 3261. .3428, 3339. .3425 



50160 

106570 

4925 

OJ000328_03 . 04 19 . C3 . o2 . tc 

2860 

none 

2860.. 2973, 3059.. 3283, 3060. 



Seq. ID OJ000328_03.0419.C3 
Strand 

End 6650 

Method TBLASTX : Cress 

End . 3284 

Score 113 
.3284 



Seq. No. 50160 

Gene No. 106570 

Start 4925 

Name OJ000328_03 . 04 19 . C3 . ol . ts 

Start 3327 

GI none 

Exons 3327.. 3485, 3332.. 3496 



Seq. ID OJ000328_03.0419.C3 
Strand 

End 6650 

Method TBLASTX : Soybean 

End 3496 

Score 192 



Seq. No. 50160 

Gene No. 106570 

Start 4925 

Name OJ000328_03.0419.C3.ol .tc 

Start 4898 



Seq. ID OJ000328_03.0419.C3 
Strand 

End 6650 

Method TBLASTX : Cress 

End 5863 
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GI 


none 


Score 


153 




Exons 


4898. .5185, 4926. .5192, 5786., 


5863 






Seq. No. 


50160 


Seq. ID 


OJ000328_03.0419. 


C3 


Gene No. 




Strand 






Start 


4925 


End 


6650 




Name 


OJ000328 03. 04^19. C3.o2.gs 


Method 


GENSCAN 




Start 


4 925 ■ 


End 


6637 




GI 


none 


Score 


.76 




Exons 


4925. .5203, 5798. .6033, 6163.. 


6248, 6588. .6637 




Seq. No. 


50160 


Seq. ID 


OJ000328_03.0419. 


C3 


Gene No. 


106570 


Strand 






otart 


4925 


End 


6650 




Name 


OJ000328 03.0419.C3.o2.np 


Method 


AAT/NAP 




Start 


4928 


End 


6650 




GI 


6091744 


Score 


458 




Exons 


4928. .5203, 5798. .6037, 6524.. 


6650 






GI Descrip. 


(AC010797) unknown protein [Arabidopsis thaliana] 




Seq. No. 


50160 


Seq. ID 


OJ000328J33.0419. 


C3 


Gene No . 


106570 


Strand 






Start 


4925 


End 


6650 




Name 


OJ000328 03.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


4958 


End 


5225 




GI 


none 


Score 


346 




Exons 


4958. .5206, 4959. .5225, 5125.. 


5220 






Seq. No. 


50160 


Seq. ID 


OJ000328_03.0419. 


C3 


Gene No. 


106570 


Strand 






Start 


4925 


End 


6650 




Name 


OJ000328 03.0419.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


5789 


End 


6649 




GI 


none 


Score 


66 




Exons 


5789.. 5899, 5795.. 5926, 5799.. 


5999, 5906. .6028, 5908. .6024, 




5912.. 6040, 5913.. 6038, 6611.. 


6649 






Seq. No. 


50160 


Seq. ID 


OJ000328_03.0419. 


C3 


Gene No. 


106570 


Strand 






Start 


4925 


End 


6650 




Name 


OJ000328 03.0419.C3.o3.gp 


Method 


AAT/GAP 




Start 


5873 


End 


6650 




GI 


2428118 


Score 


327 




Exons 


5873.. 6033, 6613.. 6650 








GI Descrip. 


6091744/gb|AAF03456.1|AC01079-7 


_32 l.Oe 


-11 (AC010797) unknown 




protein [Arabidopsis thaliana] 








Seq. No. 


50161 


Seq. ID 


OJ000328_03.0419. 


C4 


Gene No. 


106571 


Strand 


+ 




Start 


960 


End 


1073 




Name 


OJ000328 03-0419. C4.ol.gp 


Method 


AAT/GAP 




Start 


960 


End 


1073 





GI 

Exons 

GI Descrip. 



Score 



158 



LIB3433-009-Q6-K1-D8 
960. .1073 

, 4731912/gb|AAD28548.1|AF111941_l 1.0e-19 (AF111941) development 
protein DG1148 [Dictyostelium discoideum] 1 
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Seq. No. 


50161 




Seq. ID 


OJ000328 03.0419. 


C4 


Gene No. 


106572 




Strand 






Start 


1 




End 


1796 




Name 


OJ000328 03.0419.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1796 




GI 


7022613 




Score 


311 




Exons 


1..72, 963. .1302, 1777. 


.1796 








GI Descrip. 


(AK001385) unnamed protein product [Homo sapiens] 




Seq. No. 


50161 




Seq. ID 


OJ000328 03.0419. 


C4 


Gene No. 


106572 




Strand 






Start 


1 




End 


1796 




Name 


OJ000328 03.0419.C4.ol. 


gs 


Method 


GENSCAN 




Start 


175 




•End 


1304 




GI 


none 




Score 


.48 




Exons 


175. .375, 967. .1304 










Seq. No. 


50161 




Seq. ID 


OJ000328 03.0419. 


C4 


Gene No. 


106572 




Strand 






Start 


1 




End 


1796 




Name 


OJ000328 03.0419.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


917 




End 


1237 




GI 


none 




Score 


204 




Exons 


917.. 1237, 933. .1217, 967.. 1227 






Seq. No. 


50161 




Seq. ID 


OJ000328 03 0419 


C4 


Gene No. 


106572 




Strand 






Start 


1 




End 


1796 




Name 


OJ000328 03.0419.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


994 




End 


1266 




GI 


none 




Score 


38 




Exons 


994.. 1266, 1022.. 1054, 


1084. . 


1266 






Seq. No. 


50161 




Seq. ID 


OJ000328 03 0419 


C4 


Gene No. 


106572 




Strand 






Start 


1 




End . 


1796 




Name 


OJ000328 03.0419.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1038 




End 


1332 




GI 


none 




Score 


245 




Exons 


1038. .1328, 1039. .1332, 


1040. 


.1306 






Seq. No. 


50162 




Seq. ID 


OJ000328_03.0419. 


C6 


Gene No. 


106573 




Strand 


+ 




Start 


1394 




End 


3437 




Name 


OJ000328 03.0419.C6.ol. 


gs 


Method 


GENSCAN 




Start 


1394 




End 


3366 




GI 


none 




Score 


.66 




Exons 


1394.. 1550, 1922.. 1980, 


2646. 


.3366 






Sea. No. 


50162 




Seq. ID 


OJ000328JD3.0419. 


C6 


Gene No. 


106573 




Strand 


+ 




Start 


1394 




End 


3437 




Name 


OJ000328 03.0419.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2010 




End 


3437 




GI 


2829915 




Score 


390 




Exons 


2010.. 2057, 2646.. 3145, 


3173. 


.3437 






GI Descrip. 


(AC002291) Hypothetical 


protein [Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50162 

106573 

1394 

OJ000328_03.0419.C6.ol.tm 

2959 

none 



Seq. ID OJ000328_03.0419.C6 



Strand 
End 

Method 

End 

Score 



+ 

3437 

TBLASTX : Maize 

3432 

508 



2959. .3417, 2979. .3419, 2980. .3420, 3295.-3432 



Seq. No. 50163 

Gene No. 106574 

Start 1798 

Name OJ000328_03 . 04 19 . C8 . ol . tw 

Start 10 

GI none 

Exons 10. .75, 11. .43, 11. .136, 40. .159, 42. .185 



Seq. ID OJ000328_03.0419.C8 



Strand 
End 

Method 

End 

Score 



+ 

2159 

TBLASTX: Wheat 
185 
50 



Seq. No. 


50163 






Seq. ID 


OJ000328_03.0419. 


C8 


Gene No. 


106574 






Strand 


+ 




Start 


1798 






End 


2159 




Name 


OJ000328 03. 


0419.C8.ol 


tm 


Method 


TBLASTX: Maize 




Start 


13 






End 


249 




GI 


none 






Score 


151 




Exons 


13. .168, 14. 


.136, 166. 


249 








Seq. No. 


50163 






Seq. ID 


OJ000328_03.0419. 


C8 


Gene No. 


106574 






Strand 


+ 




Start 


1798 






End 


2159 




Name 


OJ000328 03. 


0419.C8.ol 


gs 


Method 


GENSCAN 




Start 


1798 






End 


2159 




GI 


none 






Score 


.76 




Exons 


1798. .2159 













Seq. No. 50164 Seq. ID OJ000328_03 . 04 19 . C9 

Gene No. 106575 Strand + 

Start 67 End 2421 

Name OJ000328_03 . 0419 . C9 . ol . np Method AAT/NAP 

Start 67 End 2421 

GI 5915841 Score 734 

Exons 67.. 570, 1921.. 2421 

GI Descrip. CYTOCHROME P450 71E1 gi 12766452 (AF029858) cytochrome P450 
CYP71E1 [Sorghum bicolor] 



Seq. No. 


50164 








Seq. ID 


OJ000328 


_03.0419 


.C9 


Gene No. 


106575 








Strand 


+ 






Start 


67 








End 


2421 






Name 


OJ000328 


_03.0419.C9. 


ol 


gs 


Method 


GENSCAN 






Start 


70 








End 


2379 






GI 


none 








Score 


. 98 






Exons 


70. .570, 


1921. .2379 














Seq. No. 


50164 








Seq. ID 


OJ000328 


_03.0419 


.C9 


Gene No. 


106575 








Strand 


+ 






Start 


67 








End 


2421 






Name 


OJ000328 


_03.0419.C9. 


ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


183 








End 


576 






GI 


none 








Score 


204 
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Exons 183.. 416, 247.. 576 

Seq. No. 50164 

Gene No. 106575 

Start 67 

Name OJ000328_03. 0419.C9.ol.ts 

Start 207 

GI none 
Exons 



Seq. ID OJ000328_03.0419.C9 

Strand + 

End 2421 

Method TBLASTX : Soybean 

End 2265 

Score 188 



207. .260, 270. .476, 271. .573, 505. .570, 2164. .2265 



Seq. No. 50164 

Gene No. 106575 

Start 67 

Name OJ000328_03 . 0419 . C9 . ol . tc 

Start 247 

GI none 

Exons 247.. 579, 306.. 527 



Seq. ID OJ000328_03.0419.C9 

Strand + 

End 2421 

Method TBLASTX : Cress 

End 579 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50165 
106576 
1 

OJ000328_03.0419.C10.ol.np 
1 

5915841 
1..443 

CYTOCHROME P450 71E1 gi 12766452 (AF029858) cytochrome P450 
CYP71E1 [Sorghum bicolor] 



Seq. ID OJ000328JD3. 0419. C10 
Strand + 

443 

AAT/NAP 
443 
512 



End 

Method 

End 

Score 



50165 

106576 

1 

OJ000328_03. 0419. C10. ol.gs 
56 

none 
56. .436 



Seq. ID OJ000328_03. 0419. C10 

Strand + 

End 443 

Method GEN SCAN 

End 436 

Score .83 



End 

Method 
End 
Score 
.2638 



Seq. No. 50165 

Gene No. 106577 

Start 1328 

Name OJ000328_03 . 0419 . C10 . o2 . gs 

Start 1328 

GI none 

Exons 1328.. 1355, 1913.. 2049, 2570. 

Seq. No. 50165 

Gene No. 106578 

Start 5074 

Name OJ000328_03 .0419. C10 . ol . tm 

Start 1 

GI none 

Exons 1..135, 2. .427, 193. .435, 278. .448 



Seq. ID OJ000328_03. 0419. C10 
Strand + . 

2638 
GENSCAN 
2638 
.77 



Seq. ID OJ000328_03. 0419. C10 
Strand 

End 5436 

Method TBLASTX : Mai ze 

End 448 

Score 472 



Seq. No. 50165 

Gene No. 106578 

Start 5074 

Name OJ000328_03 . 0419 . C10 . ol . tc 

Start 2 



Seq. ID OJ000328_03. 0419. C10 
Strand 

End 5436 

Method TBLASTX : Cress 

End 424 
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GI 


none 






Score 


430 






Exons 


2. .424, 4.. 


414 












Seq. No. 


50165 






Seq. ID 


OJ000328 


_03.0419 


.C10 


Gene No. 


106578 






Strand 








Start 


5074 






End 


5436 






Name 


OJ000328 03 


.0419. C10. ol 


.ts 


Method 


TBLASTX : 


Soybean 




Start 


4 






End 


420 






GI 


none 






Score 


390 






Exons 


4. .135, 5.. 


415, 214. .420 










Seq. No. 


50165 






Seq. ID 


OJ000328 


_03.0419 


.C10 


Gene No. 


106578 






Strand 








Start 


5074 






End 


5436 






Name 


OJ000328 03 


.0419. C10. ol 


. tw 


Method 


TBLASTX : 


Wheat 




Start 


158 






End 


450 






GI 


none 






Score 


249 






Exons 


158. .436, 193. .450 












Seq. No. 


50165 






Seq. ID 


OJ000328 


_03.0419 


.C10 


Gene No. 


106578 






Strand 








Start 


5074 






End 


5436 






Name 


OJ000328_03 


.0419. C10. o3 


. gs 


Method 


GENSCAN 






Start 


5074 






End 


5436 






GI 


none 






Score 


. 62 






Exons 


' 5074 . . 5436 














Seq. No. 


50165 






Seq. ID 


OJ000328 


_03.0419 


.C10 


Gene No. 


106578 






Strand 








Start 


5074 






End 


5436 






Name 


OJ000328 03 


.0419. C10. o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


5083 






End 


5287 






GI 


none 






Score 


107 






Exons 


5083. .5286, 


5092. .5268, 


5099. 


.5287 








Seq. No. 


50165 






Seq. ID 


OJ000328 


_03.0419 


.C10 


Gene No. 


106578 






Strand 








Start 


5074 






End 


5436 






Name 


OJ000328 03 


.0419. C10. o2 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5092 






End 


5268 






GI 


none 






Score 


106 






Exons 


5092. .5268, 


5098. .5268 












Seq. No. 


50166 






Seq. ID 


OJ000328 


_03.0419 


.Cll 


Gene No. 


106579 






Strand 


+ 






Start 


2753 






End 


5908 






Name 


OJ000328 03 


.0419.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


2753 






End 


5908 






GI 


4376158 






Score 


706 






Exons 


2753. .3164, 


3265. .3347, 


4636. 


.4831, 5576. .5725, 


5846. .5908 


GI Descrip, 


(X98873) aspartate kinase [Arabidopsis 


thaliana] 




Seq. No. 


50166 






Seq. ID 


OJ000328 


_03.0419 


.Cll 


Gene No. 


106579 






Strand 


+ 






Start 


2753 






End 


5908 






Name 


OJ000328 03 


.0419.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


2781 






End 


5725 
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GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .72 

2781. .2846, 2940. .3164, 3265. .3347, 3434. .3474, 4677. ,4831, 
5327.. 5347, 5576.. 5725 



Seq. ID OJ000328_03.0419.C11 

Strand + 

End 5908 

Method TBLASTX : Mai ze 

End 3482 

Score 203 

.3186, 3240. .3338, 3242.-3337, 
.3482, 3431.. 3478 

Seq. ID OJ000328_03.0419.C11 

Strand + 

End 5908 

Method TBLASTX : Soybean 

End 5905 

Score 207 



50166 
106579 
2753 

OJ000328_03.0419.Cll.ol.tm 
2949 
none 

2949.. 3164, 3029.. 3163, 3103. 
3249.-3347, 3253. .3354, 3429. 

50166 
106579 
2753 

OJ000328_03. 0419. Cll. ol.ts 
3012 
none 

3012. .3188, 3029. .3160, 3264. .3353, 3265. .3354, 3429.-3473, 
3432. .3470, 4684. .4827, 4685. .4861, 4687. .4800, 4706. .4840, 
5534. .5725, 5567. .5722, 5575. .5724, 5851. .5904, 5852. .5905 



Seq. No. 50166 

''Z Gene No. 106579 

^ Start 2753 

[is Name OJ000328_03.0419.Cll.ol- tc 

fy Start 3015 

?5 GI none 

li Exons 3015.. 3188, 3029.. 3160, 3264. 

v * 4684. .4827, 4706. .4840, 5534. 



Seq. ID OJ000328_03.0419.C11 

Strand + 

End 5908 

Method TBLASTX : Cress 

End 5908 

Score 217 

.3353, 3265. .3354, 4683. .4838, 
.5725, 5573. .5719, 5575. .5730, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5575. .5724, 5843. .5908, 5845. .5907 

50166 Seq. ID 

106579 Strand 

2753 End 
OJ000328_03 . 04 19 . Cll . ol . gp Method 

3050 End 

LIB3434-003-P1-K1-C5 Score 



OJ000328_03. 0419. Cll 
+ 

5908 
AAT/GAP 
5625 
743 



3050. .3164, 3265. .3347, 3434. .3474, 4677. .4823, 5568. .5625 
, 4376158/emb|CAA67376| 6.0e-52 (X98873) aspartate kinase 
[Arabidopsis thaliana] ? 



50166 Seq. ID 

106579 Strand 
2753 End 
OJ000328_03 . 04 19 . Cll . o2 . tm Method 
4645 End 
none Score 

4645.-4827, 4674. .4823, 4676. .4843, 

5520. .5597, 5534. .5731, 5573. .5719, 
5845. .5907 



OJ000328_03. 0419. Cll 
+ 

5908 

TBLASTX: Maize 
5908 
183 

4706. .4840, 4713. .4847, 
5575.. 5733, 5843.. 5908, 



Seq. No. 50167 Seq. ID 

Gene No. 106580 Strand 

Start 1 End 

Name OJ000328 03 . 0419 . C12 . ol . np Method 



OJ000328_03.0419.C12 
+ 

3329 
AAT/NAP 
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Start 1 End 1699 

GI 7529283 Score 813 

Exons 1..163, 278. .397, 479. .571, 660. .776, 1124. .1240, 1398. .1460, 
1547. .1699 

GI Descrip. (AL1634 91) aspartate kinase [Arabidopsis thaliana] 

Seq. No. 50167 Seq. ID OJ000328_03. 0419.C12 

Gene No. 106580 Strand + 

Start 1 End 3329 

Name OJ000328_03 . 04 19 . C12 . ol . gs Method GENSCAN 

Start 47 End 3329 

GI none Score .59 

Exons 47. .163, 479. .571, 660. .776, 1398. .1460, 1547. .1675, 2583. .3329 

Seq. No. 50167 Seq. ID OJ000328_03 . 04 19 . C12 

Gene No. 106580 Strand + 

Start 1 End 3329 

Name OJ000328_03.0419.C12.ol.gp Method AAT/GAP 

Start 294 End 2005 

GI 3235_1.R1084 Score 1699 

Exons 294. .397, 479. .571, 660. .776, 1124. .1240, 1398. .1460, 1547. .2005 

GI Descrip. ' 4376158/emb | CAA67376 | 2.0e-83 (X98873) aspartate kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50167 

106581 

3706 

OJ000328_03.0419.C12.ol.tc 
31 

none 



Seq. ID OJ000328_03.0419.C12 
Strand 

End 5093 

Method TBLASTX: Cress 

End 1678 

Score 190 



31. .165, 44. .169, 47. .172, 275. .397, 277. .396, 277. .423, 

278. .397, 476. .577, 478. .576, 650. .778, 651. .776, 1112. .1240, 

1113. .1241, 1114. .1242, 1389. .1472, 1406. .1471, 1544. .1678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50167 

106581 

3706 

OJ000328_03.0419.C12.ol.tm 
44 

none 



Seq. ID OJ000328_03. 0419.C12 
Strand 

End ' * 5093 

Method TBLASTX: Maize 

End 775 

Score 205 



44 . . 169, 46. .180, 46. .165, 50. .172, 275. .400, 277. .423, 
278. .397, 476. .577, 487. .576, 491. .577, 492. .581, 651. .773, 
658. .774, 659. .775, 659. .775 

50167 Seq. ID OJ000328J53. 0419.C12 

106581 Strand 

3706 End 5093 

OJ000328_03 . 04 1 9 . C12 . ol . t s Method TBLASTX : Soybean 

44 End 1624 

none Score 194 

44. .169, 46. .165, 47. .172, 274 .. 423, 278 .. 397, 476. .577, 

484. .576, 486..S87, 600. .776, 650. .778, 653. .778, 1112. .1240, 

1120. .1245, 1120. .1239, 1389. .1472, 1394. .1471, 1544. .1624, 

1546. .1611 



Seq. No. 
Gene No. 



50167 
106581 



Seq. ID OJ000328_03.0419.C12 
Strand 
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Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

I. _J 

y Seq. No. 
fn Gene No. 
f\\ Start 
Name 
Start 

iy gi 

\j Exons 

f \ 3 

^~ Seq. No. 

!- Gene No. 

J=j Start 

"'J Name 

M Start 

? = Exons 

^ GI Descrip. 



3706 End 

OJ000328JD3 .0419. C12 . ol . tw Method 

726 End 

none Score 



5093 

TBLASTX: Wheat 

1764 

78 



726.-776, 728. .778, 1099. .1239, 1112. .1240, 1114. .1242, 
1121. .1240, 1389. .1472, 1394. .1471, 1544. .1678, 1545. .1661, 
1675.. 1764, 1684.. 1722 



50167 

106581 

3706 

OJ000328_03 . 0419 . C12 . o2 . tm 

1053 

none 



Seq. ID OJ000328_03.0419.C12 
Strand 

End 5093 

Method TBLASTX : Mai ze 

End 1723 

Score 61 



1053. .1214, 1068. .1256, 1112. .1240, 1114. .1242, 1389. .1472, 
1394. .1471, 1544. .1714, 1544. .1723, 1545. .1715, 1546. .1719 



50167 

106581 

3706 

OJ000328_03.0419.C12.o2.gs 

3706 

none 



Seq. ID OJ000328_03.0419.C12 
Strand 

End 5093 

Method GENSCAN 

End 5093 

Score .89 



.3706.. 3933, 4317.. 4586, 5033.. 5093 



50168 

106582 

20 

OJ000328_03.0419.C13.ol.gs 
20 

none 

20. .232, 446. .784 



Seq. ID OJ000328_03.0419.C13 

Strand + 

End 784 

Method GENSCAN 

End 784 

Score .92 



Seq. ID OJ000328_03.0419.C13 
Strand + 

9358 
AAT/GAP 
9358 
919 



50168 
106583 
8809 

OJ000328_03.0419.C13.o2.gp 
8809 

12985JL.R1084 
8809.. 9279, 9337.. 9358 

'2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] ' 



End 

Method 

End 

Score 



Seq. No. 


50168 








Seq. ID 


OJ000328 


_03. 


0419 


.C13 


Gene No. 


106584 








Strand 


+ 








Start 


10492 








End 


10952 








Name 


OJ000328 03.0419. 


.C13, 


.o3 


• gp 


Method 


AAT/GAP 








Start 


10492 








End 


10952 








GI 


4968980 








Score 


812 








Exons 


10492. .10952 


















Seq. No. 


50168 








Seq. ID 


OJ000328 


_03. 


0419 


.C13 


Gene No. 


106585 








Strand 


+ 








Start 


21258 








End 


21635 








Name 


OJ000328 03.0419. 


.C13. 


.o4 


. np 


Method 


AAT/NAP 








Start 


21255 








End 


21632 








GI 


3860333 








Score 


360 








Exons 


21255. .21632 
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GI Descrip. (AJ012693) basic blue copper protein [Cicer arietinum] 



Seq. No. 50168 Seq. ID OJ000328_ 

Gene No. 106585 Strand + 

Start 21258 End 21635 

Name OJ000328_03 . 0419.C13 .o7 .gs Method GENSCAN 

Start 21258 End 21635 

GI none Score . 99 

Exons 21258. .21635 



03.0419.C13 



Seq. No. 50168 Seq. ID 

Gene No. 106586 Strand 

Start 21631 End 

Name OJ000328_03. 04 19 . C13 . 06 . gp Method 

Start 21631 End 

GI 4714183 Score 

Exons 21631. .21943 



OJ000328_03.0419.C13 
+ 

21943 
AAT/GAP 
21943 
563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50168 Seq. ID 

106587 Strand 

22884 End 

OJ000328_03.0419.C13.o8.gp Method 

22542 End 

34262 1.R1084 Score 



OJ000328_03.0419.C13 
+ 

26197 
AAT/GAP 
24632 
1418 



22542. .22628, 228 60 .. 22927 , 23028 .. 2317 6, 23274 .. 23330, 
23711. .23749-, 24242.. 24632 

, 5912424/emb|CAB56149.1| 2.0e-51 (AJ242970) BTF3b-like factor 
[Arabidopsis thaliana] ? 



.z Seq. No. 

5 Gene No. 

f z Start 

y Name 

Start 

3 GI 

"\ Exons 

3 GI Descrip. 



50168 Seq. ID 

106587 Strand 

22884 End 

OJ000328_03.0419.C13.o5.np Method 

22860 End 

6598870 Score 



OJ000328_03.0419.C13 
+ 

26197 
AAT/NAP 
24417 
467 



22860. .22927, 23028 .. 2317 6, 23274 ... -23330, 23711 .. 23749, 
24242.. 24417 

(AC010556) putative transcription factor BTF3 (RNA polymerase B 
transcription factor 3) [Arabidopsis thaliana] 



Seq. No. 50168 

Gene No. 106587 

Start 22884 

Name OJ000328_03 . 04 19 . C13 . 08 . gs 

Start 22884 

GI none 
Exons 



Seq. ID OJ000328_03.0419.C13 

Strand + 

End 26197 

Method GENSCAN 

End 26197 

Score . 65 



22884 . .22927, 23028 .. 2317 6, 24242 .. 24381 , 25348.-25462, 
25499. .25617, 25631.. 26197 



Seq. No. 50168 Seq. ID 

Gene No. 106588 Strand 

Start 3324 End 

Name OJ000328_03 . 0419 . C13 . o2 . gs Method 

Start 3324 End 

GI none Score 

Exons 3324.. 3396, 4132.. 4397 



OJ000328_03.0419.C13 

4397 
GENSCAN 
4397 
.51 
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^1 



Seq. No. 


50168 


Seq. ID 


OJ000328_ 


_03.0419.C13 


Gene No . 


106589 


Strand 






Start 


6462 


End 


16737 




Name 


OJ000328 03.0419.C13.ol.gp 


Method 


AAT/GAP 




Start 


6462 


End 


7017 




GI 


4715658 


Score 


819 




Exons 


6462.. 6871, 6991.. 7017 








Seq. No. 


50168 


Seq. ID 


OJ000328_ 


_03.0419.C13 


Gene No. 


106589 


Strand 






Start 


6462 


End 


16737 




Name 


OJ000328_03.0419.C13.ol.np 


Method 


AAT/NAP 




Of -i «f 

otart 


OOU J 


End 


10902 




GI 


7470178 


Score 


239 




Exons 


6803.. 6871, 6991,. 7089, 7244. 


.7314, 8677. .9091, 


10828. .10902 


GI Descrip. 


hypothetical protein slll925 


- Synechocystis sp. 


(strain PCC 




6803) gi | 1652327 | dbj IBAA17250 


.11 (D90904) hypothetical protein 




[Synechocystis sp.] 








Seq. No. 


50168 


Seq. ID 


OJ000328_ 


_03.0419.C13 


Gene No. 


106589 


Strand 






Start 


6462 


End 


16737 




Name 


OJ000328 03.0419.C13.o4.gs 


Method 


GENSCAN 




Start 


10703 


End 


14890 




GI 


none 


Score 


.83 




Exons 


10703. .11371, 13812. .14018, 14026 14 178 , 14774. 


.14890 


Seq. No. 


50168 


Seq. ID 


OJ000328_ 


_03.0419.C13 


Gene No. 


106589 


Strand 






Start 


6462 


End 


16737 




Name 


OJ000328 03.0419.C13.o2.np 


Method 


AAT/NAP 




Start 


10733 


End 


11371 




GI 


7488696 


Score 


547 




Exons 


10733. .11371 








GI Descrip. 


polyphosphoinositide binding protein Ssh2 - soybean 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi I 273904 6 | gb I AAB94599. 1 1 (AF024652) polyphosphoinositide 
binding protein Ssh2p [Glycine max] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328 03.0419.C13 



50168 
106589 
6462 

OJ000328_03.0419.C13.o4, 
10915 
2798777 
10915. .11371, 14774. .14947 

2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] 



16737 
AAT/GAP 
14947 
1017 



50168 

106589 

6462 

OJ000328_03.0419.C13.o3.np 

13544 

5734621 



OJ000328 03.0419.C13 



Seq. ID _ 
Strand 

End 16737 
Method AAT/NAP 
End 16117 
Score 832 

13544. .13725, 13763 .. 14018 , 14 107 .. 1424 6, 16086. .16117 
(AP000391) ESTs AU067992 (C11433 ) , AU077424 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 
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Seq. No. 


50168 




Seq. ID 


OJ000328 




Gene No. 


106589 




Strand 






Start 


64 62 




End 


16737 




Name 


OJ000328 03.0419.C13.o5. 


gs 


Method 


GEN SCAN 




Start 


15276 




End 


16737 




GI 


none 




Score 


.69 




Exons 


15276. .15400, 15565 .. 15628 , 16609.. 16737 




Seq. No. 


50168 




oeq. Lu 




U 3 . U4 i y . Ll j 


Gene No. 


106590 




Strand 






Start 


17981 




End 


19955 




Name 


OJ000328 03.0419.C13.o6. 


gs 


Method 


GENSCAN 




Start 


17981 




End 


19955 




GI 


none 




Score 


.99 




Exons 


17981. .18159, 19490.. 19955 








Seq. No. 


50168 




Seq. ID 


OJ000328 


_03.0419.C13 


Gene No. 


106590 




Strand 






b tar l 


17981 




End 


19955 




Name 


OJ000328 03.0419.C13.o5. 


gp 


Method 


AAT/GAP 




Start 


18110 




End 


19946 




GI 


47538 1.R1084 




Score 


925 




Exons 


18110. .18159, 19490. .19946 








GI Descrip. 


' 22447 65 /emb | CAB 10188 . 1 | 


2 . Oe 


-19 (Z97335) hypothetical protein 




[Arabidopsis thaliana] 1 










Seq. No. 


50168 




Seq. ID 


OJ000328 


_03.0419.C13 


Gene No. 


106591 




Strand 






Start 


26607 




End 


30593 




Name 


OJ000328 03.0419.C13.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6774 




End 


8869 




GI 


none 




Score 


121 




Exons 


6774. .6872, 6784. .6873, 


6785. 


.6874, 6989. .7090, 


6990. .7091, 




6991. .7089, 7244. .7315, 


7245. 


.7316, 7251. .7316, 


7252. .7317, 




8675. .8869, 8676. .8867 










Seq. No. 


50168 




Seq. ID 


OJ000328 


_03.0419.C13 


Gene No. 


106591 




Strand 






Start 


26607 




End 


30593 




Name 


OJ000328 03.0419.C13.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6783 




End 


9095 




GI 


none 




Score 


96 




Exons 


6783. .6872, 6794. .6874, 


6800. 


.6874, 6982.. 7080, 


6982. .7089, 




6989. .7087, 7221.. 7265, 


7244. 


.7315, 7245. .7316, 


8675. .8875, 




8676. .8882, 8963. .9094, 


8964. 


.9095 






Seq. No. 


50168 




Seq. ID 


OJ000328 


_03.0419.C13 


Gene No. 


106591 




Strand 






Start 


26607 




End 


30593 




Name 


OJ000328 03.0419.C13.o7. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8888 




End 


9292 




GI 


none 




Score 


66 




Exons 


8888..8944, 8890. .8928, 


8939. 


.9094, 8! 


U3. .9095, 


9206. . 9292 


Seq. No. 


50168 




Seq. ID 


OJ000328 


_03.0419.C13 


Gene No. 


106591 




Strand 
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Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


10748 




End 


11371 


GI 


none 




Score 


103 


Exons 


10748. . 11008, 10797. . 


10997, 


11009. .11056, 11010. . 11057, 




11069. .11251, 11154.. 


11201, 


11255. .11371 


Seq. No. 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 v 


Name 


OJ000328 03.0419.C13. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


10748 




End 


11248 


GI 


none 




Score 


178 


Exons 


10748. .11008, 10797. . 


11000, 


11009. .11056, 11013. .11057, 




11111. . 11248, 11145. . 


11198 






Seq. No. 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


11069 




End 


11377 


GI 


none 




Score 


117 


Exons 


11069. . 11248, 11255. . 


11377 






Seq. No; 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


o5 . tm 


Method 


TBLASTX: Maize 


Start 


19486 




End 


19883 


GI 


none 




Score 


136 


Exons 


19486. .19671, 19488. . 


19673, 


19665. .19835, 19738 .. 19836, 




19842. .19883 








Seq. No. 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


06 . ts 


Method 


TBLASTX : Soybean 


Start 


19509 




End 


19877 


GI 


none 




Score 


70 


Exons 


19509. . 19616, 19510. . 


19623, 


19623. . 19685, 19686 .. 19727, 




19746. . 19877, 19759. . 


19854 






Seq. No. 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


o5 . tc 


Method 


TBLASTX: Cress 


Start 


19621 




End 


19877 


GI 


none 




Score 


37 


Exons 


19621. . 19668, 19623. . 


19712, 


19681, . 19752, 19686 .. 19727 , 




19746. . 19877, 19759. . 


19854 






Seq. No. 


50168 




Seq. ID 


OJ000328_03.0419 


Gene No. 


106591 




Strand 




Start 


26607 




End 


30593 


Name 


OJ000328 03.0419.C13. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


21225 




End 


21617 


GI 


none 




Score 


223 
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Exons 



21225. .21368, 21243 .. 21503, 
21503. .21616 



21305. .21502, 21501 21617, 



Seq. No. 


50168 




Gene No. 


106591 




Start 


26607 




Name 


OJ000328 03.0419.C13 


. o4 . tc 


Start 


21273 




GI 


none 




Exons 


21273 .. 214 97 , 21341. 


. 21472, 


Seq. No. 


50168 




Gene No. 


106591 




Start 


26607 




Name 


OJ000328 03.0419.C13 


.o7.ts 


Start 


21308 




GI 


none 




Exons 


21308. .21499, 21327. 


.21497, 


Seq. No. 


50168 




Gene No. 


106591 




Start 


26607 




Name 


OJ000328 03.0419.C13 


.ol.tw 


Start 


22832 




GI 


none 




Exons 


22832. .22936, 22857. 


.22928, 




23027. .23158, 23109. 


.23171, 




23273. .23353 




Seq. No. 


50168 




Gene No. 


106591 




Start 


26607 




Name 


OJ000328 03.0419.C13 


.o2.tc 


Start 


22853 




GI 


none 




Exons 


22853. .22936, 22854. 


.22928, 




23109. .23174, 23272. 


.23328, 




24238. .24345, 24325. 


.24360, 


Seq. No. 


50168 




Gene No. 


106591 




Start 


26607 




Name 


OJ000328 03.0419.C13 


. o3. tm 


Start 


22857 




GI 


none 




Exons 


22857. .22928, 22857. 


.22928, 




23026. .23097, 23027. 


.23182, 




23273. .23335, 23710. 


.23751, 




24244. .24411, 24418. 


.24489, 




24469. .24528, 24494. 


.24532, 


Seq. No. 


50168 




Gene No. 


106591 




Start 


" 26607 




Name 


OJ000328 03.0419.C13 


.o3. ts 


Start 


22857 




GI 


none 





Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 

Method TBLASTX : Cress 

End 21617 

Score 130 
21506. .21616, 21507. .21617 

Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 

Method TBLASTX : Soybean 

End 21617 

Score 160 
21506. .21613, 21507. .21617 

Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 

Method TBLASTX: Wheat 

End 23353 

Score 93 
23026. .23175, 2302 6 .. 23100, 
23259. .23324, 23272 .. 23325 , 



Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 

Method TBLASTX : Cress 

End 24360 

Score 104 
23026. .23175, 23029 .. 23094 , 
23273. .23335, 24237 .. 24278 , 
24325. .24360 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 03.0419.C13 



30593 

TBLASTX: Maize 
24540 
113 

22859. .22936, 23026 .. 23175, 
23271. .23324, 23272 .. 23325 , 
24237. .24410, 24238 .. 244 11 , 
24420. .24464, 24421 .. 244 65 , 
24496. .24540, 24497. .24532 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_03.0419.C13 
30593 

TBLASTX : Soybean 

24411 

107 
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Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22857. .22928, 22857 .. 22925, 22859 .. 22936, 23026 23175, 
23029. .23097, 23030 23194 , 23272 .. 23325, 23273 .. 23335, 
24214. .24345, 24280 24 405, 24325. .24411 



50168 
106591 
26607 

OJ000328_03 . 04 19 . C13 . o9 . gs 
26607 
none 

26607. .26704, 27297 .. 27537 , 27724 
28328. .28411, 28903 29108 , 29195 



Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 
Method GENSCAN 
End 30557 
Score . .86 

27786, 27862. 
29285, 29394. 



29770. .29844, 29946 .. 30038, 30132 30207 , 30333. 



,27927, 
,29498, 
,30557 



Seq. No. 50168 Seq. ID OJ000328_03 . 04 19 . C13 

Gene No. 106591 Strand 

Start 26607 End 30593 

Name OJ000328_03 . 0419 . C13 . o9 . gp Method AAT/GAP 

Start 26840 End 27551 

GI 503JL.R1084 Score 1131 

Exons 26840. .27207, 27297.. 27551 

GI Descrip. ' 2129754/pir | | S62701 3.0e-46 translation elongation factor Tu 
precursor - Arabidopsis thaliana >gi_114 9571_emb_CAA61511_ 
(X89227) mitochondrial elongation factor Tu [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50168 

10659 

26607 

OJ000 

27084 

none 

27084 

27295 

27429 

27721 

27863 

28901 

29177 

29389 

29770 

30081 

30324 

30446 



328 03.0419.C13.ol.tm 



,27203, 
.27429, 
.27539, 
.27789, 
.27931, 
.29107, 
.29287, 
.29499, 
.29853, 
.30206, 
.30371, 
.30508, 



27085. 
27296. 
27429. 
27826. 
28270. 
28903. 
29181. 
29391. 
29770. 
30093. 
30332. 
30447. 



.27201, 
.27427, 
.27581, 
.27930, 
.28413, 
.29109, 
.29285, 
.29501, 
.29844, 
.30206, 
.30370, 
.30509, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_03.0419.C13 
30593 

TBLASTX: Maize 

30593 

88 



27089. 
27308. 
27430. 
27860. 
28334 . 
28903. 
29197. 
29391. 
29946. 
30094 . 
30332. 
30567. 



.27205, 27089. .27208, 

.27448, 27427. .27540, 

.27561, 27721. .27789, 

.27931, 27862. .27933, 

.28423, 28335. .28412, 

.29109, 28907. 

.29301, 29198. 



.29507, 29762 

.30041, 29947 

.30213, 30130 

.30373, 30333 
,30593 



.29110, 
.29287, 
.29827, 
.30039, 
.30213, 
.30374, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



50168 

106591 

26607 

OJ000328_03.0419.C13.o6.np 
27140 
7443411 
27140. .27207, 
28333. .28411, 
29770. .29844, 



27297. .27537, 
28903. .29108, 
29946. .30038, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
27724 . .27786, 
29195. .29285, 



OJ000328 03.0419.C13 



30593 
AAT/NAP 
30520 
1488 

27862. 
29394. 



30132. .30207, 30333. 



.27935, 
.29498, 
.30520 

translation elongation factor EF-Tu precursor, mitochondrial 
Arabidopsis thaliana gi | 3924612 | gb I AAC79113 . 1 | (AF069442) 
mitochondrial elongation factor Tu [Arabidopsis thaliana] 
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gi I 4263511 1 gb I AAD15337.il (AC004044) mitochondrial elongation 
factor Tu [Arabidopsis thaliana] gi | 7269778 | emb | CAB77778 . 1 | 
(AL1614 95) mitochondrial elongation factor Tu [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50168 
106591 
26607 
OJ00032 
27146 
none 
27146. . 
27296. . 
28334. . 
29159. . 
29365. . 
29772. . 
29946. . 
30130. . 



8 03.0419.C13.ol.tc 



27205, 
27529, 
28423, 
29287, 
29499, 
29852, 
30041, 
30213, 



27161, 
27325. 
28335. 
29181. 
29391. 
29773. 
29947. 
30144. 



.27211, 
.27537, 
.28412, 
.29285, 
.29507, 
.29859, 
.30039, 
.30221, 



Seq. ID OJ000328_03.0419.C13 
Strand 

End 30593 

Method TBLASTX: Cress 

End 30359 

Score 4 6 
27162. .27209, 27295 .. 27537 , 
27688. .27789, 27862 .. 27915, 
28903. .29109, 28 907 .. 29110 , 
29195. .29293, 2 9197 29301 , 
29392. .29460, 2 9770 .. 2984 4 , 
29775. .29858, 2994 4 29973 , 
30093. .30206, 30094 30213 , 
30335. .30358, 30336.. 30359 



Seq. No. 50168 

Gene No. 106591 

Start 26607 

Name OJ000328_03 . 0419 . C13 . o2 . ts 

Start 27161 

GI none 

Exons 27161. .27211, 27162 .. 27209, 
27304. .27540, 27718 .. 27789, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_03.0419.C13 
30593 

TBLASTX: Soybean 

27922 

72 



27295. .27540, 27296. .27529, 
27862. .27921, 27866. .27922 



Seq. No. 50168 
Gene No. 106591 
Start 26607 

Name OJ000328_03 . 0419 . C13 . o2 . tw 

Start 27388 
GI none 
Exons 27388. .27540, 

27721. .27786, 

28285. .28425, 



27389. .27529, 
27826. .27930, 
28331. .28426, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27399 

27862 



OJ000328 03.0419.C13 



30593 

TBLASTX: Wheat 
28426 
163 

27536, 27414 . .27581, 
27933, 27863. .27943, 



28332. .28412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50168 
106591 
26607 

OJ000328_03.0419.C13.ol0.gp 
28059 

28202_1.R1084 

28059. .28411, 28903 .. 29108 , 
•3924612 2.0e-45 (AF069442) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000328 03.0419.C13 



30593 
AAT/GAP 
29225 
1037 
29195. .29225 

mitochondrial elongation factor Tu 
[Arabidopsis thaliana] >gi_4263511_gb_AAD15337_ (AC004044) 
mitochondrial elongation factor Tu [Arabidopsis thaliana] ' 



50168 

106591 

26607 

OJ000328_03.0419.C13.o4.ts 

28317 

none 



Seq. ID OJ000328_03.0419.C13 



Strand 
End 

Method 

End 

Score 



30593 

TBLASTX : Soybean 

30213 

94 



28317. .28427, 28334 .. 28423, 28 906 .. 2 9004 , 28907 .. 28996, 



51734 



29035. .29109, 29039 29110, 29187 .. 29285, 29391 29507 , 
29392. .29460, 29770 .. 29799, 29791 .. 2984 4 , 30144 30209, 
30145.. 30213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50168 Seq. ID 

106591 Strand 

26607 End 

OJ000328_03.0419.C13.oll.gp Method 

29951 End 

63630 1.R1084. . Score 



OJ000328_03.0419.C13 

30593 
AAT/GAP 
30583 
767 



29951. .30038, 30132 .. 30207 , 30333.. 30583 

•3924612 4.0e-26 (AF069442) mitochondrial elongation factor Tu 
[Arabidopsis thaliana] >gi_4263511_gb_AAD15337_ (AC004044) 
mitochondrial elongation factor Tu [Arabidopsis thaliana] f 



50169 Seq. ID 

106592 Strand 

1 End 

OJ000328_03 . 0419 . C14 . ol . np Method 

1 End 

3025188 Score 
1..121, 1392. .1444 

HYPOTHETICAL 11.9 KD PROTEIN SLR1846 gi I 74 4 8385 | pir || S75164 

hypothetical protein slrl846 - Synechocystis sp. (strain PCC 
6803) gi 1 1652154 |dbj IBAA17078.il (D90903) hypothetical protein 
[Synechocystis sp.] 



OJ000328_03.0419.C14 
+ 

1875 
AAT/NAP 
1444 
157 



50169 Seq. ID 

106592 Strand 

1 End 
OJ000328_03.0419.C14 .ol.gp Method 

80 End 

none Score 
80. .121, 1392. .1875 



OJ000328_03.0419.C14 
+ 

1875 
AAT/GAP 
1875 
1020 



Seq. No. 50169 Seq. ID 

Gene No. 106593 Strand 

Start 2151 End 

Name OJ000328_03 . 04 1 9 . C14 . ol . gs Method 

Start 2151 End 

GI none Score 

Exons 2151.. 2554 



OJ000328_03.0419.C14 
+ 

2554 
GENSCAN 
2554 
.69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



50169 

106594 

3611 

OJ000328 
1 

none 



03.0419.C14.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_03.0419.C14 
6133 

TBLASTX: Maize 

1462 

195 



1..171, 3. .119, 1390. .1443, 1391. .1462, 1397. .1453 



50169 Seq. ID 

106594 Strand 

3611 End 

OJ000328_03.0419.C14.o2.gp Method 

3345 End 

3328 2.R1084 Score 



OJ000328_03.0419.C14 

6133 
AAT/GAP 
4371 
1392 
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Exons 


3345. .3829, 


3924 


. .4001, 


4090. 


.4243, 4331.. 4371 




GI Descrip. 


■4506221/ref |NP 


D02807. 


l|pPSMD12| 7.0e 


-23 proteasome (prosome, 




macropain) 


26S subunit, 


non-ATPase, 12 


>gi_194 5611_dbj_BAA197 4 




(AB003103) 


26S proteasome subunit p55 


[Homo sapiens] ' 


Seq. No. 


50169 








Seq. ID 


OJ000328 


03 . 04 19 . C14 


Gene No. 


106594 








Strand 






Start 


3611 








End 


6133 




Name 


OJ000328 03 


. 0419 


. C14 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3361 








End 


3760 




GI 


none 








Score 


45 




Exons 


3361. .3390, 


3450 


. .3467, 


3459. 


.3509, 3474. .3509, 


3475 . . 3510, 




3608. .3760, 


3615 


. . 3755, 


3617 . 


.3757 






Seq. No. 


50169 








Seq. ID 


OJ000328 


03 . 0419 . C14 


Gene No. 


106594 








Strand 






Start 


3611 








End 


6133 




Name 


OJ000328_03 


. 0419 


.C14 .ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3594 








End 


6022 




GI 


none 








Score 


178 




Exons 


3594. .3710, 


3599 


. . 3835, 


3612. 


.3830, 3907.. 3999, 


3924 . . 4001, 




. 4081. .4146, 


4091 


. .4156, 


4156. 


.4245, 4157. .4246, 


4321 . .4443, 




4334. .4441, 


4536 


. .4682, 


4540. 


.4635, 4544. .4639, 


5222 . . 5371, 




5241. .5444, 


5241 


. . 5444, 


5519. 


.5578, 5520.. 5579, 


5526 . . 5579, 




5673. .5786, 


5680 


. . 5727, 


5684 . 


.5803, 5736.. 5801, 


5834 . . 6022, 




5877. .5987 














Seq. No. 


50169 








Seq. ID 


OJ000328 


_03.0419.C14 


Gene No. 


106594 








Strand 






Start 


3611 








End 


6133 




Name 


OJ000328 03 


. 0419 


.C14 .ol 




Method 


TBLASTX : 


Maize 


Start 


3605 








End 


6022 




GI 


none 








Score 


248 




Exons 


3605. .3835, 


3615 


. . 3830, 


3898 . 


.4032, 3922.. 3999, 


3924 . . 4028, 




4060. .4245, 


4081 


. . 4245, 


4089. 


.4274, 4091. .4246, 


4321 . .4443, 




4329. .4448, 


4334 


. .4441, 


4536. 


.4682, 4539. .4613, 


4541 . . 4636, 




5224. .5442, 


5241 


. . 5444, 


5241. 


.5444, 5519. .5578, 


5520 . . 5579, 




5673. .5786, 


5680 


. .5727, 


5736. 


.5783, 5867.. 6022, 


5880. .5987 


Seq. No. 


50169 








Seq. ID 


OJ000328 


_03.0419.C14 


Gene No. 


106594 








Strand 






Start 


3611 








End 


6133 




Name 


OJ000328 03 


.0419 


,C14.o2 


.np 


Method 


AAT/NAP 




Start 


3608 








End 


6133 




GI 


6434942 








Score 


357 




Exons 


3608. .3823, 


3918 


. .4001, 


4090. 


.4139, 4225.. 4694, 


5327. .5441, 




5522. .5578, 


5682 


. .5786, 


5876. 


.6133 






GI Descrip. 


(AF145315) 


hypothetical 


55kDa 


protein 


[Drosophila melanogaster 


Seq. No. 


50169 








Seq. ID 


OJ000328 


_03.0419.C14 


Gene No. 


106594 








Strand 






Start 


3611 








End 


6133 




Name 


OJ000328 03 


.0419 


.C14.o2 


.gs 


Method 


GENSCAN 




Start 


3611 








End 


5983 




GI 


none 








Score 


.88 




Exons 


3611. .3829, 


3924 


. .4001, 


4090. 


.4243, 4331. .4443, 


4503. .4638, 




5245. .5441, 


5682 


. .5786, 


5876. 


.5983 
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Seq. No. 50169 
Gene No. 106594 
Start 3611 

Name OJ000328_03 . 0419 . C14 . ol . tc 

Start 3617 
GI none 

Exons 3617.. 3835, 3627.-3836, 3642. 

3924. .4028, 3931. .4032, 4078. 
4321. .4443, 4332. .4448, 4334. 



Seq. ID OJ000328_03.0419.C14 
Strand 

End 6133 
Method TBLASTX : Cress 
End 4457 
Score 156 

.3836, 3923. .3979, 3924. .4028, 
.4230, 4081. .4245, 4091. .4246, 
.4444, 4359. .4457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50169 Seq. ID 

106594 Strand 
3611 End 
OJ000328_03 . 04 1 9 . C14 . o3 . gp Method 
5274 End 
18963_1.R1084 Score 
5274. .5441, 5522.-5578, 5682. .5786, 
1 4506221/ref |NP_002807. l|pPSMD12 | 2 
macropain) 26S subunit, non-ATPase, 



OJ000328 03.0419.C14 



6133 
AAT/GAP 
5986 
769 
5876. .5986 

Oe-47 proteasome (prosome, 
12 >gi_1945611_dbj_BAA1974 9_ 



(AB003103) 26S proteasome subunit p55 [Homo sapiens] 1 

50169 
106594 
3611 

OJ000328_03.0419.C14.o2.tw 
5712 
none 

5712. .5786, 5713. .5787, 5736. 
5877. .6056 

50170 
106595 
3336 

OJ000328_03.0419.C15.o2.gs 
3336 
none 

3336. .4212, 4320. .4492, 5818. .6084 



50170 
106596 
1 

OJ000328_03.0419.C15.ol.gp 
1 

18963_1.R1084 
1..22, 140. .348, 522..682 
' 4506221/ref | NP_002807 . 1 | pPSMD12 | 2 
macropain) 26S subunit, non-ATPase, 



Seq. ID 


OJ000328 


Strand 




End 


6133 


Method 


TBLASTX : 


End 


6056 


Score 


88 


5786, 5867.. 6022, 


Seq. ID 


OJ000328 


Strand 


+ 


End 


6084 


Method 


GENSCAN 


End 


6084 


Score 


.92 


6084 




Seq. ID 


OJ000328 


Strand 




End 


682 


Method 


AAT/GAP 


End 


682 


Score 


663 



,5986, 



03.0419.C15 



Oe-47 proteasome (prosome, 
12 >gi_1945611_dbj_BAA19749_ 



(AB003103) 26S proteasome subunit p55 [Homo sapiens] ' 



Seq. No. 50170 Seq. ID 

Gene No. 106596 Strand 

Start 1 End 

Name OJ000328__03 . 0419 . C15 . ol . np Method 

Start 1 End 

GI 4506221 Score 

Exons 1..29, 151.. 453 



OJ000328_03.0419.C15 
682 

AAT/NAP 

453 

93 



51737 




GI Descrip. proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 
gi I 7451897 |pir | | JC6523 26s proteasom p55 protein - human 
gi 1 1945611 1 dbj IBAA19749.il (AB003103) 26S proteasome subunit p55 
[Homo sapiens] 



Seq. No. 


50170 








Seq. ID 


OJ000328JD3.0419 


.CIS 


Gene No. 


106596 








Strand 


- 




Start 


1 








End 


682 




Name 


OJ000328_ 


03.0419.C15 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 A C 

14 b 








bna 


JO / 




GI 


none 








Score 


282 




Exons 


146. .358, 


149. .229, 


151 


. .384, 


151. .387 






Seq. No. 


50170 








Seq. ID 


OJ000328_03.0419 


.C15 


Gene No. 


106596 








Strand 


- 




Start 


1 








End 


682 




Name 


OJ000328_ 


03.0419.C15 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


14 b 








hna 


JO / 




GI 


none 








Score 


222 




Exons 


146. .340, 


151. .387, 


151 


. .339, 


290. .346 






Seq. No. 


50170 








Seq. ID 


OJ000328 03.0419 


.CIS 


Gene No. 


106596 








Strand 


- 




Start 


1 








End 


682 




Name 


OJ000328_ 


03.0419.C15 


.ol 


.gs 


Method 


GEN SCAN 




Start 


TCI 

lol 








End 


CO A 




GI 


none 








Score 


.72 




Exons 


151. .348, 


522. .524 












Seq. No. 


50170 








Seq. ID 


OJ000328_03.0419 


. CIS 


Gene No. 


106596 








Strand 


- 




Start 


1 








End 


682 




Name 


OJ000328_ 


03.0419.C15 


.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


lol 








bna 






GI 


none 








Score 


193 




Exons 


151. .342, 


152. .331 












Seq. No. 


50170 








Seq. ID 


OJ000328_03.0419 


.CIS 


Gene No. 


106596 








Strand 


- 




Start 


1 








End 


682 




Name 


OJ000328_ 


03.0419.C15 


.01 


.tc 


Method 


TBLASTX: Cress 




Start 


151 








End 


J / D 




GI 


none 








Score 


151 




Exons 


151. .360, 


152. .376 












Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106597 








Strand 


+ 




Start 


195 








End 


704 




Name 


OJ000328 


03.0419.C16 


.ol 


gs 


Method 


GEN SCAN 




Start 


195 








End 


704 




GI 


none 








Score 


.89 




Exons 


195. .704 














Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 


03.0419.C16 


,o3 


tm 


Method 


TBLASTX: Maize 





51738 





Start 


357 








End 


500 




GI 


none 








Score 


185 




Exons 


357.. 500, 380. .499 










Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


. 0419. 


C16 . o2 


. gs 


Method 


GENSCAN 




Start 


1501 








End 


3678 




GI 


none 








Score 


.42 




Exons 


1501. .1537, 


1682. 


.1715, 


2532. 


.3678 






Seq. No. 


50171 








Seq. ID 


OJ000328__03.0419.C16 




Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328_03 


.0419. 


C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1759 








End 


2433 




GI 


none 








Score 


54 




Exons 


1759. . 1845, 


1759 . 


. 2019, 


1922. 


.2329, 1930. .2433, 2064. .2429, 






2089 . . 2433 














Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328_03 


.0419. 


CI6.0I 


.np 


Method 


AAT/NAP 




Start 


1774 








End 


4007 


\ sr 


GI 


4388829 








Score 


1274 


H. t a 


Exons 


1774 . . 3374, 


3672. 


.4007 








\ Lj 


GI Descrip. 


(AC006528) ] 


putative retroelement pol polyprotein [Arabidopsis 


M 




thaliana] 














Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 




: Li 


Start 


1501 








End 


4007 


= 


Name 


OJ000328_03 


.0419. 


CI6.0I 


. tm 


Method 


TBLASTX: Maize 


f ~= 


Start 


1828 








End 


2451 


V § 


GI 


none 








Score 


63 


I n 

? z 


Exons 


1828. .2013, 


1937. 


.2014, 


2095. 


.2451, 2096. .2197, 2240. .2353 




Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328_03 


.0419. 


C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2197 








End 


2583 




GI 


none 








Score 


42 




Exons 


2197. .2442, 


2206. 


.2241, 


2312. 


.2443, 2464. .2583 




Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


.0419. 


C16.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2461 








End 


2640 




GI 


none 








Score 


120 




Exons 


2461. .2640, 


2495. 


.2638 










Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419.C16 




Gene No. 


106598 








Strand 





51739 




Start 


1501 








End 


4007 




Name 


OJ000328 03 


.0419. 


C16.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2497 ~ 








End 


2775 




GI 


none 








Score 


73 




Exons 


2497. .2775, 


2501. 


.2728 










Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


.0419. 


C16-ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2593 








End 


3139 




GI 


none 








Score 


72 




Exons 


2593. .2802, 


2794. 


.3138, 


3026. 


.3139 






Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


.0419. 


C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2707 








End 


3139 




GI 


none 








Score 


86 




Exons 


2707. .3138, 


2765 . 


.2980, 


3047. 


. 3139 






Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


. 0419. 


C16.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


2819 








End 


3303 




GI 


5509260 








Score 


102 




Exons 


2819. .2980, 


2824 . 


.3303, 


3026. 


.3169, 3046. .3267 




GI Descrip. 
















Seq. No. 


50171 








Seq. ID 


OJ000328_03.0419 


.C16 


Gene No. 


106598 








Strand 






Start 


1501 








End 


4007 




Name 


OJ000328 03 


. 0419. 


C16.ol 


tc 


Method 


TBLASTX: Cress 




Start 


2920 








End 


3189 




GI 


none 








Score 


156 




Exons 


2920. . 3189, 


2921 . 


.3175 










Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 


Gene No. 


106599 








Strand 


+ 




Start 


205 








End 


249 




Name 


OJ000328 03 


. 0419. 


C18 .ol 


crs 


Method 


GENSCAN 




Start 


205 ~~ 








End 


249 




GI 


none 








Score 


. 67 




Exons 


205. .249 














Seq. No. 


50172 








Seq. ID 


OJ000328J33.0419 


.C18 


Gene No. 


106600 








Strand 






Start 


2542 








End 


6699 




Name 


OJ000328 03 


.0419. 


CI8.0I 


np 


Method 


AAT/NAP 




Start 


2052 








End 


6699 




GI 


4406788 








Score 


707 




Exons 


2052. .2121, 


2549. 


.3027, 


3647. 


.4023, 6672. .6699 




GI Descrip. 


(AC006532) unknown protein [Arabiclopsis thaliana] 




Seq. No. - 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 



51740 






Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 






Name 


OJ000328 03. 


0419. 


C18.o2 


. as 


Method 


GENSCAN 






Start 


2542 








End 


4081 






GI 


none 








Score 


.68 






Exons 


2542. .3027, 


3121. 


.3483, 


3647. 


.4081 








Seq. No. 


50172 








Seq. ID 


OJ000328J33.0419 


.C18 




Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 






Name 


OJ000328 03. 


0419. 


C18.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


2563 








End 


2781 






GI 


none 








Score 


89 






Exons 


2563. .2781, 


2594. 


.2758 












Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 




Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 






Name 


OJ000328 03. 


0419. 


C18.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


2587 








End 


2991 






GI 


none 








Score 


90 






Exons 


2587 . .2778, 


2588. 


.2776, 


2788. 


.2991, 2789. .2956 






Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 


r *"i 


Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 




\ J 


Name 


OJ000328 03. 


0419. 


CI8.0I 


.tc 


Method 


TBLASTX: Cress 






Start 


2801 








End 


3787 




f 1 1 


GI 


none 








Score 


76 




fl 

i7i 


Exons 


2801. .2929, 


2803. 


.3027, 


2974. 


.3027, 3647. .3787 






Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 




Gene No. 


106600 








Strand 






\ y 


Start 


2542 








End 


6699 




= 


Name 


OJ000328 03. 


0419. 


CI8.0I 


. tm 


Method 


TBLASTX: Maize 






Start 


3767 








End 


6473 






GI 


none 








Score 


215 




p 131 


Exons 


3767. .4021, 


3768. 


.4022, 


3964. 


.4023, 6323.. 6439, 6327.. 6473 


W 


Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 




Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 






Name 


OJ000328 03. 


0419. 


C18.o3 


. as 


Method 


GENSCAN 






Start 


5347 








End 


6400 






GI 


none 








Score 


.76 






Exons 


5347. .5541, 


6197. 


.6400 












Seq. No. 


50172 








Seq. ID 


OJ000328_03.0419 


.C18 




Gene No. 


106600 








Strand 








Start 


2542 








End 


6699 






Name 


OJ000328 03. 


0419. 


C18 .ol 


. CTD 


Method 


AAT/GAP 






Start 


6272 








End 


6652 






GI 


none 








Score 


714 






Exons 


6272. .6652 
















Seq. No. 


50173 








Seq. ID 


OJ000328_03.0419 


.C19 




Gene No. 


106601 








Strand 







51741 



Start 35 

Name OJ000328_03 . 04 19 . C19 . ol . gs 

Start 35 

GI none 

Exons 35.-322, 324.. 498, 558.. 635 

Seq. No. 50174 

Gene No. 106602 

Start 202 

Name OJ000328_08 . 04 19 . C3 . ol . gs 

Start 202 

GI none 

Exons 202.. 909 



End 

Method 

End 

Score 



635 

GENSCAN 

635 

.43 



Seq. ID OJ000328_08.0419.C3 

Strand + 

End 909 

Method GENSCAN 

End 909 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Ll Start 
L g Name 
H Start 

gi 

\& Exons 

i. Ji 

[J Seq. No. 

Gene No. 

Start 
; y Name 
s Start 
□ GI 
''■4 Exons 

i „ 
= := 

[~ Seq. No. 
I'z Gene No. 
^3 Start 
[3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50174 

106602 

202 

OJ000328_08 . 04 19 . C3 . ol . tm 

211 

none 



Seq. ID OJ000328_08.0419.C3 

Strand + 

End 909 

Method TBLASTX : Maize 

End 750 

Score 268 



211. .747, 212. .748, 213. .443, 213. .749, 214. .750 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



50175 
106603 
122 

OJ000328_08.0419.C4.ol.tm 
98 

none 

98. .373, 100. .372, 102. .374 

50175 
106603 
122 

OJ000328_08.0419.C4.ol.gs 
122 
none 

122. .902, 957. .1046 

50175 
106603 
122 

OJ000328_08 . 04 19 . C4 . o2 . tm 
619 
none 

619. .750, 620. .751, 623. .751 

50175 
106603 
122 

OJ000328_08.0419.C4 .o3.tm 
928 
none 

928. .1047, 929. .1057, 929. .1048, 930. 



Seq. ID OJ000328_08.0419.C4 
Strand + 

1057 

TBLASTX: Maize 
374 
357 



Seq. ID OJ000328_08.0419.C4 
Strand + 

1057 
GENSCAN 
1046 
.44 



Seq. ID OJ000328_08.0419.C4 
Strand + 

1057 

TBLASTX: Maize 
751 
203 



End 

Method 

End 

Score 



Seq. ID OJ000328_08.0419.C4 



Strand 
End 

Method 

End 

Score 



+ 

1057 

TBLASTX: Maize 
1057 
201 
.1049 



50176 

106604 

1093 



Seq. ID OJ000328_08.0419.C5 
Strand 

End 2527 



51742 




Name 


OJ000328 08.0419. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


1093 






End 


2527 




GI 


none 






Score 


.74 




Exons 


1093.. 1177, 1450. 


.1454, 


1487. 


.1645, 1737.. 1857, 


1902. .2527 


Seq. No. 


50177 






Seq. ID 


OJ000328 


_08.0419.C7 


Gene No. 


106605 






Strand 






Start 


26 






End 


3024 




Name 


OJ000328 08.0419. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2 






End 


218 




GI 


none 






Score 


68 




Exons 


2. .61, 3. .62, 68. 


.211, 


72. .212, 72. .21E 


, 73. .213 


Seq. No. 


50177 






Seq. ID 


OJ000328 


_08 . 0419. C7 


Gene No. 


106605 






Strand 






Start 


26 






End 


3024 




Name 


OJ000328 08.0419. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


26 






End 


3024 




GI 


none 






Score 


.64 




Exons 


26. .346, 618. .743 


, 813. 


.908, 


1637. .1741, 2481.. 


2578, 2961. 


Seq. No. 


50177 






Seq. ID 


OJ000328 


_08 . 0419. C7 


Gene No. 


106605 






Strand 






Start 


26 






End 


3024 




Name 


OJ000328 08.0419. 


C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1664 






End 


2600 




GI 


none 






Score 


72 




Exons 


1664. .1744, 2226. 


.2264, 


2265. 


.2321, 2267. .2362, 


2481. .2600 


Seq. No. 


50178 






Seq. ID 


OJ000328 


08 . 0419. C8 


Gene No. 


106606 






Strand 


+ 




Start 


33 






End 


1706 




Name 


OJ000328 08.0419. 


C8.ol. 


np 


Method 


AAT/NAP 




Start 


33 






End 


1452 




GI 


5734774 






Score 


368 




Exons 


33. .379, 1249. .1452 










GI Descrip. 


(AC007980) 37391 


[Arabidopsis 


thaliana] 






Seq. No. 


50178 






Seq. ID 


OJ000328 


_08 . 0419. C8 


Gene No. 


106606 






Strand 


•f 




Start 


33 






End 


1706 




Name 


OJ000328 08.0419. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


45 






End 


616 




GI 


none 






Score 


.89 




Exons 


45. .160, 169. .379 


, 605. 


.616 








Seq. No. 


50178 






Seq. ID 


OJ000328 


_08.0419.C8 


Gene No. 


106606 






Strand 


+ 




Start 


33 






End 


1706 




Name 


OJ000328 08.0419. 


C8.ol. 


gp 


Method 


AAT/GAP 




Start 


1322 






End 


1706 




GI 


2800051 






Score 


637 




Exons 


1322. .1706 












Seq. No. 


50178 






Seq. ID 


OJ000328 


_08.0419.C8 


Gene No. 


106607 






Strand 






Start 


765 






End 


3306 





51743 




Name 


OJ000328 08.0419.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


229 




End 


1455 




GI 


none 




Score 


141 




Exons 


229. .375, 230. .379, 1246. .1329, 1247.. 


1420, 1248. .1430, 






1249. .1455 










Seq. No. 


50178 




Seq. ID 


OJ000328_08.0419 


.C8 


Gene No. 


106607 




Strand 






Start 


765 




End 


"3 ^ A C 




Name 


OJ000328 08.0419.C8.o2. 


tc . 


Method 


TBLASTX: Cress 




Start 


248 




End 


1455 




GI 


none 




Score 


133 




Exons 


248. .367, 250. .366, 1246. .1413, 1249.. 


1383, 1350.. 1433, 






1351.. 1455, 1393.. 1434 










Seq. No. 


50178 




Seq. ID 


OJ000328_08.0419 


.C8 


Gene No. 


106607 




Strand 






Start 


765 




End 


3306 




Name 


OJ000328 08.0419.C8.o2. 


np 


Method 


AAT/NAP 




Start 


765 




End 


3306 




GI 


63587 64 




Score 


512 




Exons 


765. .829, 2279. .3306 










GI Descrip. 


(AC011665) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


50178 




Seq. ID 


OJ000328_08.0419 


.C8 


Gene No . 


106607 




Strand 






Start 


765 




End 


3306 




Name 


OJ000328_08.0419.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1306 




End 


1450 




GI 


none 




Score 


178 




Exons 


1306. .1443, 1310. .1450, 


1312. 


1434, 1320.. 1439 




Seq. No. 


50178 




Seq. ID 


OJ000328_08.0419 


.C8 


Gene No. 


106607 




Strand 






Start 


765 




End 


3306 




Name 


OJ000328 08.0419.C8.o2. 


gs 


Method 


GENSCAN 




Start 


2365 




End 


3174 




GI 


none 




Score 


.73 




Exons 


2365. .3174 










Seq. No. 


50178 




Seq. ID 


OJ000328JD8.0419 


.C8 


Gene No. 


106607 




Strand 






Start 


765 




End 


3306 




Name 


OJ000328 08.0419.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2366 




End 


3012 




GI 


none 




Score 


164 




Exons 


2366..2686, 2371. .2721, 


2392. . 


2715, 2869.. 3012 




Seq. No. 


50178 




Seq. ID 


OJ000328_08.0419 


.C8 


Gene No. 


106607 




Strand 






Start 


765 




End 


3306 




Name 


OJ000328 08.0419.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2386 




End 


3015 




GI 


none 




Score 


56 




Exons 


2386.. 2496, 2392.. 2490, 


2402. . 


2530, 2498. .2701, 2500. .2730, 



2698. .3015 



Seq. No. 50178 

Gene No. 106607 

Start 765 

Name OJ000328_08 . 04 19 . C8 . ol . tw 

Start 2461 

GI none 

Exons 2461.. 2931, 2507.. 2917, 2521. 



Seq. ID OJ000328_08.0419.C8 
Strand 

End 3306 

Method TBLASTX : Wheat 

End 2931 

Score 117 
.2634 



Seq. No. 50178 

Gene No. 106607 

Start 765 

Name OJ000328_08 . 04 19 . C8 . ol . tm 

Start 2515 

GI none 

Exons 2515.. 2685, 2521.. 2826, 2737. 

2785.. 3123, 2936.. 3133, 3135. 



Seq. ID OJ000328_08.0419.C8 
Strand 

End 3306 

Method TBLASTX : Mai ze 

End 3188 

Score 65 

.2778, 2737. .2778, 2779. .3132, 
.3188 



Seq. No. 50179 

Gene No. 106608 

Start 34 

Name OJ000328_08 . 0419 . C9 . ol . gs 

Start 34 

GI none 

Exons 34.. 2 93 



Seq. ID OJ000328_08.0419.C9 
Strand 

End 293 

Method GENSCAN 

End 293 

Score 1 



Seq. No. 50180 , Seq. ID 

Gene No. 106609 Strand 

Start 4777 End 

Name OJ000328_08 . 0419. C12 .o2 . gs Method 

Start 4777 End 

GI none Score 

Exons 4777.. 5691 



OJ000328_08.0419.C12 

5737 
GENSCAN 
5691 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50180 

106609 

4777 

OJ000328_08. 

4781 

none 

4781. .4915, 
5516. .5692 



0419.C12.ol.tm 



4798. .4944, 4798. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5514, 



OJ000328 08.0419.C12 



5737 

TBLASTX: Maize 
5736 
130 

4808.. 5425, 5515.. 5736, 



Seq. No. 50180 Seq. ID 

Gene No. 106609 Strand 

Start 4777 End 5737 

Name OJ000328_08 . 0419 . C12 . ol . np Method AAT/NAP 

Start 4789 End 5737 

GI 6686396 Score 1254 

Exons 4789.. 5737 

GI Descrip. (AC007234) F1E22.10 [Arabidopsis thaliana] 



OJ000328 08.0419.C12 



Seq. No. 50180 Seq. ID 

Gene No. 106609 Strand 

Start 4777 End 

Name OJ000328_08 .0419. C12 . ol . tw Method 

Start 4790 End 

GI none Score 



OJ000328_08.0419.C12 
5737 

TBLASTX: Wheat 

5211 

329 
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Exons 



4790.. 5206, 4798. .5211 



Seq. No. 50180 Seq. ID OJ000328_08 . 04 19 . C12 

Gene No. 106609 Strand 

Start 4777 End 5737 

Name OJ000328_08 . 04 19 . C12 . ol . ts Method TBLASTX : Soybean 

Start 4798 End 5736 

GI none Score 253 

Exons 4798.. 5082, 4808. .5083, 5093.. 5236, 5095.. 5238, 5239.. 5736, 

5240.. 5425, 5486.-5692 



Seq. No. 50180 

Gene No. 106609 

Start 4777 

Name OJ000328_08 . 0419.C12 .ol . tc 

Start 4837 

GI none 
Exons 



Seq. ID OJ000328_08.0419.C12 
Strand 

End 5737 

Method TBLASTX : Cress 

End 5622 

Score 166 



4837. .5136, 4889. .5137, 5129. .5257, 5131. .5256, 5260. .5463, 
5264. .5425, 5449. .5622, 5486. .5611 



Seq. No. 50181 Seq. ID OJ000328_08 . 04 19 . C13 

Gene No. 106610 Strand 

Start 1 End 2423 

Name OJ000328_08 . 0419 .C13 . ol . np Method AAT/NAP 

Start 1 End 2377 

GI 5733874 Score 1013 

Exons 1..203, 450. .584, 691. .788, 909. .1072, 1904. .2377 
GI Descrip. (AC007932) F11A17.8 [Arabidopsis thaliana] 

; U: 

£3 Seq. No. 50181 Seq. ID OJ000328_08 . 04 19 . C13 

s"j Gene No. 106610 Strand 

"-I Start 1 End 2423 

If. Name OJ000328_08 . 0419.C13 . ol .gs Method GENS CAN 

^"J Start 14 End 2423 

a GI none Score . 67 

n Exons 14. .203, 450. .584, 691. .788, 909.. 1072, 1904.. 2423 



t l Seq. No. 
r I Gene No. 
\3 start 
[3 Name 
fi Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



50181 Seq. ID OJ000328_08 . 04 19 . C13 

106611 Strand 

3213 End 4989 

OJ000328_08 . 04 19 . C13 . o3 . ts Method TBLASTX : Soybean 

11 End 2181 

none Score 80 

11. .100, 936. .998, 937. .1086, 1017. .1076, 1902. .1976, 

1903. .1974, 1989. .2177, 1990. .2181 



50181 

106611 

3213 

OJ000328_08 . 0419 .C13 . o4 . tm 
11 

none 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 989 

Method TBLASTX: Maize 

End 1016 

Score 169 



11. .205, 12. .206, 432. .581, 434. .586, 690. .806, 694. .786, 
882. .1016, 883. .999 



50181 
106611 



Seq. ID OJ000328_08.0419.C13 
Strand 
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Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


105 






End 


935 


GI 


none 






Score 


101 


Exons 


105. .206, 107. .205, 383 


. .580, 


434 . . 586, 


435. .581, 690. .797, 




694. .798, 903. .935 








Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No. 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


690 






End 


2070 


GI 


none 






Score 


60 


Exons 


690.. 797, 690.. 797, 694 


. .798, 


903. .995, 


910. .993, 1014. .107' 




1015. .1110, 


1902. .1976, 


1903. 


.1974, 1986. .2069, 1990. .2070 


Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No. 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


1020 






End 


2184 


GI 


none 






Score 


85 


Exons 


1020. .1076, 


1902. .1976, 


1903. 


.1974, 1989. .2183, 1990. .2184 


Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No. 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o2 


.gs 


Method 


GENSCAN 


Start 


3213 






End 


4975 


GI 


none 






Score 


.95 


Exons 


3213. .4688, 


4775. .4975 








Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No . 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


3246 






End 


3491 


GI 


none 






Score 


73 


Exons 


3246. .3371, 


3246! .3380, 


3256. 


.3372, 3417. .3491, 3424. .3456 


Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No. 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3252 






End 


3789 


GI 


none 






Score 


59 


Exons 


3252. .3320, 


3253. .3330, 


3330. 


.3374, 3420.. 3686, 3421.. 3648, 




3636. .3788, 


3652. .3789 








Seq. No. 


50181 






Seq. ID 


OJ000328_08.0419.C13 


Gene No. 


106611 






Strand 




Start 


3213 






End 


4989 


Name 


OJ000328 08 


.0419.C13.o2 


.np 


Method 


AAT/NAP 


Start 


3255 






End 


4975 


GI 


7450208 






Score 


1662 


Exons 


3255. .4688, 


4775. .4975 









GI Descrip. probable amp-binding protein - rape gi 1 1903034 | emb | CAA64 328 . 1 1 
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(X94625) amp-binding protein [Brassica napus] 



Seq. No. 50181 

Gene No. 106611 

Start 3213 

Name OJ000328_08 . 0419 .C13 . ol . tc 

Start 3258 

GI none 

Exons 3258.. 3326, 3262.. 3336, 3420. 
3645. .4328, 3652. .4341 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX : Cress 

End 4 341 

Score 70 

.3479, 3451. .3639, 3480. .3638, 



Seq. No. 50181 

Gene No. 106611 

Start 3213 

Name OJ000328_08 .0419.C13.ol .ts 

Start 3492 

GI none 

Exons 3492.. 3638, 3493.. 3639, 3645. 
4540. .4689, 4808. .4951 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4989 

Method TBLASTX : Soybean 

End 4951 

Score 133 

.4430, 3652. .4371, 4536.-4697, 



Seq. No. 50181 

Gene No. 106611 

Start 3213 

Name OJ000328_08 . 0419.C13.o2 . tw 

Start 3798 

GI none 

Exons 3798.. 4007, 3804.. 3926, 3805. 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX : Wheat 

End 4 008 

Score 93 
.4008 



Seq. No. 50181 

Gene No. 106611 

Start 3213 

Name OJ000328_08 . 04 1 9 . C13 . o2 . tm 

Start 3864 

GI none 

Exons 3864.. 4007, 3865.. 4008, 4021. 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX : Maize 

End 4 412 

Score 66 
.4383, 4023. .4412 



Seq. No. 50181 

Gene No. 106611 

Start 3213 

Name OJ000328_08 . 0419.C13 .ol . tw 

Start 4155 

GI none 

Exons 4155.. 4325, 4156.. 4326 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX : Wheat 

End 4 326 

Score 247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



50181 

106611 

3213 

OJ000328_08.0419.C13.ol.tm 

4524 

none 

4524. .4727, 4536. .4688, 4766. 
4803. .4976, 4942. .4989 

50181 

106611 

3213 

OJ000328 08.0419.C13.o2.tc 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX: Maize 

End 4 98 9 

Score 223 

.4801, 4773.-4835, 4802. .4975, 



Seq. ID OJ000328_08.0419.C13 
Strand 

End 4 98 9 

Method TBLASTX : Cress 
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Start 


4533 




End 


4975 




GI 


none 




Score 


62 




Exons 


4533. .4661, 4536.-4688, 


4546. 


.4689, 4766. .4804, 4799.-4975, 






4803. .4946 










Seq. No. 


50182 




Seq. ID 


OJ000328_08.0419.C14 




Gene No. 


106612 




Strand 


- 




Start 


1000 




End 


1298 




Name 


OJ000328 08.0419.C14.ol. 


gs 


Method 


GEN SCAN 




Start 


1000 




End 


1298 




GI 


none 




Score 


1 




Exons 


1000. .1298 










Seq. No. 


50182 




Seq. ID 


OJ000328 08.0419.C14 




Gene No . 


lUool2 




Strand 


- 




Start 


1000 




End 


1298 




Name 


OJ000328 08.0419.C14 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1012 




End 


1296 




GI 


none 




Score 


129 




Exons 


1012. .1131, 1138. .1296 










Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 




Gene No. 


106613 




Strand 


+ 




Start 


3781 




End 


4525 


C3 


Name 


OJ000328 08.0419.C15.o2. 


gs 


Method 


GENSCAN 




Start 


3781 




End 


4525 . 


%J 


GI 


none 




Score 


.85 


i ] i 


Exons 


3781.. 3836, 4224.. 4263, 


4310. 


.4525 




C3 


Seq. No. 


50183 




Seq. ID 


OJ000328 08.0419.C15 


3 . 5 


Gene No. 


106614 




Strand 


- 




Start 


414 




End 


3267 




Name 


OJ000328 08.0419.C15.ol. 


gs 


Method 


GENSCAN 


fy 


Start 


414 




End 


3267 


s 


GI 


none 




Score 


.65 


.s sa 
3 ; 


Exons 


414. .821, 1505. .1705, 1794. .2006, 2265. 


.2726, 3190.. 3267 


- ; 
. 93 


Seq . No . 


50183 




Seq. ID 


OJ000328_08.0419.C15 


3: rs 


Gene No. 


106614 




Strand 




^ af 


Start 


414 




End 


3267 




Name 


OJ000328 08.0419.C15.ol. 


np 


Method 


AAT/NAP 


fi 


Start 


435 




End 


2474 




GI 


4972236 




Score 


808 




Exons 


435. .821, 1505. .1705, 1794. .2006, 2265. 


.2474 




GI Descrip. 


(AJ006349) endo-beta-1, 4 


-glucanase [Fragaria x ananassa] 




Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 




Gene No. 


106615 




Strand 






Start 


5999 




End 


6214 




Name 


OJ000328 08.0419.C15.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


435 




End 


2007 




GI 


none 




Score 


67 




Exons 


435.. 560, 555.. 638, 562. 


.639, 


690. .809, 


1502. .1684, 1557. .1" 






1791. .2006, 1822. .1863, 


1900. 


.2007 






Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 




Gene No. 


106615 




Strand 
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Start 


5999 




End 


6214 


Name 


OJ000328 08.0419.C15.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


. 435 




End 


809 


GI 


none 




Score 


78 


Exons 


435. .560, 555. .809, 562 


. .657 






Seq. No. 


50183 




Seq. ID 


OJ000328_08. 0419.C15 


Gene No. 


106615 




Strand 




Start 


5999 




End 


6214 


Name 


OJ000328 08.0419.C15.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


588 




End 


825 


GI 


none 




Score 


141 


Exons 


588. .809, 589. .825 








Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 


Gene No. 


106615 




Strand 




Start 


5999 




End 


6214 


Name 


OJ000328 08.0419.C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1502 




End 


2009 


GI 


none 




Score 


117 


Exons 


1502. .1684, 1503. .1706, 


1791. 


.2009, 1792.. 2007 


Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 


Gene No. 


106615 




Strand 




Start 


5999 




End 


6214 


Name 


OJ000328 08.0419.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1553 




End 


2390 


GI 


none 




Score 


125 


Exons 


1553.. 1684, 1554. .1709, 


1604. 


.1717, 1680. .1703, 1791. .2006, 




1819.. 2007, 2262.. 2390, 


2278. 


.2361 




Seq. No. 


50183 




Seq. ID 


OJ000328_08.0419.C15 


Gene No. 


106615 




Strand 




Start 


5999 




End 


6214 


Name 


OJ000328 08.0419.C15.o3 


. gs 


Method 


GENSCAN 


Start 


5999 




End 


6214. 


GI 


none 




Score 


. 97 


Exons 


5999. .6214 








Seq. No. 


50184 




Seq. ID 


OJ000328_08.0419.C16 


Gene No. 


106616 




Strand 




Start 


111 




End 


295 


Name 


OJ000328 08.0419.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


111 




End 


295 


GI 


none 




Score 


75 


Exons 


111. .179, 112. .183, 112 


. .189, 


119. .190 


, 174. .242, 177. .242, 




182. .244, 233. .295, 237 


. .284 






Seq. No. 


50185 




Seq. ID 


OJ000328_08.0419.C17 


Gene No. 


106617 




Strand 




Start 


259 




End 


931 


Name 


OJ000328 08.0419.C17.ol 


. np 


Method 


AAT/NAP 


Start 


259 




End 


931 


GI 


6907042 




Score 


126 


Exons 


259. .478, 853. .931 








GI Descrip. 


(AF193556) sacsin [Homo 


sapiens] 
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Seq. No. 


50185 




Seq. ID 


OJ000328_08.0419 


.C17 


Gene No. 


106617 




Strand 






.Start 


259 




End 


931 




Name 


OJ000328 08.0419.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


269 




End 


466 




GI 


none 




Score 


86 




Exons 


269.-454, 269.-466, 288 


. .461 








Seq. No. 


50186 




Seq. ID 


OJ000328_08.0419 


.C19 


Gene No. 


106618 




Strand 


+ 




Start 


274 




End 


843 




Name 


OJ000328 08.0419.C19.ol 


. gs 


Method 


GENSCAN 




Start 


274 




End 


843 




GI 


none 




Score 


.62 




Exons 


274. .318, 667. .843 










Seq. No. 


50186 




Seq. ID 


OJ000328_08.0419 


C19 


Gene No. 


106619 




Strand 


+ 




Start 


2238 




End 


5872 




Name 


OJ000328 08.0419.C19.o2 


QS 


Method 


GENSCAN 




Start 


2238 




End 


5872 




GI 


none 




Score 


.83 




Exons 


2238. .2311, 3466. .3550, 


4525. 


.4647, 4742. .4791, 4995. .5872 


Seq. No. 


50187 




Seq. ID 


OJ000328_08.0419 


C20 


Gene No. 


106620 




Strand 






Start 


823 




End 


1026 




Name 


OJ000328 08.0419.C20.ol 


np 


Method 


AAT/NAP 




Start 


726 




End 


1026 




GI 


7339707 




Score 


128 




Exons 


726. .874, 951. .1026 










GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


50187 




Seq. ID 


OJ000328_08.0419 


C20 


Gene No. 


106620 




Strand 






Start 


823 




End 


1026 




Name 


OJ000328 08.0419.C20.ol 


gs 


Method 


GENSCAN 




Start 


823 




End 


874 




GI 


none 




Score 


.64 




Exons 


823. .874 











Seq. No. 


50188 


Seq. ID 


OJ000328 


Gene No. 


106621 


Strand 


+ 


Start 


1 


End 


1040 


Name 


OJ000328 08.0419.C21.ol 


np Method 


AAT/NAP 


Start 


1 


End 


294 


GI 


7339707 


Score 


127 


Exons 


1..59, 137. .294 






GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50188 


Seq. ID 


OJ000328 


Gene No. 


106621 


Strand 


+ 


Start 


1 


End 


1040 


Name 


OJ000328 08.0419.C21.ol 


gs Method 


GENSCAN 


Start 


137 


End 


1040 


GI 


none 


Score 


.83 


Exons 


137. .240, 427. .531, 648 


.1040 
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Seq. No. 50189 Seq. ID OJ000328_08 . 04 19 . C23 

Gene No. 106622 Strand + 

Start 322 End 2114 

Name OJ000328_08 . 0419.C23.ol .gp Method AAT/GAP 

Start 322 End 750 

GI 44718_1.R1084 Score 780 

Exons 322.. 750 

GI Descrip. 1 1174470/sp | P4 6978 | STT3_MOUSE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106622 


Strand 


+ 




Start 


322 


End 


2114 




Name 


OJ000328 08.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


410 


End 


2074 




GI 


none 


Score 


.81 




Exons 


410. .1273, 1708. .1802, 2035.. 


2074 






Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106622 


Strand 


+ 




Start 


322 


End 


2114 




Name 


OJ000328 08.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


440 


End 


2114 




GI 


7513277 


Score 


882 




Exons 


440. .1282, 2043. .2114 








GI Descrip. 


probable transmembrane protein TMC - 


luman 




Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106623 


Strand 


+ 




Start 


2034 


End 


2114 




Name 


OJ000328 08.0419.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


452 


End 


721 




GI 


none 


Score 


454 




Exons 


452. .721, 518. .673, 544. .720 








Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106623 


Strand 


+ 




Start 


2034 


End 


2114 




Name 


OJ000328 08.0419.C23.ol.ts 


Method 


TBLASTX: Soybean 




Start 


452 


End 


1270 




GI 


none 


Score 


1088 




Exons 


452. .1270, 518. .673, 544. .1266, 959.. 


1270 




Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106623 


Strand 


+ 




Start 


2034 


End 


2114 




Name 


OJ000328 08.0419.C23.ol.tc 


Method 


TBLASTX: Cress 




Start 


488 


End 


1129 




GI 


none 


Score 


340 




Exons 


488. .835, 544. .723, 781. .813, 


877.. 1128, 902.. 1090, 1037 


. .1129 


Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419. 


C23 


Gene No. 


106623 


Strand 


+ 
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Start 


2034 


End 


2114 


Name 


OJ000328 08.0419.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


506 


End 


724 


GI 


none 


Score 


294 


Exons 


506. .724, 524. .673, 544. .723 






Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419.C23 


Gene No . 


106623 


Strand 


+ 


Start 


2034 


End 


2114 


Name 


OJ000328 08.0419.C23.o2.tm 


Method 


TBLASTX: Maize 


Start 


985 


End 


•2114 


GI 


none 


Score 


414 


Exons 


985. .1281, 986. .1279, 2019.. 


2114, 2024 


. .2113 


Seq. No. 


50189 


Seq. ID 


OJ000328_08.0419.C23 


Gene No. 


106623 


Strand 


+ 


Start 


2034 


End 


2114 


Name 


OJ000328 08.0419.C23.o2.gp 


Method 


AAT/GAP 


Start 


2034 


End 


2114 


GI 


3768146 


Score 


155 


Exons 


2034. .2114 






GI Descrip. 


1174470/sp| P46978 | STT3 MOUSE 


2.0e-33 OLIGOSACCHARYL TRANSFERASE 



STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus ] 



OJ000328_08.0419.C24 
+ 

1825 
AAT/GAP 
894 
992 



Seq. No. 50190 Seq. ID 

Gene No. 106624 Strand 

Start 1 End 

Name OJ000328_08 . 04 1 9 . C2 4 . ol . gp Method 

Start 1 End 

GI 25409_1.R1084 Score 

Exons 1..108, 490.. 894 

GI Descrip. 1 1174470/sp | P46978 | STT3_M0USE 2.0e-54 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50190 Seq. ID 

106624 Strand 

1 End 

OJ000328_08 . 04 19 .C24 . ol . np Method 

1 End 

7295549 Score 



OJ000328_08.0419.C24 
+ 

.1825 
AAT/NAP 
1720 
787 



1..94, 502. .944, 1075. .1197, 1314. .1373, 1591. .1720 
(AEQ03569) CG1518 gene product [Drosophila melanogaster] 



50190 



106624 
1 

OJ000328_08. 0419.C24.ol.tm 
3 

none 



Seq. ID OJ000328_08. 0419.C24 



Strand 
End 

Method 
End 
Score 

3. .26, 21. .104, 37. .108, 39. .110, 487. .945, 488. .946, 489. .947, 
836. .952, 1060. .1200, 1070. .1198, 1076. .1201, 1311. .1376, 



+ - 
1825 

TBLASTX: Maize 

1725 

74 
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1315. .1377, 1315. .1377, 1316. .1378, 1591. .1725, 1592. .1723, 
1597. .1725 



Seq. No. 50190 

Gene No. 106624 

Start 1 

Name OJ000328_08 . 0419 . C24 . o3 . ts 

Start 487 

GI none 

Exons 487. .615, 488. .610, 489. .614 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 
f ~ Start 
" GI 
^ Exons 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 

Method TBLASTX : Soybean 

End 615 

Score 185 



50190 Seq. ID 

106624 Strand 

1 End 

OJ000328_08,0419.C24.ol.gs Method 

4 90 End 

none Score 



OJ000328_08.0419.C24 
+ 

1825 
GENSCAN 
1720 
.76 



490. .944, 1075. .1197, 1314. .1373, 1591. .1720 



50190 

106624 

1 

OJ000328_08.0419.C24.ol.ts 

616 

none 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 

Method TBLASTX : Soybean 

End 1162 

Score 42 



616. .669, 652. .909, 666. .833, 734. .907, 913. .945, 1060. .1161, 
1070. .1162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50190 

106624 

1 

OJ000328_08.0419.C24 .ol.tc 

745 

none 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 

Method TBLASTX: Cress 

End 1186 

Score 32 6 



745. .945, 749.-946, 1054. .1164, 1060. .1185, 1070. .1186 



50190 

106624 

1 

OJ000328_08.0419.C24 . o2 . gp 
1091 

85238_1.R1084 

1091. .1197, 1314. .1373, 1591. 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 " ' 

Method AAT/GAP 

End 1825 

Score 735 
.1825 



'1174470/sp|P46978|STT3_MOUSE 1.0e-26 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



50190 

106624 

1 

OJ000328_08. 0419.C24 .o2.ts 

1163 

none 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 

Method TBLASTX : Soybean 

End 1714 

Score 64 



1163. .1198, 1165. .1200, 1311. .1376, 1315. .1377, 1591. .1713, 
1592. .1714 
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Seq. No. 50190 

Gene No. 106624 

Start 1 

Name OJ000328_08 . 0419.C24 ,o2 . tc 

Start 1312 

GI none 

Exons 1312.. 1338, 
1600. .1719 



Seq. ID OJ000328_08.0419.C24 

Strand + 

End 1825 

Method TBLASTX: Cress 

End 1719 

Score 4 7 

1335. .1376, 1339.. 1377, 1591.. 1716, 1592.. 1714, 



Seq. No. 


50191 


Seq. ID 


OJ000328_08.0419.C25 


Gene No. 


106625 


Strand 


+ 


Start 


110 


End 


1043 


Name 


OJ000328 08.0419.C25.ol.gs 


Method 


GENSCAN 


Start 


110 


End 


1035 


GI 


none 


Score 


.55 


Exons 


110. .149, 907. .1035 






Seq. No. 


50191 


Seq. ID 


OJ000328_08.0419.C25 


Gene No. 


106625 


Strand 


+ 


Start 


110 


End 


1043 


Name 


OJ000328 08.0419.C25.ol.gp 


Method 


AAT/GAP 


Start 


773 


End 


1043 


C5 GI 


5004743 


Score 


511 


*~ Exons 


773. .1043 






E =;| Seq. No. 


50192 


Seq. ID 


OJ000328_08.0419.C26 


FU Gene No. 


106626 


Strand 


+ 


£3 Start 


269 


End 


1297 


= . i Name 


OJ000328 08.0419.C26.ol.np 


Method 


AAT/NAP 


Start 


269 


End 


1291 


I* GI 


417570 


Score 


499 


I y Exons 


269. .371, 446. .553, 640. .669, 


815. .952, 


1077. .1114, 1198. .1291 


b GI Descrip. 


DIHYDROOROTATE DEHYDROGENASE 


PRECURSOR 


(DIHYDROOROTATE OXIDASE) 



(DHODEHASE) gi | 478676 | pir | | S23762 dihydroorotate oxidase (EC 
1.3.3.1) precursor - Arabidopsis thaliana 

gi 1 16449 | emb | CAA44695.il (X62909) dihydroorotate dehydrogenase 
[Arabidopsis thaliana] 



a. _i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50192 Seq. ID 

106626 Strand 

269 End 

OJ000328_08.0419.C26.ol.tc Method 

275 End 

none Score 



OJ000328_08.0419.C26 
+ 

1297 

TBLASTX: Cress 

1279 

128 



275. .391, 276. .374, 443. .556, 445. .555, 640. .672, 803. .952, 
814. .957, 1068. .1112, 1076. .1114, 1191. .1268, 1195. .1278, 
1196. .1279 



Seq. No. 50192 Seq. ID 

Gene No. 106626 Strand 

Start 269 End 

Name OJ000328_08 . 0419.C26.ol . tm Method 

Start 275 End 

GI none Score 

Exons 275.. 391, 276.. 374, 443.-535, 445.. 534 



OJ000328_08.0419.C26 
+ 

1297 

TBLASTX: Maize 

535 

141 
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Seq. No. 


50192 






Seq. ID 


OJ000328_08.0419 


.C26 




Gene No. 


106626 






Strand 


+ 






btart 


z by 






hna 


1 O Q "7 

±z y / 






Name 


OJ000328 


_08.0419.C26.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


275 






End 


928 






GI 


none 






Score 


78 






Exons 


275. .334, 


276. .338, 337. 


.372, 


341. .391 


, 342. .374, 443.. 


556, 






443. .550, 


445. .555, 640. 


.672, 


803. .928 


, 814. .927 






Seq. No. 


50192 






Seq.. ID 


OJ000328_08.0419 


.C26 




Gene No. 


lUbbZ b 






btrana 


+ 






Start 


269 






End 


1297 






Name 


OJ000328 


08.0419.C26.ol. 


gs 


Method 


GENSCAN 






Start 


291 






End 


1297 






GI 


none 






Score 


.77 






Exons 


291. .371, 


446. .553, 640. 


.669, 


815. .952 


, 1077. .1114, 1198. .1 




Seq. No. 


50193 






Seq. ID 


OJ000328_08.0419 


.C28 




bene no. 


1 c\ccon 
iUbbz / 






Strand 


+ 






Start 


349 






End 


A A *7 






Name 


OJ000328 


08.0419.C28.ol. 


gs 


Method 


GENSCAN 






Start 


349 






■End 


a a n 

4 4 7 






GI 


none 






Score 


c c 




n 


Exons 


349.-447 














Seq. No. 


50194 






Seq. ID 


OJ000328_08.0419 


.C30 




bene No . 


iUbbz o 






btrana 


+ 






Start 


176 






End 


1 c o o 
loZZ 




f 


Name 


OJ000328 


08.0419.C30.o2. 


tm 


Method 


TBLASTX : Maize 




x . s 


Start 


11 






End 


T A C 

14 6 






GI 


none 






Score 


191 




\=? 

i y, 


Exons 


11. .145, 


12. .146 










= 


Seq. No. 


50194 






Seq. ID 


OJ000328_08.0419 


. bou 




Gene No . 


lUbbzo 






Strand 


+ 






Start 


176 






End 


1522 






Name 


OJ000328 


08.0419.C30.ol. 


gs 


Method 


GENSCAN 






Start 


176 






End 


1326 






GI 


none 






Score 


.64 




r ~s 


Exons 


176. .538, 


631. .1326 










ri 


Seq. No. 


50194 






Seq. ID 


OJ000328JD8.0419 


.C30 




bene No. 


IvboZo 






Strand 


+ 






Start 


176 






End 


1522 






Name 


OJ000328 


08.0419.C30.ol. 


gp 


Method 


AAT/GAP 






Start 


247 






End 


794 






GI 


none 






Score 


790 






Exons 


247. .538, 


631. .794 












Seq. No. 


50194 






Seq. ID 


OJ000328_08.0419 


.C30 




Gene No. 


106628 






Strand 


+ 






Start 


176 






End 


1522 






Name 


OJ000328 


08.0419.C30.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


726 






End 


1522 






GI 


none 






Score 


40 






Exons 


726. .749, 


726.. 1280, 727 


. .1284 


, 792.. 1295, 1268.. 1336, 





1269. .1358, 1277. .1522, 1328. .1510, 1338. .1511 
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Seq. No. 


50194 








Seq. ID 


OJ000328_08 .0419. 


C30 


Gene No. 


106628 








Strand . 


+ 




Start 


176 








End 


1522 




Name 


OJ000328 08 


.0419 


.C30.o2 


.gp 


Method 


AAT/GAP 




Start 


824 








End 


1377 




GI 


none 








Score 


1070 




Exons 


824. .1377 














Seq. No. 


50194 








Seq. ID 


OJ000325 08.0419. 


C30 


Gene No. 


106628 








Strand 


+ 




Start 


176 








End 


1522 




Name 


OJ000328 08 


.0419 


,C30.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


874 








End 


1251 




GI 


none 








Score 


198 




Exons 


874. .1137, 


981. . 


1115, 1168.. 


1251, 1177 


. .1251 




Seq. No. 


50195 








Seq. ID 


OJ000328_08 .0419. 


C31 


Gene No. 


106629 








Strand 


+ 




Start 


1289 








End 


1702 




Name 


OJ000328 08 


.0419 


.C31 . ol 


. gs 


Method 


GENSCAN 




Start 


1289 








End 


1666 




GI 


none 








Score 


.94 




Exons 


1289. .1666 














Seq. No. 


50195 








Seq. ID 


OJ000328 08.0419. 


C31 


Gene No. 


106629 








Strand 


+ 




Start 


1289 








End 


1702 




Name 


OJ000328 08 


.0419 


,C31.ol 


.gp 


Method 


AAT/GAP 




Start 


1363 








End 


1666 




GI 


none 








Score 


594 




Exons 


1363. .1666 














Seq. No. 


50195 








Seq. ID 


OJ000328_08.0419. 


C31 


Gene No. 


106629 








Strand 


+ 




Start 


1289 








End 


1702 




Name 


OJ000328 08 


.0419 


.C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1466 








End 


1702 




GI 


none 








Score 


202 




Exons 


1466. .1591, 


1478 


. .1504, 


1516 


..1590, 1582. .1668, 1583. .1702 


Seq. No. 


50195 








Seq. ID 


OJ000328_08.0419. 


C31 


Gene No. 


106629 








Strand 


+ 




Start 


1289 








End 


1702 




Name 


OJ000328 08 


.0419 


.C31.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1469 








End 


1702 




GI 


none 








Score 


265 




Exons 


1469. .1702, 


1522 


. .1617 










Seq. No. 


50195 








Seq. ID 


OJ000328_08.0419. 


C31 


Gene No. 


106629 








Strand 


+ 




Start 


1289 








End 


1702 




Name 


OJ000328 08 


.0419 


.C31.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1475 








End 


1666 




GI 


none 








Score 


254 




Exons 


1475. .1666, 


1522 


. .1617 
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Seq. No. 50196 

Gene No. 106630 

Start 69 

Name OJ000328_08 . 04 19 .C32 . ol . gs 

Start 69 

GI none 

Exons 69.. 177 



Seq. ID OJ000328_08.0419.C32 

Strand + 

End 177 

Method GEN SCAN 

End 177 

Score .83 



Seq. No. 50196 Seq. ID 0 J000328_08 . 04 19 . C32 

Gene No. 106631 Strand 

Start 520 End 705 

Name OJ000328_08 . 0419 . C32 . ol . gp Method AAT/GAP 

Start 520 End 705 

GI 85238_1.R1084 Score 345 

Exons 520.. 705 

GI Descrip. ' 1174470/sp | P46978 I STT3_MOUSE 1.0e-26 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 1 



Seq. No. 50197 Seq. ID 

Gene No. 106632 Strand 

Start 459 End 

Name OJ000328_09 . 0419 . C3 . ol . gs Method 

Start 459 End 

GI none Score 

Exons 459.. 531 



OJ000328_09.0419.C3 
+ 

531 

GENSCAN 

531 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50197 Seq. ID 

106633 Strand 
1873 End 
OJ000328_09 . 04 19 . C3 . o2 . gs Method 
1873 End 
none Score 
1873.. 1908, 2069.. 2204, 2313.. 2503 

50197 Seq. ID 

106634 Strand 
5594 End 
OJ000328_09 . 04 19 . C3 . o3 . gs Method 
5594 End 
none Score 
5594.. 5673, 5972.. 6122 



OJ000328_09.0419.C3 
+ 

2503 
GENSCAN 
2503 
.61 



.OJ000328_09.0419.C3 
+ 

6122 
GENSCAN 
6122 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



50197 Seq. ID 

106635 Strand 

6351 End 

OJ000328JD9 . 04 19 . C3 . ol . np Method 

6351 End 

7248395 Score 
6351.. 7362, 8070.. 8575 

(AP001389) hypothetical protein [Oryza sativa] 



OJ000328_09.0419.C3 

8592 
AAT/NAP 
8575 
1285 



50197 

106635 

6351 



Seq. ID 

Strand 

End 



OJ000328 09. 0419. C3 



8592 
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Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000328_09.0419.C3.o4.gs Method 
6617 End 
none i Score 

6617.. 6832, 7051.. 7395, 8281.. 8592 



50197 
106636 
9190 

OJ000328_09.0419.C3.o5.gs 
9190 
none 

9190.. 9382, 9398.. 9539 

50198 
106637 
146 

OJ000328_09.0419.C4.ol.gs 
146 
none 

146. .229, 1595. .1790, 2453. .2520 



Seq. ID 
Strand 
End 

Method 
End 
Score 



GENSCAN 

8592 

.72 



OJ000328_09.0419.C3 

9539 
GENSCAN 
9539 
.69 



Seq. ID OJ000328_09.0419.C4 

Strand + 

End 2520 

Method GENSCAN 

End 2520 

Score .41 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50198 
106638 
2456 

OJ000328_09.0419.C4 .ol.np 
2456 
3834304 
2456. .2513, 4547. .4913 

(AC005679) Contains similarity to gi 11786244 hypothetical 24.9 
kD protein in surA-hepA intergenic region yabO from Escherichia 
coli genome gb|AE000116, and to hypothetical YABO family 
PF| 00849. [Arabidopsis thaliana] 



OJ000328_ 
+ 

8968 
AAT/NAP 
4913 
103 



09. 0419. C4 



09. 0419. C4 



.7136, 8213. .8323, 8486. .8607, 



09. 0419. C4 



50198 Seq. ID OJ000328 

106638 Strand + 
2456 End 8968 
OJ000328_09.0419.C4 .o3.gs Method GENSCAN 
4608 End 8968 
none Score .44 
4608. .4725, 5234. .5414, 7097. 
8663. .8797, 8875.-8968 

50198 Seq. ID OJ000328_ 

106639 Strand + 
9319 End 10917 
OJ000328_09 . 04 1 9 . C4 . o2 . np Method AAT/NAP 
9319 End 10917 
128657 Score 177 
9319.. 9601, 10869.. 10917 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gi I 6614 9 | pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi I 669085 | emb | CAA3394 1 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi I 669089 1 emb | CAA33920 | (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 
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Seq. No. 50198 Seq. ID 

Gene No. 106640 Strand 

Start 2854 End 

Name OJ000328_09 . 04 19 . C4 . o2 . gs Method 

Start 2854 End 

GI none Score 

Exons 2854.. 3035, 3187.. 3208, ,3239.. 3301 



OJ000328_09.0419.C4 

3301 
GEN SCAN 
3301 
.62 



Seq. No. 50198 Seq. ID 

Gene No. 106641 Strand 

Start 9942 End 

Name OJ000328_09 . 04 1 9 . C4 . o4 . gs Method 

Start 9942 End 

GI none Score 

Exons 9942.. 10170 



OJ000328_09.0419.C4 

10170 
GEN SCAN 
10170 
.67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50199 Seq. ID 

106642 Strand 

433 - End 

OJ000328_09 . 04 19 . C5 . ol . gs Method 

4 33 End 

none Score 

433. .467, 582. .792 



OJ000328_09.0419.C5 
+ 

792 

GENSCAN 

792 

.78 



50199 Seq. ID OJ000328_09 . 04 19 . C5 

106643 Strand + 

4023 End 5265 

OJ000328_09 . 04 19 . C5 . o2 . gp Method AAT/GAP 

4023 End 5265 

LIB3477-003-P1-K1-E9 Score 133 

4023. .4059, 5196. .5265 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

50199 Seq. ID OJ000328JD9 . 04 19 - C5 

106643 Strand + 

4023 End 5265 

OJ000328_0 9 . 04 1 9 . C5 . ol . gp Method AAT/GAP 

4337 End 4786 

LIB3432-059-P1-K1-D8 Score 703 

4337. .4786 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


50199 










Seq. ID 


OJ000328_ 


_09. 


0419 


.C5 


Gene No . 


106644 










Strand 


+ 








Start 


13368 










End 


13814 








Name 


OJ000328 09. 


0419. 


C5 


.o4, 


.gp 


Method 


AAT/GAP 








Start 


13368 










End 


13814 








GI 


none 










Score 


795 








Exons 


13368. .13814 




















Seq. No. 


50199 










Seq. ID 


OJ000328_ 


_09. 


0419 


.C5 


Gene No. 


106645 










Strand 


+ 








Start 


14822 










End 


17027 








Name 


OJ000328 09. 


0419. 


C5 


.o5, 


.gs 


Method 


GENSCAN 
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Start 


14822 


End 


17027 


GI 


none 


Score 


.63 


Exons 


14822. .15152, 15311. .15447> 


15649. .15764, 15816 




16818 . . 17027 






Seq. No. 


50199 


Seq. ID 


OJ000328 


Gene No. 


106645 


Strand 


+ 


Start 


14822 


End 


17027 


Name 


OJ000328 09.0419.C5.o3.np 


Method 


AAT/NAP 


Start 


15579 


End 


16393 


GI 


7242910 


Score 


892 


Exons 


15579. .16253, 16322.. 16393 






GI Descrip. 


(AP001383) hypothetical protein [Oryza 


sativa] 


Seq. No. 


50199 


Seq. ID 


OJ000328 


Gene No. 


106646 


Strand 




Start 


1 


End 


8178 


Name 


OJ000328 09.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3296 


GI 


7486726 


Score 


423 



Exons 1..445, 559. .1013, 1112. .1350, 3263.-3296 

GI Descrip. hypothetical protein F9D12.2 - Arabidopsis thaliana 

gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 
maize transposon MuDR (GB:M76978) [Arabidopsis thaliana] 



Seq. No. 50199 Seq. ID 

Gene No. 106646 Strand 

Start 1 End 

Name 0 J000328_09 . 04 1 9 . C5 . o2 . gs Method 

Start 1184 End 

GI none Score 
Exons 



OJ000328_09.0419.C5 

8178 
GENSCAN 
8178 
.58 



1184. .2100, 5501. .5884, 6013. .6132, 7680. .7815, 8128. .8178 



Seq. No. 50199 Seq. ID OJ000328_09 . 04 19 . C5 

Gene No. 106647 Strand 

Start 13763 End 14077 

Name OJ000328_09. 04 19 . C5 . o3 . gp Method AAT/GAP 

Start 12620 End 12722 

GI LIB3477-003-P1-K1-E9 Score 110 

Exons 12620. .12722 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 50199 Seq. ID 

Gene No. 106647 Strand 

Start 13763 End 

Name OJ000328_09 . 04 19 . C5 . o4 . gs Method 

Start 13763 End 

GI none Score 

Exons 13763. .14077 



OJ000328_09.0419.C5 

14077 
GENSCAN 
14077 
.89 



Seq. No. 50199 Seq. ID 

Gene No. 106648 Strand 

Start 18606 End 

Name OJ000328_09 . 04 19 . C5 . ol . ts Method 

Start 68 End 



OJ000328_09.0419.C5 
22467 

TBLASTX: Soybean 
407 
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GI 


none 




Score 


44 




Exons 


68. .406, 113. .298, 


273. .407 








Seq. No. 


50199 




Seq. ID 


OJ000328_09.0419 


.C5 


Gene No. 


106648 




Strand 






Start 


18606 




End 


22467 




Name 


OJ000328 09. 0419. C5 


.06. gs 


Method 


GENSCAN 




Start 


18606 




End 


22284 




GI 


none 




Score 


.8 




Exons 


18606. .19130, 19876 


. .20160, 


20976. .21122, 21892.. 22284 




Seq. No. 


50199 




Seq. ID 


OJ000328_09.0419 


.C5 


Gene No. 


106648 




Strand 






Start 


18606 




End 


22467 




Name 


OJ000328 09. 0419. C5 


. o4 .np 


Method 


AAT/NAP 




Start 


19792 




End 


22467 




GI 


4006915 




Score 


443 




Exons 


19792. .19945, 19979 


. .20160, 


20853. .21102, 2 18 69 .. 22303, 






22391. .22467 










GI Descrip. 


(Z99708) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50199 




Seq. ID 


OJ000328_09.0419 


.C5 


Gene No. 


106648 




Strand 






Start 


18606 




End 


22467 




Name ;> " 


OJ000328 09 . 0419 . C5 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


19801 




End 


20154 




GI 


none 




Score 


95 




Exons 


19801. .19944, 19808 


. .19939, 


19999. .20154, 20011. .20154 




Seq. No. 


50199 




Seq. ID 


OJ000328_09.0419 


.C5 


Gene No. 


106648 




Strand 






Start 


18606 




End 


22467 




Name 


OJ000328 09. 0419. C5 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


21892 




End 


22458 




GI 


none 




Score 


90 




Exons 


21892. .22005, 21896 


. .22006, 


22010. .22117, 22030. .22116, 






22132. .22218, 22136 


. .22219, 


22387. .22458 




Seq. No. 


50199 




Seq. ID 


OJ000328_09.0419 


,C5 


Gene No. 


106648 




Strand 






Start 


18606 




End 


22467 




Name 


OJ000328 09. 0419. C5 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


21937 




End 


22458 




GI 


none 




Score 


40 




Exons 


21937. .21996, 21937 


. .21996, 


22030. .22107, 22034 .. 22 108 , 






22112. .22219, 22135 


. .22218, 


22387. .22458 




Seq. No. 


50200 




Seq. ID 


OJ000328JD9.0419 


.C6 


Gene No. 


106649 




Strand 


+ 




Start 


2238 




End 


3151 




Name 


OJ000328 09. 0419. C6 


.ol.gs 


Method 


GENSCAN 




Start 


2238 




End 


3151 




GI 


none 




Score 


.81 




Exons 


2238. .2362, 3055.. 3151 








Seq. No. 


50201 




Seq. ID 


OJ000328J59.0419 


.CI 


Gene No. 


106650 




Strand 


+ 
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Start 
Name 
Start 
GI 

Exons 



1043 End 

OJ000328_09.0419.C10.ol.gs Method 

1043 End 

none Score 
1043. .1348 



1348 
GEN SCAN 
1348 
.85 



Seq. No. 50201 

Gene No. 106651 

Start 2510 

Name OJ000328_09. 0419. C10. o2.gs 

Start 2510 

GI none 

Exons 2510.. 2866 



Seq. ID OJ000328_09. 0419. C10 
Strand 

End 2866 

Method GENSCAN 

End 2866 

Score .77 



%I5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



50202 
106652 
4544 

OJ000328_09.0419.Cll.o2.gs 
4544 
none 

4544.-4876, 6935.-6973 

50202 
106653 
90 

OJ000328_09.0419.Cll.ol.gs 
90 

none 

90. .385, 480. .656, 1108. .1374, 1700. .2023 



Seq. ID OJ000328_09.0419.C11 
Strand + 

6973 
GENSCAN 
6973 
.84 



Seq. ID OJ000328_09.0419.C11 
Strand 

5161 
GENSCAN 
2023 
.82 



End 

Method 

End 

Score 



50202 

106653 

90 

OJ000328_09.0419.Cll.ol.np 

1108 

6651395 



Seq. ID OJ000328_09.0419.C11 
Strand 

End 5161 

Method AAT/NAP 

End 5161 

Score 254 



1108. .1320, 1634. .2017, 3167. .3253, 5087. .5161 

(AF179222) floral nectary-specific protein [Brassica rapa subsp. 
pekinensis] 



50203 
106654 
1 

OJ000328_09.0419.C13.ol.np 
1 

4680204 

1..33, 457. .1026, 1101. .1953 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000328_09.0419.C13 
Strand 

End 1953 

Method AAT/NAP 

End 1953 

Score 702 



50203 

106654 

1 

OJ000328_09.0419.C13.ol.gs 

398 

none 



Seq. ID OJ000328_09.0419.C13 
Strand 

End 1953 

Method GENSCAN 

End 1841 

Score .44 



398. .708, 885. .1026, 1101. .1841 
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Seq. No. 50203 

Gene No. 106654 

Start 1 

Name OJ000328_09 . 0419 .C13 . ol . tw 

Start 1491 

GI none 

Exons 1491.. 1586, 1491.. 1661, 1624, 

Seq. No. 50204 

Gene No. 106655 

Start 28 

Name OJ000328_09.0419.C14 .ol.gs 

Start 28 

GI none 

Exons 28. .363 



Seq. ID OJ000328_09.0419.C13 
Strand 

End 1953 

Method TBLASTX : Wheat 

End 1892 

Score 42 

.1785, 1656. .1892, 1743. .1892 

Seq. ID OJ000328_09.0419.C14 
Strand 

End 363 

Method GENSCAN 

End 363 

Score .97 



Seq. No. 50204 
Gene No. 106656 
Start 1170 

Name OJ000328_09. 0419.C14 .ol .gp 

Start 1170 

GI . LIB3477-003-P1-K1-E9 

Exons 1170.. 1233 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000328_09.0419.C14 
Strand 

1233 
AAT/GAP 
1233 
89 



End 

Method 

End 

Score 



it Seq. No. 50204 

^ Gene No. 106657 

ly Start 1245 

kl Name OJ000328_09 . 04 19 . C14 . o2 . gs 

fy Start 1245 

GI none 

U Exons 1245.. 1796 



Seq. ID OJ000328_09.0419.C14 
Strand 

End 1796 

Method GENSCAN 

End 1796 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ000328_09.0419.C15 
Strand + 

1424 
AAT/GAP 
1424 
763 



50205 
106658 
979 

OJ000328_09.0419.C15.o3.gp 
979 

LIB34 31-028-P1-N1-A10 
979. .1049, 1077. .1424 

*4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



End 

Method 

End 

Score 



50205 

106659 

110 

OJ000328_09.0419.C15.ol.gp 
110 

342 1.R1084 



Seq. ID OJ000328_09.0419.C15 
Strand 

End 2814 

Method AAT/GAP 

End 2814 

Score 4381 



110. .625, 735. .832, 915. .934, 970. .2814 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



50205 
106659 



Seq. ID OJ000328_09.0419.C15 
Strand 



51764 



Start 
Name 
Start 
GI 

Exons 



110 End 2814 

OJ000328 J)9 . 04 1 9 . C15 . ol . gs Method GENSCAN 

1042 End 2758 

none Score .56 
1042. .1248, 1262. .2758 



Seq. No. 50205 

Gene No. 106659 

Start 110 

Name OJ000328_09.0419.C15 .ol . 

Start 1123 

GI none 

Exons 1123.. 1209, 1198.. 1245, 
1412. .1471, 1478. .1519, 



tw 



1292 
1478 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1432, 1293 
.1522, 1517 



OJ000328 09.0419.C15 



2814 

TBLASTX: Wheat 
2435 
131 

1433, 1380. 
2434, 1533. 



.1475, 
.2435 



Seq. No. 


50205 


Gene No. 


106659 


Start 


110 


Name 


OJ000328_09 


Start 


1602 


GI 


6742729 


Exons 


1602. .2814 


GI Descrip. 


(AF121139) ; 


Seq. No. 


50205 


Gene No. 


106659 


Start 


110 


Name 


OJ000328 09 


Start 


1699 


GI 


none 


Exons 


1699. .1950, 




1969. .2151 


Seq. No. 


50205 


Gene No. 


106659 


Start 


110 


Name 


OJ000328 09 


Start 


2078 


GI 


none 


Exons 


2078. .2392, 


Seq. No. 


50205 


Gene No. 


106659 


Start 


110 


Name 


OJ000328 09 


Start 


2436 


GI 


none 


Exons 


2436. .2522, 




2783. .2812 



Seq. ID 

Strand 

End 

Method 

End 

Score 



09.0419.C15.ol.tc 



1700. .2137, 1700. 



.2381 



.tw 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2143, 



OJ000328_09.0419.C15 

2814 
AAT/NAP 
2814 
1894 



OJ000328 09. 0419. CIS 



2814 

TBLASTX: Cress 
2151 
190 

1704. .2147, 1710. .2147, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000328_09.0419.C15 
2814 

TBLASTX: Maize 

2392 

145 



OJ000328_09.0419.C15 
2814 

TBLASTX: Wheat 

2812 

76 



2554. .2766, 2555.-2797, 2595.-2777, 



Seq. No. 50206 Seq. ID 

Gene No. 106660 Strand 

Start 31 End 

Name OJ000328_09 . 04 19 . CI 6 . ol . gs Method 

Start 31 End 

GI none Score 

Exons 31.. 294, 1213.. 1419 



OJ000328_09.0419.C16 
+ 

1419 
GENSCAN 
1419 
.75 
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Seq. No. 


50206 






Seq. ID 


OJ000328 


_09 










Strand 


+ 




Start 


6035 






End 


7849 




Name 


OJ000328 09 


.0419.C16.ol 


.np 


Method 


AAT/NAP 




Start 


6035 




End 


7849 




GI 


6721512 






Score 


80 




Exons 


6035. .6152, 


6180. .6314, 


6357. 


.6401, 7812. .7849 




GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




oeq . ino . 


Rn?nfi 






Seq. ID 


OJ000328 


u y 


Gene No. 


106662 






O -i- — _ — >j 






Start 


2269 






tna 


2597 




Name 


OJ000328 09 


. U4 i y . tlo . OZ 


. gs 


Method 


GEN SCAN 




Start 


2269 






2597 




GI 


none 






Score 


.68 




Exons 


2269. .2520, 


zoo J . . zoy / 










oeq. ino. 


OUZUO 






Seq. ID 


OJ000328 


u y 


Gene No. 


106663 






btrana . 






Start 


4402 






17 _ _J 

bna 


5326 




Name 


OJ000328 09 


. U4 1 y . Lib . Oo 


. gs 


Method 


GEN SCAN 




Start 


4402 






bna 


5326 




GI 


none 






Score 


.74 




Exons 


4402. .4829, 


- 4 yz i . . 4 yyu , 




. DoZO 






O y*i T XT j»\ 

oeq. wo. 


DVZkj / 






Seq. ID 


OJ000228 


uy 


Gene No. 


106664 






Strand 






Start 


536 






End 


1501 




Name 


OJ000228 09 


.0420.C13.ol 


. gs 


Method 


GENS CAN 




Start 


536 






bna 


1501 




GI 


none 






Score 


. 93 




Exons 


536. .1019, 


1166. .1501 










oeq. ln o • 


50208 






Seq. ID 


OJ000228 


u y 


Gene No. 


106665 






Strand 






Start 


426 






End 


783 




Name 


OJ000228 09 


.0420.C20.ol 


. gs 


Method 


GENS CAN 




Start 


426 






End 


690 




GI 


none 






Score 


.88 




Exons 


426.-443, 550. .690 










Seq. No. 


50208 






Seq. ID 


OJ000228_ 


_09 




106665 






Strand 






Start 


426 






End 


783 




Name 


OJ000228 09 


.0420.C20.ol 


. np 


Method 


AAT/NAP 




Start 


568 






End 


783 




GI 


4063770 






Score 


178 




Exons 


568. .783 












GI Descrip. 


(AB004906) 


transposase 


[Ipomoea purpurea] 




Seq. No. 


50208 






Seq. ID 


OJ000228_ 


_09 


Gene No. 


106665 






Strand 






Start 


426 






End 


783 




Name 


OJ000228 09 


.0420.C20.ol 


.tm 


Method 


TBLASTX:Mai: 


Start 


574 






End 


783 




GI 


none 






Score 


106 
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Exons 


574.-783, 587. .781 










Seq. No. 


50209 






Seq. ID 


OJ000228 


Gene No. 


106666 






Strand 




o Lai. u 


1 






End 


744 


Name 


OJ000228 09.0420.C21 


.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


744 


GI 


4063770 






Score 


73 


Exons 


1..202, 705. .744 










GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea]- 


Seq. No. 








Q^n t n 




bene ino . 


1UDDDD 










Start 


1 
1 








1 A A 


Name 




. o 1 


. gs 




CTT NT QP a NT 


Start 


c: r\ 

ou 






Eina 


Oil 


GI 


none 






Score 


fid 


Exons 


50. .311 










Seq. No. 


50210 






c prr Tn 
oeq . iu 


o Tnnn99ft 


r" 1 s~\ -r-\ r-\ NT/-\ 


106667 






Strand 


_i_ 

T 


Start 


1054 








1 4 9 ft 
1 4 Z 0 


Name 


OJ000228 09.0420.C22, 


.ol 


. qs 






Start 


1054 








1 fi Z 0 


GI 


none 






Score 


QA 
. .7*1 


Exons 


1054. .1428 










Seq. No. 


50210 






Can T n 

oeq. iu 






106668 






o Liana 




Start 


1999 








9 9 7^ 


Name 


OJ000228 09.0420.C22, 


,o2 


.gs 


fuf ^ W /-\ 




Start 


1999 






Lna 


997 ^ 


GI 


none 






Score 




Exons 


1999. .2111, 2252. .2273 








Seq. No. 


50211 






oeq . i u 


Ci Tnnfl99ft 


oene INO • 


106669 






otrana 


i 

T 


Start 


348 






hna 


i 9 9 n 
1ZZ u 


Name 


OJ000228 09.0420.C23. 


.ol 


.gs 


Method 




Start 


348 






hna 


1 9 9 n 


GI 


none 






Score 




Exons 


348. .453, 874. .1002, 


1053. . 


1220 




Seq. No. 


50211 






Seq. ID 


OJ000228 


bene lno . 


106670 






Strand 


+ 


Start 


2299 






End 


2391 


Name 


OJ000228 09.0420.C23, 




.gp 


Method 


AAT/GAP 


Start 


2299 




End 


2391 


GI 


none 






Score 


140 


Exons 


2299. .2391 










Seq. No. 


50211 






Seq. ID 


OJ000228 


Gene No. 


106671 






Strand 




Start 


832 






End 


1591 


Name 


OJ000228 09.0420.C23. 


.ol 


.gp 


Method 


AAT/GAP 


Start 


832 




End 


1591 


GI 


none 






Score 


797 



09.0420.C21 



09.0420.C21 



09.0420.C22 
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Exons 



832. .1207, 1544. .1591 



Seq. No. 50211 

Gene No. 106672 

Start 1641 

Name OJ000228_09 . 0420 . C23 . o2 . tm 

Start 960 

GI none 
Exons 



End 

Method 
End 
Score 

960. .1046, 1081. .1146, 1095. .1145, 1145. .1213, 1146. .1214, 
1502. .1609, 1540. .1590, 1542. .1598, 1698. .1784, 1698. .1784, 
1699. .1785 



Seq. ID OJ000228_09.0420.C23 
Strand 

8683 

TBLASTX: Maize 
1785 
35 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50211 

106672 

1641 

OJ000228_09.0420.C23.o2.gs 

1641 

none 



Seq. ID OJ000228_09.0420.C23 
Strand 

End 8683 

Method GEN SCAN 

End 8683 

Score .69 



1641. .1790, 2304. .2387, 2943. .3157, 4584. .4628, 6041. .6141, 
6212. .6639, 7024. .7278, 8651. .8683 



f "B 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50211 

106672 

1641 

OJ000228_09.0420.C23.ol.tc 

3550 

none 



Seq. ID OJ000228_09.0420.C23 
Strand 

End 8683 

Method TBLASTX : Cress 

End 6313 

Score 87 



3550.. 3606, 6042.. 6134, 6043.. 6120, 6199.. 6312, 6200.. 6313 



Seq. No. 50211 

Gene No. 106672 

Start 1641 

Name OJ000228_09 . 0420 . C23 . o3 . gp 

Start 4053 

GI none 

Exons 4053.. 4542 



Seq. ID OJ000228_09.0420.C23 
Strand 

End 8 683 

Method AAT/GAP 

End 4542 

Score 950 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



50211 

106672 

1641 

OJ000228_09 . 0420 . C23 . ol . tm 

6087 

none 



Seq. ID OJ000228_09.0420.C23 
Strand 

End 8683 

Method TBLASTX: Maize 

End 6585 

Score 60 



6087. .6155, 6087. .6134, 6199. .6435, 6212. .6382, 6553.-6585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50212 

106673 

720 

OJ000228_09.0420.C24 .ol.np 
720 

2129727 



Seq. ID OJ000228_09.0420.C24 

Strand + 

End 2843 

Method AAT/NAP 

End 2843 

Score 24 9 



720. .827, 978. .1022, 1659. .1731, 1839. .1951, 2059. .2118, 
2215. .2262, 2541. .2679, 2794. .2843 
RNA-binding protein 37 - Arabidopsis thaliana 
gi|1174153|gb|AAA86641.1| (U44134) RNA-binding protein 
[Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50212 

106673 

720 

OJ000228_09.0420.C24.ol.tc 

759 

none 



Seq. ID OJ000228_09.0420.C24 

Strand + 

End 2843 

Method TBLASTX: Cress 

End 2606 

Score 74 



759. .830, 1659. .1730, 1671. .1721, 1804. .1947, 1844. .1951, 
1844. .1921, 2047. .2142, 2057. .2131, 2538. .2606 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50212 

106673 

720 

OJ000228_09.0420.C24.ol.tw 

759 

none 



Seq. ID OJ000228_09.0420.C24 

Strand + 

End 2843 

Method TBLASTX : Wheat 

End 2109 

Score 71 

759. .830, 1659. .1730, 1844. .1951, 1849. .1947, 1867. .1977, 
2047. .2109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000228_09.0420.C24 
Strand + 
End 2843 
Method TBLASTX : Soybean 
End 2603 
Score 64 

774. .830, 1659. .1730, 1671. .1721, 1844. .1951, 1844. .1921, 
1997. .2056, 2013. .2117, 2046. .2120, 2047. .2127, 2059. .2136, 
2060.. 2152, 2538.. 2603 



50212 

106673 

720 

OJ000228_09.0420.C24.ol.ts 

774 

none 



50212 

106673 

720 

OJ000228_09.0420.C24 .ol.tm 

777 

none 



Seq. ID OJ000228_09.0420.C24 

Strand + 

End 2843 

Method TBLASTX : Mai ze 

End 2606 

Score 68 



777. .830, 1659. .1730, 1671. .1721, 1844. .1951, 1844. .1936, 
2046. .2120, 2047. .2127, 2538. .2606 



50212 

106673 

720 

OJ000228_09.0420.C24 .ol.gs 

1656 

none 



Seq. ID OJ000228_09.0420.C24 

Strand + 

End 2843 

Method GENSCAN 

End 2473 

Score . 6 



1656. .1731, 1839. .1951, 2215. .2262, 2318. .2473 



Seq. No. 


50213 








Seq. ID 


OJ000228 


_09 


0420 


.C26 


Gene No. 


106674 








Strand 










Start 


525 








End 


1922 








Name 


OJ000228 


09.0420.C26 


ol 


.gs 


Method 


GENSCAN 








Start 


525 








End 


1922 








GI 


none 








Score 


.48 








Exons 


525. .607, 


1805. .1922 
















Seq. No. 


50214 








Seq. ID 


OJ000228 


_09 


0420 


.C27 


Gene No. 


106675 








Strand 










Start 


14 








End 


1274 








Name 


OJ000228 


09.0420.C27 


ol 


,gs 


Method 


GENSCAN 
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Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14 End 1274 

none Score .42 

14. .132, 729. .825, 1203. .1274 



50215 

106676 

8827 

OJ000228_09.0420.C28.o5.gs 

8827 

none 



Seq. ID OJ000228_09.0420.C28 



Strand 
End 

Method 

End 

Score 



+ 

14511 
GEN SCAN 
14511 
.76 



8827. .8952, 9044... 9144, 10916 .. 11013, 13209 .. 13309, 
13462. .13701, 14317. .14511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ Seq. No. 

, ^ Gene No . 

It Start 

':'[[ Name 

FIJ Start 

C3 GI 

[J Exons 

fi. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50215 

106677 

16782 

OJ000228_09.0420.C28.o2.np 

16569 

6862947 



Seq. ID OJ000228_09.0420.C2S 

Strand + 

End 18925 

Method AAT/NAP 

End 18615 

Score 781 



16569. .17030, 17170 .. 17277 , 17375 .. 174 88 , 17585 .. 17758 , 
18294. .18409, 18525.. 18615 



GI Descrip. (AC019018) unknown protein [Arabidopsis thaliana] 



OJ000228_09.0420.C28 
+ 

18925 
AAT/GAP 
17229 
852 

17229 

1IAAD11583 2.0e-13 (AF071527) hypothetical 
thaliana] >gi_4262169_gb_AAD14 4 69_ 



50215 
106677 
16782 

OJ000228_09.0420.C28.ol.gp 
16615 

25157_1.R1084 
16615. .17030, 17170. 
M206195/gb|AAD11583 
protein [Arabidopsis 
(AC005275) hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50215 
106677 
16782 

OJ000228_09.0420.C28.o6.gs 
16782 
none 

16782. .17030, 17170 .. 17277 , 17311 .. 17488 , 17890 .. 17988 , 
18674. .18780 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000228_ 
+ 

18925 • 
GENSCAN 
18780 
.49 



09.042O.C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000228_09.0420.C28 
+ 

18925 
AAT/GAP 
18925 
1319 

17585. . 17758, 18294 18409, 



50215 Seq. ID 

106677 Strand 
16782 End 
OJ000228_09 . 0420 . C28 . o2 . gp Method 
17244 End 
101_2.R1084 Score 
17244. .17277, 17375 .. 17488 , 
18525. .18588, 18674.. 18925 

, 4206195/gb|AAD11583.1|AAD11583 9.0e-23 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_4262169_gb_AAD14 4 69_ 
(AC005275) hypothetical protein [Arabidopsis thaliana] 1 



50215 
106678 



Seq. ID 
Strand 



OJ000228 09.0420.C28 



51770 



Start 
Name 
Start 
GI 

Exons 



3003 End 

OJ000228_09 . 0420 . C28 . ol . np Method 

3003 End 

4218011 Score 
3003.. 3153, 3302.. 3551, 
4384. .4470, 4631. .5309, 



16906 
AAT/NAP 
16906 
798 

3698. .3845, 3974. .4050, 4207. .4277, 
5400. .5573, 16609. .16906 



GI Descrip. (AC006135) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f 

*5 Seq. No. 

Gene No. 
\}\ Start 
ril Name 
[3 Start 

iTs gi 

f~ Exons 



50215 Seq. ID 

106678 Strand 

3003 End 
OJ000228_09 . 0420 . C28 . o3 . gs Method 

6354 End 

none Score 

6354. .6398, 6503. .6710, 6762. .6844 

50215 Seq. ID 

106678 Strand 

3003 End 
OJ000228_09.0420.C28.o4 .gs Method 

7516 End 

none Score 

7516. .7640, 8152. .8316, 8371. .8464 



50215 

106679 

19459 

OJ000228_09.0420.C28.o6.tm 

1455 

none 

1455. .1712, 
1653. .1715 



1497.. 1550, 1501. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1713, 



OJ000228_09.0420.C28 

16906 
GENSCAN 
6844 
.52 



OJ000228_09.0420.C28 

16906 
GENSCAN 
8464 
.82 



OJ000228 09.0420.C28 



24410 

TBLASTX: Maize 
1732 
50 

1606. .1716, 1649. .1732, 



Seq. No. 50215 
Gene No. 106679 
Start 19459 

Name OJ000228_09 . 0420 . C28 . o3 . tm 

Start 3387 
GI none 

Exons 3387.. 3551, 3698.. 3844, 3744. 

3973.. 4053, 3973.. 4053, 4196. 
4382. .4459, 4626. .4751, 4632. 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 
Method TBLASTX : Mai ze 
End 4931 
Score 7 9 

.3845, 3971. .4051, 3972. .4052, 
.4273, 4204. .4272, 4365. .4451, 
.4931, 4693. .4920 



Seq. No. 50215 
Gene No. 106679 
Start 19459 

Name OJ000228_09 . 0420 . C28 . o5 . ts 

Start 3698 
GI none 

Exons 3698.. 3844, 3698.. 3844, 3741 

3973. .4050, 3974. .4051, 4196 
4383. .4457 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 09.0420.C28 



24410 

TBLASTX : Soybean 
4457 
71 

.3845, 3753. .3875, 3962. .4045, 
.4273, 4204. .4290, 4382. .4456, 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228 09 . 0420 . C28 . ol . tc 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 

Method TBLASTX : Cress 



51771 



Start 
GI 

Exons 



4382 End 4928 

none Score 4 6 

4382. .4492, 4628. .4675, 4629. .4751, 4629. .4925, 4702. .4923, 
4827. .4928 



Seq. No. 50215 Seq. ID 

Gene No. 106679 Strand 

Start 19459 End 

Name OJ000228_09 . 0420 . C28 . ol . ts Method 

Start 4 623 End 

GI none Score 

Exons 4623.. 4925, 4696.. 4923 



OJ000228_09.0420.C28 
24410 

TBLASTX: Soybean 

4925 

187 



Seq. No. 50215 Seq. ID 

Gene No. 106679 Strand 

Start 19459 End 

Name OJ000228_09. 0420 .C28 . o2 . tw Method 

Start 4704 End 

GI none Score 

Exons 4704.. 4928, 4705.. 4923 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09. 0420 . C28 . o5 . tm 

Start 8803 

GI none 
Exons 



OJ000228_09.0420.C28 
24410 

TBLASTX: Wheat 

4928 

169 



Seq. ID OJ000228 09.0420.C28 



Strand 
End 

Method 

End 

Score 



24410 

TBLASTX: Maize 

11075 

120 



8803. .8946, 8808. .8843, 8880. .8948, 9042. .9146, 9044. .9145, 
10893. .11033, 10910. .11032, 10914 .. 11075, 10915. .11067 



Seq. No. 50215 
Gene No. 106679 
Start 19459 

Name OJ000228_09 . 0420 . C28 . ol . tw 

Start 8842 
GI none 

Exons 8842..8952, 8880.. 8954, 9026 

9043.. 9144, 10829. .11014, 10893 .. 11012, 10915 
11646. .11807, 11663. .11812, 11664. .11804 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 09.0420.C28 



24410 

TBLASTX: Wheat 
11812 
153 

9142, 9041.. 9145, 9043. 

11013, 



9147, 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09 . 0420 . C28 . o4 . tm 

Start 16740 

GI none 

Exons 16740. .16847, 1674 9 .. 16970, 16932 
17158. .17229, 17166 .. 17222 , 17167 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09.0420.C28.o2 .ts 

Start 16953 

GI none 

Exons 16953. . 17030, 
17257. .17277, 



16964. .17050, 
17372. .17488, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000228 09.0420.C28 



24410 

TBLASTX: Maize 
17229 
66 

17030, 16958. .17050, 
17229 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 

Method TBLASTX : Soybean 

End 17629 

Score 109 
17158. .17256, 17166 .. 17252 , 
17374. .17487, 17584 .. 17628 , 



51772 




17594. .17629 



Seq. No. 


50215 




Seq. ID 


OJ000228 


_09.0420 


.C28 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 






Name 


OJ000228_09.0420.C28 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


17230 




End 


18800 






GI 


none 




Score 


39 






Exons 


17230. .17256, 17256. 


.17276, 


17257. .17277, 17371 


. .17487, 






17372. .17488, 17372. 


.17488, 


17380. .17490, 17579 


. .17755, 






17580. .17753, 17583. 


.17759, 


17584. .17757, 17584 


. .17760, 






17594. .17758, 18276. 


.18410, 


18293. .18412, 18297 


. .18413, 






18301. .18411, 18514. 


.18585, 


18528. .18590, 18673 


. . 18798, 






18741. .18800 












Seq. No. 


50215 




Seq. ID 


OJ000228 


Uy . U4zU 


poo 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 






Name 


OJ000228 09.0420.C28 


. o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


17633 




End 


18588 






GI 


none 




Score 


159 






Exons 


17633. .17758, 17635. 


.17760, 


18270. .18410, 18293 


. .18412, 






18293. .18409, 18514. 


.18588, 


18528. .18557 






Seq. No. 


50215 




Seq. ID 


OJ000228 


09 . 0420 


o o o 

. C2o 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 






Name 


OJ000228 09.0420.C28 


. o7 . gs 


Method 


GENS CAN 






Start 


19459 




End 


22984 






GI 


none 




Score 


.71 






Exons 


19459. .19818, 20322. 


.20591, 


20979. .21135, 21276 


. .21442, 






21481. .21567, 21742. 


.21918, 


22248. .22550, 22835 


. .22984 




Seq. No. 


50215 




Seq. ID 


OJ000228 


_09.0420 


.C28 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 






Name 


OJ000228 09.0420.C28 


. o3 . np 


Method 


AAT/NAP 






Start 


19477 




End 


24410 






GI 


6714410 




Score 


734 






Exons 


19477. .19818, 20322. 


.20591, 


22137. .22553, 23442 


. .23654, 






24364. .24410 












GI Descrip. 


(AC012328) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


50215 




Seq. ID 


OJ000228 


_09.0420 


.C28 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 






Name 


OJ000228 09.0420.C28 


,o2.tm 


Method 


TBLASTX: 


Maize 




Start 


19600 




End 


22214 






GI 


none 




Score 


86 






Exons 


19600. .19758, 19640. 


.19738, 


19657. .19758, 19658 


. .19759, 






19749. .19820, 19750. 


.19821, 


19750. .19821, 20319 


. .20375, 






20320. .20376, 20320. 


.20376, 


20379. .20594, 20380 


. .20589, 






22132. .22212, 22137. 


.22214, 


22137. .22214 






Seq. No. 


50215 




Seq. ID 


OJ000228 


_09.0420 


.C28 


Gene No. 


106679 




Strand 








Start 


19459 




End 


24410 
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Name 

Start 

GI 

Exons 



OJ000228_09.0420.C28.o4 .ts 

19708 

none 



Method TBLASTX : Soybean 
End 23585 
Score 136 



19708. . 19821, 20319. .20357, 20373 20582, 20398 .. 20583, 
23478. .23585 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09 . 0420 . C28 . o3 . gp 

Start 21300 

GI 2427727 

Exons 21300. .21748 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 

Method AAT/GAP 

End 21748 

Score 787 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09 . 0420 . C28 . o2 . tc 

Start 22299 

GI none 
Exons 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 

Method TBLASTX : Cress 

End 23648 

Score 72 



22299. .22445, 22309 .. 22404 , 22503 .. 22553, 23454 .. 23648, 
23461. .23646 



Seq. No. 50215 

Gene No. 106679 

Start 19459 

Name OJ000228_09 . 0420 . C28 . o4 . gp 

Start 22677 

GI 3107799 

Exons 22677. .22814 



Seq. ID OJ000228_09.0420.C28 
Strand 

End 24410 

Method AAT/GAP 

End 22814 

Score 259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50216 
106680 
1 

OJ000228_09.0420.C29.ol.np 
1 

6714410 



Seq. ID OJ000228_09.0420.C29 
Strand 

4356 
AAT/NAP 
4356 
634 



End 

Method 
End 
Score 

1..21, 372. .619, 719. .1137, 1232. .1498, 2010. .2373, 2997. .3157, 
3271. .3454, 4080. .4356 

(AC012328) unknown protein [Arabidopsis thaliana] 



50216 

106680 

1 

OJ00022 8_09 . 0420 . C29 . ol . tm 

517 

none 



Seq. ID OJ000228_09. 0420.C29 
Strand 

End 4356 

Method TBLASTX : Mai ze 

End 951 

Score 65 



517. .621, 518. .613, 703. .951, 709. .909, 726. .935 



50216 

106680 

1 

OJ000228_09.0420.C29.ol.gs 

596 

none 



Seq. ID OJ000228_09.0420.C29 
Strand 

End 4356 

Method GENSCAN 

End 34 63 

Score .88 



596. .619, 1232. .1500, 2015. .2373, 3260. .3463 
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Seq. No. 50216 

Gene No. 106680 

Start 1 

Name OJ000228_09 . 0420 . C29 . o2 . tm 

Start 3660 

GI none 

Exons 3660.. 3821, 3661.. 3909, 3718. 



Seq. ID OJ000228_09.0420.C29 
Strand 

End 4356 

Method TBLASTX : Mai ze 

End 3909 

Score 180 
.3849 



Seq. No. 50217 
Gene No. 106681 
Start 1 

Name OJ000228JD9 . 0420 . C32 . ol . np 

Start 1 
GI 6554485 
Exons 1 . . 555 

GI Descrip. (AC012394) unknown protein [Arabidopsis thaliana] 

gil 6573714 |gb|AAF17 634 . 1 | AC009978_10 (AC009978) T23E18.26 
[Arabidopsis thaliana] 



Seq. ID OJ000228_09.0420.C32 

Strand + 

End 555 

Method AAT/NAP 

End 555 

Score 381 



Seq. No. 

Gene No. 

Start 
as Name 
^ Start 
W GI 
Eft Exons 



50217 

106682 

1536 

OJ000228_09.0420.C32.ol.ts 
1 

none 



Seq. ID OJ000228_09.0420.C32 
Strand 

End 1788 

Method TBLASTX: Soybean 

End 480 

Score 206 



1..162, 3. .161, 172. .480, 204. .425, 283. .444 



1= Seq. No. 50217 

H Gene No. 106682 

^ Start 1536 

%J Name OJ000228_09 . 0420 . C32 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000228_09.0420.C32 
Strand 

End 1788 

Method TBLASTX : Mai ze 

End 417 

Score 131 



3. .125, 7. .138, 154. .417, 204. .416 



y Seq. No. 
H Gene No. 
Q Start 
f=| Name 
'li Start 
GI 

Exons 



50217 

106682 

1536 

OJ000228_09.0420.C32.ol.tc 
46 

none 



Seq. ID OJ000228_09.0420.C32 
Strand 

End 1788 

Method TBLASTX : Cress 

End 513 

Score 87 



46. .138, 51. .125, 169. .513, 204. .419, 295. .420 



Seq. No. 50217 

Gene No. 106682 

Start 1536 

Name OJ000228_09 . 0420 . C32 . ol . gp 

Start 1536 

GI none 

Exons 1536.. 1788 



Seq. ID OJ000228_09.0420.C32 
Strand 

End 1788 

Method AAT/GAP 

End 1788 

Score 470 



Seq. No. 50218 

Gene No. 106683 

Start 61 

Name OJ000228_09 . 0420 . C33 . ol . np 

Start 61 

GI 2126090 



Seq. ID OJ000228_09. 0420.C33 

Strand + 

End 1264 

Method AAT/NAP 

End 1264 

Score 2064 
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Exons 61 . . 1264 

GI Descrip. transposase (insertion sequence IS10) - Escherichia coli 

gi I 455676 |bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi | 6634720 | gb | AAF19728 . 1 | AC0124 63_2 (AC0124 63) T2E6 . 2 
[Arabidopsis thaliana] 



Seq. No. 


50218 








Seq. ID 


OJ000228 


_09.0420.C33 


Gene No. 


106683 








Strand 


+ 




Start 


61 








End 


1264 




Name 


OJ000228_09. 


0420 


.C33.ol 


.gs 


Method 


GENSCAN 




Start 


330 








End 


953 




GI 


none 








Score 


.41 




Exons 


330. .953 














Seq. No. 


50218 








Seq. ID 


OJ000228 


_09.0420.C33 


Gene No. 


106684 








Strand 






Start 


1626 








End 


4276 




Name 


OJ000228 09. 


0420 


.C33.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1623 








End 


3209 




GI 


none 








Score 


236 




Exons 


1623. .1865, 


1630 


. .1869, 


1631. 


.1798, 1632. .1868, 


1639. .1872, 




2419. .2559, 


2433 


. .2567, 


2436. 


.2558, 2452. .2565, 


2748. .2891, 




2749. .2859, 


2755 


. .2898, 


2756. 


.2935, 2757. .2885, 


2986. .3042, 




2988. .3038, 


2989 


. .3207, 


3006. 


.3059, 3045. .3209 




Seq. No. 


50218 








Seq. ID 


OJ000228 


__09.0420.C33 


Gene No. 


106684 








Strand 






Start 


1626 








End 


4276 




Name 


OJ000228 09. 


0420 


.C33.o2 


.gs 


Method 


GENSCAN 




Start 


1626 








End 


4263 




GI 


none 








Score 


.82 




Exons 


1626. .1869, 


2437 


. .2564, 


2756. 


.2886, 2990. .3195, 


3814. .3975, 




4112. .4263 














Seq. No. 


50218 








Seq. ID 


OJ000228 


_09.0420.C33 


Gene No. 


106684 








Strand 






Start 


1626 








End 


4276 




Name 


OJ000228 09. 


0420 


.C33.ol 


. gp 


Method 


AAT/GAP 




Start 


3147 








End 


4276 




GI 


3768230 








Score 


661 




Exons 


3147. .3195, 


3814 


. .3975, 


4112. 


.4276 






Seq. No. 


50219 








Seq. ID 


OJ000228 


_09.0420.C35 


Gene No. 


106685 








Strand 






Start 


842 








End 


1064 




Name 


OJ000228 09. 


0420 


-C35.ol 


.gs 


Method 


GENSCAN 




Start 


842 








End 


1064 




GI 


none 








Score 


.45 




Exons 


842. .1064 














Seq. No. 


50220 








Seq. ID 


OJ000228 


_09.0420.C36 


Gene No. 


106686 








Strand 


+ 




Start 


1 








End 


169 




Name 


OJ000228 09. 


0420 


.C36.ol 


• gp 


Method 


AAT/GAP 




Start 


1 








End 


169 
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GI 36280_1.R1084 Score 330 

Exons 1..169 

GI Descrip. ' 5295971/dbj | BAA81872 . 1 1 1.0e-81 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
a _ Name 
^ Start 
\3 GI 
ffl Exons 
f|i GI Descrip. 



OJ000228_09.0420.C36 
+ 

2298 
AAT/GAP 
2298 
809 



50220 Seq. ID 

106687 Strand 
1863 End 
OJ000228_09 . 0420 . C36 . o3 . gp Method 
1863 End 
uC-osflM2020118f01al Score 
1863. .2298 

•5295971/dbj IBAA81872. 1 | 4.0e-64 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 } 
[Oryza sativa] 1 

50220 Seq. ID OJ000228_09 . 0420 . C36 

106688 Strand 

1 End 3236 

OJ000228_09.0420.C36.ol.np Method AAT/NAP 
1 End 3236 

5295971 Score 5519 

1. .3236 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



f 8 * 



Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 


Gene No. 


106688 




Strand 






Start 


1 




End 


3236 




Name 


OJ000228 09.0420.C36.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


342 




GI 


none 




Score 


420 




Exons 


1..342, 2. .340 










Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 


Gene No. 


106688 




Strand 






Start 


1 




End 


3236 




Name 


OJ000228 09.0420.C36.ol. 


,gs 


Method 


GENSCAN 




Start 


13 




End 


3138 




GI 


none 




Score 


.74 




Exons 


13. .3138 










Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 


Gene No. 


106688 




Strand 






Start 


1 




End 


3236 




Name 


OJ000228 09.0420.C36.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


169 




End 


724 




GI 


none 




Score 


66 




Exons 


169. .393, 379. .723, 383. 


, .568, 


403. .570, 


635. .724 




Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 


Gene No. 


106688 




Strand 






Start 


1 




End 


3236 
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Name 


OJ000228 09.0420.C36.o2 . 


ts 


Method 


TBLASTX: Soybean 






Start 


394 ~~ 




End 


891 






GI 


5509260 




Score 


130 






Exons 


394 891, 413.. 571, 635. 


.811 










GI Descrip. 














Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 




Gene No. 


106688 




Strand 








Start 


1 




End 


3236 






Name 


OJ000228 09.0420.C36.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


505 ~ 




End 


769 






GI 


none 




Score 


60 






Exons 


505. .675, 505. .768, 638. 


.769 










Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 




Gene No. 


106688 




Strand 








Start 


1 




End 


3236 






Name 


OJ000228 09.0420.C36.o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


544 ~ 




End 


840 






GI 


none 




Score 


175 






Exons 


544. .840, 545. .814, 567. 


. 833 








sss. 


Seq. No. 


50220 




Seq. ■ ID 


OJ000228_09.0420 


.C36 




Gene No. 


106688 




Strand 








Start 


1 




End 


3236 




- » 


Name 


OJ000228 09 0420 C36.ol. 


ts 


Method 


TBLASTX : Soybean 




fig 
* " 


Start 


1342 ~~ 




End 


1821 






GI 


none 




Score 


161 






Exons 


1342. .1488, 1513. .1821, 


1526. 


. 1816 






W 


Seq. No. 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 


§ a? 


Gene No. 


106688 




Strand 








Start 


1 




End 


3236 






Name 


OJ000228 09.0420.C36.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1366 ~~ 




End 


1806 




*y 

3 ; 


GI 


none 




Score 


60 




^3 


Exons 


1366.. .1488, 1510.. 1806, 


1520. 


.1666, 1724. .1756 






Seq. No. 


50220 




Seq. ID 


OJ000228JD9.0420 


.C36 


r is 


Gene No. 


106688 




Strand 








Start 


1 




End 


3236 






Name 


OJ000228 09.0420.C36.o2. 


tm 


Method 


TBLASTX: Maize 






Start* 


1426 ~~ 




End 


1852 






GI 


none 




Score 


569 






Exon <? 


1426 1848, 1427 1852 












Sea No 


50220 




Seq. ID 


OJ000228_09.0420 


.C36 




Gene No. 


106688 




Strand 








Start 


1 




End 


3236 






Name 


OJ000228 09.0420.C36.o2. 


gp 


Method 


AAT/GAP 






Start 


1499 




End 


1854 






GI 


uC-osflcypl39cl2al 




Score 


589 






Exons 


1499. .1854 












GI Descrip. 


'5295971/dbj |BAA81872.1t 


3.0e 


-44 (AB026295) EST D24 315 (R17 18 ) 



corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



51778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50220 

106688 

1 

OJ000228_09.0420.C36.o3.tw 

1504 

none 



Seq. ID OJ000228_09.0420.C36 
Strand 

End 3236 

Method TBLASTX : Wheat 

End 2055 

Score 42 



1504.. 1584, 1517.. 1588, 1591.. 1857, 1691.. 1840, 1915.. 2055 



50220 

106688 

1 

OJ000228_09.0420.C36.o3.ts 

1915 

none 



.Seq. ID OJ000228_09.0420.C36 
Strand 

End 3236 

Method TBLASTX : Soybean 

End 2190 

Score 4 7 



1915. .2190, 1924. .2022, 2000. .2095, 2014. .2094 



50220 

106688 

1 

OJ000228_09.0420.C36.o2.tw 

2128 

none 



Seq. ID OJ000228_09.0420.C36 
Strand 

End 3236 

Method TBLASTX : Wheat 

End 2581 

Score 53 



2128. .2220, 2128. .2208, 2188. .2577, 2215. .2580, 2276. .2581 



Seq. ID OJ000228_09.0420.C36 
Strand 

End 3236 

Method TBLASTX: Maize 

End 2491 

Score 262 



Seq. ID OJ000228_09.0420.C36 
Strand 

End 3236 

Method TBLASTX : Mai ze 

End 3226 

Score 417 



50220 
106688 
1 

OJ000228_09.0420.C36.o5.tm 
2251 
none 

2251. .2490, 2252. .2491 

50220 
106688 
1 

OJ000228_09 . 0420-; C36 . ol . tm 
2506 
none 

2506. .2931, 2506. .2871, 2607. .2930, 2936. .2968, 2938. .3033, 
2950.. 3225, 2951.. 3226 



Seq. ID OJ000228_09.0420.C37 
Strand + 
End 1789 
Method AAT/GAP 
End 17 89 

_ Score 388 

1105. .1232, 1257. .1419, 1759. .1789 

1 5295936/dbj | ABO 2 6295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



50221 

106689 

1105 

OJ000228_09.0420.C37 .ol.gp 
1105 

86158 1.R1084 



50221 

106690 

1 

OJ000228_09.0420.C37.ol.np 
1 



Seq. ID OJ000228_09.0420.C37 
Strand 

End 8 91 

Method AAT/NAP 

End 891 
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GI 5295971 Score 1430 

Exons 1..8 91 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


50221 








Seq. ID 


OJ000228 09.0420.C37 


Gene No. 


106691 








Strand 


- 


Start 


1361 








End 


1807 


Name 


OJ000228 09. 


0420 


.C37.o2 


.gp 


Metnoci 


AA1 / bAF 


Start 


1361 








End 


1807 


GI 


none 








Score 


823 


Exons 


1361. . 1807 












Seq. No. 


50221 








Seq. ID 


OJ000228_09.0420.C37 


Gene No. 


106692 








Strand 


- 


Start 


3416 








End 


3928 


Name 


OJ000228 09. 


0420 


.C37.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


207 








End 


499 


GI 


none 








Score 


215 


Exons 


207.. 269, 208.. 429, 208 


. .498, 


284. .499 




Seq. No. 


50221 








Seq. ID 


OJ000228_09.0420.C37 


Gene No. 


106692 








Strand 




Start 


3416 








End 


3928 


Name 


OJ000228_09 . 


0420 


.C37.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2312 








End 


3370 


GI 


none 








Score 


100 


Exons 


2312. .2374, 


2408 


. .2611, 


2603. 


.2713, 3017. .3058, 3077. .3160, 




3146. .3370, 


3147 


. .3317 








Seq. No. 


50221 








Seq. ID 


OJ000228_09.0420.C37 


Gene No. 


106692 








Strand 




Start 


3416 








End 


3928 


Name 


OJ000228 09. 


0420 


,C37.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3023 








End 


3479 


GI 


none 








Score 


137 


Exons 


3023. .3475, 


3102 


.3479 








Seq. No. 


50221 








Seq. ID 


OJ000228_09.0420.C37 


Gene No. 


106692 








Strand 




Start 


3416 








End 


3928 


Name 


OJ000228 09. 


0420.C37.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3398 








End 


3928 


GI 


none 








Score 


49 


Exons 


3398. .3475, 


3405 


.3464, 


3491. 


.3760, 3561.. 3719, 3782.. 3862, 




3869. .3928 












Seq. No. 


50221 








Seq. ID 


OJ000228_09.0420.C37 


Gene No. 


106692 








Strand 




Start 


3416 








End 


3928 


Name 


OJ000228 09. 


0420 


C37.o2 


. np 


Method 


AAT/NAP 


Start 


3416 








End 


3925 


GI 


7489515 








Score 


871 


Exons 


3416. .3925 













GI Descrip. NBS-LRR type resistance protein - rice (fragment) 

gi|2792250|gb|AAB97000.1| (AF032703) NBS-LRR type resistance 
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protein [Oryza sativa] 

Seq. No. .50222 Seq. ID 

Gene No. 106693 Strand 

Start 117 End 

Name OJ000228_09 . 0420. C38 . ol . gs Method 

Start 117 End 

GI none Score 

Exons 117.. 212, 842.. 1036 



OJ000228_09.0420.C38 

1036 
GENSCAN 
1036 
1 



Seq. No. 50223 Seq. ID 

Gene No. 106694 Strand 

Start 339 End 

Name OJ000228_09 . 0420 . C39 . ol . gs Method 

Start 339 End 

GI none Score 

Exons 339.. 422, 599.. 784 



OJ000228__09.0420.C39 
784 

GENSCAN 

784 

.98 



Seq. No. -50223 Seq. ID 

Gene No. 106695 Strand 

Start 1288 End 

Name OJ000228_09. 0420 . C39 . o2 . gs Method 

Start 1288 End 

?=s GI none Score 

*_ Exons 1288.. .1710 



OJ000228_09.0420.C39 

1710 
GENSCAN 
1710 
. 96 



Seq. No. 
fSJ Gene No. 
[3 Start 
I 7i Name 
% 'i Start 

li gi 

\ y Exons 

= GI Descrip. 

Seq. No. 
8 ? Gene No. 
^ Start 
%J Name 

□ Start 

□ GI 
Exons 



50224 Seq. ID 

106696 Strand 

1 End 
OJ000228_09 . 0420 . C40 . ol . np Method 

1 End 

806299 Score 
1..360, 454. .1817 

(M25427) unknown protein [Zea mays] 



50224 Seq. ID 

106696 Strand 

1 End 
OJ000228_09.0420.C40.ol.gs Method 

36 End 

none Score 

36. .130, 203. .360, 454. .1234, 1374 



OJ000228_09.0420.C40 

1817 
AAT/NAP 
1817 
1285 



OJ000228_09.0420.C40 

1817 
GENSCAN 
1788 
.55 
1788 



Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09. 0420 . C40 . ol . tm 

Start 449 

GI none 

Exons 449.. 520, 452.. 529, 453.-572, 



OJ000228_09.0420.C40 
1817 

TBLASTX: Maize 
896 
59 



Seq. ID 
Strand 
End 

Method 
End 
Score 
453. .896, 454 . .837 



Seq. No. 50224 Seq. ID 

Gene No. 106696 Strand 

Start 1 End 

Name OJ000228_09. 0420 . C40 . o2 . tw Method 

Start 453 End 

GI none Score 



OJ000228_09.0420.C40 
1817 

TBLASTX: Wheat 

791 

66 
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Exons 453. .791, 454.. 576 

Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09 . 0420 .C40 . ol 

Start 458 

GI none 

Exons 458.. 610, 459.. 623, 462 
729. .848 



Seq. ID OJ000228_09.0420.C40 
Strand 

End 1817 

,ts Method TBLASTX: Soybean 

End 854 

Score 103 
.674, 484. .651, 654. .854, 725. .775, 



Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09. 0420 .C40 . o3 , 

Start 904 

GI none 

Exons 904.. 1116, 924.. 1127 



tm 



Seq. ID OJ000228_09.0420.C40 
Strand 

End 1817 

Method TBLASTX: Maize 

End 1127 

Score 101 



Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09. 0420 . C40 . o2 . 

Start 1366 

GI none 

Exons 1366.. 1734, 1372.. 1737, 



Seq. ID OJ000228_09.0420.C40 
Strand 

1817 

TBLASTX: Maize 
1738 
120 



End 

tm Method 
End 
Score 

1373. .1738 



Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09 . 0420 .C40 . ol , 

Start 1492 

GI none 

Exons 1492.. 1791, 1493.. 1786 



tw 



Seq. ID OJ000228_09.0420.C40 
Strand 

End 1817 

Method TBLASTX : Wheat 

End 1791 

Score 115 



Seq. No. 50224 

Gene No. 106696 

Start 1 

Name OJ000228_09 . 0420 . C40 . ol . 

Start 1579 

GI none 

Exons 1579.. 1791, 1579.. 1791, 



Seq. ID OJ000228_09.0420.C40 
Strand 

1817 

TBLASTX: Cress 
1792 
59 



End 

tc Method 
End 
Score 

1580. .1792 



Seq. No. 50225 

Gene No. 106697 

Start 1 

Name OJ000228_09. 0420 .C41 . ol , 

Start 1 

GI 322871 

Exons 1..519 

GI Descrip. hypothetical protein 1 - 
gi|225005|prf | | 1206239A 



np 



Seq. ID OJ000228_09.0420.C41 
Strand 

End 1481 

Method AAT/NAP 

End 519 

Score 148 



■ maize transposon En-1 
ORF 1 [Zea mays] 



Seq. No. 50225 

Gene No. 106697 

Start 1 

Name OJ000228 09 . 0420 . C4 1 . ol 



. gs 



Seq. ID OJ000228_09.0420.C41 
Strand 

End 1481 

Method GENSCAN 
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Start 


64 


End 


1481 




GI 


none 


Score 


.53 




Exons 


64. .316, 753. .901, 1194. .1481 






Seq. No. 


bvZZb 


beq. ID 


OJ000228_09.0420. 


C42 


Gene No. 


106698 


Strand 


+ 




Start 


131 


End 


3652 




Name 


ojouu22o oy . U4zu . C4z . oi . gs 


Method 


GEN SCAN 




Start 


131 


End 


3503 




GI 


none 


Score 


.43 




Exons 


1^1 QQC 1 OOQ 1 CI ft 

ioi..yyo, iub/..iooo, loiu. 


. lDD 6, 1 DDI 


..1920, 2130.. 2292 






2430.. 2587, 2756.. 3503 








Seq. No. 


50226 


Seq. ID 


OJ000228JD9.0420. 


C42 


Gene No. 


106698 


Strand 


+ 




Start 


131 


End 






Name 


OJ000228 09.0420.C42.ol.np 


Method 


AAT/NAP 




Start 


392 


End 


3652 




GI 


4416302 


Score 


3869 




Exons 


392. .1905, 1966. .3652 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


50226 


Seq. ID 


OJ000228_09.0420. 


C42 


Gene No. 


106699 


Strand 


+ 




Start 


5082 


End 


6172 




Name 


OJ000228 09.0420.C42.o4 .tm 


Method 


TBLASTX: Maize 




Start 


584 


End 


979 




GI 


none 


Score 


138 




Exons 


584. .703, 586. .699, 700. .97* 


3, 701. .979 






Seq. No. 


50226 


Seq. ID 


OJ000228_09.0420. 


C42 


Gene No. 


106699 


Strand 


+ 




Start 


5082 


End 


6172 




Name 


OJ000228 09.0420.C42.o2.tw 


Method 


TBLASTX: Wheat 




Start 


743 


End 


1314 




GI 


none 


Score 


264 




Exons 


743. .991, 745. .972, 1003. .1029, 1004.. 


1027, 1031.. 1057, 






1069.. 1314, 1129.. 1311 








Seq. No. 


50226 


Seq. ID 


OJ000228_09.0420. 


C42 


Gene No. 


106699 


Strand 


+ 




Start 


5082 


End 


6172 




Name 


OJ000228 09.0420.C42.o2.tm 


Method 


TBLASTX: Maize 




Start 


979 


End 


1671 




GI 


none 


Score 


108 




Exons 


979. .1053, 980. .1051, 1063. 


1641, 1087' 


..1671, 1130.. 1666 


Seq. No. 


50226 


Seq. ID 


OJ000228JD9.0420. 


C42 


Gene No. 


106699 


Strand 


+ 




Start 


5082 


End 


6172 




Name 


OJ000228 09.0420.C42.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1159 


End 


1620 




GI 


none 


Score 


243 




Exons 


1159. .1470, 1519. .1620 








Seq. No. 


50226 


Seq. ID 


OJ000228_09.0420. 


C42 


Gene No. 


106699 


Strand 


+ 
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Start 


5082 








End 


6172 


Name 


OJ000228 09. 


0420. 


C42.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


1402 








End 


1641 


GI 


none 








Score 


105 


Exons 


1402. .1473, 


1485. 


.1628, 


1492. 


.1641, 1516. .1641 


Seq. No. 


50226 








oeq ■ ±U 


07000990 OQ 0490 C A 9 


Gene No . 


lubby y 








Strand 


~T 


Start 


5082 










£1 79 


Name 


OJ000228 09. 


0420. 


C42.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


1951 








End 


2280 


GI 


none 








Score 


436 


Exons 


1951. .2280, 


1987. 


.2277, 


2055. 


.2279 




Seq. No. 


50226 








Seq. ID 


OJ000228_09.0420.C42 


Gene No. 


106699 








Strand 


+ 


Start 


5082 








End 


6172 


Name 


nT00099ft net 


04 9 0 
U fl £ U . 




. cs 


Method 


TBLASTX: Soybean 


Start 


2014 








End 


2620 


GI 


5509260 








Score 


240 


Exons 


2014. .2232, 


2014. 


.2244, 


2238. 


.2411, 2238. .2402, 2239.-2439, 




2424. .2618, 


2435. 


.2620, 


2438. 


.2620 




GI Descrip. 


- 












Seq. No. 


50226 








Seq. ID 


OJ000228_09.0420.C42 


Gene No. 


106699 








Strand 


+ 


Start 


oOoz 








End 


6172 


Name 


OJ000228 09. 


0420. 


C42.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2139 








End 


2606 


GI 


none 








Score 


95 


Exons 


2139. .2231, 


2155. 


.2232, 


2258. 


.2275, 2260. .2439, 2262. .2390, 




2435. .2590, 


2438. 


.2593, 


2439. 


.2606 




Seq. No. 


50226 








Seq. ID 


OJ000228_09.0420.C42 


Gene No. 


106699 








Strand 


+ 


Start 










End 


6172 


Name 


OJ000228 09. 


0420. 


C42.o3 


tm 


Method 


TBLASTX: Maize 


Start 


2281 








End 


2748 


GI 


none 








Score 


222 


Exons 


2281. .2439, 


2283. 


.2465, 


2382. 


.2459, 2424. .2747, 2438. .2746, 




2443. .2748 












Seq. No. 


50226 








Seq. ID 


OJ000228_09.0420.C42 


Gene No . 


lubbyy 








Strand 


+ 


Start 


5082 








End 


6172 


Name 


OJ000228 09. 


0420. 


C42.o6 


tm 


Method 


TBLASTX: Maize 


Start 


2769 








End 


2972 


GI 


none 








Score 


242 


Exons 


2769. .2972, 


2789. 


.2971 








Seq. No. 


50226 








Seq. ID 


OJ000228_09.0420.C42 


Gene No. 


106699 








Strand 


+ 


Start 


5082 








End 


6172 


Name 


OJ000228 09. 


0420. 


C42.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


2790 








End 


3206 


GI 


none 








Score 


87 


Exons 


2790. .2954, 


2970. 


.3206 
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Seq. No. 


50226 






Seq. ID 


OJ000228 


Gene No . 


106699 






Strand 


+ 


Start 


5082 






End 


6172 


Name 


OJ000228 09 


.0420, 


,C42.ol. tm 


Method 


TBLASTX : 


Start 


2973 






End 


3664 


GI 


none 






Score 


799 


Exons 


2973. .3497, 


2980, 


..3297, 2981. 


.3505, 3200.. 3505, 




3496. .3585, 


3497, 


..3646, 3497. 


.3664 




Seq. No. 


50226 






Seq. ID 


OJ000228 


Gene No. 


106699 






Strand 


+ 


Start 


5082 






End 


6172 


Name 


OJ000228 09 


.0420. 


,C42.o2.ts 


Method 


TBLASTX : 


Start 


2991 






End 


3541 


GI 


none 






Score 


294 


Exons 


2991. .3389, 


3200. 


,.3379, 3399. 


.3524, 3449. .3541 


Seq. No. 


50226 






Seq. ID 


OJ000228 


Gene No. 


106699 






Strand 


+ 


Start 


5082 






End 


6172 


Name 


OJ000228 09 


.0420. 


.C42.ol.tc 


Method 


TBLASTX:' 


Start 


3171 






End 


3631 


GI 


none 






Score 


71 


Exons 


3171. .3260, 


3264. 


.3398, 3417. 


.3515, 3497. .3631 


Seq. No. 


50226 






Seq. ID 


OJ000228 


Gene No . 


106699 






Strand 


+ 


Start 


5082 






End 


6172 


Name 


OJ000228 09 


.0420. 


C42.o2.gs 


Method 


GENS CAN 


Start 


5082 






End 


6172 


GI 


none 






Score 


.41 


Exons 


5082. .5498, 


5538. 


.5714, 5942. 


.6172 




Seq. No. 


50227 






Seq. ID 


OJ000208 


Gene No. 


106700 






Strand 


+ 


Start 


1 






End 


3528 


Name 


OJ000208 06 


.0424. 


Cl.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


409 


GI 


3342253 






Score 


282 


Exons 


1..21, 98..- 


409 








GI Descrip. 


(AF047721) ( 


GA3 [Arabidopsis thaliana] 




Seq. No. 


50227 






Seq. ID 


OJ000208_ 


Gene No . 


106700 






Strand 


+ 


Start 


1 






End 


3528 


Name 


OJ000208 06 


.0424. 


Cl.ol.gs 


Method 


GENSCAN 


Start 


83 




End 


3528 


GI 


none 






Score 


.47 


Exons 


83. .309, 1352. .1414, 1543. .1861, 2039. 


.2203, 22: 




2674. .2892, 


3357. 


.3528 






Seq. No. 


50227 






Seq. ID 


OJ000208_ 


Gene No. 


106700 






Strand 


+ 


Start 


1 






End 


3528 


Name 


OJ000208 06 


.0424. 


Cl.ol.tc 


Method 


TBLASTX :( 


Start 


95 






End 


382 



51785 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
95. .175, 158. .382 

50227 
106700 
1 

OJ000208_06. 0424 .Cl.ol.tm 
95 

none 

95. .193, 109. .201, 182. .445, 191. .319 



116 



Seq. ID OJ000208_06.0424.C1 

Strand + 

End 3528 

Method TBLASTX : Maize 

End 4 45 

Score 134 



50227 

106700 

1 

OJ000208_06.0424.Cl.ol.ts 

110 
none 

110. .403, 112. .297 



Seq. ID OJ000208_06 . 0424 .CI 

Strand + 

End 3528 

Method TBLASTX : Soybean 

End 403 

Score 212 



50228 
106701 
1 

OJ000208_06.0424.C2.ol.np 
1 

6466937 
1. .2171 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000208_06.0424 ,C2 

Strand + 

End 2171 

Method AAT/NAP 

End 2171 



Score 



1612 



!;S Seq. No. 50228 

*t Gene No. 106701 

li Start 1 

Name OJ000208_06 . 0424 . C2 . ol . tw 

s_ Start 193 

fj GI none 

M Exons 193.. 675, 211.. 510, 231.. 554 

f Z Seq. No. 50228 

^ Gene No. 106701 

C3 Start 1 

[3 Name OJ000208_06 . 0424 . C2 . o2 . ts 

Start 202 

GI none 

Exons 202.. 543, 219.. 542 

Seq. No. 50228 

Gene No. 106701 

Start 1 

Name OJ000208_06 . 0424 . C2 . o2 . tm 

Start 253 

GI none 

Exons 253.. 729, 258.-674, 259.-726 

Seq. No. 50228 

Gene No. 106701 

Start 1 

Name OJ000208 06 . 0424 . C2 . ol . ts 



Seq. ID OJ000208_06.0424 ,C2 

Strand + 

End 2171 

Method TBLASTX : Wheat 

End 675 

Score 397 



Seq. ID OJ000208_06.0424 -C2 

Strand + 

End 2171 

Method TBLASTX : Soybean 

End 543 

Score 223 



Seq. ID OJ000208_06.0424.C2 

Strand + 

End 2171 

Method TBLASTX: Maize 

End 729 

Score 4 91 



Seq. ID OJ000208_06.0424 .C2 

Strand + 

End 2171 

Method TBLASTX : Soybean 



51786 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



652 End 1010 

none Score 104 

652. .819, 804. .1010, 812. .1009 

50228 
106701 
1 

OJ000208_06.0424.C2.ol.tm 
775 
none 

775. .819, 813. .1280, 833. .1273, 1132. .1281 



Seq. ID OJ000208_06.0424.C2 
Strand + 

2171 

TBLASTX: Maize 
1281 
42 



End 

Method 

End 

Score 



50228 

106701 

1 

OJ000208_06.0424.C2.o2.tw 

785 

none 

.785. .1018, 789. .1124 

50228 

106701 

1 

OJ000208_06.0424.C2.o3.ts 

1035 

none 

1035.. 1277 



Seq. ID OJ000208_06.0424.C2 

Strand + 

End 2171 

Method TBLASTX : Wheat 

End 1124 

Score 283 



Seq. ID OJ000208_06.0424.C2 

Strand + 

End 2171 

Method TBLASTX : Soybean 

End 1277 

Score 189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



!: Seq. No. 

Gene No. 
□ Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50228 
106701 
1 

OJ000208_06.0424 .C2.ol.gp 
1052 

30185_1.R1084 
1052. .1551 

, 4581164/gb|AAD24647.1|AC006220_3 2.0e-25 (AC006220) putative 
polyprotein [Arabidopsis thaliana] 1 



Seq. ID OJ000208JD6. 0424 . C2 

Strand + 

End 2171 

Method AAT/GAP 

End 1551 

Score 921 



50228 

106701 

1 

OJ000208_06.0424.C2.o4 .tm 

1283 

none 



Seq. ID OJ000208_06.0424 .C2 

Strand + 

End 2171 

Method TBLASTX : Mai ze 

End 1634 

Score 170 



1283. .1477, 1284. .1487, 1467. .1622, 1566. .1634 



50228 

106701 

1 

OJ000208_06.0424.C2.o3.tw 

1452 

none 



Seq. ID OJ000208_06.0424 .C2 

Strand + 

End 2171 

Method TBLASTX : Wheat 

End 1855 

Score 273 



1452. .1853, 1512. .1763, 1517. .1855 



50228 

106701 

1 



Seq. ID OJ000208_06.0424 ,C2 
Strand + 
End 2171 



51787 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000208_06.0424.C2.o3.tm Method TBLASTX : Mai ze 

1686 End 2169 

none Score . 224 

1686. .1907, 1688. .1906, 1943. .1990, 2070. .2168, 2071. .2169 



50228 

106701 

1 

OJ000208_06 . 0424 . C2 . o4 . ts 

1716 

none 



Seq. ID OJ000208_06.0424.C2 

Strand + 

End 2171 

Method TBLASTX : Soybean 

End 1990 

Score 173 



1716. .1913, 1739. .1948, 1943. .1990 



50229 

106702 

1 

OJ000208_06.0424 .C3.ol.np 
1 

3342249 



Seq. ID OJ000208_06.0424.C3 

Strand + 

End 1607 

Method AAT/NAP 

End 1607 

Score 64 9 



1..77, 178. .318, 473. .727, 818. .980, 1327. .1607 

(AF047719) GA3 [Arabidopsis thaliana] gi | 3342251 | gb | AAC39506 . 1 | 

(AF047720) GA3 [Arabidopsis thaliana] 

gi I 5107824 | gb | AAD4 0137.il AF14 9413_18 (AF14 9413) Arabidopsis 
thaliana cytochrome P450 GA3 (GB : AF047720 ) ; Pfam PF00067, 
Score=248.8, E=7.7e-71, N-l 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50229 

106702 

1 

OJ000208_06.0424 .C3.ol.tc 
2 

none 



Seq. ID OJ000208_06.0424 .C3 
Strand + 
End 1607 
Method * TBLASTX : Cress 
End 1596 
Score 71 

2. .76, 6. .77, 175. .318, 195. .296, 470. .697, 475. .693, 485. .700, 
864. .986, 870. .968, 1324. .1596, 1324. .1554 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50229 

106702 

1 

OJ000208_06.0424 .C3.ol.tm 
23 

none 



Seq. ID OJ000208_06.0424 .C3 

Strand + 

End • 1607 

Method TBLASTX : Mai ze 

End 751 

Score 158 

23. .64, 151. .321, 175. .318, 468. .644, 468. .644, 470. .751, 
470. .727 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50229 

106702 

1 

OJ000208_06.0424.C3.ol.gs 
30 

none 



Seq. ID OJ000208_06.0424.C3 

Strand + 

End 1607 

Method GENSCAN 

End 1560 

Score . 94 



30. .77, 473. .727, 813. .929, 1264. .1560 



50229 

106702 

1 

OJ000208_06.0424 .C3.o2.tm 
861 



Seq. ID OJ000208_06.0424 ,C3 

Strand + 

End 1607 

Method TBLASTX : Mai ze 

End 1596 
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GI none 

Exons 861.. 971, 1368.. 1463, 1369. 

Seq. No. 50229 
Gene No. 106702 
Start 1 

Name OJ000208_06 . 04 24 . C3 . ol . ts 

Start 1372 
GI none 

Exons ?1 1372. .1596 



Score 67 
.1536, 1372. .1596 

Seq. ID OJ000208_06.0424 .C3 

Strand + 

End 1607 

Method TBLASTX : Soybean 

End 1596 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50230 

106703 

1514 

OJ000208_0 

418 

none 

418. .531, 
454. .531, 
580. .675, 
741. .875, 
828. .920, 
917. .1075, 
961. .1065, 
1111. .1230 
1231. .1356 
1275. .1373 



6.0424.C4.ol.tm 



429.. 527, 435. .527, 
568. .675, 568.-675, 
593. .664, 596. .661, 
741. .881, 747. .848, 
882. .974, 887. .1066 
921.. 1076, 926.. 10 
1040. .1195, 1097.. 
, 1113. .1244, 1117. 
, 1234. .1353, 1264. 
, 1279.. 1350 



OJ000208_06.0424 .C4 
+ 

1635 

TBLASTX: Maize 

1388 

66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

451. .534, 452. 

569. .664, 573. 

603. .677, 739. 

748. .843, 748. 
, 893.. 973, 903 
69, 957.. 1055, 959.. 1066, 
1201, 1109. .1186, 1110. .1244, 
.1194, 1118. .1198, 1120. .1212, 
.1302, 1267. .1359, 1272. .1388, 



529, 453. .527, 
680, 576. .680, 
876, 741. .881, 
879, 748. .885, 
.1064, 912. .1061, 



Q Seq. No. 

! : 3 Gene No. 

*2 Start 

z ^ Name 

fy Start 

s GI 

fl Exons 



50230 Seq. ID 

106703 Strand 

1514 End 

OJ000208_06.0424 .C4 .ol.gs Method 

1514 End 

none Score 
1514. .1635 



OJ000208_06.0424.C4 
+ 

1635 
GENSCAN 
1635 
.63 



Seq. No. 50231 

Gene No. 106704 

Start 307 

Name OJ000208_06 . 0424 . C12 . ol . 

Start 307 

GI none 

Exons 307.. 825, 942.. 1196 

Seq. No. 50231 

Gene No. 106704 

Start 307 

Name OJ000208_06 . 0424 . C12 . ol . 

Start 365 

GI none 

Exons 365.. 571, 367.. 576, 661. 
976. .1194 



gs 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000208_06.0424 .C12 

1242 
GENSCAN 
1196 
.58 



Seq. ID OJ000208_06.0424.C12 
Strand 

End 1242 

Method TBLASTX : Cres s 

End 1199 

Score 134 
.786, 687. .725, 689. .796, 966. .1199, 



Seq. No. 50231 

Gene No. 106704 

Start 307 

Name OJ000208 06 . 0424 . C12 . ol , 



np 



Seq. ID OJ000208_06.0424 .C12 
Strand 

End 1242 

Method AAT/NAP 



51789 




Start 


366 


End 


1242 


GI 


3342253 


Score 


519 


Exons 


366. .567, 


667.. 825, 942.. 1242 




GI Descrip. 


(AF047721 


) GA3 [Arabidopsis thaliana] 




Seq. No. 


50231 


Seq. ID 


OJ000208_06.0424.C12 


Gene No. 


106704 


Strand 




Start 


307 


End 


1242 


Name 


OJ000208 


06.0,424 .C12.o2.tm Method 


TBLASTX: Maize 


Start 


431 


End 


570 


GI 


none 


Score 


116 


Exons 


431. .553, 


433. .570 




Seq. No. 


50231 


Seq. ID 


OJ000208_06.0424.C12 


Gene No. 


106704 


Strand 




Start 


307 


End 


1242 


Name 


OJ000208 


06.0424.C12.ol.ts Method 


TBLASTX : Soybean 


Start 


478 


End 


1175 


GI 


none 


Score 


58 


Exons 


478. .567, 


479. .568, 661. .783, 933. .1109, 933. .1175, 1027. .1170 


Seq. No. 


50231 


Seq. ID 


OJ000208_06.0424.C12 


Gene No. 


106704 


Strand 




Start 


307 


End 


1242 


Name 


OJ000208 


06.0424.C12.ol.tm Method 


TBLASTX: Maize 


Start 


775 


End 


1203 


GI 


none 


Score 


195 


Exons 


775. .828, 


933.. 1139, 936.. 1202, 937.. 


1203 


Seq. No. 


50232 


Seq. ID 


OJ000208_06.0424.C16 


Gene No. 


106705 


Strand 


+ 


Start 


592 


End 


1197 


Name 


OJ000208 


06.0424.C16.ol.np Method 


AAT/NAP 


Start 


592 


End 


1197 


GI 


3342249 


Score 


328 


Exons 


592. .887, 


1000. .1197 




GI Descrip. 


(AF047719) GA3 [Arabidopsis thaliana] 


gi | 3342251 | gb | AAC39506 . 1 



%3 (AF047720) GA3 [Arabidopsis thaliana] 



gi|5107824 | gb | AAD40137 . 1 1 AF14 94 13_18 (AF149413) Arabidopsis 
thaliana cytochrome P450 GA3 (GB: AF047720) ; Pfam PF00067, 
Score=248.8, E=7.7e-71, N=l 



Seq. No. 


50232 






Seq. ID 


OJ000208_06.0424 


-C16 


Gene No. 


106705 






Strand 


+ 




Start 


592 






End 


1197 




Name 


OJ000208 


06.0424.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


724 






End 


1043 




GI 


none 






Score 


94 




Exons 


724. .828, 


725.. 886, 726 


. .887, 


997. .1041, 999. .1043 




Seq. No. 


50232 






Seq. ID 


OJ000208_06.0424 


.C16 


Gene No. 


106705 






Strand 


+ 




Start 


592 






End 


1197 




Name 


OJ000208 


06.0424.C16.ol 


. gs 


Method 


GENSCAN 




Start 


727 






End 


1161 




GI 


none 






Score 


.99 




Exons 


727. .887, 


1000. .1161 











51790 



Seq. No. 


50232 






Seq. ID 


OJ000208_06. 


.0424 


.C16 


Gene No. 


106705 






Strand 


+ 






Start 


592 






End 


1197 






Name 


OJ000208 06, 


,0424.C16.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


728 






End 


1164 






GI 


none 






Score 


226 






Exons 


728. .892, 729. .887, 757 


. .903, 


758. .907, 


997. .1161, 


999. 


.1160, 




1054. .1164 














Seq. No. 


50233 






Seq. ID 


OJ000208JD6. 


.0424 


. C18 


Gene No. 


106706 






Strand 


+ 






Start 


4 






End 


210 






Name 


OJ000208 06. 


,0424.C18.ol 


.gs 


Method 


GENSCAN 






Start 


4 






End 


210 






GI 


none 






Score 


.96 






Exons 


4. .210 














Seq. No. 


50233 






Seq. ID 


OJ0'00208_06. 


,0424 


. C18 


Gene No. 


106707 






Strand 


- 






Start 


1149 






End 


1739 






Name 


OJ000208 06. 


0424.C18.o2 


.gs 


Method 


GENSCAN 






Start 


1149 






End 


1739 






GI 


none 






Score 


.5 






Exons 


1149. .1313, 


1497. .1739 












Seq. No. 


50234 






Seq. ID 


OJ000208_06, 


,0424 


.C19 


Gene No. 


106708 






Strand 


+ 






Start 


450 






End 


1137 






Name 


OJ000208 06. 


0424.C19.ol 


.gs 


Method 


GENSCAN 






Start 


450 






End 


1137 






GI 


none 






Score 


.79 







l '* Exons 450.. 455, 615.. 650, 1006.. 1137 

C3 Seq. No. 50235 

vj Gene No. 106709 

U Start 816 

Name OJ000208_06 . 0424 . C20 . ol . gs 

Start 816 

GI none 

Exons 816.. 1029 



Seq. ID OJ000208_06.0424.C20 

Strand + 

End 1029 

Method GENSCAN 

End 1029 

Score .98 



Seq. No. 50236 
Gene No. 106710 
Start 2862 

Name OJ000208_06 . 0424 . C22 . ol . np 

Start 2862 
GI 7444451 
Exons 2862.. 7194 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 1 (U72725 
retrofit [Oryza longistaminata] 



Seq. ID OJ000208_06.0424.C22 
Strand + 

7194 
AAT/NAP 
7194 
4415 



End 

Method 

End 

Score 



Seq. No. 50236 

Gene No. 106710 

Start 2862 

Name OJ000208 06 . 0424 . C22 . o3 . tm 



Seq. ID OJ000208_06.0424.C22 

Strand + 

End 7194 

Method TBLASTX : Mai ze 



51791 




Start 


2958 








End 


3386 




GI 


none 








Score 


60 




Exons. 


2958. .3032, 


3080 


. .3385, 


3081. 


.3386, 3258.. 3386 




Seq. No. 


50236 








Seq. ID 


0 J 0 0 0208 06.04 2'4 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


,C22.o5 


.tw 


Method 


TBLASTX : Wheat 




Start 


3207 








End 


3515 




GI 


none 








Score 


236 




Exons 


3207. .3515, 


3273 


. .3512 










Seq. No. 


50236 








Seq. ID 


OJ000208 06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


3747 








End 


4117 




GI 


none 








Score 


428 




Exons 


3747. .4112, 


3779 


. .4117 










Seq. No. 


50236 








Seq. ID 


OJ000208 06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o6 


. tm 


Method 


TBLASTX : Maize 




Start 


3822 








End 


4112 




GI 


none 








Score 


263 




Exons 


3822. .4112, 


3827 


. .4111 










Seq. No. 


50236 








Seq. ID 


OJ000208_06 . 0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


4182 








End 


4595 




GI 


none 








Score 


70 




Exons 


4182. .4277, 


4293 


. .4403, 


4425. 


.4595 






Seq. No. 


50236 








Seq. ID 


T A A A A A A f~\ f r\ A *~\ A 

OJ000208 06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.ol 


.tc 


Method 


TBLASTX : Cress 




Start 


4590 








End 


5054 




GI 


none 








Score 


332 




Exons 


4590. .5054, 


4 602 


. .4949 










Seq. No. 


50236 








Seq. ID 


OJ000208_06 . 0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


4602 








End 


5033 




GI 


none 








Score 


254 




Exons 


4602. .5033 














Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o4 


tw 


Method 


TBLASTX: Wheat 




Start 


4694 








End 


5063 





51792 




GI 


none 








Score 


277 




Exons 


4694 . .4888, 


4695 


. . 5063, 


4910. 


.5050 






Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4709 








End 


5036 




GI 


none 








Score 


266 




Exons 


4709. .4789, 


4710 


. .5036, 


4841. 


. 4984 






Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5649 








End 


6167 




GI 


5509260 








Score 


393 




Exons 


5649. . 6167, 


5801 


. .6154 










GI Descrip. 
















Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


. C22.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


5712 








End 


5963 




GI 


none 








Score 


219 




Exons 


5712. .5963, 


5714 


. .5962 










Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


. C22.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5790 








End 


6050 




GI 


none 








Score 


293 




Exons 


5790. . 6050, 


5795 


. .6049 










Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


. C22.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5831 








End 


6338 




GI 


none 








Score 


298 




Exons 


5831. .5929, 


5832 


. . 6176, 


5990. 


.6175, 5991.. 6176, 6168 . .633.8 


Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


,C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5964 ~ 








End 


6398 




GI 


none 








Score 


379 




Exons 


5964 . . 6398, 


5987 


. . 6139, 


6170. 


.6274 






Seq. No. 


50236 








Seq. ID 


OJ000208_06.0424 


.C22 


Gene No. 


106710 








Strand 


+ 




Start 


2862 








End 


7194 




Name 


OJ000208 06. 


0424 


.C22.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


6219 








End 


6479 





51793 



GI 

Exons 



none 

6219. .6479 



Score 



184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
C3 Start 
Q GI 

Exons 



C3 



f 1 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50236 

106710 

2862 

OJ000208_06 . 0424 . C22 . ol . tw 

6345 

none 

6345. .6782, 6359. .6781, 6736. 

50236 

106710 

2862 

OJ000208_06.0424.C22.o4 .tm 

6479 

none 

6479.. 6673, 6480.. 6710 

50236 

106710 

2862 

OJ000208_06 . 0424 . C22 . o3 . tc 

6525 

none 

6525.. 6704, 6720.. 6809, 6895. 

50236 

106710 

2862 

OJ000208_06.0424.C22.ol.ts 

6546 

none 

6546.. 6890, 6548.. 6676, 6743. 

50236 

106710 

2862 

OJ000208_06.0424.C22.o2.tm 

6713 

none 

6713. .6847, 6714.. 6842, 6892. 



Seq. ID OJ000208_06.0424 .C22 
Strand + 

7194 

TBLASTX : Wheat 
6783 
446 



End 

Method 
End 
Score 
.6783 



Seq. ID OJ000208_06.0424.C22 

Strand + 

End 7194 

Method TBLASTX: Maize 

End 6710 

Score 300 



Seq. ID OJ000208_06.0424.C22 

Strand + 

End 7194 

Method TBLASTX: Cress 

End 7170 

Score 130 
.6948, 6976. .7170 

Seq. ID OJ000208_06.0424.C22 

Strand + 

End 7194 

Method TBLASTX : Soybean 

End 7145 

Score 315 
.6877, 6868. .7143, 6891. .7145 

Seq. ID OJ000208_06.0424.C22 

Strand + 

End 7194 

Method TBLASTX: Maize 

End 7136 

Score 140 

.7128, 6942. .7136, 6968. .7129 



50237 
106711 
1 

OJ000208_06.0424.C23.ol.np 
1 

3868857 
1..40, 1554. .1745 

(AB013886) RAVI [Arabidopsis thaliana] 



Seq. ID OJ000208_06.0424 .C23 

Strand + 

End 1745 

Method AAT/NAP 

End 1745 

Score 76 



50238 

106712 

233 

OJ000208_06.0424.C24.ol.gs 
233 



Seq. ID OJ000208_06.0424 .C24 

Strand + 

End 277 

Method GENSCAN 

End 277 



51794 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
~~ Name 
lz Start 

J n GI 
rU Exons 



none 

233. .277 

50239 

106713 

1 

OJ000208_06.0424 .C25.ol.np 
1 

6721512 



Score 



.54 



Seq. ID OJ000208_06.0424.C25 

Strand + 

End 1411 

Method AAT/NAP 

End 1411 

Score 221 



1.-256, 284. .425, 467. .503, 616. .709, 1366. .1411 
(AP001072) hypothetical protein [Oryza sativa] 



50239 Seq. ID 

106713 Strand 
1 End 
OJ000208_06.0424 .C25.o2.np Method 
1082 End 
5902448 Score 
1082. .1411 

(AB030283) orf3 [Oryza sativa] 

50239 Seq. ID 

106714 Strand 
798 End 
OJ000208_06.0424 .C25.ol.gs Method 
7 98 End 
none Score 
798..974 



06.0424.C25 



OJ000208 
+ 

1411 
AAT/NAP 
1411 
155 



OJ000208_06.0424.C25 
974 

GEN SCAN 

974 

.53 



OJ000208_06.0424.C26 
+ 

1713 
AAT/NAP 
832 
431 



Seq. No. 50240 Seq. ID 

Gene No. 106715 Strand 

Start 1 End - 

Name OJ000208_06 . 0424 .C26 . ol .np Method 

Start 1 End 

GI 6721561 Score 

Exons 1..832 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50240 
106715 

1 End 
OJ000208_06 . 0424 . C26 . ol . gs Method 

73 End 

none Score 

73. .492, 956. .1095, 1215. .1396, 1483. 



Seq. ID OJ000208_06.0424.C26 
Strand + 

1713 
GENSCAN 
1713 
.55 
,1713 

OJ000208 06.0424.C26 



50240 Seq. ID 

106716 Strand 

2344 End 3183 

OJ000208JD6.0424 .C26.o2.np Method AAT/NAP 

2314 End 3183 

7228457 Score 270 

2314. .2711, 3152. .3183 



51795 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



50240 Seq. ID 

106716 Strand 

2344 End 
OJ000208_06.0424 .C2 6.o2.gs Method 

2344 End 

none Score 
2344. .2688 



OJ000208_06.0424.C26 

3183 
GEN SCAN 
2688 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
^ Gene No. 
^ Start 

Name 
M Start 

ry gi 

fl Exons 

~Sf Seq. No. 

% * Gene No. 

fU Start 

s Name 

Start 

%l GI 
s Exons 

? ^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



50241 Seq. ID 

106717 Strand 

261 End 
OJ000208_06.0424 .C31.ol.gp Method 

261 End 

26731JL.R1084 Score 

261. .370, 858. .941, 1596. .1655, 1688. 



OJ000208_06.0424.C31 
+ 

1722 
AAT/GAP 
1722 
416 
1722 



'5823572/emb|CAB53754.1| 2.0e-15 (AL049730) putative protein 
[Arabidopsis thaliana] ' 



50241 Seq. ID 

106717 Strand 

261 End 
OJ000208_06.0424.C31.ol.gs Method 

881 End 

none Score 

881. .941, 1596. .1651 



OJ000208_06.0424 .C31 
+ 

1722 
GENSCAN 
1651 
.94 



Seq. ID 

Strand 

End 

Method 

End 

Score 



50241 
106717 
261 

OJ000208_06.0424.C31.ol.np 
881 

2493131 
881. .941, 1596. .1722 

VACUOLAR ATP SYNTHASE SUBUNIT B ISOFORM 1 {V-ATPASE B SUBUNIT) 
gi 1 167108 | gb | AAA81330 . 1 1 (L11862) vacuolar ATPase B subunit 
[Hordeum vulgare] 



OJ000208 
+ 

1722 
AAT/NAP 
1722 
113 



06.0424.C31 



50242 Seq. ID 

106718 Strand 

1 End 

OJ000208JD6.0424 .C32.ol.np Method 

1 End 

2493131 Score 



OJ000208_06.0424 .C32 
+ 

1373 
AAT/NAP 
1373 
513 



1..21, 297. .424, 605. .742, 1277. .1373 

VACUOLAR ATP SYNTHASE SUBUNIT B ISOFORM 1 (V-ATPASE B SUBUNIT) 
gi|167108|gb|AAA81330.1| (L11862) vacuolar ATPase B subunit 
[Hordeum vulgare] 



50242 Seq. ID 

106718 Strand 

1 End 

OJ000208_06 . 0424 . C32 . ol . gs Method 

297 End 



OJ000208__06.0424 .C32 
+ 

1373 

GENSCAN 

1304 



51796 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
297. .404, 605. .742, 1277. .1304 



.97 



50242 Seq. ID 

106718 Strand 
1 End 
OJ000208_06 . 0424 . C32 . o2 . gp Method 
582 End 
17253_1.R1084 Score 
582. .742, 1277. .1373 

'2493132/sp|Q40079| VAT2_HORVU 1.0e-144 VACUOLAR ATP SYNTHASE 
SUBUNIT B ISOFORM 2 (V-ATPASE B SUBUNIT) >gi_167110 (L11873) 
vacuolar ATPase B subunit [Hordeum vulgare] 1 



OJ000208_06.0424.C32 
+ 

1373 
AAT/GAP 
1373 
436 



50242 

106719 

293 

OJ000208_06.0424 .C32.ol.tm 

282 

none 

282. .416, 294. .416, 294. .416, 
411. .485, 603. .743, 604. .744, 
1283. .1372 



Seq. ID 
Strand 
End 

Method 
End 
Score 
296 
605 



OJ000208 06.0424.C32 



1372 

TBLASTX: Maize 
1372 
199 

445, 296. .418, 400. .426, 
745, 1276. .1371, 1277. .1372, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000208_06.0424.C32 
Strand 

End 1372 
Method TBLASTX : Cress 
End 1372 
Score 182 

291. .416, 295. .417, 295. .414, 305. .445, 485. .508, 603. .743, 

604. .744, 604. .744, 605. .745, 1264. .1371, 1276. .1371, 1277. .1372 



50242 

106719 

293 

OJ000208_06.0424.C32.ol.tc 

291 

none 



Seq. ID OJ000208_06. 0424 .C32 
Strand 

End 1372 

Method AAT/GAP 

End 386 

Score 145 



50242 
106719 
293 

OJ000208_06.0424 .C32.ol.gp 
293 

26731_1.R1084 
293. .386 

, 5823572/emb| CAB53754.il 2.0e-15 (AL049730) putative protein 
[Arabidopsis thaliana] ? 



50242 

106719 

293 

OJ000208_06.0424.C32.ol.ts 

296 

none 



Seq. ID OJ000208J36.0424 .C32 
Strand 

End 1372 

Method TBLASTX : Soybean 

End 1372 

Score 198 



296. .424, 297. .416, 304. .417, 591. .743, 603. .743, 604. .747, 
605. .745, 1264. .1365, 1276. .1371, 1277. .1372 



50243 

106720 

275 

OJ000208_06.0424 .C33.ol.gs 
275 



Seq. ID OJ000208_06.0424.C33 

Strand + 

End 568 

Method GENSCAN 

End 568 



51797 





GI 


none 






Score 


.59 






Exons 


275. .469, 507. .568 














Seq. No. 


50244 






Seq. ID 


OJ000208_06.0424 


.C36 




Gene No. 


106721 






Strand 








Start 


795 






End 


1131 






Name 


OJ000208 06.0424.C36 


.ol 


.gs 


Method 


GENSCAN 






Start 


795 






End 


1131 






GI 


none 






Score 


.93 






Exons 


7.95.. 805, 996.. 1131 














Seq. No. 


50245 






Seq. ID 


OJ000208_06.0424 


.C37 




Gene No. 


106722 






Strand 


+ 






Start 


976 






End 


1134 






Name 


OJ000208 06.0424.C37 


.ol 


.gs 


Method 


GENSCAN 






Start 


976 






End 


1134 






GI 


none 






Score 


.98 






Exons 


976. .1134 














Seq. No. 


50246 






Seq. ID 


OJ000208JD6.0424 


-C45 




Gene No. 


106723 






Strand 


+ 






Start 


179 






End 


562 






Name 


OJ000208 06.0424.C45 


.ol 


.gs 


Method 


GENSCAN 




£3 


Start 


179 






End 


562 






GI 


none 






Score 


.9 




%4 


Exons 


179. .562 












FU 


Seq. No. 


50247 






Seq. ID 


OJ000208_06.0424 


.C53 




Gene No. 


106724 






Strand 






§ . « 


Start 


225 






End 


j / y 






Name 


OJ000208 06.0424.C53 


.ol 


.np 


Method 


AAT/NAP 






Start 


225 






End 


379 




rU 


GI 


6815099 






Score 


78 




= 


Exons 


225. .379 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




^ = 


Seq. No. 


50247 






Seq. ID 


OJ000208_06.0424 


.C53 




Gene No . 


106724 






Strand 








Start 


225 






End 


379 




f ^ 


Name 


OJ000208 06.0424.C53 


.ol 


.gs 


Method 


GENSCAN 






Start 


263 






End 


371 






GI 


none 






Score . 


.91 






Exons 


263. .371 














Seq. No. 


50248 






Seq. ID 


OJ000208 06.0424 


.C56 




Gene No. 


106725 






Strand 


- 






Start 


130 






End 


829 






Name 


OJ000208 06.0424.C56 


.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


118 






End 


826 






GI 


none 






Score 


83 






Exons 


118. .354, 140. .334, : 


355 


. .645, 


356. .646, 


412. .654, 757.. 


825, 






773. .826 














Seq. No. 


50248 






Seq. ID 


OJ000208_06.0424 


.C56 




Gene No. 


106725 






Strand 








Start 


130 






End 


829 






Name 


OJ000208 06.0424.C56 


.ol 


.tm 


Method 


TBLASTX: Maize 





51798 



9. 

5 u 



Start 


121 




End 


523 




GI 


none 




Score 


92 




Exons 


121.. 273, 134.. 340, 135 


. .212, 


170. .346, 


181. .351, 349.. 


522, 




365. .523 










Seq. No. 


50248 




Seq. ID 


OJ000208_06.0424 


.C56 


Gene No. 


106725 




Strand 






Start 


130 




End 


829 




Name 


OJ000208 06.0424 ,C56.ol 


. gs 


Method 


GENSCAN 




Start 


130 




End 


639 




GI 


none 




Score 


1 




Exons 


130. .639 










Seq. No. 


50248 




Seq. ID 


OJ000208 06.0424 


.C56 


Gene No. 


106725 




Strand 


- 




Start 


130 




End 


829 




Name 


OJ000208 06.0424.C56.ol 


.np 


Method 


AAT/NAP 




Start 


133 




End 


829 




GI 


3342253 




Score 


504 




Exons 


133. .645, 769. .829 










GI Descrip. 


(AF047721) GA3 [Arabidopsis thaliana] 






Seq. No. 


50248 




Seq. ID 


OJ000208_06.0424 


.C56 


Gene No. 


106725 




Strand 






Start ' 


130 




End 


829 




Name 


OJ000208 06.0424.C56.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


229 




End 


825 




GI 


none 




Score 


47 




Exons 


229. .333, 242. .331, 353 


. .625, 


355. .645, 


757. .825 




Seq. No. 


50249 




Seq. ID 


OJ000208_06.0424 


.C57 


Gene No. 


106726 




Strand 






Start 


1 




End 


2396 




Name 


OJ000208 06.0424.C57.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2253 




GI 


3342249 




Score 


287 





i, .J 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1..150, 355. .495, 598. .756, 2126. .2253 

(AF047719) GA3 [Arabidopsis thaliana] gi | 3342251 1 gb | AAC39506 . 1 1 
(AF047720) GA3 [Arabidopsis thaliana] 

gi I 5107824 | gb | AAD40137 . 1 1 AF14 94 13_18 (AF14 9413) Arabidopsis 
thaliana cytochrome P450 GA3 (GB: AF047720) ; Pfam PF00067, 
Score=248.8, E-7.7e-71, N=l 



50249 

106726 

1 

OJ000208_06 . 0424 . C57 . ol . tm 
1 

none 



Seq. ID OJ000208_06.0424 .C57 
Strand 

End 2396 

Method TBLASTX : Mai ze 

End 531 

Score 105 



1..153, 3. .155, 4. .153, 5. .175, 352. .531, 355. .498 



50249 

106726 

1 

OJ000208_06.0424.C57.ol.gs 

355 

none 



Seq. ID OJ000208_06.0424 .C57 
Strand 

End 2396 

Method GENSCAN ' 

End 2396 

Score .73 



51799 



Exons 



355. .495, 598. .756, 1731. .2396 



Seq. No. 50250 Seq. ID 

Gene No. 106727 Strand 

Start 1 End 

Name OJ000208_06 . 0424 . C58 . ol . np Method 

Start 1 End 

GI 6539553 Score 

Exons 1..872 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000208__06.0424 .C58 
+ 

872 

AAT/NAP 

872 

1105 



Seq. No. 


50250 






Seq. ID 


OJ000208__06.0424 


.C58 


Gene No. 


106727 






Strand 


+ 




Start 


1 






End 


872 




Name 


OJ000208 


06.0424.C58.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


89 






End 


433 




GI 


none 






Score 


104 




Exons 


89. .169, 


90. .179, 164.. 


433, 175.. 432 






Seq. No. 


50250 






Seq. ID 


OJ000208__06.0424 


.C58 


Gene No. 


106727 






' Strand 


+ 




Start 


1 






End 


872 




Name 


OJ000208 


06.0424.C58.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


244 






End 


582 




GI 


none 






Score 


259 




Exons 


244. .582, 


245. .571 










Seq. No. 


50250 






Seq. ID 


OJ000208__06.0424 


.C58 


Gene No. 


106727 






Strand 


+ 




Start 


1 






End 


872 




Name 


OJ000208 


06.0424.C58.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


440 






End 


868 




GI 


none 






Score 


79 




Exons 


440. .514, 


441. .512, 529 


. .579, 


529. .591, 


530. .586, 582.. 


698, 




598. .696, 


695.. 718, 696 


. .740, 


765. .860, 


766. .861, 767.. 


859, 




769. .867, 


770. .868 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50251 Seq. ID 

106728 Strand 

778 End 
OJ000208JD6.0424 .C67.ol.gp Method 

778 End 

4714984 Score 
778. .834 

5823572/emb|CAB53754.1| 2.0e-15 (AL049730) putative protein 
[Arabidopsis thaliana] 



OJ000208_06.0424.C67 
+ 

834 

AAT/GAP 

834 

82 



50252 Seq. ID 

106729 Strand 

1296 End 
OJ000208_06.0424 .C68.ol.gp Method 

1296 End 

55573__1.R1084 Score 
1296. .1511 



OJ000208__06.0424 .C68 
+ 

1511 
AAT/GAP 
1511 
350 



51800 




GI Descrip. 1 4176420/dbj | BAA37167 | 2-0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 


50252 




Seq. ID 


OJ000208 


_06.0424 


.C68 


Gene No. 


106730 




Strand 








Start 


152 




End 


1565 






Name 


OJ000208 06.0424.C68.ol 


.np 


Method 


AAT/NAP 






Start 


152 




End 


954 






GI 


• 7510076 




Score 


77 






Exons 


152.. 225, 693.-954 












GI Descrip.' 


hypothetical protein Y50E8A.i 


- Caenorhabditis 


elegans 




Seq. No. 


50252 




Seq. ID 


OJ000208 


_06.0424 


.C68 


Gene No. 


106730 




Strand 








Start 


152 




End 


1565 






Name 


OJ000208JD6. 0424 .C68 .ol 


.gs 


Method 


GENSCAN 






Start 


671 




End 


1565 






GI 


none 




Score 


.82 






Exons 


671. .682, 1475. .1565 












Seq. No. 


50253 




Seq. ID 


OJ000208 


_06.0424 


.C69 


Gene No. 


106731 




Strand 


+ 






Start 


49 




End 


2660 






Name 


OJ000208 06.0424.C69.ol 


.gs 


Method 


GENSCAN 






Start 


49 




End 


2660 






GI 


none 




Score 


.47 






Exons 


49. .348, 777. .906, 1367 


. .1567, 


2252. .2327, 2492 


. .2660 




Seq. No. 


50253 




Seq. ID 


OJ000208 


_06.0424 


.C69 


Gene No. 


106732 




Strand 








Start 


1641 




End 


2082 






Name 


OJ000208 06.0424.C69.ol 


.np 


Method 


AAT/NAP 






Start 


1641 




End 


2082 






GI 


5042454 




Score 


266 






Exons 


1641.. 1694, 1910.. 2082 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


50254 




Seq. ID 


OJ000208 


_06.0424 


.C70 


Gene No. 


106733 




Strand 








Start 


1662 




End 


5009 






Name 


OJ000208 06.0424.C70.ol 


gs 


Method 


GENSCAN 






Start 


1662 




End 


4181 






GI 


none 




Score 


.69 






Exons 


1662. .1688, 1956.. 2198, 


2559. . 


2606, 3987. .4181 






Seq. No. 


50254 




Seq. ID 


OJ000208 


_06.0424 


.C70 


Gene No. 


106733 




Strand 








Start 


1662 




End 


5009 






Name 


OJ000208 06.0424.C70.ol 


tm 


Method 


TBLASTX: 


Maize 




Start 


1851 




End 


4065 






GI 


none 




Score 


94 






Exons 


1851. .2114, 1977. .2105, 


1999. . 


2115, 2095.. 2199, 


2103. .2201, 




3964. .4065, 3984.. 4064 












Seq. No. 


50254 




Seq. ID 


OJ000208 


_06.0424 


.C70 


Gene No. 


106733 




Strand 








Start 


1662 




End 


5009 







51801 



Name OJ000208_06. 0424 . C70 . ol . np Method AAT/NAP 

Start 1887 End 5009 

GI 3342249 Score 609 

Exons 1887. .2198, 3987. .4181, 4290. .4448, 4959. .5009 

GI Descrip. (AF047719) GA3 [Arabidopsis thaliana] gi | 3342251 | gb | AAC39506 . 1 | 
(AF047720) GA3 [Arabidopsis thaliana] 

gi | 5107824 | gb | AAD40137 . 1 |AF14 9413_18 (AF14 9413) Arabidopsis 
thaliana cytochrome P450 GA3 (GB: AF047720) ; Pfam PF00067, 
Score=248.8, E=7.7e-71, N=l 



Seq. No. 50254 

Gene No. 106733 

Start 1662 

Name OJ000208_06 . 0424 . C70 . ol . tc 

Start 1893 

GI none 
Exons 



Seq. ID OJ000208_06.0424.C70 
Strand 

End 5009 

Method TBLASTX : Cress 

End 4409 

Score 91 



1893. .2138, 1999. .2145, 2121. .2201, 2122. .2199, 3964. .4182, 
3981. .4184, 4284. .4409, 4310. .4348 



Seq. No. 50254 

Gene No. 106733 

Start 1662 

Name OJ000208_06. 0424 . C70 . ol . ts 

Start 1893 

GI none 

Exons 1893.. 2186, 1999.. 2184 



Seq. ID OJ000208_06.0424.C70 
Strand 

End 5009 

Method TBLASTX : Soybean 

End 2186 

Score 107 



if Seq. No. 50254 

H Gene No. 106733 

La. Start 1662 

Q Name OJ000208_06. 0424 . C70 . o2 . ts 

fy Start 4092 

GI none 

L Exons 4092.. 4181, 4284.. 4406 



Seq. ID OJ000208_06.0424.C70 
Strand 

End 5009 

Method TBLASTX : Soybean 

End 4406 

Score 144 



Seq. No. 50254 

Gene No. 106733 

Start 1662 

Name OJ000208_06 . 0424 .C70 . ol . tw 

Start 4 630 

GI none 

Exons 4630.. 4776, 4655.-4867 



Seq. ID OJ000208_06.0424.C70 
Strand 

End 5009 

Method TBLASTX : Wheat 

End 4 8 67 

Score 205 



Seq. No. 50255 
Gene No. 106734 
Start 1 

Name OJ991120_34 . 04 19. CI .ol .np 

Start 1 
GI 7489803 
Exons 1..318 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ991120_34.0419.C1 
Strand 

318 

AAT/NAP 
318 
154 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 
Start 



50255 

106735 

248 



Seq. ID OJ991120_34 .0419. CI 
Strand 

End 1310 



51802 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991120_34 . 04 19 . CI . ol . gs Method GENS CAN 

248 End 1310 

none Score .41 
248. .315, 483. .701, 767. .1310 



50256 

106736 Strand 
299 End 
OJ991120_34 . 04 19 . C2 . ol . gs Method 
299 End 
none Score 
299.-475, 875. .1024, 1215. .1682, 2139 
2985. .3122, 3600. .3705, 4994. .5104 



Seq. ID OJ991120 34. 0419. C2 



+ 

5104 
GENSCAN 
5104 
.55 

,2402, 2762.. 2931, 



Seq. No. 50256 Seq. ID OJ991120_34 . 04 19 . C2 

Gene No. 106736 Strand + 

Start 299 End 5104 

Name OJ991120_34 . 0419 . C2 . ol . np Method AAT/NAP 

Start 299 End 3711 

GI 5922620 Score 554 

Exons 299. .496, 1801. .1859, 1945. .2206, 2682. .2743, 3530. .3711 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


50256 




Seq. ID 


OJ991120 


Gene No. 


106737 




Strand 


+ 


Start 


9458 




End 


11103 


Name 


OJ991120 34 


.0419.C2.o3.gs 


Method 


GENSCAN 


Start 


9458 




End 


11103 


GI 


none 




Score 


.48 


Exons 


9458. .9532, 


10468. .11103 






Seq. No. 


50256 




Seq. ID 


OJ991120 


Gene No. 


106738 




Strand 




Start 


3472 




End 


5453 


Name 


OJ991120 34 


.0419.C2.o2.np 


Method 


AAT/NAP 


Start 


3472 




End 


5453 


GI 


7523502 




Score 


146 


Exons 


3472. .3548, 


4912. .5046, 5360. 


.5453 




GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


50256 




Seq. ID 


OJ991120 


Gene No. 


106739 




Strand 




Start 


7580 




End 


8047 


Name 


OJ991120 34 


.0419.C2.o2.gs 


Method 


GENSCAN 


Start 


7580 




End 


8047 


GI 


none 




Score 


.86 


Exons 


7580. .8047 








Seq. No. 


50256 




Seq. ID 


OJ991120. 


Gene No. 


106740 




Strand 




Start 


9141 




End 


11214 


Name 


OJ991120 34 


.0419.C2.o3.np 


Method 


AAT/NAP 


Start 


9141 




End 


11214 



51803 



Gr - 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6553884 Score 192 

9141.. 9275, 9408. .9638, 11156.. 11214 

(AC012563) hypothetical protein [Arabidopsis thaliana] 



50256 

106740 

9141 

OJ991 120_34 . 04 19 . C2 . o2 . tm 

9417 

none 



Seq. ID OJ991120_34.0419.C2 
Strand 

End 11214 
Method TBLASTX : Mai ze 
End ' 9642 

Score 101 



9417. .9506, 9419. .9502, 9421. .9504, 9525. .9563, 9525.-9563, 
9549. .9614, 9557. .9592, 9565. .9642 



50256 

106740 

9141 

OJ991120_34.0419.C2.ol.tm 

10540 

none 



Seq. ID OJ991120_34.0419.C2 
Strand 

End 11214 

Method TBLASTX : Mai ze 

End 10902 

Score 137 



10540. .10683, 10560. .10637, 10746 .. 10811, 10747.. 10902 



50256 

106740 

9141 

OJ991120_34.0419.C2.ol.ts 

10870 

none 



Seq. ID OJ991120_34.0419.C2 
Strand 

End 11214 

Method TBLASTX : Soybean 

End 11073 

Score 4 8 



10870. .10908, 10924. .11001, 10924 .. 10986, 10926 11006, 
10986. .11072, 10987.. 11073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50257 

106741 

1630 

OJ991120_34.0419.C3.ol.gs 

1630 

none 



Seq. ID OJ991120_34 .0419.C3 

Strand + 

End 2171 

Method GENSCAN 

End 2171 

Score . 67 



1630. .1674, 1704. .1847, 2094. .2171 



50257 
106742 
2514 

OJ991120_34.0419.C3.ol.gp 
2514 

42051_1.R1084 
2514. .3174 

' 4522009/gb | AAD21782 . 1 1 3.0e-14 (AC007069) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991120_34 .0419.C3 
Strand + 

3174 
AAT/GAP 
3174 
1251 



End 

Method 

End 

Score 



50257 

106743 

2930 

OJ991120_34.0419.C3.ol.tm 

2930 

none 



Seq. ID OJ991120_34.0419.C3 
Strand 

End 4 623 

Method TBLASTX : Maize 

End 4421 

Score 105 



2930.. 3022, 2934.. 3014, 3026.. 3235, 3026.. 3235, 3225.. 3272, 
3340.. 3438, 3374.. 3445, 3375.. 3446, 3524.. 3595, 3535.-3597, 
3550. .3597, 3863,-3952, 3864. .3950, 4079. .4231, 4079. .4234, 



51804 






4307. .4390, 


4309 


. .4389, 


4317. 


.4421, 4332. .4421 


Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


Gene No . 


lUo /4 O 








Strand 




Start 


2930 








End 


4623 


Name 


OJ991120 34 


.0419, 


.C3.o2. 


gs 


Method 


GENS CAN 


Start 


2930 








End 


4476 


GI 


none 








Score 


.73 


Exons 


2930. .3280, 


3375, 


. .3495, 


3837. 


.3949, 4079. .4230, 4317. .4476 


Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


Gene No. 


106743 








Strand 




Start 


2930 








End 


4623 


Name 




.0419, 


.C3.ol. 


np 


Method 


AAT/NAP 


Start 


2936 








End 


4623 


GI 


4522009 








Score 


730 


Exons 


2936. .3280, 


3375. 


. .3449, 


3538. 


.3609, 3862. .3949, 4079.. 4230, 




4317. .4476, 


4554. 


. .4623 








GI Descrip. 


(AC007069) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


Gene No . 


lUO / 4 o 








Strand 




Start 


2930 








End 


4623 . 


Name 


OJ991120 34 


.0419. 


,C3 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


2942 








End 


■3597 


GI 


none 








Score 


71 


Exons 


2942. .3076, 


3059. 


. . 3097, 


3089 . 


.3160, 3188. .3235, 3535.. 3597 


Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


Gene No. 


106743 








Strand 




otart 










End 


4623 


Name 


OJ991120 34 


.0419. 


,C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2945 








End 


3455 


GI 


none 








Score 


47 


Exons 


2945. .2998, 


2946. 


. .2996, 


2984. 


.3130, 3069.. 3131, 3179.. 3235, 




3193. .3279, 


3387. 


. .3455 








Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


Gene No. 


106743 








Strand 




otart 










End 


4623 


Name 


OJ991120 34 


.0419. 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3387 








End 


4468 


GI 


none 








Score 


68 


Exons 


3387. .3479, 


3863. 


. .3949, 


3884. 


.3949, 4082. .4231, 4082. .4234, 




4083. .4235, 


4261. 


. .4467, 


4307. 


.4444, 4316. .4468 


Seq. No. 


50257 








Seq. ID 


OJ991120_34.0419.C3 


bene No . 










Strand 




Start 


2930 








End 


4623 


Name 


OJ991120 34 


.0419. 


,C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4076 








End 


4479 


GI 


none 








Score 


57 


Exons 


4076. .4216, 


4076. 


, .4234, 


4307. 


.4444, 4315. .4479 


Seq. No. 


50258 








Seq. ID 


OJ991120_34.0419.C4 


Gene No. 


106744 








Strand 




Start 


1 








End 


2190 



51805 




Name 


OJ991120 34.0419.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2190 


GI 


6409176 


Score 


1910 


Exons 


1..694, 1620. .2190 






GI Descrip. 


(AF140606) nitrate transporter [Oryza 


sativa] 


Seq. No. 


50258 


Seq. ID 


OJ991120_34 .0419.C4 


Gene No. 


10674 4 


Strand 




Start 


1 


End 


2190 


Name 


OJ991120_34 . 0419.C4 .ol .gp 


Method 


AAT/GAP 


Start 


110 


End 


2190 


GI 


934 1.R1084 


Score 


2222 


Exons 


110. .694, 1620. .2190 






GI Descrip. 


'4102839 1.0e-173 (AF016713) 


LeOPTl [Lycopersicon esculent' 


Seq. No. 


50258 


Seq. ID 


OJ991120_34.0419.C4 


Gene No. 


106744 


Strand 




Start 


1 


End 


2190 


Name 


OJ991120 34 . 0419. C4 .ol . tc 


Method 


TBLASTX: Cress 


Start 


110 


End 


2089 


GI 


none 


Score 


200 


Exons 


110. .382, 112. .696, 458. .691, 


1617. .1793, 1631. .2089, 




1634. .2011, 1839. .2087 






Seq. No. 


50258 


Seq. ID 


OJ991120 34. 0419. C4 


Gene No. 


106744 


Strand 


_ 


Start 


1 


End 


2190 


Name 


OJ991120 34.0419.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


110 


End 


■ 678 


GI 


none 


Score 


206 


Exons 


110. .358, 112. .357, 355. .678, 


356. .631 


, 367.. 636 


Seq. No. 


50258 


Seq. ID 


OJ991120_34.0419.C4 


Gene No. 


106744 


Strand 




Start 


1 


End 


2190 


Name 


OJ991120 34.0419.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


112 


End 


2086 


GI 


none 


Score 


60 


Exons 


112. .249, 113. .250, 1619. .2086 




Seq. No. 


50258 


Seq. ID 


OJ991120_34.0419.C4 


Gene No. 


106744 


Strand 




Start 


1 


End 


2190 


Name 


OJ991120 34.0419.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


253 


End 


696 


GI 


none 


Score 


228 


Exons 


253.-696, 254. .631, 543.-695 






Seq. No. 


50258 


Seq. ID 


OJ991120_34 .0419.C4 


Gene No. 


106744 


Strand 




Start 


1 


End 


2190 


Name 


OJ991120 34.0419.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


1622 


End 


2099 


GI 


none 


Score 


164 


Exons 


1622.. 2098, 1635.. 2099 






Seq. No. 


50259 


Seq. ID 


OJ991120_34.0419.C5 



51806 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



106745 Strand 

2061 End 

OJ991120_34 . 04 1 9 . C5 . o2 . np Method 

2061 End 

7488074 Score 



+ 

5266 
AAT/NAP 
5266 
96 



2061. .2131, 3735. .3937, 4046. .4173, 5238. .5266 
probable cellulase (EC 3.2.1.4) F2P3.1 - Arabidopsis thaliana 
gi|3600052|gb|AAC35539.1| (AF080120) contains similarity to 
glycosyl hydrolases family 9 (Pfam: glycosyl__hydro5 . hmm, score 
88.03) [Arabidopsis thaliana] gi | 4850284 | emb | CAB43040 . 1 1 
(AL049876) putative glucanase [Arabidopsis thaliana] 





gi 172678031 emb I CAB81206.il (AL161518) 


putative glucanase 




[Arabidopsis thaliana] 






Seq. No. 


50259 


Seq. ID 


OJ991120_34.0419.C5 


Gene No. 


106745 


Strand 


+ 


Start 


2061 


End 


5266 


Name 


OJ991120 34.0419.C5.o3.np 


Method 


AAT/NAP 


Start 


3557 


End 


4642 


GI 


7339707 


Score 


72 


Exons 


3557.. 3820, 4055.. 4365, 4530. 


.4642 




GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


beg. no. 


50259 


Seq. ID 


OJ991120_34 .0419.C5 


Gene No. 


106746 


Strand 




Start ' 


1 


End 


4859 


Name . 


OJ991120 34.0419.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


2597 


GI 


934 1.R1084 


Score 


749 


Exons 


1..120, 335. .431, 1058. .1153, 


2490. .2597 


GI Descrip. 


'4102839 1.0e-173 (AF016713) 


LeOPTl [Lycopersicon esculentum] 


Seq. No. 


50259 


Seq. ID 


OJ991120_34.0419.C5 


Gene No. 


106746 


Strand 




Start 


1 


End 


4859 


Name 


OJ991120 34.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1117 


GI 


6409176 


" Score 


406 


Exons 


1..120, 335. .431, 1058. .1117 






GI Descrip. 


(AF140606) nitrate transporter [Oryza 


sativa] 


Seq. No. 


50259 


Seq. ID 


OJ991120_34 .0419.C5 


Gene No. 


1.06746 


Strand 




Start 


1 


End 


4859 


Name 


OJ991120 34.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


1146 


End 


4859 


GI 


none 


Score 


.62 


Exons 


1146. .1153, 2490. .2626, 2764. 


.2787, 3253.. 3299, 3482.. 3701, 




3794. .3993, 4115. .4355, 4575. 


.4749, 4790. .4859 


Seq. No. 


50260 


Seq. ID 


OJ991120_34.0419.C6 


Gene No. 


106747 


Strand 




Start 


248 


End 


688 


Name 


OJ991120 34.0419.C6.ol.gs 


Method 


GENSCAN 


Start 


248 


End 


688 


GI 


none 


Score 


.46 


Exons 


248. .334, 407. .688 







51807 





Seq. No. 


oOZbl 


Seq. ID 


ojyyii^u J4.u4iy.c/ 




Gene No. 


106748 


Strand 


+ 




Start 


314 


End 


393 




Name 


OJ991120 34.0419.C7.ol.gs 


Method 


GENSCAN 




Start 


314 


End 


393 




GI 


none 


Score 


.59 




Exons 


314. .393 








Seq. No. 


50261 


Seq. ID 


OJ991120_34 .0419.C7 




Gene No. 


106749 


Strand 


+ 




otar z 


6729 


End 


16213 




Name 


OJ991120 34.0419.C7.ol.np 


Method 


AAT/NAP 




Start 


6729 


End 


9168 




GI 


2494174 


Score 


1953 




Exons 


6729.. 6814, 6927.. 7131, 7784 


..8223, 8310. .8616, 8707. .9168 




GI Descrip. 


GLUTAMATE DECARBOXYLASE 1 (GAD 1) gi | 497979 (U10034) glutamate 






decarboxylase [Arabidopsis thaliana] 






Seq. No. 


50261 


Seq. ID 


OJ991120_34.0419.C7 




Gene No. 


106749 


Strand 


+ 




Start 


6729 


End 


16213 




Name 


OJ991120 34.0419.C7.o3.gs 


Method 


GENSCAN 


£3 


Start 


6729 


End 


9171 


w 


GI 


none 


Score 


.99 


f ri 


Exons 


6729.. 6814, 6927. .7131, 7784 


..7984, 8054. .8223, 8310. .8616, 


? i z 
I tj; 




8707. .9171 








Seq. No. 


50261 


Seq. ID 


OJ991120_34.0419.C7 


=£ 


Gene No. 


106749 


Strand 


+ 




otart 


6729 


End 


16213 


r; ; e 

i y 


Name 


OJ991120 34.0419.C7.o3.np 


Method 


AAT/NAP 




Start 


8325 


End 


16213 


=» 


GI 


7106229 


Score 


172 




Exons 


8325.. 8452, 9882.. 10091, 10489 .. 10593, 


13881. .14598, 


~~"4 




16163. .16213 






T """ 


GI Descrip. 


(AF218624) flagelliform silk 


protein [Nephila madagascariensis 


i -i 
r ^ 


Seq. No. 


50261 


Seq. ID 


OJ991120_34.0419.C7 


r = cr 

[1 


Gene No. 


106749 


Strand 


+ 




Start 


6729 


End 


16213 




Name 


OJ991120 34.0419.C7.o2.np 


Method 


AAT/NAP 




Start 


9774 


End 


10261 




GI 


7263561 


Score 


278 




Exons 


9774. .10261 








GI Descrip. 


(AL161667) MYB transcription 


factor-like protein [Arabidopsis 






thaliana] 








Seq. No. 


50261 


Seq. ID 


OJ991120_34.0419.C7 




Gene No. 


106749 


Strand 


+ 




Start 


6729 


End 


16213 




Name 


OJ991120 34.0419.C7.o4.gs 


Method 


GENSCAN 




Start 


9870 


End 


10597 




GI 


none 


Score 


.61 




Exons 


9870. .9989, 10055 .. 10348, 10379. .10597 






Seq. No. 


50261 


Seq. ID 


OJ991120_34.0419.C7 



51808 




Gene No. 


106750 








Strand 






Start 


2200 








End 


2727 




Name 


OJ991120 34 


.0419. 


C7.o2. 


gs 


Method 


GENSCAN 




Start 


2200 








End 


2727 




GI 


none 








Score 


.91 




Exons 


2200. .2727 














Seq. No. 


50261 








Seq. ID 


OJ991120 


_34.0419.C7 


Gene No. 


106751 








Strand 






Start 


6726 








End 


9153 




Name 


OJ991120 34 


.0419. 


C7.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6726 








End 


7130 




GI 


none 








Score 


95 




Exons 


6726. .6746, 


6744. 


.6818, 


6758. 


.6814, 6924. .7130, 


6927. .7130 


Seq. No. 


50261 








Seq. ID 


OJ991120 


_34.0419.C7 


Gene No. 


106751 








Strand 






Start 


6726 








End 


9153 




Name 


OJ991120_34 


.0419. 


C7.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6728 








End 


9153 




GI 


none 








Score 


127 




Exons 


6728. .6814, 


6729. 


.6818, 


6924. 


.7124, 6925. .7131, 


6933. .7127, 




7778. .7993, 


7783. 


.7992, 


8050. 


.8229, 8051. .8224, 


8282. .8389, 




8310. .8615, 


8311. 


.8616, 


8688. 


.9026, 8689.. 9027, 


9085. .9153, 




9087. .9149 














Seq. No. 


50261 








Seq. ID 


OJ991120 


_34.0419.C7 


Gene No. 


106751 








Strand 






Start 


6726 








End 


9153 




Name 


OJ991120_34 


.0419. 


C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


6740 








End 


9027 




GI 


none 








Score 


73 




Exons 


6740. .6817, 


6753. 


.6818, 


6925. 


.7131, 6927. .7130, 


7778. .7993, 




7783. .7992, 


8051. 


.8224, 


8053. 


.8154, 8173. .8226, 


8305. .8514, 




8309. .8398, 


8310. 


.8621, 


8311. 


.8616, 8688.-8999, 


8689. .9027, 




8701. .9027 














Seq. No. 


50261 








Seq. ID 


OJ991120 


_34.0419.C7 


Gene No. 


106751 








Strand 






Start 


6726 








End 


9153 




Name 


OJ991120 34 


. 0419 . 


C7 . ol . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


6753 








End 


9153 




GI 


none 








Score 


67 




Exons 


6753. .6818, 


6925. 


.7131, 


6933. 


.7130, 7778.. 7993, 


7783. .7992, 




8050. .8229, 


8051. 


.8224, 


8311. 


.8616, 8311. .8511, 


8313. .8615, 




8685. .9026, 


8689. 


.9027, 


9088. 


.9153 






Seq. No. 


50261 








Seq. ID 


OJ991120 


_34 .0419.C7 


Gene No. 


106751 








Strand 






Start 


6726 








End 


9153 




Name 


OJ991120 34 


.0419. 


C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


8119 








End 


8561 




GI 


none 








Score 


107 




Exons 


8119. .8229, 


8120. 


.8224, 


8173. 


.8226, 8282. .8401, 


8307. .8426, 




8308. .8433, 


8310. 


.8561, 


8311. 


.8559 






Seq. No. 


50261 








Seq. ID 


OJ991120 


_34.0419.C7 



51809 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106751 
6726 

OJ991120_34.0419.C7.o3.tw 

8562 

none 



Strand 

End 9153 

Method TBLASTX : Wheat 

End 8 933 

Score 78 



8562. .8621, 8563. .8616, 8565. .8612, 8571. .8621, 8680. .8931, 
8688..8933, 8689. .8931 



50261 

106752 

9954 

OJ991120_34 . 0419. C7 . o2 . tc 

9954 

none 



Seq. ID OJ991120_34.0419.C7 
Strand 

End 10270 

Method TBLASTX : Cress 

End 10249 

Score 62 



9954. .10010, 10022. .10096, 10036 .. 10068, 10112 .. 1024 9, 
10123. .10230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50261 

106752 

9954 

OJ991120_34 .0419.C7.o2.tm 

9954 

none 



Seq. ID OJ991120_34.0419.C7 
Strand 

End 10270 

Method TBLASTX : Mai ze 

End 10267 

Score 51 



9954.. 10010, 10019. .10096, 10108 .. 10248, 10109. . 10267, 
10112.. 10261 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50261 

106752 

9954 

OJ991120_34 .0419.C7.o2.ts 

9954 

none 



Seq. ID OJ991120_34.0419.C7 
Strand 

End 10270 

Method TBLASTX : Soybean 

End 10270 

Score 52 



9954. .10004, 10012. .10128, 10019 .. 10099, 10093 .. 10245, 
10109. .10270, 10136.. 10258 



50261 

106753 

15160 

OJ991120_34 .0419.C7.o3.tm 

15160 

none 



Seq. ID OJ991120_34.0419.C7 
Strand 

End 15353 

Method TBLASTX : Maize 

End 15353 

Score 230 



15160. .15291, 15161. .15349, 15182 .. 1534 9, 15201. .15353 



50262 

106754 

1 

OJ991120_34 .0419.C9.ol.np 
1 

4522009 



Seq. ID OJ991120_34.0419.C9 
Strand 

End 1996 

Method AAT/NAP 

End 1996 

Score 4 63 



1..43, 70. .285, 697. .942, 1684. .1996 

(AC007069) unknown protein [Arabidopsis thaliana] 

50262 Seq. ID OJ991120_34 . 0419 . C9 

106754 Strand 

1 End 1996 

OJ991 120_34 . 04 19 . C9 . ol . gp Method AAT/GAP 

70 End 796 



51810 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



701122 Score 584 

70. .285, 697. .796 

4522009/gb|AAD21782.1| 6.0e-28 (AC007069) unknown protein 
[Arabidopsis thaliana] 



50262 

106754 

1 

OJ991 120_34 . 04 19 . C9 . o2 . tm 
70 

none 



Seq. ID OJ991120_34.0419.C9 
Strand 

End 1996 

Method TBLASTX : Maize 

End 938 

Score 144 

70. .288, 92. .268, 697. .804, 702. .812, 790. .936, 830. .937, 
831. .938 



Seq. No. 50262 

Gene No. 106754 

Start 1 

Name OJ991120_34 . 0419 . C9 . ol . gs 

Start 70 

GI none 

Exons 70.. 285, 697.. 954, 1705.. 1908 



Seq. ID OJ991120_34 .0419.C9 
Strand 

End 1996 

Method GENSCAN 

End 1908 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50262 

106754 

1 

OJ991120_34 .0419.C9.ol.ts 

70 

none 



Seq. ID OJ991120_34.0419.C9 
Strand 

End 1996 

Method TBLASTX : Soybean 

End 940 

Score 172 



70. .288, 83. .274, 90. .287, 91. .288, 697. .939, 815. .940 



Seq. No. 50262 

Gene No. 106754 

Start 1 

Name OJ991120_34 . 0419 . C9 . ol . tm 

Start 1681 

GI none 
Exons 



Seq. ID OJ991120_34 . 0419.C9 
Strand 

End 1996 

Method TBLASTX : Mai ze 

End 1913 

Score 263 



1681. .1908, 1707. .1910, 1714. .1905, 1764. .1913 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



50262 

106754 

1 

OJ991120_34 .0419.C9.o2.ts 

1723 

none 

1723.. 1905, 1750.. 1905 

50263 

106755 

96 

OJ991120_34.0419.C10.ol.gs 
96 

none 

96. .338, 608. .665 

50263 

106755 

96 



Seq. ID OJ991120_34.0419.C9 
Strand 

End 1996 

Method TBLASTX : Soybean 

End 1905 

Score 65 



Seq. ID OJ991120_34. 0419. C10 

Strand 

End 665 

Method GENSCAN 

End 665 



Score 



.54 



Seq. ID OJ991120_34. 0419. C10 

Strand 

End 665 



51811 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991120_34 .0419. CIO . ol . np Method AAT/NAP 

96 End 397 

6539588 Score 205 
96. .397 

(AP000837) hypothetical protein [Oryza sativa] 

50264 Seq. ID OJ991120_34 . 0419 . Cll 

106756 Strand + 

316 End 1682 

OJ991120_34 .0419. Cll . ol . np Method AAT/NAP 

316 End 1682 

6630685 Score 1288 

316. .1682 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 

50264 Seq. ID OJ991120_34 . 04 19 . Cll 

106756 Strand + 

316 End 1682 

OJ991120_34 . 041 9 . Cll . ol . ts Method TBLASTX : Soybean 

325 End 938 

5509260 Score 41 

325.-375, 388. .441, 420. .839, 452. .625, 457. .627, 683. .838, 
747. .839, 825. .938, 844. .933 



50264 

106756 

316 

OJ991120_34. 0419. Cll. ol.tw 

452 

none 

452. .541, 453.-542, 522.-836, 
844. .924 



Seq. ID OJ991120_34. 0419. Cll 

Strand + 

End 1682 

Method TBLASTX : Wheat 

End 924 

Score 83 

584. .622, 743.-835, 843. .914, 



~-~4 Seq. x No. 50264 

U Gene No. 106756 

^ Start 316 

It Name OJ991120_34 . 0419. Cll . ol . tc 

J* Start 558 

GI none 

Exons 558.. 818 



Seq. ID OJ991120_34. 0419. Cll 

Strand + 

End 1682 

Method TBLASTX : Cress 

End 818 

Score 211 



Seq. No. 50264 

Gene No. 106756 

Start 316 

Name OJ991120_34 . 04 19 . Cll . o2 . tm 

Start 600 

GI none 

Exons 600.. 833, 627.. 686, 683.-829, 

Seq. No. 50264 

Gene No. 106756 

Start 316 

Name OJ991120_34 . 0419 . Cll . o2 1 ts 

Start 1075 

GI none 



Seq. ID OJ991120_34 .0419. Cll 

Strand + 

End 1682 

Method TBLASTX : Mai ze 

End 1035 

Score 278 

841. .1035, 843. . 974, 844 . . 1026 

Seq. ID OJ991120_34. 0419. Cll 

Strand + 

End 1682 

Method TBLASTX : Soybean 

End 1485 

Score 346 



51812 




Exons 1075.. 1485, 1092.. 1238, 1299.. 1352, 1425.. 1475 



Seq. No. 


50264 






Seq. ID 


OJ991120_34 .0419.C11 


Gene No. 


106756 






Strand 


+ 


Start 


316 






End 


1682 


Name 


OJ991120 34 


.0419 


Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


1114 






End 


1604 


GI 


none 






Score 


287 


Exons 


1114. .1398, 


1120 


.1383, 1414. 


.1602, 1416. .1604 



Seq. No. 50264 Seq. ID 

Gene No. 106756 Strand 

Start 316 End 

Name OJ991120_34 . 0419 . Cll . o2 . tw Method 

Start 1114 End 

GI none Score 

Exons 1114.. 1263, 1288.. 1545 



OJ991120_34 .0419. Cll 
+ 

1682 

TBLASTX: Wheat 

1545 

101 



Seq. No. 


50265 






Seq. ID 


OJ991120 


Gene No . 


106757 






Strand 


+ 


Start 


1959 






End 


3620 


Name 


OJ991120 34 


.0419.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1959 ~ 






End 


3620 


GI. 


6539588 






Score 


238 


Exons 


1959. .2241, 


3600. .3620 








GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


50266 






Seq. ID 


OJ991120 


Gene No. 


106758 






Strand 


+ 


Start 


1376 






End 


2031 


Name 


OJ991120 34 


.0419.C13.ol 


. gs 


Method 


GEN SCAN 


Start 


1376 






End 


2031 


GI 


none 






Score 


.56 


Exons 


1376. .1537, 


1897. .2031 








Seq. No. 


50266 






Seq. ID 


OJ991120 


Gene No. 


106759 






Strand 




Start 


3428 






End 


4812 


Name 


OJ991120 34 


.0419.C13.o2 


.gs 


Method 


GENSCAN 


Start 


3428 






End 


4812 


GI 


none 






Score 


.63 


Exons 


3428. .3526, 


4686. .4812 








Seq. No. 


50267 






Seq. ID 


OJ991120 


Gene No. 


106760 






Strand 




Start 


513 






End 


2899 


Name 


OJ991120 34 


.0419.C14.ol 


. np 


Method 


AAT/NAP 


Start 


513 






End 


2137 


GI 


6539588 






Score 


185 


Exons 


513. .602, 1860. .2137 








GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 



34.0419.C13 



Seq. No. 50267 Seq. ID 

Gene No. 106760 Strand 

Start 513 End 

Name OJ991120_34 . 0419 .C14 . o2 . gs Method 

Start 1648 End 



OJ991120_34.0419.C14 

2899 

GENSCAN 

2899 



51813 




GI 


none 








Score 


.63 


Exons 


1648. .1682, 


1902 


. .2078, 


2348. 


.2471, 2641. .2899 


Seq. No. 


50268 








n - ^_ -r r\ 

beq. lu 


r\ tqqi 1 on n^iQ n c 


Gene No. 


106761 








Strand 


+ 


Start 


185 








End 




Name 


OJ991120 34 


.0419 


.C15.ol. 


gs 


Metnoa 




Start 


185 








bna 




GI 


none 








Score 


. yt> 


Exons 


185. .301 












Seq. No. 


50269 








Seq. ID 


ujyyiizu j4 . u4tiy.L.iD 


Gene No. 


106762 








Strand 


+ 


Start 


183 








End 


iuy yo 


Name 


OJ991120 34 


.0419 


.C16.ol. 


gs 


Method 


f~* TP XI 7\ XT 

GENSCAN 


Start 


183 








End 


J4 2. 1 


GI 


none 








Score 


. D / 


Exons 


183. .274, 1898.. 


2000, 2666.. 2771, 2853 


. .3427 


Seq. No. 


50269 








Seq. ID 


OJ991120_34.0419.C16 


Gene No. 


106762 








Strand 


+ 


Start 


183 








End 


10995 


Name 


OJ991120 34 


.0419 


.C16.ol. 


np 


Method 


AAT/NAP 


Start 


2621 








End 


10995 


GI 


4406777 








Score 


651 


Exons 


2621. .2771, 


2853 


. .3018, 


3082 . 


.3318, 5786..5833, 5900. .5997, 




10961. .10995 










GI Descrip. 


(AC006532) 


putative C2H2 


-type 


zinc finger protein [Arabidopsis 




thaliana] 












Seq. No. 


50269 








Seq. ID 


OJ991120_34.0419.C16 


Gene No. 


106762 








Strand 


+ 


Start 


183 








End 


10995 


Name 


OJ991120 34 


.0419 


.C16.o3. 


gs 


Method 


GENSCAN 


Start 


7801 








End 


8509 


GI 


none 








Score 


.6 


Exons 


7801. .7891, 


7926 


. .7982, 


8217. 


.8369, 8451. .8509 


Seq. No. 


50269 








Seq. ID 


OJ991120_34.0419.C16 


Gene No. 


106763 








Strand 




Start 


8824 








End 


10719 


Name 


OJ991120 34 


.0419 


.C16.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2741 








End 


2965 


GI 


none 








Score 


49 


Exons 


2741. .2770, 


2852 


. .2965, 


2878. 


.2940 




Seq. No. 


50269 








Seq. ID 


OJ991120_34.0419.C16 


Gene No. 


106763 








Strand 




Start 


8824 








End 


10719 


Name 


OJ991120 34 


.0419 


.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2852 








End 


3319 


GI 


none 








Score 


102 


Exons 


2852. .2935, 


2930 


. .2962, 


2963. 


.3004, 3086.. 3166, 3094.. 3192, 




3208. .3315, 


3209 


. .3319 








Seq. No. 


50269 








Seq. ID 


OJ991120_34.0419.C16 


Gene No. 


106763 








Strand 





51814 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8824 End 

OJ991120_34 .0419. CI6.0I. tni Method 

2852 End 

none Score 



10719 

TBLASTX: Maize 

3319 

197 



2852. .3022, 2852. .2995, 3086. .3166, 3088. .3192, 3163. .3195, 
3193.. 3315, 3203.. 3319 



50269 

106763 

8824 

OJ991120_34.0419.C16.ol.ts 

2975 

none 



Seq. ID OJ991120_34.0419.C16 
Strand 

End 10719 

Method TBLASTX : Soybean 

End 3319 

Score 57 



2975. .3034, 3086. .3232, 3088. .3231, 3235. .3315, 3236. .3319 



50269 

106763 

8824 

OJ991120_34.0419.C16.o4.gs 

8824 

none 



Seq. ID OJ991120_34.0419.C16 
Strand 

End 10719 

Method GENSCAN 

End 10719 

Score . 64 



8824. .8898, 9102. .9159, 9641. .9671, 10567. .10719 



Seq. No. 50270 

Gene No. 1067 64 

Start 48 

Name OJ991120_34 . 0419 . C17 . ol . gs 

Start 48 

GI none 

Exons 48.. 206 



Seq. ID OJ991120_34.0419.C17 

Strand + 

End 206' 

Method GENSCAN 

End 206 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50270 
106765 
4085 

OJ991120_34 .0419.C17.o2.gp 
4085 

5555_1.R1084 
4085. .4752 

M406780/gb|AAD20090| 1.0e-140 (AC006532) putative multi spanning 
membrane protein [Arabidopsis thaliana] ' 



Seq. ID OJ991120_34 .0419.C17 

Strand + 

End 4 752 

Method AAT/GAP 

End 4752 

Score 1159 



50270 

106766 

742 

OJ991120_34.0419.C17.ol.tm 

722 

none 



Seq. ID OJ991120_34.0419.C17 
Strand 

End 4932 

Method TBLASTX: Maize 

End 2895 

Score 281 



722. .970, 742. .969, 1026. .1169, 1052. .1234, 1056. .1232, 
1346. .1600, 1356. .1610, 2688. .2894, 2700. .2765, 2704. .2895 



50270 

106766 

742 

OJ991120_34.0419.C17.ol.ts 

742 

none 



Seq. ID OJ991120_34.0419.C17 
Strand 

End 4932 

Method TBLASTX : Soybean 

End 2915 

Score 118 



742. .975, 749. .967, 841. .969, 1052. .1234, 1340. .1522, 



51815 



1356. .1523, 1544. .1603, 1554. .1610, 2688. .2915, 2698. .2880 



Seq. No. 50270 

Gene No. 106766 

Start 742 

Name OJ991120_34 . 04 19 . C17 . o2 . gs 

Start 742 

GI none 
Exons 



Seq. ID OJ991120_34 .0419.C17 
Strand 

End 4932 

Method GEN SCAN 

End 4750 

Score .43 



742. .966, 1043. .1231, 1358. .1601, 2866. .3199, 4455. .4516, 
4541. .4750 



OJ991120 34.0419.C17 



Seq. No. 50270 Seq. ID 

Gene No. 106766 Strand 

Start 742 End 4932 

Name OJ991120_34 . 04 19 . C17 . ol . np Method AAT/NAP 

Start 745 End 2993 

GI 6478216 Score 840 

Exons 74S..966, 1052. .1231, 1358.. 1601, 2686.. 2993 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase 
somniferum] 



[Papaver 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50270 

106766 

742 

OJ991120_34 .0419.C17.ol.gp 
820 * 

17779_1.R1084 

820. .966, 1052. .1231, 1358.. 
•4176420/dbj |BAA37167| 2 . Oe- 
[Arabidopsis thaliana] 1 

50270 

106766 

742 

OJ991120_34.0419.C17.ol.tc 

1085 

none 



OJ991120_34.0419.C17 

4932 
AAT/GAP 
3056 
1701 
. .3056 



Seq. ID 
Strand 
End 

Method 

End 

Score 
1601, 2686 
11 (AB008097) cytochrome P450 



Seq. ID OJ991120_34.0419.C17 
Strand 
End 

Method 
End 
Score 



4932 

TBLASTX: Cress 

2915 

91 



1085. .1234, 1355. .1471, 1356. .1472, 1505. .1576, 1565. .1609, 
2694. .2915, 2698. .2889 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50270 

106766 

742 

OJ991120_34 . 04 19 . C17 . o2 . tm 

4222 

none 

4222. .4269, 4329. .4352, 4334. 
4352. .4414, 4397. .4441, 4399. 
4402. .4449, 4442. .4540, 4443. 
4521. .4751, 4531. .4755, 4532, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4399, 4335 
.4449, 4401 
.4469, 4456 
.4756, 4652 



OJ991120 34.0419.C17 



4932 

TBLASTX: Maize 
4759 
72 

4400, 4348. 
4460, 4401. 
4752, 4481. 
4759 



.4401, 
.4448, 
.4510, 



Seq. No. 50270 Seq. ID 

Gene No. 106766 Strand 

Start 742 End 

Name OJ991120_34 . 04 19 . C17 . o2 . ts Method 

Start 4459 End 

GI none Score 



OJ991120_34.0419.C17 
4932 

TBLASTX : Soybean 

4759 

198 



51816 



Exons 


4459. .4749, 


4488. .4748, 4489. 


.4755, 4523.-4756, 4649. .4759 


Seq. No. 


50270 




Seq. ID 


OJ991120_34 .0419.C17 


Gene No . 


106766 




Strand 




Start 


742 




End 


4932 


Name 


OJ991120 34 


.0419.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


4531 




End 


4686 


GI 


none 




Score 


183 


Exons 


4531. .4686, 


4532. .4684 






Seq. No. 


50270 




Seq. ID 


OJ991120_34.0419.C17 


Gene No. 


106766 




Strand 




Start 


742 




End 


4932 


Name 


OJ991120 34 


.0419.C17.o2.np 


Method 


AAT/NAP 


Start 


4534 




End 


4932 


GI 


6010773 




Score 


350 


Exons 


4534. .4755, 


4880. .4932 






GI Descrip. 


(AF187853) 


putative multispanning membrane protein [Populus alba 




x Populus tremula] 









Seq. No. 


50271 




Seq. ID 


OJ991120_34 


. 0419. C18 




Gene No. 


106767 




Strand 


+ 






Start 


290 




End 


701 






Name 


OJ991120 34.0419.C18 


.ol.gs 


Method 


GENSCAN 






Start 


290 




End 


701 






GI 


none 




Score 


.75 






Exons 


290. .480, 623. .701 










= =r 


Seq. No. 


50271 




Seq. ID 


OJ991120_34 


.0419. C18 


~~J 


Gene No. 


106768 




Strand 






'* : 4 


Start 


1 




End 


3253 






Name 


OJ991120 34.0419.C18 


.ol.np 


Method 


AAT/NAP 




f i i 


Start 


1 




End 


3159 






GI 


4406780 




Score 


2046 






Exons 


1..51, 234. .784, 904 


. .1060, 


1188. .1325, 1891. .2474 


, 2559. .2599, 






3014. .3159 












GI Descrip. 


; .(AC006532) putative 


endosomal protein 


[Arabidopsis 


thaliana] 




Seq. No. 


50271 




Seq. ID 


OJ991120_34 


.0419. C18 


p 


Gene No. 


106768 




Strand 








Start 


1 




End 


3253 






Name 


OJ991120 34.0419.C18 


.ol.gp 


Method 


AAT/GAP 






Start 


290 




End 


1931 






GI 


5555 1.R1084 




Score 


1540 






Exons 


290. .784, 904. .1060, 


1188. . 


1325, 1891. 


.1931 






GI Descrip. 


'4406780/gb|AAD20090 


I l.Oe- 


140 (AC006532) putative 


multispanning 



membrane protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50271 Seq. ID 

106768 Strand 

1 End 

OJ991120_34 . 0419 . C18 . o2 . gs Method 

1085 End 

none Score 



OJ991120_34 . 0419.C18 

3253 
GENSCAN 
3174 
.79 



1085. .1100, 1188. .1325, 1891. .2251, 2257. .2474, 2731. .2876, 
2952. .2981, 3037. .3174 



51817 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50271 

106768 

1 

OJ991120_34.0419.C18.o2.gp 
2256 

42904 1-.R1084 



Seq. ID OJ991120_34 .0419.C18 
Strand 

End 3253 

Method AAT/GAP 

End 3253 

Score 877 



2256. .2474, 2559. .2599, 3014. .3253 

■4406780/gb|AAD20090| 2.0e-45 (AC006532) putative multispanning 
membrane protein [Arabidopsis thaliana] 1 



50271 

106769 

6499 

OJ991120_34 . 0419 .C18 . ol . tm 

293 

none 



Seq. ID OJ991120_34.0419.C18 
Strand 

End 7791 

Method TBLASTX: Maize 

End 1339 

Score 174 



293. .349, 301. .615, 336. .785, 416. .793, 420. .827, 670. .807, 
901. .1053, 902. .1057, 902. .1057, 1167. .1283, 1169. .1339 



Seq. No. 
Gene No. 
Start 
Name 
rn Start 

Iz Exons 



50271 

106769 

6499 

OJ991120_34.0419.C18.ol.ts 

298 

none 



Seq. ID OJ991120_34.0419.C18 
Strand 

End 7791 

Method TBLASTX : Soybean 

End 2178 

Score 207 



298. .615, 299. .349, 336. .785, 416. .793, 670. .786, 901. .1059, 
902. .1060, 902. .1060, 1176. .1283, 1187. .1285, 1199. .1324, 
1222. .1323, 1224. .1328, 1884. .2177, 1888. .2178, 1890. .2177, 
1903. .2178 



Seq. No. 50271 

Gene No. 106769 

Start 6499 

Name OJ991120_34 . 0419 .C18 . o2 . tc 

Start 299 

GI none 

Exons 299.. 346, 416.. 589 



Seq. ID OJ991120_34.0419.C18 
Strand 

End 7791 

Method TBLASTX : Cress 

End 589 

Score 142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50271 

106769 

6499 

OJ991120_34.0419.C18.ol.tw 

443 

none 

443. .721, 459.-734, 519. .764 



50271 
106769 
6499 

OJ991120_34 .0419.C18 .ol .tc 
614 
none 



Seq. ID OJ991120_34 .0419.C18 
Strand 

End 7791 

Method TBLASTX : Wheat 

End 7 64 

Score 132 



Seq. ID OJ991120_34.0419.C18 
Strand 

7791 

TBLASTX: Cress 
2440 
196 



End 

Method 
End 
Score 

614. .790, 615. .785, 901. .1059, 902. .1060, 902. .1060, 1073. .1123, 
1176. .1283, 1187. .1285, 1193. .1324, 1195. .1323, 1236. .1328, 
1888. .2193, 1888. .2112, 1890. .2186, 2192. .2440, 2193. .2423 



Seq. No. 



50271 



Seq. ID OJ991120_34.0419.C18 



51818 



Gene No. 106769 
Start 6499 

Name OJ991120_34 . 04 19 .C18 . o2 . tm 

Start 1887 
GI none 

Exons 1887.. 2189, 1888.. 2190, 1888. 

2187. .2423, 2187. .2342, 2189. 
2429. .2476, 2449. .2475, 2560. 
3016. .3105 



Strand 

End 7791 
Method TBLASTX : Mai ze 
End 3105 
Score 366 

.2184, 1890. .2186, 2186. .2329, 
.2440, 2386. .2448, 2391. .2441, 
.2601, 2561.. 2602, 2561.. 2602, 



Seq. No. 50271 

Gene No. 106769 

Start 6499 

Name OJ991120_34 . 0419 .C18 . o2 . ts 

Start 2192 

GI none 

Exons 2192.. 2440, 2193.. 2420, 2529. 
3016. .3102 



Seq. ID OJ991120_34.0419.C18 
Strand 

End 7791 

Method TBLASTX : Soybean 

End 3102 

Score 200 

.2600, 2552. .2602, 2557. .2601, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50271 Seq. ID 

106769 Strand 
6499 End 7791 

OJ991120_34 .0419.C18.o2.np Method AAT/NAP 
6227 End 7791 

3834317 ■ Score 188 

6227. .6328, 6969. .7004, 7646. .7791 
(AC005679) Similar to CDC16 protein gb|U18291 
Homo sapiens. [Arabidopsis thaliana] 



OJ991120 34.0419.C18 



(CDC16HS) from 



50271 Seq. ID 

106769 Strand 

64 99 End 
OJ991120_34.0419.C18.o3.gs Method 

6499 End 

none Score 

6499. .6540, 7646. .7745 



OJ991120_34.0419.C18 

7791 
GENSCAN 
7745 
.72 



Seq. No. 50272. Seq. ID OJ991120_34 . 04 19 . C19 

Gene No. 106770 Strand + 

Start 10197 End 16430 

Name OJ991120_34 . 0419.C19.o2 .np Method AAT/NAP 

Start 10197 End 16430 

GI 6466937 Score 2120 

Exons 10197. .10246, 13333 .. 16065, 16323.. 16430 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 50272 Seq. ID 

Gene No. 106771 Strand 

Start 18316 End 

Name OJ991 120_34 . 04 19 . CI 9 . o5 . gs Method 

Start 18316 End 

GI none Score 

Exons 18316. .19464 



OJ991120_34.0419.C19 
+ 

19464 
GENSCAN 
19464 
.9 



Seq. No. 
Gene No. 



50272 
106772 



Seq. ID 
Strand 



OJ991120 34.0419.C19 



51819 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991120_34.0419.C19.ol.np 
1 

3834317 



End 

Method 

End 

Score 



7432 
AAT/NAP 
6147 
1393 



1..139, 1011. .1093, 1471. .1540, 2095. .2220, 2925.-2999, 
3382. .3507, 3595.-3784, 4132. .4177, 4356. .4395, 4749.-4822, 
4905.. 5039, 5907.. 6147 

(AC005679) Similar to CDC16 protein gb|U18291 (CDC16Hs) from 
Homo sapiens. [Arabidopsis thaliana] 



50272 Seq. ID 

106772 Strand 

1 End 

OJ991120_34 .0419.C19.ol.gs Method 

807 End 

none Score 



OJ991120_34.0419.C19 

7432 
GENSCAN 
7432 
.81 



807. .863, 1471. .1540, 2095. .2220, 2925.-2999, 3382. .3507, 
3595. .3770, 4356.-4395, 4749.-4822, 4905. .5039, 5907. .6102, 
6315. .6443, 6700. .6896, 6902. .7432 



Seq. No. 50272 Seq. ID 

Gene No. 106773 Strand 

Start 8821 End 

fj Name OJ991120_34 . 0419. C19 . o2 . gs Method 

°g Start 8821 End 

If GI none Score 

Ll? Exons 8821.. 9447 



OJ991120_34 .0419.C19 

9447 
GENSCAN 
9447 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50272 Seq. ID 

106774 Strand 

10607 End 

OJ991120_34 .0419.C19.o3.gs Method 

10607 End 

none Score 



OJ991120_34.0419.C19 

11435 
GENSCAN 
11435 
.4 



10607. .10699, 10878. .10897, 11198.. 11435 



50272 

106775 

21007 

OJ9911 

76 

none 
76. .14 
1010. . 
1473. . 
2919 
3381 
3879 



20 34.0419.C19.o4.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991120 34.0419.C19 



7, 76. .147, 1007. .1096, 
1096, 1462.. 1539, 1463. 
1571, 2082.. 2219, 2096. 
2999, 2920. .3018, 2920. 
3506, 3382.. 3507, 3583. 
3959, 3879.. 3959, 3880. 



21561 

TBLASTX: Maize 
3975 
82 

1008. .1097, 1009. .1104, 
.1540, 1471. .1542, 1472. .1540, 
.2221, 2130. .2225, 2152. .2223, 
.3000, 2924. .3001, 3378. .3506, 
.3771, 3587.-3793, 3594.-3770, 
.3975, 3890. .3973 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 0419.C19. o7 . tm 

Start 4959 

GI none 

Exons 4959.. 5036, 4961.. 5038, 4962. 

5908.. 6117, 6018.. 6125 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Mai ze 

End 6125 

Score 94 

.5045, 4990. .5091, 5907. .6107, 



51820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50272 

106775 

21007 

OJ991120_34.0419.C19.o4.ts 

5952 

none 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Soybean 

End 6125 

Score 155 



5952. .6107, 5971. .6117, 6018. .6125 



50272 

106775 

21007 

OJ991120_34 .0419.C19.o9.tm 

7028 

none 



Seq. ID OJ991120_34 .0419.C19 
Strand 

End 21561 

Method TBLASTX : Mai ze 

End 9255 

Score 61 



7028. .7093, 7031. .7084, 7193. .7285, 7194. .7283, 8995. .9039, 
9157. .9255 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 0419.C19.o3. ts 

Start 13347 

GI none 

Exons 13347. .13661 



Seq. ID OJ991120_34 .0419. C19 
Strand 

End 21561 

Method TBLASTX: Soybean 

End 13661 

Score 219 



[}* Seq. No. 

L=J Gene No. 

[y Start 

: i Name 

IZ Start 

5 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50272 
106775 
21007 

OJ991120_34.0419.C19.ol.tw 
13347 
none 

13347. .13793, 13415.. 13789 

50272 
106775 
21007 

OJ991120_34.0419.C19.o2.tm 
13371 
none 

13371. .13847, 134 15 .. 13840, 13461. .13844 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Wheat 

End 13793 

Score 387 



Seq. ID OJ991120_34 .0419.C19 
Strand 

End 21561 

Method TBLASTX : Mai ze 

End 13847 

Score 539 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 0419.C19.o2 .ts 

Start 13776 

GI none 
Exons 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Soybean 

End 14116 

Score 146 



13776. .13949, 13778 .. 13942, 13958 .. 14116, 14015. .14089 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 04 19 . C19 . o3 . tm 

Start 13866 

GI none 
Exons 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Mai ze 

End 14389 

Score 91 



13866. .13955, 13874 13912, 13957 .. 14115, 13958 .. 14 11 6, 



51821 



14099. .14389, 14128. .14373 



Seq. No. 50272. Seq. ID 

Gene No. 106775 Strand 

Start 21007 End 

Name OJ991120_34 . 0419 .CI 9 . 06 . tw Method 

Start 13896 End 

GI none Score 

Exons 13896. .13958, 13958 .. 14 116, 14 102 .. 14314 



OJ991120_34 .0419.C19 
21561 

TBLASTX: Wheat 
14314 
52 



Seq. No. 50272 Seq. ID 

Gene No. 106775 Strand 

Start 21007 End 

Name OJ991120_34 . 0419 . CI 9 . 06 . tm Method 

Start 14390 End 

GI none Score 

Exons 14390. .14758, 14392.. 14559 



OJ991120_34 .0419.C19 
21561 

TBLASTX: Maize 

14758 

297 



Seq. No. 50272 Seq. ID 

Gene No. 106775 Strand 

Start 21007 End 

Name OJ991120_34 . 04 19 . CI 9 . o2 . tw Method 

Start 14546 End 

GI none Score 

Exons -.14546. .14974, 14788.. 14973 



OJ991120_34 .0419.C19 
21561 

TBLASTX: Wheat 

14974 

363 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50272 Seq. ID 

106775 Strand 

21007 End 
OJ991120_34.0419.C19.ol.tm Method 

14810 End 

none Score 

14810. .15445, 14896. .15426 



OJ991120_34 .0419.C19 
21561 

TBLASTX: Maize 

15445 

663 



50272 
106775 
21007 

OJ991120_34 .0419.C19.ol.ts 
14831 
none 

14831. .15217, 14863. .15216, 14882. .15217 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX: Soybean 

End 15217 

Score 326 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 0419 .C19.o5 . tw 

Start 15035 

GI none 

Exons 15035. .15292 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Wheat 

End 15292 

Score 219 



Seq. No. 50272 

Gene No. 106775 

Start 21007 

Name OJ991120_34 . 04 19 . CI 9 . o3 . tw 

Start 15295 

GI none 

Exons 15295. .15453, 15296 .. 15484 , 154 91 .. 15664 , 15643.. 15690 



Seq. ID OJ991120_34.0419.C19 
Strand 

End 21561 

Method TBLASTX : Wheat 

End 15690 

Score 198 



51822 




Seq. No. 


50272 




Seq. ID 


OJ991120_34.0419. 


C19 


Gene No.. 


106775 




Strand 






jldl L 


9 1 007 




End 


21561 




Name 


HTQQ1190 ?4 041Q P1Q 


r\ R f m 
. \J*J . L.1U 


Method 


TBLASTX: Maize 






1 R4R8 ~~ 




End 


16070 






none 




Score 


142 




Exons 


1 J400 . . 1JDD f ^ 1 J JJt . 




15667. .15852, 15702. .15809, 






1 coo-j 1 fiOfifi 1^Q49 


1 fif)70 








Seq. No. 


50272 




Seq. ID 


OJ991120_34 .0419. 


C19 


^ T\ £h 


10 677^ 




Strand 






Q-f- 3 r--t- 

otan 






£j 1 1U 


215 61 




Name 


OTQQ1190 "\L 041Q P1Q 




lie LilvJU. 






Of a t-+- 


1 ^ft^R _ 
10000 






1 fiO ^ ^ 




pT 

ul 


none 




Score 


999 






J.O0O0. ■ IOUjJ/ 1 jO"4 • 










Seq. No. 


50272 






O.TQQ1 1 90 *}4 041 Q 


C19 


bene ino . 


1 0 677^ 
1 u 0 / / 0 




Strand 








91007 




End 


21561 




Name 


nTQCi1190 ^4 041Q f1 Q 
UUz?^7ll^U j4 . U413.tl? 


•Oo • gs 


Method 


GENSCAN 




OLait 


91007 




End 


21346 






none 




Score 


.55 




TT^ /"n y*\ 

n.xons 


91007 91 ORI 919Q"3 


9 1 ^4 








oeq ■ ino • 


50272 




Seq. ID 


OJ991120_34.0419. 


C19 


Gene No. 


106775 




Strand 






Start 


21007 




End 


21561 




Name 


OJ991120 34.0419.C19 


.o3.np 


Method 


AAT/NAP 






21135 




End 


21561 






6907106 




Score 


447 




Exons 


21135. .21561 










ui uescnp. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




oeq. jno . 


50272 




Seq. ID 


OJ991120_34.0419. 


PI Q 


uene wo . 


106775 




Strand 






Start 


21007 




End 


21561 




Name 


OJ991120 34.0419.C19 


.08 .tm 


Method 


TBLASTX: Maize 




Cf ~x v-f 


21234 




End 


21558 




PT 

ui 


none 




Score 


76 






21234. .21344, 21234. 


.21278, 


21237. .21380, 21239 .. 21355, 






21290. .21343, 21314. 


.21379, 


21321. .21500, 21350. .21499, 






21356. .21400, 21359. 


.21424, 


21390. .21506, 21400 .. 21522, 






21505. .21558, 21505. 


.21555, 


21520. .21537 




Seq. No. 


50273 




Seq. ID 


OJ991120_34.0419. 


C20 


uene ino . 


106776 




Strand 


+ 




O +- -> -v +- 

btdlt 


86 




End 


802 




Name 


OJ991120 34.0419.C20 


. ol . gs 


Method 


GENSCAN 




Start 


86 




End 


802 




GI 


none 




Score 


.78 




Exons 


86. .802 










Seq. No. 


50273 




Seq. ID 


OJ991120_34.0419. 


C20 


Gene No. 


106777 




Strand 







51823 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



394 

OJ991120_34.0419.C20.ol. 
394 

3738337 

394. .448, 2971. .4810 
(AC005170) putative non 
[Arabidopsis thaliana] 



np 



End 

Method 

End 

Score 



4810 
AAT/NAP 
4810 
636 



-LTR retroelement reverse transcriptase 



50273 
106777 
394 

OJ991120_34.0419.C20.ol. 
2536 
none 

2536.-2724, 2538. .2726, 

50273 
106777 
394 

OJ991120_34.0419.C20.o2 
2631 
none 

2631. .2699, 2632. .2700, 

50273 

106777 

394 

OJ991120_34.0419.C20.ol. 

2933 
none 

2933. .3055, 3171. .3356, 

50273 

106777 

394 

OJ991120_34.0419.C20.o3. 

2997 

none 

2997. .3095, 3186. .3440 

50273 

106777 

394 

OJ991120_34 .0419.C20.ol. 

3300 

none 

3300.. 3470, 3303.. 3584, 
3742.. 3801, 3795.. 4067, 
4059. .4256 

50273 

106777 

394 

OJ991120_34.0419.C20.o2, 

3474 

5001452 

3474. .3531, 4676. .4810 



Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 

tw Method TBLASTX : Wheat 

End 2903 

Score 99 
2715.. 2903, 2725.. 2769 

Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 

,tm Method TBLASTX: Maize 

End 3099 

Score 54 
2724. .3098, 2727. .3092, 2911. .3099 



Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 

ts Method TBLASTX: Soybean 

End 3694 

Score 88 
3348.. 3572, 3349.-3582, 3638.-3694 

Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 

tw Method TBLASTX: Wheat 

End 3440 

Score 230 



Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 
tm Method TBLASTX: Maize 

End 4258 

Score 44 
3461.. 3535, 3587. .3739, 3633.-3725, 
3823. .4080, 3882. .4100, 4001. .4258, 



np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991120_34.0419.C20 

48.10 
AAT/NAP 
4810 
69 



51824 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



50273 

106777 

394 

OJ991120_34.0419.C20.o4 .tw 

3894 

none 



Seq. ID OJ991120_34.0419.C20 
Strand 

End 4810 

Method TBLASTX : Wheat 

End 4210 

Score 88 



3894..3929, 3897. .4067, 3933. .4100, 4001. .4210, 4002. .4172, 
4061. .4192 



Seq. No. 50273 

Gene No. 106777 

Start 394 

Name OJ991120_34 . 0419.C20.o2 .tw 

Start 4534 

GI none 

Exons 4534.. 4809, 4550.. 4810 

Seq. No. 50274 

Gene No. 106778 

Start 297 

U Name OJ991110_11 . 04 19 . C7 . ol . gs 

\2 Start 297 

in GI none 

r\l Exons 297.. 412 



Seq. ID OJ991120_34 .0419.C20 
Strand 

End 4810 

Method TBLASTX : Wheat 

End 4810 

Score 94 



Seq. ID OJ991110_11.0419.C7 

Strand + 

End 412 

Method GENSCAN 

End, . 412 

Score - : :.'.4 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_11.0419.C9 
Strand 

End 314 

Method AAT/GAP 

End 178 

Score 336 



50275 
106779 
1 

OJ991110_ll.0419.C9.ol.gp 
1 

uC-osroM202023gl0bl 
1. .178 

'2673907 4.0e-09 (AC002561) hypothetical protein [Arabidopsis 
thaliana] 1 



50275 
106779 
1 

OJ991110_11.0419.C9.ol.np 
1 

7486431 
1. .314 

hypothetical protein F4I1.24 - Arabidopsis thaliana 
gi|3128185|gb|AAC16089.1| (AC004521) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ991110_11.0419.C9 
Strand 

End 314 

Method AAT/NAP 

End 314 

Score- 121 



50275 

106779 

1 

OJ991110_11.0419.C9.ol.tm 
2 

none 

2. .244, 46. .246 



Seq. ID OJ991110_11.0419.C9 
Strand 

End 314 

Method TBLASTX: Maize 

End 24 6 

Score 213 



51825 



Seq. No. 50275 

Gene No. 106779 

Start 1 

Name OJ991110_11 . 0419.C9.ol . gs 

Start 189 

GI none 

Exons 189.. 258 



Seq. ID OJ991110_11.0419.C9 
Strand 

End 314 

Method GENSCAN 

End 258 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

£3 gi 

Kl Exons 



50276 
106780 
1 

OJ991110_ll.0419.C14.ol.np 
1 

4417306 

1..125, 375. .535, 604. .963, 1490. .1510 

(AC006446) putative Athila retroelement 0RF1 protein 

[Arabidopsis thaliana] 



Seq. ID OJ991110_11.0419.C14 
Strand 

End 1510 

Method AAT/NAP 

End 1510 

Score 183 



^ Seq. No. 

*"4 Gene No. 

j=£ Start 

■._ 2 Name 

IZ Start 

= Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50276 

106780 

1 

OJ991110_11.0419.C14.ol.gs 

242 

none 

242. .605 



Seq. No. 50276 

Gene No. 106780 

Start 1 

Name OJ991110_11 . 0419 . C14 . ol . tw 

Start 611 

GI none 

Exons 611.. 826, 842.-946 



Seq. ID OJ991110_11.0419.C14 
Strand 

End 1510 

Method GENSCAN 

End 605 

Score . 5 



Seq. ID OJ991110_11.0419.C14 
Strand 

End 1510 

Method TBLASTX : Wheat 

End 94 6 

Score 8 9 



50277 
106781 
817 

OJ991110_ll.0419.C15.ol.tw 
16 

none 

16. .231, 17. .241 

50277 
106781 
817 

OJ991110_11.0419.C15.o2.tm 
16 

none 

16. .75, 17. .70, 70. .267, 92. .202 



Seq. ID- OJ991110_11.0419.C15 
Strand 

End 1280 

Method TBLASTX : Wheat 

End 241 

Score 149 



Seq. ID OJ991110_11.0419.C15 
Strand 

End 1280 

Method TBLASTX : Mai ze 

End 267 

Score 37 



50277 

106781 

817 

OJ991110_11.0419.C15.ol.ts 

136 

none 



Seq. ID OJ991110_11.0419.C15 
Strand 

End 1280 

Method TBLASTX : Soybean 

End 633 

Score 55 



136. .210, 137. .214, 286. .384, 302. .385, 406. .633 



51826 





Seq. No. 


50277 


Seq. ID 


OJ991110_11.0419.C15 




Gene No. 


106781 


Strand 






Start 


817 


End 


1280 




Name 


OJ991110 11.0419.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


274 


End 


1024 




GI 


none 


Score 


51 




Exons 


274. .393, 412. .717, 413. .526, 621. .716 


, 763. .864, 764. .844, 






842. .1024, 908. .1012 








Seq. No. 


50277 


Seq. ID 


OJ991110_11 .0419.C15 




Gene No. 


106781 


Strand 






Start 


817 


End 


1280 




Name 


OJ991110 11.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


817 


End 


1223 




GI 


7489553 


Score 


523 




Exons 


817. .1223 








GI Descrip. 


probable reverse transcriptase - rice 


(fragment ) 






rri 1 ?4 fi?fi40 1 Pmh 1 PAA7 ^finn 1 1 


(Y13370) reverse transcriptase [0 






sativa] 








Seq. No. 


50277 


Seq. ID 


OJ991110_11.0419.C15 




Gene No . 


106781 


Strand 






Start 


817 


End 


1280 


=~ 


Name 


OJ991110 11.0419.C15.o2.tw 


Method 


TBLASTX: Wheat 


t a? 
1 f| 


Start 


944 


End 


1280 




GI 


none 


Score 


150 


fli 
£3 


Exons 


944. .1021, 1038. .1280 








Seq. No. 


50278 


Seq. ID 


OJ991110_11.0419.C16 


. 


Gene No. 


106782 


Strand 


+ 




Start 


166 


End 


1552 


1 y 


Name 


OJ991110 11.0419.C16.ol.gs 


Method 


GEN SCAN 


s 


Start 


166 


End 


1552 


n 


GI 


none 


Score 


.88 


-_ : 


Exons 


166. .361, 1152. .1274, 1365. 


.1552 




? = 


Seq. No. 


50278 


Seq. ID 


OJ991110_11.0419.C16 




Gene No. 


106783 


Strand 






Start 


94 


End 


2452 




Name 


OJ991110 11.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


94 


End 


2452 




GI 


6063554 


Score 


315 




Exons 


94. .268, 904. .931, 1219. .1418, 2426. .2452 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


50279 


Seq. ID 


OJ991110_11.0419.C17 




Gene No. 


106784 


Strand 






Start 


410 


End 


1995 




Name 


OJ991110 11.0419.C17.ol.gs 


Method 


GENSCAN 




Start 


410 


End 


1995 




GI 


none 


Score 


.58 




Exons 


410. .534, 918. .1201, 1793.. 


1995 






Seq. No. 


50280 


Seq. ID 


OJ991110_11.0419.C18 



51827 




Gene No. 


106785 




Strand 


+ 






Start 


60 




End 


7245 






Name 


OJ991110 ll.0419.C18.ol. 


np 


Method 


AAT/NAP 






Start 


60 




End 


6823 






GI 


6705984 




Score 


412 






Exons 


60. .81, 1483. .2357, 6698. .6823 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


50280 




oeq. xu 


OJ991110 


_11.0419 


.C18 


UC11C Vi\J . 


106785 




Strand 


+ 






Start 


60 




End 


7245 






Name 


OJ991110 ll.0419.C18.ol. 


gs 


Method 


GENSCAN 






Start 


416 




End 


3219 






GI 


none 




Score 


.62 






Exons 


416. .440, 1447. .1650, 2177.. 


2506, 3110 


. .3219 






Seq. No. 






Seq. ID 


OJ991110 


_11.0419 


.C18 


Gene No. 


X \J D / O «J 




Strand 


+ 






Start 


fin 




End 


7245 






Name 


O.TQQ1 1 1 0 11 041 Q Plft n9 


np 


Method 


AAT/NAP 






Start 


1791 




End 


3243 






GI 


6498436 




Score 


346 






Exons 


17Q1 1 o^l 7 9^ft7 


2418 


..2506, 2555. .3066, 


3128. .3243 


GI Descrip. 


^n.rUUUO! J j Iiypu Lilt; Lltal 


protein [Oryza 


sativa] 






Seq. No. 






Seq. ID 


OJ991110_ 


_11.0419 


.C18 


Gene No. 


1 0 fi7R S 

X U O / O J 




Strand 


+ 






<J Lai l. 


fin 




End 


7245 






Name 


OJ991110 ll.0419.C18.o2. 


gs 


Method 


GENSCAN 






Start 


5162 




End 


7245 






GI 


none 




Score 


.77 






Exons 


M fi9 S949 S741 ^77^ 


5858 


..6023, 6216.. 6353, 


6925. .7171, 




7919 794 R 












Seq. No. 


c nop n 




Seq. ID 


OJ991110_ 


_11.0419 


.C18 


Gene No. 


1UD / 0 0 




Strand 








Start 


8398 




End 


8924 






Name 


OJ991110 ll.0419.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1518 




End 


2058 






GI 


none 




Score 


205 






Exons 


1518. .1811, 1534. .1812, 


1536 


..1652, 1703. .1816, 


1709. .1816, 




1713.. 1820, 1828.. 2058, 


1836 


. .2012 








Seq. No. 


50280 




Seq. ID 


OJ991110_ 


_11.0419 


.C18 




106786 




Strand 








Start 


8398 




End 


8924 






Name 


OJ991110 ll.0419.C18.o3. 


gs 


Method 


GENSCAN 






Start 


8398 




End 


8924 








none 




Score 


.9 






Exons 


8398. .8504, 8795. .8924 












Seq. No. 


50281 




Seq. ID 


OJ991110_ 


JL1.0419 


.C19 


Gene No. 


106787 




Strand 








Start 


1 




End 


1110 






Name 


OJ991110 ll.0419.C19.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


1110 






GI 


6691191 




Score 


457 







51828 



Exons 1..34, 485.. 1110 

GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 



Seq. No. 


50281 


Seq. ID 


OJ991110_11.0419. 


C19 


Gene No. 


106787 


Strand 






Start 


1 


End 


1110 




Name 


OJ991110 11.0419.C19.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


151 




GI 


none 


Score 


.64 




Exons 


65. .151 








Seq. No. 


50281 


Seq. ID 


OJ991110 11.0419. 


C19 


Gene No . 


106787 


Strand 






Start 


1 


End 


1110 




Name 


OJ991110 11.0419.C19.ol.ts 


Method 


TBLASTX : Soybean 




Start 


573 


End 


970 




GI 


none 


Score 


110 




Exons 


573. .830, 573. .830, 810. .944, 


836. . 970 






Seq. No. 


50281 


Seq. ID 


OJ991110 11.0419. 


C19 


Gene No, 


106787 


Strand 






Start 


1 


End 


1110 




Name 


OJ991110 11.0419.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


594 ~ 


End 


970 




GI 


none 


Score 


53 




Exons 


594. .830, 730. .777, 833. .970 








Seq. No. 


50282 


Seq. ID 


OJ991110 11.0419. 


C22 


Gene No . 


106788 


Strand 


+ 




Start 


2380 


End 


2691 




Name 


OJ991110 11.0419.C22.ol.gs 


Method 


GENSCAN 




Start 


2380 ~ 


End 


2691 




GI 


none 


Score 


. 47 




Exons 


2380. .2529, 2575. .2691 








Seq. No. 


50282 


Seq. ID 


OJ991110__11.0419. 


C22 


Gene No. 


. 106789 


Strand 


+ 




Start 


5247 


End 


5521 




Name 


OJ991110 11.0419.C22.ol.np 


Method 


AAT/NAP 




Start 


5247 ~ 


End 


5521 




GI 


7106512 


Score 


100 




Exons 


5247. .5521 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


50282 


Seq. ID 


OJ991110JL1.0419. 


C22 


Gene No. 


106790 


Strand 


+ 




Start 


6919 


End 


8314 




Name 


OJ991110 11.0419.C22.o2.np 


Method 


AAT/NAP 




Start 


6919 


End 


8314 




GI 


7523686 


Score 


111 




Exons 


6919.. 6950, 8060. .8314 








GI Descrip. 


(AC009526) Similar to Athila 


ORF 1 [Arabidopsis thaliana] 


Seq. No. 


50282 


Seq. ID 


OJ991110JL1.0419. 


C22 


Gene No. 


106791 


Strand 






Start 


3506 


End 


3890 





51829 




Name 


riTQQI 1 1 n 11 fl/IIQ POO r\0 rre 

ujyyinu ii.U4iy.L.zz.oz.ys 


L v ie tntju. 






Start 


*3 c: r\ a 








GI 


none 


Score 






Exons 


ocnc "3c;Q£ 070*7 "}QQfi 








Seq. No. 


50282 


Seq. ID 


OJ991110_11.0419, 


C22 


Gene No. 


106792 


Strand 






Start 


oyzu 


FnH 


O £. t 




Name 


r\TQQ1 1 1 ("1 11 fi/1 1 Q P9 9 r\A rrc 

(Jjyyiiiu 1 1 . U4 1 y . uz z . oh . g s 


\A f-\ 1»\ 

LYie tnoci 


\J Ci LN O N-^iiLN 




Start 


foyzu 








GI 


none 


Score 


q 




Exons 


coon 1 m 9 qoi q 

oyzu . . / u / z , oz-Ly. .oz<r-4 








Seq. No. 


DUZOO 


c prT t n 


OJ991110 11 0419 


.C23 


Gene No. 


106793 


Strand 


+ 




Start 


1 


End 


915 




Name 


OJ991110 11.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


889 




GI 


6691191 


Score 


631 




Exons 


1..43, 118. .889 








GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


50283 


Seq. ID 


OJ991110_11.0419 


.C23 


Gene No. 


106793 


Strand 


+ 




Start 


1 


End 


915 




Name 


OJ991110 11.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


169 


End 


915 




GI 


none 


Score 


.61 




Exons 


169. .915 








Seq. No. 


50283 


Seq. ID 


OJ991110_11.0419 


.C23 


Gene No. 


106794 


Strand 






Start 


3564 


End 


11528 




Name 


OJ991110 11.0419.C23.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9 


End 


9533 




GI 


none 


Score 


71 




Exons 


9.. 128, 9335.. 9520, 9354.. 9533 






Seq. No. 


50283 


Seq. ID 


OJ991110_11.0419 


.C23 


Gene No. 


106794 


Strand 






Start 


3564 


End 


11528 




Name 


OJ991110 11.0419.C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


304 


End 


831 




GI 


none 


Score 


385 




Exons 


304. .693, 306. .542, 307. .561, 


703. .792, 796. .831 




Seq. No. 


50283 


Seq. ID 


OJ991110_11.0419 


.C23 


Gene No. 


106794 


Strand 






Start 


3564 


End 


11528 




Name 


OJ991110 11.0419.C23.o3.tw 


Method 


TBLASTX: Wheat 




Start 


316 


End 


696 




GI 


none 


Score 


386 




Exons 


316. .696, 372. .533, 615. .695 








Seq. No. 


50283 


Seq. ID 


OJ991110_11.0419 


.C23 


Gene No. 


106794 


Strand 






Start 


3564 


End 


11528 





51830 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3 Seq. No. 
~~ Gene No. 

Start 
i » Name 
C3 Start 

. ^ Exons 



OJ991110_11.0419.C23.o2.gs 

3564 

none 

3564.-3638, 5001. .5037, 5115. 
7528. .7609, 7801. .7866, 7959. 
9874. .10088, 10140. .10557 

50283 

106794 

3564 

OJ991110_11.0419.C23.o2.np 

4549 

5902445 

4549. .5260, 5672. .5820, 7229. 
(AB030283) GAG-POL precursor 

50283 

106794 

3564 

OJ991110_11.0419.C23.o5.tw 

4558 

none 

4558. .4725, 4562. .4729, 4766. 

50283 

106794 

3564 

OJ991110_11.0419.C23.ol.tw 

8935 

none 

8935. .9333 



Method GEN SCAN 
End 10557 
Score .4 

.5157, 5717. .5804, 5940. .6080, 
.8452, 9013. .9323, 9678. .9801, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7330, 9332.. 9894 
[Oryza sativa] 



OJ991110_11. 0419.C23 

11528 
AAT/NAP 
9894 
1421 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4870, 4770. .4865 



OJ991110_11.0419.C23 
11528 

TBLASTX: Wheat 
4870 
124 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_11.0419.C23 
11528 

TBLASTX: Wheat 

9333 

429 



l * Seq. No. 50283 

= Gene No. 106794 

Q Start 3564 

vj.. Name OJ991110_11 . 04 19 . C23 . o2 . tm 

lI Start 9019 
: ~ GI ' none 

l*? Exons 9019.. 9279, 9041.. 9265 

I J 

□ Seq. No. 50283 

Gene No. 106794 

Start 3564 

Name OJ991110_11 . 0419 . C23 . ol . tm 

Start 9464 

GI none 

Exons 9464.. 9532, 9535.. 9819, 9551. 

Seq. No. 50283 

Gene No. 106794 

Start 3564 

Name OJ991110_11 . 04 19 . C23 . o2 . tw 

Start 9538 

GI none 

Exons 9538.. 9828, 9541.. 9948, 9545. 



Seq. ID OJ991110_11.0419.C23 
Strand 

End 11528 

Method TBLASTX : Mai ze 

End 9279 

Score 144 



Seq. ID OJ991110_11.0419.C23 
Strand 

11528 

TBLASTX: Maize 
9820 
152 



End 

Method 
End 
Score 
9820 



Seq. ID OJ991110_11.0419.C23 
Strand 

End 11528 

Method TBLASTX : Wheat 

End 9949 

Score 117 
.9829, 9863. .9949 



Seq. No. 



50283 



Seq. ID OJ991110_11.0419.C23 



51831 



Gene No. 


106794 


Strand 










Start 


3564 


End 


11528 








Name 


OJ991110 11 . 0419.C23.o3.np 


Method 


AAT/NAP 








Start 


9961 ~~ 


End 


11528 








GI 


5902444 


Score 


788 








Exons 


9961. .10582, 11488. .11528 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


50283 


Seq. ID 


OJ991110 


_11 


0419 


.C23 


Gene No. 


106794 


Strand 










Start 


3564 


End 


11528 








Name 


OJ991110 11.0419 C23 o4 tw 


Method 


TBLASTX: 


Wheat 




Start 


10186 ~ 


End 


10542 








GI 


none 


Score 


120 








Exons 


10186. . 10542, 10208. .10450 












Seq. No. 


50284 


' Seq. ID 


OJ991110 


_11 


0419 


.C24 


Gene No. 


106795 


Strand 


+ 








Start 


529 


End 


955 








Name 


OJ991110 11 0419 C24 ol as 


Method 


GENSCAN 








Start 


529 ~ 


End 


955 








GI 


none 


Score 


.78 








Exons 


529. . 610, 876 955 












Seq. No. 


50285 


Seq. ID 


OJ991110 


_11 


0419 


.C25 


Gene No. 


106796 


Strand 


+ 








Start 


1 


End 


1339 








Name 


OJ991110 11.0419.C25.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1339 








GI 


6063554 


Score 


274 









Exons 1..168, 504. .531, 1165. .1339 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


50285 




Seq. ID 


OJ991110 


Gene No. 


106797 




Strand 




Start 


130 




End 


1090 


Name 


OJ991110 


11.0419.C25.ol.gs 


Method 


GENSCAN 


Start 


130 




End 


1090 


GI 


none 




Score 


.72 


Exons 


130. .236, 


447. .599, 1070.. 


1090 




Seq. No. 


50286 




Seq. ID 


OJ991110 


Gene No. 


106798 




Strand 




Start 


172 




End 


592 


Name 


OJ991110 


11.0419.C26.ol.gs 


Method 


GENSCAN 


Start 


172 




End 


592 


GI 


none 




Score 


. 67 


Exons 


172. .332, 


483. .592 






Seq. No. 


50287 




Seq. ID 


OJ991110_ 


Gene No . 


106799 




Strand 


+ 


Start 


351 




End 


8854 


Name 


OJ991110 


11.0419.C27.o7.np 


Method 


AAT/NAP 


Start 


351 




End 


8854 


GI 


4680186 




Score 


312 



51832 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



351. .404, 6832. .6883, 8653. .8854 

(AF111709) unknown [Oryza sativa subsp. indica] 



50287 

106799 

351 

OJ991110_11.0419.C27.o4 .np 

2407 

5042463 



Seq. ID OJ991110_ 

Strand + 

End 8854 

Method AAT/NAP 

End 5357 

Score 120 



11.0419.C27 



2407. .2454, 3644. .3825, 4517. .4670, 4722. .4804, 
(AC007789) unknown protein [Oryza sativa] 



50287 

106799 

351 

OJ991110_11.0419.C27.o2.gs 

4856 

none 



Seq. ID OJ991110_ 

Strand + 

End 8854 

Method GENSCAN 

End 7634 

Score . 4 



5250. .5357 



11.0419.C27 



4856. .5221, 5627. .5803, 6550. .6744, 7536. .7634 



50287 
106799 
351 

OJ991110_11.0419.C27.o5.np 
4856 
7248393 
4856. .5506 

(AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ991110 

Strand + 

End 8854 

Method AAT/NAP 

End 5506 

Score 601 



11.0419.C27 



50287 
106800 
1 

OJ991110_11.0419.C27.ol.np 
1 

5902444' 
1..54, 814. .1250, 4120. .4161 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ991110_ 
Strand 

End 6092 

Method AAT/NAP 

End 4161 

Score 44 4 



11.0419.C27 



50287 
106800 
1 

OJ991110_ll-0419.C27.o2.np 
1 

4680183 

1..54, 814. .1250, 6072. .6092 

(AF111709) gag-pol protein [Oryza sativa subsp 



Seq. ID OJ991110_ 
Strand 

End 6092 

Method AAT/NAP 

End 6092 

Score 439 



11.0419.C27 



50287 

106800 

1 

OJ991110_11.0419.C27.ol.gs 
60 

none 



Seq. ID OJ991110 
Strand 

End 6092 

Method GENSCAN 

End 2064 

Score .51 



indica] 
11.0419.C27 



60. .188, 844. .942, 1227. .1366, 1807. .2064 



50287 
106800 



Seq. ID OJ991110_ 
Strand 



11.0419.C27 



51833 




Start 


1 






End 


6092 


Name 


n tqqi 1 1 n it 


04 1 Q P97 nil 
• U ft X :? . ^Z / .00 


.np 


Method 


a AT /NAP 


.otart 


x y4 U 






End 






*7 HQ £Q 






Score 


y O 


Exons 


1 Q/l O 1 QCc; 
Xy4U . . 1 jDj / 


-31 OQ *}*309 


4992. 


.5038 




tji uescnp. 






protein [Oryza 


oaf i u3 1 
OaLl VdJ 


beq. no. 


ROOQ*7 
OUZO / 






Seq. ID 


OJ991110_11.0419.C27 


Gene No. 


106801 






Strand 




Start 


7650 






End 


8188 


Name 


n tqqi 1 1 0 ii 


04 1 Q P97 nl 


.tm 


Method 


TBLASTX: Maize 


btart 


/ DOU 






End 


8188 




none 






Score 


43 


Exons 


/ DOU . . / / 4 0 , 


T£C1 11 AC, 
/ 00 X . . / /4D, 


7663. 


.7746, 7826.-7855, 7827. .7853, 




/0Z0 . . / 0 0 4 , 


1QAO ft 1 "77 
/04Z..0X//, 


7843. 


.8109, 7851. .8174, 7859. .8188 


beg. wo. 


ouzoo 






Seq. ID 


OJ991110_11.0419.C28 


Gene No. 


106802 






Strand 




Start 


1051 






End 


2351 


Name 


n tqqi 1 1 0 ii 


04 1 Q P9ft nl 


.np 


Method 


AAT/NAP 


btart 


1UO 1 






End 


2351 


GI 


4ooUX /y 






Score 


1754 


Exons 


1U01 . . ZJj 1 










GI Descrip. 


[At 111 / uy ) 


poxypro tein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


50288 






Seq. I'D 


OJ991110_11.0419.C28 


Gene No. 


106802 






Strand 




otart 


1U01 






End 


2351 


Name 


r\ tq Qi 1 1 ft 1 1 

ujyyxxxu 11 


O A 1 Q POQ ^*3 

. u 4 x y . l,zo . 00 


.tw 


Method 


TBLASTX : Wheat 


btart 


iuy d 






End 


1429 




none 






Score 


132 


Exons 


XU y D . . X 4 Zo , 


1 1 en 1/19Q 
XXDU..X4Zy 








Seq. No. 


50288 






Seq. ID 


OJ991110_11.0419.C28 


Gene No. 


106802 






Strand 




0 tar l. 


1 om 






End 


2351 


Name 


• n TQQI 1 1 n 11 

ujyyxxxu 11 


. U4 X y . L/Z 0 . ox 


.tm 


Method 


TBLASTX: Maize 


btart: 


XZ / O 






End 


1854 


C T 
(jX 


none 






Score 


220 


Exons 


1 9*7 C 1 *7 0*7 
XZ / 0 . . X / U / , 


1 OQO 1 *7 flQ 

xz yz . . x / uo / 


1708. 


.1854, 1712. .1846 


Seq. No. 


50288 






Seq. ID 


OJ991110_11.0419.C28 


Gene No. 


106802 






Strand 




b tar l 


1U 0 1 






End 


2351 


Name 


r\ tqqi 1 1 n 11 


. u 4 x y . LZo . ox 


.tw 


Method 


TBLASTX: Wheat 


btart 


X4zy 






End 


2032 


GI 


none 






Score 


158 


Exons 


1 A OQ, 1 CQQ 

X4zy . . x byy , 


X4 jU . . X / UZ / 


1708. 


.1890, 1708. .1908, 1862. .2032 


icq. IN O . 


ouzoo 






Seq. ID 


OJ991110_11.0419.C28 


Gene No. 


106802 






Strand 




Start 


1051 






End 


2351 


Name 


OJ991110 11 


.0419.C28.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1901 






End 


2193 


GI 


none 






Score 


197 


Exons 


1901. .2191, 


1905. .2192, 


2008. 


.2193, 2023.. 2193 



51834 



Seq. No. 50288 Seq. ID 

Gene No. 106802 Strand 

Start 1051 End 

Name OJ991110_11 . 0419 . C28 . ol . ts Method 

Start 1991 End 

GI none Score 

Exons 1991.. 2227, 1992.. 2246 



OJ991110_11.0419.C28 
2351 

TBLASTX : Soybean 

2246 

141 





C a **t M /*\ 

oeq . in o . 


50288 




Seq. ID 


O.TQQ1110 11 041 9 C?ft 




Gene No. 


106802 




Strand 






Start 


1051 




End 


2351 




Name 


OJ991110 ll.0419.C28.o2 


.tw 


Method 






otaiL 


2039 




End 


?^4 1 
J *4 X 




bJ. 


none 




Score 






LXons 


2039.. 2341, 2040.. 2297, 


2045. 


.2326 






Cart XT /-i 

b e q . in o . 


50289 




Seq. ID 


D.TQQ1 1 1 fl 11 (141 Q P?9 




bene lno. 


106803 




Strand . 


-f- 




Start 


388 




End 


5433 




Name 


OJ991110 ll.0419.C29.o2 


.np 


Method 


AAT/NAP 






388 




End 


5433 






4680186 




Score 


299 




Exons 


388. .508, 4314. .4395, 5232. .5433 




•J 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 


% 


beq. wo. 


50289 




Seq.' ID 


OJ991110_11.0419.C29 


E.i if 


bene djo. 


106804 




Strand 






Start 


1 




End 


5241 


h J 


Name 


OJ991110 ll.0419.C29.ol 


.np 


Method 


AAT/NAP 






1 




End 


3049 






4680179 




Score 


3017 




Exons 


1..1926, 1960. .3049 










\j± uescrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


f ^ 


beq. ino. 


50289 




Seq. ID 


OJ991110_11.0419.C29 




UCilC IN (J. 


106804 




Strand 






Start 


1 




End 


5241 




Name 


OJ991110 ll.0419.C29.o2 


.gs 


Method 


GENSCAN 


w 


Start 


1462 




End 


5241 




GI 


none 




Score 


.79 




Exons 


1462. .1664, 1851. .2001, 


2034. 


.2204, 2396. .2558, 2634. .3049, 






3220. .3244, 3301. .3489, 


3551. 


.3857, 3887. .4106/ 5197. .5241 




Seq. No. 


50289 




Seq. ID 


OJ991110_11.0419.C29 




Gene No. 


106805 




Strand 






Start 


6238 




End 


6554 




Name 


OJ991110 ll.0419.C29.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


28 




End 


531 




GI 


none 




Score 


239 




Exons 


28. .531, 106. .453, 113. 


.499 







Seq. No. 50289 Seq. ID 

Gene No. 106805 Strand 

Start 6238 End 

Name 0 J9 9111 0_11. 0419. C29.ol.tm Method 

Start 106 End 

GI none Score 



OJ991110_11.0419.C29 
6554 

TBLASTX: Maize 

460 

161 



51835 




R von *? 


106. .459, 


112. .459, 113. 


.460 








Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


11.0419.C29.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


277 ~~ 






End 


522 






none 






Score 


88 




R vnn s 


277 . . 522, 


281 . . 508 










Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


11.0419.C29.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


466 ~~ 






End 


812 






none 






Score 


59 




Exons 


466. . 642, 


615. .812, 625. 


.720 








Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


11.0419.C29.o3. 


tw 


Method 


TBLASTX: Wheat 






532 ~~ 






End 


833 






none 






Score 


89 




R von s 


532 642, 


548 . . 640, 615 . 


.833 


, 625. .822, 


630. .830, 764.. 


832 


O vU • LN « 


50289 






Seq. ID 


OJ991110 11.0419 


.C2 9 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


ll.0419.C29.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


537 






End 


941 




ox 


none 






Score 


46 




R v nn «; 


537 653. 


547 . . 642, 615 . 


. 905 


, 625. .822, 


633.. 905, 909.. 


941, 




910. . 939 












Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


ll.0419.C29.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


828 






End 


1292 






none 






Score 


71 




R von 9 


828. .1292, 868. .1029, 1057.. 


1224 






Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


ll.0419.C29.o2. 


tw 


Method 


TBLASTX: Wheat 






882 






End 


1365 






none 






Score 


264 




R von ^ 


882. .1364 


, 925.. 1365 










Seq. No. 


50289 






Seq. ID 


OJ991110_11.0419 


.C29 


Gene No. 


106805 






Strand 






Start 


6238 






End 


6554 




Name 


OJ991110 


ll.0419.C29.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1556 






End 


1902 




GI 


none 






Score 


58 





51836 



Exons 



1556. .1648, 1570. .1671, 1696. .1902, 1781.. 1852 



Seq. No. 50289 

Gene No. 106805 

Start 6238 

Name OJ991110_11 . 0419. C29. o4 , 

Start 2450 

GI none 

Exons 2450.. 2812, 2451.. 2810 



tw 



Seq. ID OJ991110_11.0419.C29 
Strand 

End 6554 

Method TBLASTX : Wheat 

End 2812 

Score 147 



"Seq. No. 50289 

Gene No. 106805 

Start 6238 

Name OJ991110_ll.0419.C29.o3, 

Start 6238 

GI none 

Exons 6238.. 6322, 6415.. 6554 



gs 



5 : = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



l'^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50290 

106806 

4946 

OJ991110_11.0419.C31.ol, 

4946 

6691716 

4946. .5834, - 6032. .6206, 
7001.. 7112, 7263.. 7367, 
(AP000492) hypothetical 
gi I 6691717 | dbj [BAA89397, 
[Oryza sativa] 

50290 

106806 

4946 

OJ991110_ll.0419.C31.o2, 

5558 

none 

5558. .5830, 6061. .6206, 
7248. .7367, 7439. .7782 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_11.0419.C29 

6554 
GENSCAN 
6554 
.55 



Seq. ID OJ991110_11.0419.C31 

Strand + 

End 7878 
np Method AAT/NAP 

End 7878 

Score 2734 
6299. .6411, 6488. .6663, 6741. .6928, 
7439. .7878 

protein [Oryza sativa] 

1| (AP000570) hypothetical protein 



Seq. ID OJ991110_11.0419.C31 

Strand + 

End 7878 

gs Method GENSCAN 

End 7782 

Score .91 
6299. .6663, 6741. .6928, 7001. .7190, 



U Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419 


.C31 


Gene No. 


106807 








Strand 






Start 


2623 








End 


5248 




Name 


OJ991110 11 


.0419. 


C31.ol 


.gs 


Method 


GENSCAN 




Start 


2623 








End 


5248 




GI 


none 








Score 


.63 




Exons 


2623. .2816, 


3851. 


.4013, 


4829. 


.5038, 5105. .5248 




Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419 


.C31 


Gene No. 


106808 








Strand 






Start 


8217 








End 


9994 




Name 


OJ991110 11 


.0419. 


C31.o3 


.tw 


Method 


TBLASTX .-Wheat 




Start 


5039 








End 


5356 




GI 


none 








Score 


198 




Exons 


5039. .5356 














Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419 


.C31 


Gene No. 


106808 








Strand 







51837 




Start 8217 End 9994 

Name OJ991110_11 . 0419 .C31 . o3 . gs Method GENSCAN 

Start 8217 End 9251 

GI none Score . 63 

Exons 8217. .8401, 8489.-8794, 8870. .9172, 9200. .9251 



Seq. No. 50290 Seq. ID 

Gene No. 106808 Strand 

Start 8217 End 

Name OJ991110_11 . 0419. C31 . o2 . np Method 

Start 8220 End 

GI 5902445 Score 

Exons 8220.. 9229, 9935.. 9994 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ991110_11.0419.C31 

9994 
AAT/NAP 
9994 
1546 



Seq. No. 50290 Seq. ID 

Gene No. . 106808 Strand 

Start 8217 End 

Name 0 J991 1 1 0_1 1 . 0 4 1 9 . C3 1 . ol . tw Method 

Start 8247 End 

GI none Score 
Exons 



OJ991110_11.0419.'C31 
9994 

TBLASTX: Wheat 

8843 

110 



8247. .8366, 8352. .8843, 8581. .8820 





Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419. 


C31 




Gene No. 


106808 








Strand 






ex 


Start 


8217 








End 


9994 




• i 


Name 


OJ991110 11. 


0419. 


C31.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


8268 








End 


8522 




-J 


GI 


none 








Score 


71 






Exons 


8268. .8369, 


8308. 


.8370, 


8349. 


.8522, 8350. .8403 




3? 


Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419. 


C31 




Gene No. 


106808 








Strand 








Start 


8217 








End 


9994 






Name 


OJ991110 11. 


0419. 


C31.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


8859 








End 


9212 






GI 


none 








Score 


191 






Exons 


8859. .9212, 


8866. 


.9207 












Seq. No. 


50290 








Seq. ID 


OJ991110_11.0419. 


C31 




Gene No. 


106808 








Strand 








Start 


8217 








End 


9994 






Name 


OJ991110 11. 


0419. 


C31.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


9023 








End 


9234 






GI 


none 








Score 


187 






Exons 


9023. .9232, 


9024. 


.9233, 


9025. 


.9234 








Seq. No. 


50291 








Seq. ID 


OJ991110_11.0419. 


C32 




Gene No. 


106809 








Strand 


+ 






Start 


12 








End 


1276 






Name 


OJ991110 11. 


0419. 


C32.ol 


.gs 


Method 


GENSCAN 






Start 


12 








End 


1276 






GI 


none 








Score 


.68 






Exons 


12. .70, 565. 


.661, 


965. . 


1276 









Seq. No. 50291 Seq. ID OJ991110_11 . 04 19 . C32 

Gene No. 106810 Strand 

51838 




Start 


129 




End 


3315 




Name 


OJ991110 ll.0419.C32.ol 


.np 


Method 


AAT/NAP 




Start 


129 




End 


3315 




GI 


4680180 




Score 


749 




TT vnn s 


129. .157, 2088. .2684, 3293.. 


3315 






\J X 1_/ C _L. • 


(AF111709) Dolvorotein 


[Oryza sativa subsp. indica] 




Seq. No. 


50291 




Seq. ID 


OJ991110_11.0419 


.C32 


Gene No. 


106810 




Strand 






Start 


129 




FnH 


^1 s 
jji j 




Name 


OJ991110 ll.0419.C32.o2 


.gs' 


Method 


GENSCAN 




Start 


2332 




End 


2592 




GI 


none 




Score 


.98 




F.jfons 


2332 2592 










Seq. No. 


50291 




Seq. ID 


OJ991110_11.0419 


.C32 


Gene No. 


106810 
.±. \j \j \j x \j 




Strand 






Start 


129 




. End 


3315 




Name 


OJ991110 11 0419 C32 ol 


• LW 


Method 


TBLASTX: Wheat 




Start 


2398 




End 


2685 




GI 


none 




Score 


80 




P. vnn 


2398 2685 2534 2683 










Qpn No 


50292 




Seq. ID 


OJ991110_11.0419 


.C33 


Gene No. 


106811 




Strand 


+ 




Start 


774 




End 


3651 




Name 


OJ991110 11 0419 C33 ol 


. gs 


Method 


GENSCAN 




Start 


774 _ 




End 


3651 




GI 


none 




Score 


.71 




von ^ 


774. .1658, 1736. .2025, 


2108. 


.2466, 2544. .2719, 2793. .2982, 




3054. .3158, 3232. .3449, 


3466 


. .3651 






Spa No 


50292 




Seq. ID 


OJ991110_11.0419 


.C33 


Qpno Mo 


106811 




Strand 


+ 




Start 


774 




End 


3651 




Name 


OJ991110 11 0419 C33 ol 

y > 1 1 1 W XX.W^XJS* Vur ~J • \^ -L 


.np 


Method 


AAT/NAP 




Start 


774 _ 




End 


3648 




GI 


6691716 




Score 


2362 




J—J i 1 ijj 


774 1662 1851 2025 


2108. 


.2216, 2293. .2466, 2544. .2719, 




2793. .2895, 3045. .3158, 


3232 


. .3648 






CZ T Hp^rT"! n 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






ai 166917171 dbi 1 BAAS 9397 


.11 (AP000570) 


hypothetical protein 




[_ w jl y ^ d oa ljl va j 










Seq. No. 


50292 




Seq. ID 


OJ991110_11.0419 


.C33 


Gene No. 


10681 2 




Strand 






Start 


3988 




End 


4500 




Name 


OJ991110 ll.0419.C33.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


867 




End 


1184 




GI 


none 




Score 


194 




Fvnn ct 

Hi AU1 lO 


867. .1184 










Seq. No. 


50292 




Seq. ID 


OJ991110_11.0419 


.C33 


Gene No. 


106812 




Strand 






Start 


3988 




End 


4500 




Name 


OJ991110 ll.0419.C33.o2 


. np 


Method 


AAT/NAP 




Start 


3988 




End 


4500 





51839 



GI 


5902445 






Score 


767 




Exons 


3988. .4500 












GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza .sativa] 




Seq. No. 


50292 






Seq. ID 


OJ991110_11 .0419 


.C33 


Gene No. 


lUoolz 






Strand 






Start 


3988 






End 


4500 




Name 


OJ991110 11 


.0419. C33 . Ol 


. tw 


Method 


TBLASTX : wheat 




Start 


3997 






End 


4458 




GI 


none 






Score 


79 




Exons 


3997. .4128, 


4153. .4458, 


4352. 


. 4456 






Seq. No. 


50292 






Seq. ID 


OJ991110_11 .0419 


.C33 


Gene No. 


lOool^ 






Strand 






Start 


3988 






End 


4500 




Name 


OJ991110 11 


.0419. C33 . ol 


. tm 


Method 


TBLASTX : Mai ze 




Start 


4036 






End 


4290 




GI 


none 






Score 


90 




Exons 


4036. .4137, 


4037. .4123, 


4117. 


.4290, 4; 


118. .4249 




Seq. No. 


50292 






Seq. ID 


OJ991110_11.0419 


.C33 


Gene No. 


106812 






Strand 






Start 


3988 






End 


4500 




Name 


OJ991110 11 


. 0419 ,C33 . o2 


.gs 


Method 


GEN SCAN 




Start 


4180 






End 


4379 




GI 


none 






Score 


.88 




Exons 


4180. .4379 












Seq. No. 


50293 






Seq. ID 


OJ991110 11.0419.C34 


Gene No. 


106813 






Strand 






otart 


1 






End 


1279 




Name 


OJ991110 11 


.0419.C34.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


1279 




GI 


5902445 






Score 


1893 




Exons 


1..752, 787 


. .1279 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


50293 






Seq. ID 


OJ991110_11.0419 


.C34 


Gene No . 


lUoolo 






Strand 






Start 


1 






End 


1279 




Name 


OJ991110 11 


.0419.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


245 




GI 


none 






Score 


186 




Exons 


3. .245 












Seq. No. 


50293 






Seq. ID 


OJ991110_11.0419 


.C34 


Gene No. 


106813 






Strand 






Start 


1 






End 


1279 




Name 


OJ991110 11 


.0419.C34.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3 






End 


245 




GI 


none 






Score 


179 




Exons 


3. .245 












Seq. No. 


50293 






Seq. ID 


OJ991110_11.0419 


.C34 


Gene No. 


106813 






Strand 






Start 


1 






End 


1279 




Name 


OJ991110 11 


.0419.C34.o2 


.tw 


Method 


TBLASTX: Wheat 





51840 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



303 
none 

303. .593, 463. .585 

50293 

106813 

1 

OJ991110_11.0419.C34.o2.tm 

369 

none 

369. .623, 508. .615 

50293 

106813 

1 

OJ991110_11.0419.C34 .ol.ts 

496 

none 



End 
Score 



593 
95 



Seq. ID OJ991110_11.0419.C34 
Strand 

End 1279 

Method TBLASTX: Maize 

End 623 

Score 67 



Seq. ID OJ991110_11.0419 
Strand 

End 1279 

Method TBLASTX : Soybean 

End 909 

Score 132 



.C34 



496.-744, 498. .740, 805. .909, 806. .901 



50293 

106813 

1 

OJ991110_11.0419.C34 .ol.tw 

594 

none 



Seq. ID OJ991110_11.0419. 
Strand 

End 1279 

Method TBLASTX : Wheat 

End 1027 

Score 120 



C34 



594. .740, 595. .741, 797. .1027, 805. .1026 



50293 

106813 

1 

OJ991110_11.0419.C34.o3.tw 

1036 

none 

1036.. 1278, 1037.. 1276 

50294 

106814 

12183 

OJ991110_11.0419.C35.o4 .gs 

12183 

none 



Seq. ID OJ991110_11.0419, 
Strand 

End 1279 

Method TBLASTX : Wheat 

End 1278 

Score 110 



C34 



Seq. ID OJ991110_11.0419 

Strand + 

End 14595 

Method GEN SCAN 

End 14595 

Score .57 



.C35 



12183. .12188, 12340. .12603, 14416. .14595 



50294 

106815 

292 

OJ991110_11.0419.C35.o2.tm 
1 

none 



Seq. ID OJ991110_11.0419.C35 
Strand 

End 12016 

Method TBLASTX : Mai ze 

End 8468 

Score 85 



1..150, 2. .109, 8118. .8468, 8122. .8427 



50294 

106815 

292 

OJ991110_11.0419.C35.o2.tw 
1 



Seq. ID OJ991110_11.0419.C35 
Strand 

End 12016 

Method TBLASTX : Wheat 

End 8610 



51841 





GI 


none 


Score 


220 






Exons 


1..315, 2. .301, 8274. .8600, 


8275 . . 8610 








Seq. No. 


50294 


Seq. ID 


OJ991110 11.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 






Name 


OJ991110 11.0419.C35.ol.np 


Method 


AAT/NAP 






Start 


292 ~ 


End 


11561 






GI 


5902444 


Score 


4165 






Exons 


292. .804, 5163.'. 7285, 11233. 


.11561 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


50294 


Seq. ID 


OJ991110_11.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 






Name 


OJ991110 11.0419.C35.o3.tw 


Method 


TBLASTX: Wheat 






Start 


500 


End 


9272 






GI 


none 


Score 


143 






Exons 


500. .727, 502. .726, 5163. .5315, 8793.. 


9053, 8851.. 9051, 








9096. .9272 










Seq. No. 


50294 


Seq. ID 


OJ991110JL1.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 






Name 


OJ991110 11.0419.C35.o6.tw 


Method 


TBLASTX: Wheat 




\2 


Start 


3048 ~ 


End 


3542 




fn 


GI 


none 


Score 


81 




F!I 

!=*= 


Exons 


3048.. 3227, 3069.. 3227, 3251 


..3532, 3252. .3542 






Seq. No. 


50294 


Seq. ID 


OJ991110_11.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 




f j § 


Name 


OJ991110 11.0419.C35.o2.ts 


Method 


TBLASTX : Soybean 






Start 


3066 


End 


3440 






GI 


none 


Score 


97 






Exons 


3066. .3251, 3246.. 3440 










Seq. No. 


50294 


Seq. ID 


OJ991110_11.0419. 


C35 




Gene No. 


106815 


Strand 






f ^ 


Start 


292 


End 


12016 




£ =3. 


Name 


OJ991110 11.0419.C35.o2.gs 


Method 


GENSCAN 






Start 


4922 


End 


7817 






GI 


none 


Score 


.67 






Exons 


4922. .5027, 5107.. 5954, 6021 


..6293, 6307. .7437, 7480. .7727, 






7736. .7817 










Seq. No. 


50294 


Seq. ID 


OJ991110_11.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 






Name 


OJ991110 11.0419.C35.o5.tw 


Method 


TBLASTX: Wheat 






Start 


5895 


End 


10254 






GI 


none 


Score 


93 






Exons 


5895. .6290, 6028.. 6291, 9915 


..10253, 9946. .10254 






Seq. No. 


50294 


Seq. ID" 


' OJ991110J.1.0419. 


C35 




Gene No. 


106815 


Strand 








Start 


292 


End 


12016 





51842 



Name 




f) 4 1 Q P**R n4 


• L W 


Method 


TBLASTX : 




Cf 2 rf 

o tar t 


7 9Q6 ~~ 






End 


7659 




p t 


none 






Score 


76 




Exons 


79Q6 74flQ 


79Q7 741 0 


7^0? 


..7659, 7304. .7480, 


7499 7611 


Seq. No. 


50294 






Seq. ID 


OJ991110 


_11.0419.C35 


Gene No. 


106815 






Strand 






OLall 


9 Q9 






End 


12016 




Name 


HTQQ1 1 1 0 11 
VJU.7.7111U 11 • 


04 1 Q P^S nl 


■ till 


Method 


TBLASTX : 


Lid lie 


OLalU 


7 4 £9 ~~ 






End 


7880 




III 


none 






Score 


46 






7469 76"}ft 


7474 7SQ^ 


7696 

/ D c. \j 


. .7880, 7627 . .7848, 


/ VJ \J « ■ / O »J J 


Seq. No. 


50294 






Seq. ID 


OJ991110 


_11.0419.C35 


Gene No. 


106815 






Strand 


- 




Of- -a r-t- 
o Lai L 


9 Q9 






End 


12016 




Name 


n tqqi 1 1 n it 

Uu 351 J.1U 11. 


04 1 Q P^S nl 


• to 


Method 


TBLASTX : 


Q /-\ pan 
ouyjjcau 


P4- y+- 


7 £4 1 _ 






End 


7940 




P T 
ul 


none 






Score 


73 




Exons 


7 £4 1 7 G4 Pi 


7700 7 QH1 


7 7 fl Q 


. .7932 






Seq. No. 


50294 






Seq. ID 


OJ991110 


_11.0419.C35 


Gene No. 


106815 






Strand 






C -t- s >~ +- 








End 


12016 




Name 


Pi TQQ1 1 1 fl 11 
UJ^yillU 11. 


04 1 Q P*}^ n1 
Ufilj.^jJ .01 


. LW 


Method 


TBLASTX: 


Wiled L 


otart 


7 fl 94 ~ 






End 


8243 




PT 


none 






Score 


238 




Exons 


7 Q 9 4 QO/i O 


709c Q941 










oeq . iNO . 








Seq. ID 


OJ991110 


11 04 1 Q p^R 
11 . U*i 1 ^ . J J 


(aene jno . 


i n fifi i ^ 






Strand 






Start 


292 






End 


12016 




Name 


OJ991110 11. 


0419.C35.o3 


.gs 


Method 


GENSCAN 




o tart 


/ y 11 






End 


12016 




PT 


none 






Score 


.73 




Exons 


7 Q1 1 Q 1 Q7 
/yil. ,Ol3/, 


8327. .8450, 


8724 


..9286, 9425. .9538, 






i nnm i ni nft 

1UUU1. .1U1UO 


, 10161. .10318, 


10469. .11036, 11099 


11917 
. . 1 1 £. 1 / , 




1 1 ooo iicn 
I lzzZ . . 1 10 1J 


, 11598. .11648, 


11993. .12016 




Seq. No. 


50295 






Seq. ID 


OJ991110 


_11.0419.C39 


Gene No. 


106816 






Strand 


+ 




Start 


168 






End 


1254 




Name 


OJ991110 11. 


0419.C39.ol 


.np 


Method 


AAT/NAP 




Start 


168 






End 


1254 





GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



240 



6907087 
168. .1081, 1190. .1254 

(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



50296 

106817 

1 

OJ991110_11.0419.C40.ol.np 
1 

6907087 
1. .166 



Seq. ID OJ991110_11.0419.C40 

Strand + 

End 166 

Method AAT/NAP 

End 166 

Score 123 



51843 



GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
* sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_11.0419.C40 

Strand + 

End 2200 

Method AAT/NAP 

End 2200 

Score 73 



50296 
106818 
1630 

OJ991110_11.0419.C40.o3.np 
1630, . . 
629693 
1630. .1848, 2156. .2200 

probable integrase - common tobacco (fragment) 
gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



50296 

106819 

59 

OJ991110_ll.0419.C40.ol.gs 
59 

none 



Seq. ID OJ991110_11.0419.C40 
Strand 

End 4006 

Method GENS CAN 

End 4006 

Score .7 



59. .165, 861. .914, 1441. .1498, 1843. .2043, 2542. .2928, 
3011. .3124, 3197. .3255, 3408. .3531, 3627. .3752, 3833. .4006 



50296 
106819 
59 

OJ991110_ll.0419.C40.o2.np 
559 

4680186 
559. .764, 2464. .2508 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991110_11.0419.C40 
Strand 

End 4006 

Method AAT/NAP 

End 2508 

Score 223 



50297 

106820 

41 

OJ991110_ll.0419.C41.ol.gs 
41 

none 

41. .726, 1171. .1223 



Seq. ID OJ991110_11.0419.C41 
Strand 

End 1223 

Method GENSCAN 

End 1223 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ991110_11.0419.C45 
Strand + 

1937 
AAT/NAP 
1937 
660 



End 

Method 

End 

Score 



50298 
106821 
1 

OJ991110_11.0419.C45.ol.np 
1 

7248394 
1..692, 1906.. 1937 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



50298 

106821 

1 

OJ991110 11.0419.C45.ol.tm 



Seq. ID OJ991110_11.0419.C45 

Strand + 

End 1937 

Method TBLASTX : Mai ze 



51844 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
3 Start 
=1 Name 
£ Start 

:: gi 

j-f Exons 

1 

J Seq. No. 

=? Gene No . 

f* Start 

- Name 
Start 

a gi 

J Exons 

I GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 24 6 

none Score 254 

1..246, 1..84, 3. .245, 157. .246 



50298 

106821 

1 

OJ991110_11.0419.C45.o2.np 
1 

4680180 

1. .1375, 1915. .1937 



50298 

106821 

1 

OJ991110_11.0419.C45.ol.ts 

554 

none 



50298 
106821 
1 

OJ991110_11.0419.C45.ol.gs 
829 
none 

829. .1590 

50299 
106822 
1 

OJ991110_11.0419.C4 6.ol.np 
1 

5295955 

1..197, 846. .888, 918. .1197 
(AB026295) Similar to Epstej 
[Oryza sativa] 

50300 
106823 
1 

OJ991110_11.0419.C47.ol.np 
1 

7484649 
1. .701 

reverse transcriptase - beet retrotransposon (fragment) 

gi I 2462134 | emb | CAA73798.il (Y13368) reverse transcriptase [Beta 

vulgaris] 

50301 
106824 
118 

OJ991110_11.0419.C48.ol.np 
118 

7489803 
118. .1283 



Seq. ID 


OJ991110_11.0419.C45 


Strand 


+ 


End 


1937 


Method 


AAT/NAP 


End 


1937 


Score 


476 


sativa subsp. indica] 


Seq. ID 


OJ991110_11.0419.C45 


Strand 


+ 


End 


1937 


Me tnOQ 


"PUT BCTY • Qrx r V> o a r\ 
1 D-Urw 1 A . oOyDcan 


End 


963 


Score 


157 


712. .795 


, 713. .796, 793..963 


Seq. ID 


OJ991110_11.0419.C45 


Strand 


+ 


End 


1937 


Method 


GEN SCAN 


End 


1590 


Score 


.66 


Seq. ID 


OJ991110_11.0419.C46 


Strand 


+ 


End 


1197 


Method 


AAT/NAP 


End 


1197 


Score 


267 


-Barr virus (EBV) genome. (V015 


Seq. ID 


OJ991110_11.0419.C47 


Strand 


+ 


End 


701 


Method 


AAT/NAP 


End 


701 


Score 


252 



Seq. ID OJ991110_11.0419.C48 

Strand + 

End 1283 

Method AAT/NAP 

End 1283 

Score 695 



51845 




GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5 1 end not determined 
experimentally [Zea mays] 



Qprf No 


50301 






Seq. ID 


OJ991110 11 0419 C48 




106824 






Strand 


+ 


Start 


118 






End 


1283 


Name 


OJ991110 


11 . 0419. C48 


.ol . 


tw Method 


TBLASTX : Wheat 


Start 


544 






End 


1102 


GI 


none 






Score 


100 


Exons 


544. .753, 


815. .1102, 


923 


..1093, 928.. 


1101 


Seq. No. 


50301 






Seq. ID 


OJ991110_11.0419.C48 


Gene No. 


106824 






Strand 


+ 


Start 


118 






End 


1283 


Name 


OJ991110 


11.0419.C48 


.ol. 


tm Method 


TBLASTX : Maize 


Start 


769 






End 


1247 


GI 


none 






Score 


74 


Exons 


769. .837, 


779. .835, 


836. 


.1183, 922. .1140, 1181. .1246, 1191. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50301 Seq. ID 

106824 Strand 

118 End 
OJ991110_11.0419.C48 .ol.ts Method 

94 4 End 

none Score 

944. .1189, 961. .1188, 1191. .1244 



OJ991110_11.0419.C48 
+ 

1283 

TBLASTX : Soybean 

1244 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50302 Seq. ID 

106825 Strand 

1 End 

0 J9 9 1 1 1 0_1 1.0419.C49.ol.np Me t hod 

1 End 

4416302 Score 
1. .162 

(AF105716) copia-type pol polyprotein [Zea mays] 



OJ991110_11.0419.C49 
+ 

162 

AAT/NAP 
162 
145 



50303 
106826 
1 

OJ991110_11.0419.C50.ol.np 
1 

4689454 

1..87, 148. .641, 1838. .1888 

(AC006267) putative polyprotein [Arabidopsis thaliana] 



Seq. ID OJ991110_11.0419.C50 
Strand 

End 1888 

Method AAT/NAP 

End 1888 

Score 161 



Seq. No. 50303 Seq. ID 

Gene No. 106826 Strand 

Start 1 End 

Name OJ991110_11 . 0419 .C50 . o2 . np Method 

Start 1 End 

GI 6705984 Score 

Exons 1 . . 717 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



OJ991110_11.0419.C50 

1888 
AAT/NAP 
717 
266 



Seq. No. 
Gene No. 



50303 
106826 



Seq. ID 
Strand 



OJ991110 11.0419.C50 



51846 




Start 


1 




End 


1888 




Name 


o.tqqi 1 1 n ii n4i q p^o n? 


.np 


Method 


AAT /MAP 




O Ldl U 


1 ~ ~ 

X 




End 


1 ftfift 




P,T 
v?X 


fift 1 ^0^9 




Score 


907 




Exons 


it • 1 J J ; U JJ • t 71Jf X / J *S • 


.1888 








P-T PloCPTI T~\ 

Ol UOOU>XX£j. 


fAPOOIOftOl hvnn+-hpt-i 1 


protein [Oryza 


eaf i T7i3 1 




Seq. No. 


50303 




Seq. ID 


OJ991110_11.0419. 


C50 


Gene No. 


106826 




Strand 






O tal C 


1 
x 




Hil iU 


1 ftft ft 

lOOO 




Name 


O.TQQ1 1 1 0 11 041 Q PSO nl 


.tw 


Method 


TRT.A^TX * Wh^P t - 

X OLnO 1 /\ . VVllCd L 




olal C 


1 4ft ~ 

XIO 




End 


64 9 






r-> Tt C> 




Score 


61 

O X 




Exons 


14ft 4^R 46^ 691 46^ 


. .642 








Seq. No. 


50303 




Seq. ID 


OJ991110_11.0419. 


C50 


Gene No. 


106826 




Strand 






jLdl L 


i 

X 




Hi 11 CI 


1888 

X o o o 




Name 


O.TQQ1 1 1 D 11 041 Q PS0 nl 
UU3511XU XX . Uftl^.LJU . ux 


:ts 


Method 


1 Dlinu 1A ■ OUyXJCClll 




Qf a y-f- 


9 SO ~~ 




End 


694 

D ^ 1 






none 




Score 


ft 6 




Exons 


9S0 444 4^Q 694 

^ J VJ . .Ill; 4 JJ. • U^> *X 










Seq. No. 


50303 




Seq. ID 


OJ991110JL1.0419. 


C50 


Gene No. 


106826 




Strand 






Qf- a -r-h 
jLdl L 


i 

X 




jjna 


1 ftftft 

lOOO 




Name 


OTQQ1 1 1 fl 11 041Q PRO nl 
UJ-/5XXXU XX , t/JU # UX 


.gs 


Method 


P.FMQP AM 




Cf -3 r~f 


R Q7 ~~ 
j y f 




End 


7 "3 R 
/ J J 




PT 


none 




Score 


6"3 
■ Oj 




Exons 


j j / . . / jj 










Seq. No. 


50304 




Seq. ID 


OJ991110_11.0419. 


C51 


Gene No. 


106827 




Strand 






Of 3 r-j- 


9 

l jj 




End 


1 9Q6 

1L 




Name 


PjTQQIIIO 11 041 Q PR1 n1 

UJ jjXXXU XX.U1X3.^jX,OX 


. gs 


Method 






Of a 


9 "^R — 
z jj 




End 


_? j j 




P.T 


none 




Score 








9 "3^6 7ft 9 Q^R 

^ J J . . JJO r f OZ . .jjj 










o tJ q . ln u . 


S0^04 




Seq. ID 


OJ991110_11.0419. 


PM 
uji 


Gene No. 


106827 




Strand 






Start 


235 




End 


1296 




Name 


PiTQQIIIO 11 041Q PR1 nl 
UujjXXXU XX . U4X tJX .OX 


.np 


Method 


AAT /NAP 




Cf arf 


9 ^ft — 

Z JO 




End 


1296 




P.T 

VjX 


coi R0S9 
DO XjUjZ 




Score 


396 




Exons 


9*3ft "}R6 697 701 7ft9 

Z JO . . JJO, OZ / . . /UX/ /Oc 


. .946, 


1244. .1296 






fAPOOIOROl h\/nn1-hpf i 1 
^ruUXUOU j iiypuU.XltsUXi.-ciX 


protein [Oryza 


sativa] 




Seq. No. 


50305 




Seq. ID 


OJ991110_11.0419. 


C53 


Gene No. 


106828 




Strand 


+ 




Start 


116 




End 


683 




Name 


OJ991110 ll.0419.C53.ol 


.gs 


Method 


GENSCAN 




Start 


116 




End 


683 




GI 


none 




Score 


.49 




Exons 


116. .139, 216. .683 










Seq. No. 


50306 




Seq. ID 


OJ991110_11.0419. 


C54 



51847 



Gene No. 


106829 




Strand 


+ 


Start 


37 




End 


f 1 4 


Name 


OJ991110 11 . 0419.C54 .ol 


.gs 


Method 


GENSCAN 


Start 


37 




End 


*7 "7 A 

114 


GI 


none 




Score 


. 85 


Exons 


37 . . 246, 625 . .774 








Seq. No. 


50307 




Seq. ID 


a tool i i 


Gene No. 


106830 




Strand 


+ 


Start 


490 




End 


828 


Name 


OJ991110 11 . 0419 . C55 . ol 


.np 


Method 


AA1 / NAF 


Start 


490 




End 


o o o 


GI 


7523502 




Score 


1 lo 


Exons 


490. .591, 775. . 828 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sat iva] 


Seq. No. 


50308 




Seq. ID 


OJ991110 


Gene No. 


106831 




Strand 


+ 


Start 


9 




End 


7426 


Name 


OJ991110 10.0421.C4.ol. 


gs 


Method 


GENSCAN 


Start 


9 




End 


7426 


GI 


none 




Score 


.61 


Exons 


9. .106, 414. .546, 1661. 


.1713, 


1801. .1951, 4011. 



4573. .5119, 6.351. .6531, 6767. .6878, 7101. .7281, 7372. .7426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



* Seq. No. 

2 Gene No. 
^ Start 

Z Name 

3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50308 
106831 
9 

OJ991110 
4764 
6225938 
4764. .5119, 



10.0421.C4.ol.np 



6351. .6531, 



OJ991110_ 
+ 

7426 
AAT/NAP 
6849 
671 



10. 0421. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6811. .6849 

RER1A PROTEIN (ATRER1A) gi | 2865175 | dbj | BAA24803 | (AB010945) 
AtRerlA [Arabidopsis thaliana] gi I 4914434 | emb | CAB43637 . 1 1 
(AL050351) AtRerlA [Arabidopsis thaliana] 

50308 Seq. ID OJ991110_10 . 0421 . C4 

106831 Strand + 

9 End 7426 

OJ991110_10 . 0421 . C4 . ol . gp Method AAT/GAP 

4777 End 6454 

LIB3433-014-Q6-K1-A2 Score 647 

4777. .4815, 4859. .5119, 6351. .6454 

'2865175/dbj IBAA24803 | 4.0e-36 (AB010945) AtRerlA [Arabidopsis 
thaliana] >gi_4 914 4 34_emb_CAB43637 . 1_ (AL050351) AtRerlA 
[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 10. 0421. C4 



50308 
106832 
6350 

OJ991110_10.0421.C4.o2.gp 
6350 

15354_1.R1084 
6350.. 6532, 6810.. 7061 

'2865177/dbj IBAA24804 | 1.0e-46 (AB010946) AtRerlB [Arabidopsis 
thaliana] 1 



7061 
AAT/GAP 
7061 
723 



51848 




064. NO- 










Seq. ID 


OJ991110_10.0421.C4 


uene no . 


1 0£Q ^ 








Strand 




Start 


7693 








End 


8120 


Name 


OJ991110_10 


.0421. 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 


O Lai L 


4 0 u / 








End 


7000 


pT 


none 








Score 


94 


Exons 


4 ft 07 4 ft 7 ft 


4ft0ft 

4 0 \j 0 1 


4 ftft 9 


4 ft ^s 


.4954, 4836. .5123, 5000. .5119, 




Oj4D . • O J Jl/ 


u J *J ± < 


> . \J u *J\J f 


fift 


.6961, 6894.. 6962, 6897.. 6962, 




fiftQft fiQQO 


O -7 -L J . 






.7000 




Seq. No. 


50308 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 




jLdi L 










End 


8120 


Name 


h.tqqi 1 1 n in 


04 91 

• VJ 4 Z ± ■ 


P4 n1 




Method 


TBLASTX: Cress 


oLart 


4 ft ^£ _ 
4 0 J D 








End 


6531 




none 








Score 


181 


Exons 


dft^^ sn94 


soi ft 


SI 1 Q 


S01 Q 


.5123, 6346. .6531, 6351. .6530 


oeq . LNO . 


SO^Oft 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 




Start 


7693 








End 


8120 


Name 


o.tqqi 1 1 n 1 n 


0491 


P4 n1 




Method 


TBLASTX: Soybean 


oiait 










End 


6538 


HT 
ul 


none 








Score 


182 


Exons 




S097 


SI 1 Q 


S040 


.5123, 6243. .6314, 6346. .6531, 






64 9 S 


> . Ojjo 








Seq. No. 


50308 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 




OLdlL 










End 


8120 


Name 




n4 9 1 


P4 o9 




Method 


TBLASTX : Soybean 


0 cart 










End 


8119 




none 








Score 


95 




76Q0 7ft4ft 




ft 1 1 ft 


/ Jul • 


.8119 




Seq. No. 


50308 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 




O Lai L 


/ O _7 «J 








End 


8120 


Name 


0 tqqi 1 1 n in 


04 91 


P4 n9 


gs 


Method 


GENSCAN 


0 tar t 










End 


8070 




none 








Score 


.94 


Exons 


7 CQ*a 7 ft C, ^ 




ft 07 0 








Seq. No. 


50308 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 














End 


8120 


Name 


n TQQ1 110 10 


04 91 
. U4Z ± , 


P4 r>9 




Method 


TBLASTX: Maize 












End 


8086 


bl 


none 








Score 


72 


Exons 


7£QO 7 7 ft 9 


7 £Q£ 

/ D j D . 


777 0 


77ft Q 


.7848, 7960. .8085, 7961. .8086 


Seq. No. 


50308 








Seq. ID 


OJ991110_10.0421.C4 


Gene No. 


106833 








Strand 




Start 


7693 








End 


8120 


Name 


OJ991110 10 


.0421, 


.C4.o2. 


np 


Method 


AAT/NAP 


Start 


7696 








End 


8120 


GI 


3415126 








Score 


254 



51849 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



- Seq. No. 
^ Gene No. 
3 Start 
[j Name 

Start 
% GI 

Exons 

« Seq. No. 
3 Gene No. 
^ Start 
2 Name 
* Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



7696. .7876, 7955. .8120 

(AF081678) phenylcoumaran benzylic ether reductase [Pinus taeda] 



50308 

106833 

7693 

OJ991110_10.0421.C4 .o2.tc 

7699 

none 



Seq. ID OJ991110_10.0421.C4 
Strand 

End 8120 

Method TBLASTX : Cress 

End 8118 

Score 67 



7699, ,7764, 7705. .7845, 7960. .8118, 7961. .8104 



50309 

106834 

337 

OJ991110_10.0421.C5.ol.gs 

337 

none 

337. .465, 854. .904 



Seq. ID OJ991110_10.0421.C5 

Strand + 

End 2707 

Method GENSCAN 

End 904 

Score .69 



50309 
106834 
337 

OJ991110_10.0421.C5.ol.np 
367 

4006833 
367.. 761, 2659.. 2707 

(AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ991110_10.0421;C5 

Strand + 

End 2707 

Method AAT/NAP 

End 2707 

Score 146 



50309 

106835 

3285 

OJ991110_10.0421.C5.ol.tw 

379 

none 

379. .570, 556. .714, 657. .713 

50309 

106835 

3285 

OJ991110_10.0421.C5.o3.tm 

396 

none 

396. .791, 439. .792 

50309 

106835 

3285 

OJ991110_10.0421.C5.ol.gp 

3285 

none 

3285. .3665, 3783. .3824 

50309 

106835 

3285 

OJ991110 10.0421.C5.ol.tc 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method TBLASTX : Wheat 

End 714 

Score 94 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method TBLASTX : Mai ze 

End 7 92 

Score 229 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method AAT/GAP 

End 3824 

Score 790 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method TBLASTX : Cress 



51850 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
fj Gene No. 

Start 
It Name 

Start 
fLJ GI 
£3 Exons 



3490 End 4541 

none Score 101 

3490. .3672, 3494. .3667, 3748. .4029, 3785. .4030, 4039. .4107, 

4143. .4235, 4147. .4236, 4239. .4541, 4240. .4539 



50309 

106835 

3285 

OJ991110_10.0421.C5.ol.ts 

3502 

none 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method TBLASTX : Soybean 

End 4603 

Score 173 



3502. .3603, 3598. .3672, 3736. .4107, 3740. .4108, 4152. .4235, 
4159. .4236, 4239. .4544, 4240. .4545, 4556. .4603 



50309 

106835 

3285 

OJ991110_10.0421.C5.o2.gs 

3502 

none 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4 603 

Method GEN SCAN 

End 45 62 

Score .83 



3502. .3665, 3783. .4143, 4176. .4562 



50309 

106835 

3285 

OJ991110_10.0421.C5.o2.tm 

3502 

none 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4 603 

Method TBLASTX : Mai ze 

End 3934 

Score 81 



3502.. 3591, 3503.. 3589, 3598. .3666, 3598.-3672, 3784.. 3933, 
3785. .3934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4603 

Method AAT/NAP 

End 4550 

Score 1027 



50309 
106835 
3285 

OJ991110_10.0421.C5.o2.np 
3505 
1708421 
3505. .3665, 3783. .4550 

ISOFLAVONE REDUCTASE HOMOLOG IRL gi 11205986 (U33318) sulfur 
starvation induced isoflavone reductase-like IRL [Zea mays] 



50309 

106835 

3285 

OJ991110_10.0421.C5.ol.tm 

4144 

none 



Seq. ID OJ991110_10.0421.C5 
Strand 

End 4 603 

Method TBLASTX: Maize 

End 4541 

Score 104 



4144. .4236, 4154. .4234, 4155. .4235, 4239. .4541, 4240. .4539, 
4461. .4541 



Seq. No. 50309 

Gene No. 106835 

Start 3285 

Name OJ991110_10 . 0421 . C5 . o2 . gp 

Start 4152 

GI 27194_1.R1084 

Exons 4152.. 4599 



Seq. ID OJ991110_10. 0421.C5 
Strand 

End 4 603 

Method AAT/GAP 

End 4599 

Score 857 



51851 



GI Descrip. 1 1708421/sp | P52580 | IFRH_MAIZE 1.0e-42 ISOFLAVONE REDUCTASE 
HOMOLOG IRL >gi_1205986 (U33318) sulfur starvation induced 
isoflavone reductase-like IRL [Zea mays] * 

Seq. No. 50310 Seq. ID OJ991110_10 . 0421 . C6 

Gene No. 106836 Strand 

Start 989 End 3002 

Name OJ991110_10 . 0421 . C6 . ol . gp Method AAT/GAP 

Start 940 End 1172 

GI LIB3434-055-P1-K1-C6 Score 436 

Exons 940.. 1172 

GI Descrip. '5852170/61^^117265.1103117804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 50310 Seq. ID 

Gene No. 106836 Strand 

Start 989 End 

Name OJ991110_10 . 0421 .C6 . ol . gs Method 

Start 989 End 

GI none Score 

Exons 989.. 1354, 1396.. 1632 



OJ991110_10.0421.C6 

3002 
GENSCAN 
1632 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50310 Seq. ID 

106836 Strand 

989 End 

OJ991110_10.0421.C6.ol.np Method 

1262 End 

3831447 Score 
1262.. 1760, 2865.. 3002 

(AC005819) putative extensin [Arabidopsis thaliana] 



OJ991110_10.0421.C6 

3002 ' 
AAT/NAP 
3002 
122 



50310 Seq. ID 

106836 Strand 

98 9 End 

OJ991110_10 . 0421 .C6 . o2 . gs Method 

2115 End 
none „ Score 
2115. .2984 



OJ991110_10.0421.C6 

3002 
GENSCAN 
2984 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50311 

106837 

282 

OJ9911 

282 

none 

282. .4 

2710. . 

8272. . 

13107. 

14918. 

17704. 

19805. 

20851. 

23215. 

25518. 

27332. 



10_10.0421.C7.ol.gs 



Seq. ID OJ991110_10.0421.C7 
Strand + 
End 27774 
Method GENSCAN 
End 27774 
Score .81 

22, 1460. .1621, 1700. .1857, 2303. .2433, 2508. .2595, 
2813, 3469. .3567, 4385. .4460, 4642. .4725, 5251. .5325, 
8409, 9289. .9476, 9714. .10311, 11851 .. 1197 6, 12170 .. 12297 , 
.13263, 13630. .13656, 13812 .. 13862, 14 4 13 14535, 
.15103, 16298. .16422, 16509 .. 16578, 17093 17220, 
.17845, 18358. .18404, 18573 .. 18771, 18877 19086, 
.19876, 19955. .20024, 20425 .. 20533, 20640 .. 20763, 
.20982, 21371. .21436, 21923 .. 21970, 22897 .. 22983, 
.23517, 24354. .24428, 24513 .. 24 635, 25273 .. 25437, 
.25619, 26662. .26813, 26911 .. 27112, 27 196 .. 2724 3, 
.27415, 27730.. 27774 



51852 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ff% Seq. No. 

l\[ Gene No. 

lif Start 

^3 Name 

Ly! Start 

Q GI 

rjs Exons 

JL Seq. No. 

Gene No. 

Start 

Name 
U Start 

gi 

Exons 

£3 



GI Descrip. 



50311 Seq. ID 

106837 Strand 

282 . End 

OJ991110_10. 0421.C7.ol.np Method 

16781 End 

6723780 Score 
16781. .16981, 18369.. 18472 

(AJ271079) cytochrome b6 [Oenothera elata subsp. hookeri] 



OJ991110_10.0421.C7 
+ 

27774 
AAT/NAP 
18472 
73 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110 10. 0421. C7 



15872 
AAT/GAP 
15872 
366 



50311 
106838 
15631 

OJ991110_10.0421.C7.ol.gp 
15631 

59410_1.R1084 
15631. .15872 

'24 99 945/ sp | Q4 25861 PYR5_ARATH 3.0e-51 URIDINE 
SYNTHASE (UMP SYNTHASE) [INCLUDES: OROTATE 

PHOSPHORIBOSYLTRANSFERASE (OPRTASE) ; OROTIDINE 5 1 1 -PHOSPHATE 

DECARBOXYLASE (OMPDECASE) ] >gi_107 6363_pir S46440 orotate 

phosphoribosyltransf erase (EC 2.4.2.10) / 
orotidine-5' '-phosphate decarboxylase (EC 4.1.1.23) - 
Arabidopsis thaliana >gi_443818_emb_CAA5068 6_ (X71842) pyrE-F 
[Ara' 



-MONOPHOSPHATE 



50311 

106839 

26683 

OJ991110_10.0421.C7.ol.ts 

26683 

none 



Seq. ID OJ991110_10.0421.C7 



Strand 
End 

Method 

End 

Score 



27031 

TBLASTX : Soybean 

27031 

138 



26683. .26811, 26703 .. 26813, 26908 .. 27030, 26909. .27031 



50312 
106840 
1 

OJ991110_10.0421.C8.ol.np 
1 

7529272 



Seq. ID OJ991110_10.0421.C8 
Strand + 

6698 
AAT/NAP 
6437 
1801 



End 

Method 
End 
Score 

1..173, 678. .758, 832. .921, 1005. .1067, 2026. .2166, 2282. .2338, 
2426. .2485, 2879. .2973, 3063. .3171, 3855.-3944, 4096. .4175, 
4268. .4346, 4448. .4494, 4592. .4691, 4793. .4924, 5123. .5257, 
5341. .5406, 6105. .6245, 6363. .6437 

(AJ250248) ataxia-telangiectasia mutated protein (Atm) 
[Arabidopsis thaliana] 



Seq. No. 50312 

Gene No. 106840 

Start 1 

Name OJ991110_10 . 0421 .C8 . ol . gs 

Start 90 

GI none 
Exons 



6698 
GENS CAN 
6698 
.82 

90. .173, 832. .921, 1005. .1067, 2026. .2166, 2282. 
2426. .2485, 2879. .2973, 3063. .3171, 4096. .4175, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110_10.0421.C8 
+ 



.2338, 

4268. .4346, 



4793. 
6530. 



.4924, 5123. 
,6698 



,5257, 5341. .5406, 6105. .6245, 6363. .6436, 



51853 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991110_10.0421.C8 

Strand + 

End 6698 

Method AAT/GAP 

End 2508 

Score 678 
.2166, 2282.. 2338, 2426.. 2508 
0e-54 (AL096856) putative protein 



50312 
106840 
1 

OJ991110_10.0421.C8.ol.gp 
859 

uC-osflM202075g01bl 
859.. 921, 1005.. 1067, 2026 
» 5541725/emb | CAB51066 .11 1 
[Arabidopsis thaliana] 1 

50312 
106841 
7699 

OJ991110JL0.0421.C8.o2.gp 
7628 

14933_1.R1084 

7628.-7858, 7955. .8005, 8111. .8170, 9745. .9816, 9902. .10317 
, 4769004/gb|AAD29715.1|AF140598_l 9.0e-52 (AF140598) ring-box 
protein 1 [Homo sapiens] >gi_47 69006_gb_AAD29716 . 1_AF140599_1 
(AF140599) ring-box protein 1 [Mus musculus] 

>gi_4809216_gb_AAD30146.1_AF142059_l (AF142059) RING finger 
protein [Homo sapiens] 1 



Seq. ID OJ991110_10.0421.C8 

Strand + 

End 10411 

Method AAT/GAP 

End 10317 

Score 1552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50312 

106841 

7699 

OJ991110_10.0421.C8.o2.gs 

7699 

none 

7699..78S8, 7955. .8005, 8111. 
10350. .10411 



OJ991110_10.0421.C8 
+ 

10411 
GEN SCAN 
10411 
.59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8170, 8496.. 8503, 9902.. 10064, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50312 Seq. ID OJ991110_10 . 0421 . C8 

106841 Strand + 

7699 End 10411 

OJ991110_10 . 0421 . C8 . o2 . np Method AAT/NAP 

7753 End 9936 

4769004 Score 397 

7753. .7858, 7955. .8005, 8111. .8170, 9745. .9816, 9902. .9936 
(AF140598) ring-box protein 1 [Homo sapiens] 

gi|4769006|gb|AAD29716.1|AF140599_l (AF140599) ring-box protein 
1 [Mus musculus] gi | 4809216 | gb | AAD3014 6 . 1 1 AF142059_1 (AF142059) 
RING finger protein [Homo sapiens] gi | 6572304 | emb | CAB62925 . 1 1 
(AL080242) bA554C12.1 (RBX1 or ROC1 (ring-box or ring finger 
protein 1)) [Homo sapiens] 



50312 

106842 

10526 

OJ991110_10.0421.C8.o5.tm 
88 

none 



Seq. ID OJ991110_10.0421.C8 



Strand 
End 

Method 

End 

Score 



16441 

TBLASTX: Maize 

942 

68 



88. .174, 89. . 175, 90. .176, 101. .175, 674.-754, 677. .763, 
678. .761, 822. .917, 826. .921, 827. .940, 828. .905, 832.-942 



Seq. No. 
Gene No. 



50312 
106842 



Seq. ID 
Strand 



OJ991110 10. 0421. C8 



51854 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10526 End 

OJ991110_10.0421.C8 .o3.tc Method 

93 End 

none Score 



16441 

TBLASTX: Cress 

2461 

63 



93. .143, 678. .761, 827. .898, 831. .875, 831. .917, 832. .921, 
998. .1066, 1002. .1073, 1007. .1048, 1014. .1109, 2023. .2169, 
2023. .2133, 2025. .2123, 2237. .2338, 2281. .2340, 2423. .2461 



50312 

106842 

10526 

OJ991110_10.0421.C8.o4 .tm 
1017 
none 

1017. .1073, 
2285. .2317, 



1020. .1073, 2023. 
2424. .2456, 2426. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2160, 2023 
.2458 



OJ991110 10. 0421. C8 



16441 

TBLASTX: Maize 
2458 
72 

2184, 2281. .2319, 



50312 

106842 

10526 

OJ991110_10. 0421.C8.o2.tm 

4451 

none 

4451. .4495, 4563.-4694, 4566. 
4799. .4906, 4801. .4905, 4808. 

50312 

106842 

10526 

OJ991110_10.0421.C8.o5.tc 
6129 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110 10. 0421. C8 



16441 

TBLASTX: Maize 
4907 
72 

4694, 4591. .4695, 4592. .4699, 
4906, 4812. .4907 



Seq. ID OJ991110_10.0421.C8 



Strand 
End 

Method 

End 

Score 



16441 

TBLASTX: Cress 

6456 

145 



6129. .6245, 6146. .6244, 6167. .6247, 6360. .6440, 6361. .6456 



50312 
106842 
10526 

OJ991110_10.0421.C8.o3. tm 
7698 



Seq. ID OJ991110_10.0421.C8 
Strand 

16441 

TBLASTX: Maize 
10246 
46 



End 

Method 
End 

none Score 
7698. .7724, 7698.-7724, 7699.-7725, 7797.-7862, 7798. .7857, 
7800. .7871, 7954. .8007, 7956. .8006, 7982. .8017, 8102. .8173, 
8103. .8171, 8112. .8198, 8113. .8190, 9743. .9820, 9744. .9815, 
9746. .9820, 9899. .9940, 9900. .9938, 9901. .9963, 9974.. 10039, 
10002. .10040, 10042. .10104, 1004 9 .. 10120 , 10084 .. 10113, 
10204. .10227, 10214.. 10246 



50312 

106842 

10526 

OJ991110_10.0421.C8 .o2.ts 
7801 



OJ991110 10. 0421. C8 



Seq. ID 

Strand 
End 

Method 
End 

none Score 
7801. .7857, 7809. .7853, 7954. .8007, 7956. .8003, 8102. .8170, 
8103. .8171, 8112. .8198, 8113. .8190, 9743. .9820, 9744. .9815, 
9749. .9820, 9893. .9940, 9901. .9939 



16441 

TBLASTX : Soybean 

9940 

96 



51855 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50312 
106842 
10526 

OJ991110_10.0421.C8.o4.tc 
7801 



OJ991110 10. 0421. C8 



none 
7801, 
8102. 
9768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7857, 7809. .7862, 7954. .8007, 7956. .8003, 8102 
8170, 8112. .8171, 8113. .8190, 9743. .9820, 9744 
9815, 9900.. 9932, 9901. .9939 



16441 

TBLASTX: Cress 

9939 

91 



,8170, 
,9770, 



50312 

106842 

10526 

OJ991110_10.0421.C8.o3.gp 
10526 

3387 1.R1084 



Seq. ID OJ991110_10.0421.C8 
Strand 

End 16441 

Method AAT/GAP 

End 13171 

Score 1757 



10526. .10935, 11790 .. 11936, 12434 12555, 12725 12829, 
12910. .13021, 13101. .13171 

, 5852170/emb|AL117265. 1 IOST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



50312 

106842 

10526 

OJ9911 

10748 

none 

10748. 

11789. 

12434. 

12899. 

13102. 

13396. 

14397. 

14993. 

16268. 



10 10.0421.C8.ol.tm 



,10897, 
,11941, 
12559, 
,13039, 
13182, 
13557, 
14540, 
15175, 
16408, 



10764. 
11789. 
12719. 
12910. 
13189. 
14238. 
14397. 
14994. 
16388. 



.10928, 
.11941, 
.12844, 
.13023, 
.13221, 
.14321, 
.14552, 
.15176, 
.16441 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10765. 

12431. 

12721. 

13099, 



OJ991110 10. 0421. C8 



16441 

TBLASTX: Maize 
16441 
171 

.10965, 10767. .10937, 
,12562, 12433. .12585, 
,12783, 12725. .12838, 
,13185, 13101. .13169, 
13386. .13556, 13395 .. 13556, 
14258. .14320, 14395 .. 14 529, 
14617. .14739, 14625 .. 14726, 
15007. .15177, 16208. .16276, 



50312 

106842 

10526 

OJ991110_10.0421.C8.o3.np 

10770 

4886307 

10770. .10935, 11790. .11936, 
12910. .13021, 13101. .13168, 
14403. .14528, 14 628 .. 14714 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_10.0421.C8 

16441 
AAT/NAP 
15064 
1633 



12434. .12555, 12725 12829, 
13404. .13553, 14258 .. 14 320, 
14993. .15064 

(AJ242588) l-deoxy-d-xylulose-5-phosphate reductoisomerase 
[Arabidopsis thaliana] 



50312 Seq. ID 

106842 Strand 

10526 End 

OJ991110_10 . 0421 . C8 .ol . ts Method 

10785 End 

none Score 



OJ991110_10.0421.C8 
16441 

TBLASTX: Soybean 

15139 

108 



10785. .10937, 10801, 
12430. .12585, 12431. 



,10965, 11789. .11923, 11789 .. 11938 , 
,12556, 12719. .12844, 12729 .. 1284 5, 



51856 



12899. .13039, 12910 .. 13023, 13100 .. 13165, 13101 .. 13166, 

13394. .13519, 13404 .. 13556, 13404 .. 13556, 13405 .. 13557 , 

14208. .14318, 14258. .14317, 14395 14 523, 14397 14552, 

14403. .14537, 14 625 .. 14726, 14632 14715, 14 993 .. 15055, 

14997. .15056, 15062 15100, 15062.. 15139 



Seq. No. 50312 
Gene No. 106842 
Start . 10526 

Name OJ991110_10 . 0421 .C8 . o3 . gs 

Start 10876 
GI none 
Exons 10876. .10935, 12725 .. 12829, 12877 13021 , 13101 

13404. .13553, 14403 14528, 14 628 14714 , 14993 

16185.. 16275 



Seq. ID OJ991110_10.0421.C8 
Strand 

16441 
GENSCAN 
16275 
.78 



End 

Method 

End 

Score 



,13168, 
,15174, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50312 
106842 
10526 
OJ991110 
12719 
none 
12719 
12908 
13104 
13441 



10.0421.C8.ol.tc 



12844, 
13021, 
13175, 
13518 



12725, 
12910, 
13395, 



.12838, 
,13023, 
,13445, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12729. .12845, 
13100. .13168, 
13405. .13434, 



OJ991110 10. 0421. C8 



16441 

TBLASTX: Cress 
13518 
81 

12899. .13039, 
13101. .13169, 
13440. .13517, 



Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50312 
106842 
10526 
OJ991110 
14241 
none 
14241 
14617 



10.0421.C8.o2.tc 



14321, 
14715, 



14258. 
14625. 



.14320, 
.14726, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14395 

14993 



OJ991110 10. 0421. C8 



16441 

TBLASTX: Cress 
15110 
91 

14529, 14397. .14552, 
15094, 14993. .15109, 



14997. .15110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50312 Seq. ID OJ991110_10 . 0421 . C8 

106842 Strand 

10526 End 16441 

OJ991110_10.0421.C8 .o4 .gp Method AAT/GAP 

14437 End 16316 

45537_1.R1084 Score 918 

14437. .14528, 14628 .. 14714 , 14 993 .. 15174 , 16185. .16316 

, 4581856/gb|AAD24768.1|AF116825__l 1.0e-44 (AF116825) 

l-deoxy-D-xylulose-5-phosphate reductoisomerase [Mentha x 

piperita] 1 



Seq. No. 50313 

Gene No. 106843 

Start 985 

Name OJ991110_10 . 0421 . C9 . ol . gs 

Start 985 
GI . none 
Exons 



Seq. ID OJ991110_10.0421.C9 
Strand 

End 5255 

Method GENSCAN 

End 5222 

Score .67 



985. .1060, 2169. .2397, 2591. .2661, 2772. .2843, 3050. .3199, 
3307. .3490, 3575. .3750, 4221. .4269, 4398. .4597, 5189. .5222 



51857 



Seq. No. 50313 Seq. ID OJ991110_10 . 0421 . C9 

Gene No. 106843 Strand 

Start 985 End 5255 

Name OJ991110JL0 . 0421 . C9 . ol . np Method AAT/NAP 

Start 2480 End 4613 

GI 4758896 Score 71 

Exons 2480.. 2512, 4404.. 4613 

GI Descrip. peroxisomal biogenesis factor 14 gi | 6919940 | sp 1 075381 1 PEXE_HUMAN 
PEROXISOMAL MEMBRANE PROTEIN PEX14 (PEROXIN-14) (PEROXISOMAL 
MEMBRANE ANCHOR PROTEIN PEX14) (PTS1 RECEPTOR DOCKING PROTEIN) 
gi 1 3253296 (AF045186) peroxisomal membrane anchor protein 
HsPexl4p [Homo sapiens] gi I 4126966 | dbj I BAA36837 . 1 1 (AB017546) 
peroxisomal membrane anchor protein [Homo sapiens] 





Seq. No. 


50313 










Gene No. 


106843 










Start 












Name 


OJ991110 10. 


0421 


C9 . ol . 


gp 




Start 


3403 










GI 


none 










Exons 


340o . . J4yU, 


J J / D 


. . j / ou, 


4 991 




Seq. No. 


50313 








J 


Gene No. 


106844 








1 


Start 


c o o o 

5888 








r= 


Name 


OJ991110 10, 


0421 


. C9 . o2 . 


tm 




Start 


2233 








y 


GI 


none 








ST 


Exons 


2233 . . lolcf, 


zZj / 


. . ZOlft , 


OA R9 


y 




3051 . . 3128 , 


01 no 


"3 O C\ Pi 


j ± xz . 


J 




3308 . . 3505, 


3309 


. . oolz 






Seq. No. 


50313 








sc. 


Gene No. 


106844 










Start 


5888 










Name 


OJ991110 10 


.0421 


.C9.ol. 


ts 




Start 


4396 








1 


GI 


none 










Exons 


4396. .4575, 


4398 


. .4574 






Seq. No. 


50313 










Gene No. 


106844 










Start 


.5888 










Name 


OJ991110 10 


.0421 


.C9.ol. 


tm 




Start 


4397 










GI 


none 










Exons 


4397. .4600, 


4407 


. .4595, 


4408. 




Seq. No. 


50313 










Gene No. 


106844 










Start 


5888 










Name 


OJ991110 10 


.0421 


.C9.o2. 


gs 




Start 


5888 










GI 


none 










Exons 


5888. . 6006 









Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991110_10.0421.C9 

5255 
AAT/GAP 
5255 
1017 

.4269, 4398. .4597, 5189. .5255 

Seq. ID OJ991110_10.0421.C9 
Strand 

End 6006 

Method TBLASTX : Mai ze 

End 3512 

Score 89 



Seq. ID OJ991110_10.0421.C9 
Strand 

End 6006 

Method TBLASTX : Soybean 

End 4575 

Score 183 



Seq. ID OJ991110_10.0421.C9 
Strand 

End 6006 

Method TBLASTX : Mai ze 

End 4616 

Score 218 
.4596, 4410. .4616 

Seq. ID OJ991110_10.0421.C9 
Strand 

End 6006 

Method GENSCAN 

End 6006 

Score .98 



Seq. No. 



50314 



Seq. ID OJ991110_10. 0421. C10 



51858 



i J: 



a 



Gene No. 


106845 




Strand 






Start 


4549 




End 


4698 




Name 


OJ991110 10 


.0421. C10. ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4104 




End 


4698 




GI 


none 




Score 


55 




Exons 


4104. .4223, 


4115. .4222, 4234 


..4371, 4301. .4342, 


4376. .4453, 




4422. .4454, 


4462. .4485, 4462 


..4485, 44 


66. .4486, 


4546. .4698, 




4547. .4693, 


4554. .4697 








Seq. No. 


50314 




Seq. ID 


OJ991110 


_10. 0421. C10 


Gene No. 


106845 




Strand 






Start 


454 9 




End 


4698 




Name 


OJ991110 10 


.0421. C10. ol.np 


Method 


AAT/NAP 




Start 


4549 




End 


4698 




GI 


6002443 




Score 


104 




Exons 


4549. .4698 










GI Descrip. 


(AB025550) 


src-like B [Lampetra reissneri] 




Seq. No. 


50314 




Seq. ID 


OJ991110 


_10. 0421. C10 


Gene No. 


106845 




Strand 






Start 


4549 




End 


4698 




Name 


OJ991110 10 


.0421. C10. ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


4549 




End 


4698 




GI 


none 




Score 


59 




Exons 


4549. .4698, 


4567.. 4653, 4628 


. .4687 






Seq. No. 


50315 




Seq. ID 


OJ991110 


_10. 0421. Cll 


Gene No. 


106846 




Strand 






Start 


143 




End 


3789 




Name 


OJ991110 10 


.0421. Cll. ol.np 


Method 


AAT/NAP 




Start 


143 




End , 


3789 




GI 


7488256 




Score 


720 




Exons 


143. .649, 2602. .2817, 2994.. 


3131, 3697 


. .3789 





GI Descrip. 



Seq. No. 
Gene No. 



lj Start 
i% Name 
" Start 
GI 

Exons 



protein kinase homolog F2401.13 - Arabidopsis thaliana 
gi|2781357|gb|AAB96858.1| (AC003113) F2401.13 [Arabidopsis 
thaliana] 



50315 

106846 

143 

OJ991110_10. 0421. Cll. ol.ts 

173 

none 



Seq. ID OJ991110_10. 0421. Cll 
Strand 

End 3789 

Method TBLASTX : Soybean 

End 2820 

Score 105 



173. .349, 194. .658, 204. .518, 567. .650, 2605. .2721, 2695. .2820 



Seq. No. 50315 

Gene No. 106846 

Start 143 

Name OJ991110_10 . 0421 .Cll . ol . tm 

Start 174 

GI none 

Exons 174. .485, 194. .487, 194. .487 



Seq. ID OJ991110JL0. 0421. Cll 
Strand 

End 3789 

Method TBLASTX : Maize 

End 4 87 

Score 410 



Seq. No. 50315 

Gene No. 106846 

Start 143 

Name OJ991110 10 . 0421 . Cll . ol . tc 



Seq. ID OJ991110_10. 0421. Cll 
Strand 

End 3789 

Method TBLASTX : Cress 



51859 



Start 


239 


End 


641 


GI 


none 


Score 


135 


Exons 


239. .640, 242. .514, 243. .641 






Seq. No. 


50315 


Seq. ID 


OJ991110_10.0421.C11 


Gene No. 


106846 


Strand 




Start 


143 


End 


3789 


Name 


OJ991110 10.0421.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


261 


End 


613 


GI 


none 


Score 


45 


Exons 


261. .296, 263. .364, 330. .374 


, 380. .613, 381. .605 


Seq. No. 


50315 


Seq. ID 


OJ991110_10.0421.C11 


Gene No. 


106846 


Strand 




Start 


143 


End 


3789 


Name 


OJ991110 10.0421.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


2734 


End 


2926 


GI 


none 


Score 


206 


Exons 


2734. .2925, 2741. .2926 






Seq. No. 


50316 


Seq. ID 


OJ991110_10.0421.C12 


Gene No . 


106847 


Strand 


+ 


Start 


6398 


End 


6613 


Name 


OJ991110 10.0421.C12.ol.gp 


Method 


AAT/GAP 


Start 


6398 


End 


6613 


GI 


43392 1.R1084 


Score 


359 


Exons 


6398. .6613 






GI Descrip. 


, 5668772/gb|AAD45999.1|AC005916 11 9. 


De-28 (AC005916) Similar 




gb Z84571 anthranilate N-hydroxycinnamoyl/benzoyltransf erase 




from Dianthus caryophyllus . 


[Arabidopsis thaliana] 1 


Seq. No. 


50316 


Seq. ID 


OJ991110_10.0421.C12 


Gene No. 


106848 


Strand 




Start 


816 


End 


6613 


Name 


OJ991110 10.0421.C12.ol.np 


Method 


AAT/NAP 


Start 


816 


End 


5906 


GI 


4680203 


Score 


706 


Exons 


816. .916, 3611. .4649, -5852. . 


5906 




GI Descrip. 


' (AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


50316 


Seq. ID 


OJ991110_10.0421.C12 


Gene No. 


106848 


Strand 




Start 


816 


End 


6613 


Name 


OJ991110 10.0421.C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3612 


End 


4016 


GI 


none 


Score 


97 


Exons 


3612. .3845, 3613. .3846, 3895 


..4014, 3896. .4015, 3897. .4016 


Seq. No. 


50316 


Seq. ID 


OJ991110_10.0421.C12 


Gene No. 


106848 


Strand 




Start 


816 


End 


6613 


Name 


OJ991110 10.0421.C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


3615 


End 


3849 


GI 


none 


Score 


58 


Exons 


3615. .3848, 3616. .3675, 3712 


. .3849 




Seq. No. 


50316 


Seq. ID 


OJ991110_10.0421.C12 



51860 



Gene No. 


106848 




Strand 




Start 


816 




End 


6613 


Name 


OJ991110 10 


.0421.C12.ol.tw 


Method 


TBLASTX : Wheat 


Start 


3615 




End 


4295 


GI 


none 




Score 


64 


Exons 


3615. .3740, 


3744.. 3848, 3754. 


.3849, 3895. .4056, 3897. .4295 


Seq. No. 


50316 




Seq. ID 


OJ991110_10.0421.C12 


Gene No. 


106848 




Strand 




Start 


816 




End 


6613 


Name 


OJ991110 10 


.0421.C12.o2.np 


Method 


AAT/NAP 


Start 


4454 




End 


6613 


GI 


5668772 




Score 


118 


Exons 


4454. .4499, 


6394. .6613 






GI Descrip. 


(AC005916) 


Similar to gb|Z84571 anthranilate 



Seq. No. 

Gene No. 

Start 

Name 
f Start 
3 GI 
ft Exons 

^ GI Descrip. 

zr 

jf Seq. No. 

J Gene No. 

L| Start 

Name 

^ Start 

1 GI 

^ Exons 



N-hydroxycinnamoyl /benzoyl transferase from Dianthus 
caryophyllus . [Arabidopsis thaliana] 

gi| 6693014 | gb | AAF24940 . 1 | AC012375_3 (AC012375) T22C5.6 
[Arabidopsis thaliana] 



50317 

106849 

1 

OJ991110_10.0421.C13.o4 .np 
1 

6714288 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method AAT/NAP 

End 24233 

Score 303 



1..44, 7253. .7503, 7577. .7684, 7785. .7877, 14724 .. 14782 , 
22047. .22088, 24146.. 24233 

(AC013354) F15H18.12 [Arabidopsis thaliana] 



50317 

106849 

1 

OJ991110_10.0421.C13.ol.gs 
68 

none 
68. .615 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method GENS CAN 

End 615 

Score .5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991110_10.0421.C13 
Strand + 

24233 
AAT/NAP 
9476 
132 



50317 
106849 
1 

OJ991110_10.0421.C13.o2.np 
5268 
2827143 
5268. .5540, 9425. .9476 

(AF027174) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



50317 
106849 
1 

OJ991110_10.0421.C13.ol.gp 
5447 

uC-osflcypl20f01bl 
5447. .5501 

'2827143 2.0e-31 (AF027174) cellulose synthase catalytic subunit 
[Arabidopsis thaliana] * 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method AAT/GAP 

End 5501 

Score 79 



51861 



Seq. No. 50317 

Gene No. 106849 

Start 1 

Name OJ991110_10.0421.C13.o3.np 

Start 6169 

GI 5932533 

Exons 6169.. 6443, 8698.. 8778 

GI Descrip. (AC0094 65) putative sodium proton exchanger [Arabidopsis 
thaliana] 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method AAT/NAP 

End 8778 

Score 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50317 

106849 

1 

OJ991110_10.0421.C13.o4 .gs 

7501 

none 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method GENSCAN 

End 8456 

Score . 62 



7501. .7503, 7577. .7708, 7788.-7877, 8331. .8456 



Seq. No. 
Gene No. 
Start 
Name 
n Start 

i gi 

f Exons 

J GI Descrip. 



50317 

106849 

1 

OJ991110_10.0421.C13.o6.np 

17271 

6693018 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method AAT/NAP 

End 22424 

Score 211 



17271. . 17419, 21568. .21646, 21762 .. 21827, 2192 1 .. 2 198 9, 
22284. .22424 

(AC012375) T22C5.11 [Arabidopsis thaliana] 



-•3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50317 

106849 

1 

OJ991110_10.0421.C13.o6.gs 

17730 

none 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method GENSCAN 

End 21985 

Score .71 



17730. .17844, 18506 .. 18608 , 19286 .. 19399, 1990 9 .. 20437 , 
21023. .21063, 21474 .. 2164 6, 21975.. 21985 



Seq. ID OJ991110_10.0421.C13 

Strand + 

End 24233 

Method AAT/GAP 

End 23342 

Score 210 



50317 
106849 
1 

OJ991110_10.0421.C13.o3.gp 
23216 
2275924 
23216. .23342 

4581114/gb|AAD24604.1|AC005825_ll 2.0e-28 (AC005825) putative 
HesB-like protein; required for efficient nitrogen fixation in 
Cyanobacteria [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50317 

106850 

839 

OJ991110_10.0421.C13.ol.np 
834 

7340884 



Seq. ID OJ991110_10.0421.C13 
Strand 

End 3906 

Method AAT/NAP 

End 3906 

Score 1483 



834. .1795, 1842. .2940, 3551. .3906 

(AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 



51862 







transoosase (AB013982) 


fOrvza sativa 


l 
j 




Seq. No. 


50317 


Seq. ID 


OJ991110_10.0421.C13 




Gene No. 


106850 


Strand 






Start 


839 


End 


3906 




Name 


OJ991110 10 0421 C13 o2 




GENSCAN 




Start 


839 ~ 


End 


2974 




GI 


none 


Score 


. 69 




R von s 


839 1071, 1297 1469. 


1899 2974 






Seq. No. 


50317 


Seq. ID 


OJ991110_10.0421.C13 




Gene No. 


106851 


Strand 






Start 


8740 


End • 


15538 




Name 


OJ991110 10 0421 C13 o5 


rra Method 


GENSCAN 




Start 


8740 ~~ 


End 


15538 




GI 


none 


Score 


. 55 




Pvr\n 

i_J V^/ 1 1 o 


8740 9228- 9577 9894 


10295 10468. 


11022 11100. 15492 




Spa No 


50317 


Seq. ID 


OJ991110 10 0421 C13 




Gene No. 


106851 


Strand 






Start 


8740 


End 


15538 




Name 


OJ991110 10.0421.C13.o5 


.np Method 


AAT/NAP 




Start 


13070 


End 


14 320 




GI 


5852093 


Score 


56 




Fj von s 


13070. .13133, 14218. .14320 






VJ J. -1- k-S . 


(AL117264) zwhl6.1 [Oryza sativa] 




is 

Li 


Sea No 


50317 


Seq. ID 


OJ991110 10 0421 C13 


at 


Gene No 


106852 


Strand 






Start 


16079 


End 


16174 


y 


Name 


OJ991110 10.0421.C13.o2 


.gp Method 


AAT/GAP 




Start 


16079 


End 


16174 




GI 


LIB3477-003-P1-K1-E9 


Score 


136 






16079. .16174 






„ 


GT Dp<!pri n 

OX L> C O X X • 


f 24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


, 3 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 






3 


Sea Nn 


50317 


Seq. ID 


OJ991110_10.0421.C13 




Gene No. 


106853 


Strand 






Start 


23052 


End 


23372 




Name 


OJ991110 10.0421.C13.ol 


. tm Method 


TBLASTX: Maize 




Start 


935 


End 


2392 




GI 


none 


Score 


70 




Rxon s 


935. .1132, 1008. .1118, 


14 63. .157 6, 1568. .1717, 1793. .1855, 






1943. .2059, 1961. .2044, 


2081. .2311, 2088. .2252, 2351. .2392 




Seq. No. 


50317 


Seq. ID 


OJ991110_10.0421.C13 




Gene No. 


106853 


Strand 






Start 


23052 


End 


23372 




LN CULIC 


OJ991110 10.0421.C13.o3 


. tm Method 


TBLASTX: Maize 




Start 


2393 


End 


2683 




GI 


none 


Score 


124 




Exons 


2393.. 2578, 2394.. 2597, 


2615. .2683, 2622.. 2663 




Seq. No. 


50317 


Seq. ID 


OJ991110_10.0421.C13 




Gene No. 


106853 


Strand 





51863 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


5292 




End 


5524 


GI 


none 




Score 


58 


Exons 


5292. .5384, 


5347.. 5391, 5389. 


.5514, 5390.. 5524 


Seq. No. 


50317 




Seq. ID 


OJ991110_10 . 0421 .CI 3 


Gene No. 


106853 




Strand 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o2.tc 


Method 


TBLASTX: Cress 


Start 


5398 




End 


5524 


GI 


none 




Score 


189 


Exons 


5398. .5505, 


5399. .5524 






Seq. No. 


50317 




Seq. ID 


OJ991110_10 . 0421 .CI 3 


Gene No. 


106853 




Strand 


— 


Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o3.ts 


Method 


TBLASTX : Soybean 


Start 


5405 




End 


5565 


GI 


none 




Score 


189 


Exons 


5405. .5524, 


5410. .5565 






Seq. No. 


50317 




Seq. ID 


OJ991110_10.0421.C13 


Gene No. 


106853 




Strand 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o2.ts 


Method 


TBLASTX : Soybean 


Start 


7302 




End 


7645 


GI 


none 




Score 


190 


Exons 


7302. .7445, 


7310. .7444, 7446. 


.7520, 7447. .7512, 7570. .7641, 




7577. .7645 








Seq. No. 


50317 




Seq. ID 


OJ991110_10.0421.C13 


Gene No. 


106853 




Strand 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o7.np 


Method 


AAT/NAP 


Start 


23046 




End 


23349 


GI 


4581114 




Score 


260 


Exons 


23046. .23145 


, 23224.. 23349 






GI Descrip. 


(AC005825) putative HesB-like 


protein 


[Arabidopsis thaliana^ 


Seq. No. 


50317 




Seq. ID 


OJ991110_10.0421.C13 


Gene No. 


106853 




Strand 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.o7.gs 


Method 


GENSCAN 


Start 


23052 




End 


23372 


GI 


none 




Score 


.73 


Exons 


23052. .23145 


, 23224.. 23372 






Seq. No. 


50317 




Seq. ID 


OJ991110_10.0421.C13 


Gene No. 


106853 




Strand 




Start 


23052 




End 


23372 


Name 


OJ991110 10. 


0421.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


23059 




End 


23348 


GI 


none 




Score 


108 



Exons 23059. .23139, 23061 23144 , 23062 23148, 23082 .. 23147 , 

23221. .23277, 23223.-23348, 23232.. 23342 



51864 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 



Seq.. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50317 

106853 

23052 

OJ991110_10.0421.C13.ol.tc 

23076 

none 



Seq. ID OJ991110_10.0421.C13 
Strand 

End 23372 

Method TBLASTX : Cress 

End 23348 

Score 64 



23076. .23138, 23077 23148 , 23082 .. 23147 , 23221 .. 23277 , 
23223. .23348, 23232.. 23342 



50317 

106853 

23052 

OJ991110_10.0421.C13.o4 . tm 

23232 

none 



Seq. ID OJ991110_10.0421.C13 
Strand 

End 23372 

Method TBLASTX : Mai ze 

End 23349 

Score 126 



23232..23342, 23232 .. 23348 , 23233.. 23349 



50318 

106854 

571 

OJ991110_10.0421.C14 .ol.gp 
557 

3762937 
557. .766 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method AAT/GAP 

End 7 66 

Score 412 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50318 

106854 

571 

OJ991110_10.0421.C14.ol.tm 

565 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method TBLASTX : Mai ze 

End 1250 

Score 387 



565. .843, 566. .859, 1002. .1115, 1003. .1071, 1003. .1122, 
1203.. 1250, 1214.. 1249 



50318 

106854 

571 

OJ991110_10.0421.C14 .ol.gs 

571 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method GENSCAN 

End 1458 

Score .78 



571. .819, 1005. .1116, 1204. .1301, 1381. .1458 



50318 

106854 

571 

OJ991110_10.0421.C14 .o2.tc 

571 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method TBLASTX: Cress 

End 7 66 

Score 194 



571. .750, 584. .748, 691. .765, 722. .766 



50318 

106854 

571 

OJ991110_10.0421.C14 .ol.ts 

583 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method TBLASTX : Soybean 

End 1070 

Score 248 



583. .843, 584. .811, 1002. .1070, 1009. .1068 



51865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50318 

106854 

571 

OJ991110_10.0421.C14.o2.gp 
1039 

15538 1.R1084 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method AAT/GAP 

End 1682 

Score 539 



1039. .1116, 1204. .1301, 1381. .1488, 1629. .1682 

■4581114/gb|AAD24604.1|AC005825_ll 2.0e-28 (AC005825) putative 
HesB-like protein; required for efficient nitrogen fixation in 
Cyanobacteria [Arabidopsis thaliana] 1 



50318 

106854 

571 

OJ991110_10. 0421.C14.ol.tc 

1044 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method TBLASTX : Cres s 

End 1491 

Score 44 



1044. .1118, 1045. .1131, 1197. .1304, 1206. .1304, 1207. .1329, 
1378. .1491, 1382.. 1489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50318 

106854 

571 

OJ991110_10.0421.C14.o2.tm 

1250 

none 



Seq. ID OJ991110_10.0421.C14 
Strand 

End 1682 

Method TBLASTX : Mai ze 

End 1671 

Score 52 



LJ 



1250. .1318, 1251. .1304, 1252. .1329, 1255. .1341, 1328. .1489, 
1378. .1491, 1381. .1491, 1629. .1670, 1630. .1671 



Seq. No. 50319 

Gene No. 106855 

Start 34 

Name OJ991110_10 . 0421 . C19 . ol . gs 

Start 34 

GI none 

Exons 34 . . 306 



Seq. ID OJ991110_10.0421.C19 
Strand 

End 306 

Method GENS CAN 

End 306 

Score . 65 



!;f Seq. No. 50320 

U Gene No. 106856 

C3 Start 297 

Name OJ991110_10 . 0421 . C20 . ol . np 

Start 297 

GI 5852178 

Exons 297.. 391, 602. .739 

GI Descrip. (AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ991110_10.0421.C20 
Strand 

End . 739 

Method AAT/NAP 

End 739 

Score 118 



Seq. No. 50321 

Gene No. 106857 

Start 1 

Name OJ991110_10 . 0421 . C21 . ol . np 

Start 1 

GI 5852180 

Exons 1..171, 223. .345, 848. .880 
GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991110_10.0421.C21 
Strand 

End 880 

Method AAT/NAP 

End 880 

Score 247 



Seq. No. 



50321 



Seq. ID OJ991110_10.0421.C21 



51866 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

j Seq. No. 

~L Gene No. 

J Start 

1 = Name 

U Start 

3 GI 

j I Exons 

f. Seq. No. 
* Gene No. 

Start 
3 Name 
j Start 

: gi 

Z Exons 

£ GI Descrip. 

J Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



106857 Strand 
1 End 
OJ991110_10.0421.C21.ol.gs Method 
524 End 
none Score 
524. .656 

50322 Seq. ID 

106858 Strand 
682 End 
OJ991110_10 . 0421 . C22 . ol . gs Method 
682 End 
none Score 
682. .948 

50323 Seq. ID 

106859 Strand 
1 End 
OJ991110_10.0421.C23.ol.gs Method 
1 End 
none Score 
1..55, 216. .220 

50323 Seq. ID 

106860 Strand 
1481 End 
OJ991110_10.0421.C23.o2.gs Method 
1481 End 
none Score 
1481. .1702 



880 

GENSCAN 

656 

.52 



OJ991110 10.0421.C22 



948 

GENSCAN 

948 

.71 



OJ991110_10.0421.C23 
+ 

220 

GENSCAN 

220 

.7 



OJ991110_10.0421.C23 
+ 

1702 
GENSCAN 
1702 
.86 



OJ991110 10.0421.C23 



50323 Seq. ID 

106861 Strand 

1142 End 1571 

OJ991110_10 . 0421 . C23 . ol . np Method AAT/NAP 

1142 End 1571 

6539570 Score 211 
1142. .1208, 1369. .1571 

(AP000836) hypothetical protein [Oryza sativa] 

50323 Seq. ID OJ991110JL0 . 0421 . C23 

106862 Strand 

1698 End 1775 

OJ991110_10 . 0421 . C23 . o2 . np Method AAT/NAP 

1698 End 1775 

6630699 Score 86 
1698. .1775 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


50324 


Seq. ID 


OJ991110 


Gene No. 


106863 


Strand 




Start 


108 


End 


538 


Name 


OJ991110 10.0421.C24.ol.gs 


Method 


GENSCAN 


Start 


108 


End 


538 


GI 


none 


Score 


.65 



51867 



Exons 



108, .538 



Seq. No. 50325 
Gene No. 106864 
Start 1 

Name OJ991110_10.0421.C2 6.ol.np 

Start 1 
GI 6907087 
Exons 1..352, 550.. 743 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ991110_10.0421.C26 

Strand + 

End 74 3 

Method AAT/NAP 

End 743 

Score 524 



Seq. No. 


50325 




Seq. ID 


OJ991110_10.0421.C26 


Gene No. 


106864 




Strand 


+ 


Start 


1 




End 


743 


Name 


OJ991110 10. 


0421.C26.ol.gs 


Method 


GEN SCAN 


Start 


210 




End 


706 


GI 


none 




Score 


.73 


Exons 


210. .545, 58 


18. .706 






Seq. No. 


50326 




Seq. ID 


OJ991110_10.0421.C27 


Gene No. 


106865 




Strand 


+ 


Start 


1 




End 


1069 


Name 


OJ991110 10. 


0421.C27.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


729 


GI 


1399945 




Score 


40 


Exons 


1..263, 304. 


.388, 665. .729 






GI Descrip. 


(U60194) RNA helicase GLH-2 


[Caenorhabditis elegans] gi 11405387 




(U60449) GLE 


[-2 [Caenorhabditis elegans 


] 


Seq. No. 


50326 




Seq. ID 


OJ991110_10.0421.C27 


Gene No . 


106865 




Strand 


+ 


Start 


1 




End 


1069 


Name 


OJ991110 10. 


0421.C27.ol.gs 


Method 


GENSCAN 


Start 


185 




End 


1069 


GI 


none 




Score 


.91 


Exons 


185. .805, 914. .1069 






Seq. No. 


50327 




Seq. ID 


OJ991110_10.0421.C28 


Gene No. 


106866 




Strand 


+ 


Start 


4269 




End 


4653 


Name 


OJ991110 10. 


0421.C28.ol.gp 


Method 


AAT/GAP 


Start 


4269 




End 


4653 


GI 


uC-osflcyp033a04bl 


Score 


656 


Exons 


4269.-4653 








GI Descrip. 


•6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 




Seq. No. 


50327 




Seq. ID 


OJ991110_10.0421.C28 


Gene No. 


106867 




Strand 




Start 


1 




End 


5089 


Name 


OJ991110 10. 


0421.C28.ol.np 


Method 


AAT/NAP 


Start 


1 




' End 


5089 


GI 


5852180 




Score 


824 


Exons 


1..33, 2137. 


.2236, 2942. .3350, 3402. .3518, 4502. .4561, 



5066. .5089 



51868 



GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 50327 

Gene No. 106867 

Start 1 

Name OJ991110_10 . 0421 . C28 . o2 . gs 

Start 2888 

GI none 

Exons 2888.. 3350, 3402.. 3518 



Seq. ID OJ991110_10.0421.C28 . 
Strand 

End 5089 

Method GEN SCAN 

End 3518 

Score . 62 



Seq. No. 50328 

Gene No. 106868 

Start 604 

Name OJ991110_10 . 0421 . C29. ol . gp 

Start 604 

GI uC-osflcyp033a04bl 

Exons 604.. 988 

GI Descrip. ' 6016845/dbj I AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991110_10.0421.C29 

Strand + 

End 1434 

Method AAT/GAP 

End 988 

Score 642 



Seq. No. 50328 

Gene No. 106868 

Start 604 

Name OJ991110_10 . 0421 .C29. ol . gs 

Start 709 

GI none 

Exons 709.. 802, 1406.. 1434 



Seq. ID OJ991110_10.0421.C29 

Strand + 

End 1434 

Method GENSCAN 

End 1434 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50328 
106869 
533 

OJ991110_10.0421.C29.ol.np 
533 

4680186 
533. .737, 2442. .2486 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991110_10.0421.C29 
Strand 

End 2500 

Method AAT/NAP 

End 2486 

Score 224 



50328 

106869 

533 

OJ991110_10.0421.C29.o2.gs 

1837 

none 



Seq. ID OJ991110_10.0421.C29 
Strand 

End 2500 

Method GENSCAN 

End 2500 

Score .53 



1837.. 1939, 2275.-2332, 2446.. 2500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ991110_10.0421.C30 
Strand + 

1071 
AAT/GAP 
1071 
677 



50329 
106870 
688 

OJ991110_10.0421.C30.ol.gp 
688 

uC-osflcyp033a04bl 
688. .1071 

' 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



50329 
106871 



Seq. ID OJ991110_10.0421.C30 
Strand 



51869 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



621 



OJ991110_10.0421.C30.ol.np 
621 

4680186 
621. .822, 1661. .1782 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 



1782 
AAT/NAP 
1782 
349 



50330 

106872 

1 

OJ991110_10.0421.C32.ol.np 
1 

5852179 



Seq. ID OJ991110_10.0421.C32 
Strand 

End 1689 

Method AAT/NAP 

End 1689 

Score 277 



1..22, 1141. .1372, 1447. .1689 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ991110_10.0421.C33 
Strand + 

298 

AAT/NAP 
298 
128 



50331 
106873 
1 

OJ991110_10.0421.C33.ol.np 
1 

6063554 
1 . . 35 124 298 

(AP000615) *ESTs AU075609(C63344) ,C71850 (E04 64) ,C98 611 (E04 64) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ991110_10.0421.C33 

Strand + 

End 947 

Method AAT/GAP 

End 947 

Score 335 



50331 
106874 
661 

OJ991110_10.0421.C33.ol.gp 
661 

61605_3.R1084 
661. .947 

' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



50331 

106875 

31 

OJ991110_10.0421.C33.ol.gs 
31 

none 
31. .111 

50331 

106876 

2255 

OJ991110_10.0421.C33.o2.gs 

2255 

none 

2255. .2570 

50331 

106876 

2255 

OJ991110 10.0421.C33.o2.np 



Seq. ID OJ991110_10.0421.C33 
Strand 

End 111 

Method GEN SCAN 

End 111 

Score .44 



Seq. ID OJ991110_10.0421.C33 
Strand 

End 2728 

Method GENSCAN 

End 2570 

Score . 94 



Seq. ID OJ991110_10.0421.C33 
Strand 

End 2728 

Method AAT/NAP 



51870 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2257 End 2728 

7489454 Score 142 

2257.. 2728 

bacterial blight-resistance protein Xal - rice 

gi I 2943742 | dbj IBAA25068.il (AB002266) XAl [Oryza sativa] 



50331 

106876 

2255 

OJ991110_10.0421.C33.ol.tm 

2341 

none 



Seq. ID OJ991110_10.0421.C33 
Strand 

End 2728 

Method TBLASTX : Maize 

End 2716 

Score 72 



2341. .2580, 2342. .2578, 2424. .2582, 2579. .2653, 2580. .2651, 
2645. .2716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

f ^ 

''t Seq. No. 
!? Gene No. 
P Start 
fU Name 
fl Start 

~Z Exons 

IM Seq. No. 

= Gene No. 

fl Start 

-~ j Name 

s 'iJ Start 

^ GI 

%J Exons 

fj Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50332 
106877 
1 

OJ991110_10.0421.C34.ol.np 
1 

5702196 
1..684, 1021. .1069 

(AF107293) rust resistance protein [Zea mays] 



Seq. ID OJ991110_10.0421.C34 
Strand 

End 1069 

Method AAT/NAP 

End 1069 

Score 256 



End 

Method 

End 

Score 



50332 
106877 
1 

OJ991110_10 . 0421 . C34 . ol . tm 
16 

none 

16. .294, 17. .283 

50333 
106878 
23 

OJ991110_10.0421.C35.ol.gs 
23 

none 

23. .88, 121. .906 

50333 
106878 
23 

OJ991110_10.0421.C35.ol.tw 
96 

none 

96. .230, 97. .231, 234. .458, 235.-459 



Seq. ID OJ991110_10.0421.C34 
Strand 

1069 

TBLASTX: Maize 
294 
92 



Seq. ID OJ991110_10.0421.C35 
Strand + 

906 

GENSCAN 
906 
.44 



End 

Method 

End 

Score 



Seq. ID OJ991110_10.0421.C35 
Strand + 

906 

TBLASTX: Wheat 
459 
133 



End 

Method 

End 

Score 



50333 
106878 
23 

OJ991110_10.0421.C35.ol.np 
141 

6862956 
141. .762 

(AC019018) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991110_10.0421.C35 
Strand + 

906 

AAT/NAP 
762 
395 



End 

Method 

End 

Score 



51871 



12 



Seq. No. 


50333 






Seq. ID 


OJ991110__10.0421 


.C35 


Gene No. 


106878 






Strand 


+ 




O Lai L. 


23 






Fnd 


906 




INalLIC 


o.tqqi 1 1 n in 04?1 r35 


ol 

\J X 






TBLA9TX • Ma -i 7p 
x jj xi^io j. /\ . li ci x z. c; 




O Lai L. 


324 ~~ 






End 


654 












Score 


4 68 






324 653 341 654 












Seq. No. 


50333 






Seq. ID 


OJ991110_10.0421 


.C35 


Gene No. 


106878 






Strand 


+ 




JLui U 


23 






End 


906 




MamP 
IN aiuc 


OJ991110 10 0421 C35 


ol 

\S X 


. tc 


Mpthod 


TBLASTX • Cres<5 




O L.CIX U 


336 _ 






End 


579 




(11 


none 






Score 


197 




P von ^ 


336 536 343 579 












Seq. No. 


50334 






Seq. ID 


OJ991110_10.0421 


.C36 


Gene No. 


106879 






Strand 






Start 


13 






End 


654 




IN diuc 


OJ991 1 1 D 10 0421 P36 


ol 

w X 




LlC L.11UU 


VjLJ IN O V^iiiN 




OLal L 


13 ~~ 








654 




GI 


none 






Score 


.45 




Exons 


13. .27, 643. .654 












Seq. No. 


50334 






Seq. ID 


OJ991110_10.0421 


.C36 


Gene No. 


106880 






: Strand 






Start 


1187 






End 


1346 





Name OJ991110_10 . 0421 . C36 . ol . gp Method AAT/GAP 

Start 1187 End 1346 

GI uC-osflm202104a07bl Score 145 

Exons 1187.. 1346 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Q Seq. No. 


50335 




Seq. ID 


OJ991110_10.0421.C37 


%a Gene No. 


106881 




Strand 


+ 


t : Start 


365 




End 


737 


r „ Name 


OJ991110 10.0421.C37 


.ol .gs 


Method 


GEN SCAN 


^3 Start 


365 




End 


615 


C3 GI 


none 




Score 


.81 


12 Exons 


365. .371, 443. .615 








Seq. No. 


50335 




Seq. ID 


OJ991110_10.0421.C37 


Gene No. 


106881 




Strand 


+ 


Start 


365 




End 


737 


Name 


OJ991110 10.0421.C37 


. ol .np 


Method 


AAT/NAP 


Start 


430 


End 


737 


GI 


7442030 




Score 


168 


Exons 


430. .737 








GI Descrip. 


globulin 1 precursor 


- rice 


(fragment) 


gi | 2944 437 |gb|AAC328 19 




(AF051153) globulin 


1 precursor [Oryza 


sativa] 


Seq. No. 


50336 




Seq. ID 


OJ991110_10.0421.C38 


Gene No. 


106882 




Strand 


+ 


Start 


1 




End 


1034 


Name 


OJ991110 10.0421.C38 


. o2 . np 


Method 


AAT/NAP 


Start 


1 




End 


1034 



51872 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6705984 Score 269 

1..48, 512. .1034 

(AB033235) gag-pol polyprotein [Oryza sativa] 



50336 
106882 
1 

OJ991110_10.0421.C38.ol.np 
276 

6815052 
276. .374, 991. .1034 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991110_10.0421.C38 

Strand + 

End 1034 

Method AAT/NAP 

End 1034 

Score 87 



50336 Seq. ID 

106882 Strand 

1 End 

OJ991110_10.0421.C38 .ol.tw Method 

608 End 

none Score 



OJ991110_10.0421.C38 
+ 

1034 

TBLASTX: Wheat 

1032 

189 



608. .952, 632. .898, 844. .936, 945. .1031, 946. .1032 



50337 
106883 
1 

OJ991110_10.0421.C39.ol.np 
1 

6815052 
1..414, 496.-576, 838. .866 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991110_10.0421.C39 

Strand + 

End 866 

Method AAT/NAP 

End 866 

Score 812 



50337 

106883 

1 

OJ991110_10.0421.C39.ol.gs 
56 

none 
56. .570 



Seq. ID OJ991110_10.0421.C39 

Strand + 

End 866 

Method GENSCAN 

End 570 

Score .81 



Seq. No. 50338 

Gene No. 106884 

Start 272 

Name OJ991110_10 . 0421 . C40 . ol . gs 

Start 272 

GI none 

Exons 272.. 685 



Seq. ID OJ991110_10.0421.C40 
Strand 

End 685 

Method GENSCAN 

End 685 

Score .88 



Seq. No. 50339 Seq. ID 

Gene No. 106885 Strand 

Start 1 End 

Name OJ991110_04 . 04 19 . C2 . ol . np Method 

Start 1 End 

GI 128855 Score 

Exons 1. .212 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 

gi I 1363530 Ipir | | S58555 ndhJ protein - maize chloroplast 

gi| 12428|emb|CAA35483| (X17438) ORF 159 (AA 1 - 159) [Zea mays] 

gil 902225|emb|CAA60289| (X86563) ndhJ [Zea mays] 



OJ991110_04.0419.C2 
+ 

212 

AAT/NAP 

212 

151 



51873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50339 

106886 

321 

OJ991110_04 .0419.C2.ol. tni 
1 

none 



Seq. ID OJ991110_04.0419.C2 
Strand 

End 766 

Method TBLASTX : Maize 

End 144 

Score 70 



1..57, 1..57, 2. .58, 3. .62, 3. .62, 58. .144, 61. .129 



50339 

106886 

321 

OJ991110_04.0419.C2.ol.gs 

321 

none 

321. .396, 486. .692 



Seq. ID OJ991110_04.0419.C2 
Strand 

End 766 

Method GENSCAN 

End 692 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50339 
106886 
321 

OJ991110_04.0419.C2.o2.np 
558 

7020641 
558. .766 

(AK000505) unnamed protein product [Homo sapiens] 



Seq. ID OJ991110_04.0419.C2 
Strand 

End 7 66 

Method AAT/NAP 

End 7 66 

Score 58 



50340 

106887 

2580 

OJ991110_04. 0419.C3.o2.gs 

2580 

none 

2580. .2910, 4886. .5018 



Seq. ID OJ991110_04.0419.C3 
Strand 

End 5018 

Method GENSCAN 

End 5018 

Score .71 



Seq. No. 50341 

Gene No. 106888 

Start 1329 

Name OJ991110_04 . 0419 . C4 . ol . gs 

Start 1329 

GI none 

Exons 1329.. 1340, 2214.. 2303 



Seq. ID OJ991110_04.0419.C4 

Strand + 

End 2303 

Method GENSCAN 

End 2303 

Score .93 



Seq. No. 50341 

Gene No. 106889 

Start 3867 

Name OJ991110_04 . 04 19 . C4 . o2 . gs 

Start 3867 

GI none 

Exons 3867.. 4793 



Seq. ID OJ991110_04 .0419.C4 

Strand + 

End 6217 

Method GENSCAN 

End 47 93 

Score .81 



Seq. No. 50341 

Gene No. 106889 

Start 3867 

Name OJ991110_04 . 0419 .C4 . ol . np 

Start 3879 

GI 5713172 

Exons 3879.-4797, 6068.. 6217 



Seq. ID OJ991110_04 .0419.C4 

Strand + 

End 6217 

Method AAT/NAP 

End 6217 

Score 394 



51874 



GI Descrip. (AF166332) cytochrome P450 [Nicotiana tabacum] 



Seq.. No. 50341 

Gene No. 106890 

Start 6141 

Name OJ991110_04 . 04 19 . C4 . ol . gp 

Start 6141 

GI uC-osflcyp!72a09al 

Exons 6141.. 6217 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 1 
DNA, chromosome 6, clone : P0535G04 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991110_ 
+ 

6217 
AAT/GAP 
6217 
137 



04. 0419. C4 



, Oe-35 Oryza sativa genomic 



Seq. No. 


50341 








Seq. ID 


OJ991110_04.0419.C4 


Gene No. 


106891 








Strand 




Start 


4453 








End 


6217 


Name 


OJ991110 04 


.0419. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4020 








End 


4418 


GI 


none 








Score 


149 


Exons 


* non /oil 
4020 . . 4zll, 


/OTA 


A A 1 O 

. 441o , 


A O O. O 

4z 52. . 


.4324 




Seq. No. 


50341 








Seq. ID 


OJ991110_04.0419.C4 


Gene No. 


106891 








Strand 




Start 


4453 








End 


6217 


Name 


OJ991110 04 


.0419. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4047 








End 


4382 


GI 


none 








Score 


153 


Exons 


4047. .4217, 


4055. 


.4189, 


4235. 


.4345, 4236.-4382 


Seq. No. 


50341 








Seq. ID 


OJ991110_04.0419.C4 


Gene No. 


106891 








Strand 




Start 


4453 








End 


6217 


Name 


OJ991110 04 


.0419. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4047 








End 


4628 


GI 


none 








Score 


146 


Exons 


4047. .4187, 


4055. 


.4186, 


4205. 


.4474, 4236. .4475, 4482. .4628 




4484. .4594 












Seq. No. 


50341 








Seq. ID 


OJ991110_04.0419.C4 


Gene No. 


106891 








Strand 




Start 


4453 








End 


6217 


Name 


OJ991110 04 


.0419. 


C4.o3. 


np 


Method 


AAT/NAP 


Start 


4453 








End 


6217 


GI 


5922623 








Score 


150 


Exons 


4453. .4586, 


5864. 


.5939, 


6107. 


.6217 





GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 50341 Seq. ID 

Gene No. 106891 Strand 

Start 4453 End 

Name OJ991110_04 . 0419 . C4 . o2 . np Method 

Start 5682 End 

GI 7523512 Score 

Exons 5682.. 5811, 6179.. 6217 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ991110_04.0419.C4 

6217 
AAT/NAP 
6217 
•14 0 



51875 



Seq. Nd. 


50342 


Seq. ID 


OJ991110 


_04.0419 


■ C5 


Gene No. 


106892 


Strand 


+ 








115 


End 


6447 






Name 


OJ991110 04.0419.C5.ol.gs 


Method 


GENSCAN 






Of a v- f- 


115 


End 


2719 






PT 
OX 


none 


Score 


.57 








115. .219, 249. .660, 722. .983, 1000. .1091, 1245. 


. 2719 




Oct]* LNU • 


50342 


Seq. ID 


OJ991110. 


04.0419 


.C5 


Hon d Mo 


106892 


Strand 


+ 






Start 


115 


End 


6447 






Name 


OJ991110 04.0419.C5.ol.np 


Method 


AAT/NAP 






Start 


294 


End 


6444 






riT 
ul 


7228457 


Score 


9695 








294. .660, 722. .2656, 2720.. 


3554, 3677. 


.4827, 48 


94. .6444 




T Flo cpri n 


(AP001366) Similar to Sorghum bicolor 1 


Gypsy-Ty3 


type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


50342 


Seq. ID 


OJ991110 


n a ft a 1 q 
U4 . U 4 1 y 


. CD 


Gene No. 


106892 


Strand 


+ 






Of a r +- 
u Lai U 


115 


End 


6447 






Naitie 


OJ991110 04.0419.C5.o2.gs 


Method 


GENSCAN 






Of -j r-+- 
Olaf L 


2783 


End 


6447 








none 


Score 


.72 






L. ' 10 


2783. .3941, 4151. .5099, 5202. .6447 








OC^i IN (J • 


50342 


Seq. ID 


OJ991110 


ft A ft /I 1 Q 

U4 . u 4 1 y 


. CD 


Gene No. 


106893 


Strand 


+ 






Start 


10309 


End 


12864 






LNdillC 


OJ991110 04.0419.C5.o4.np 


Method 


AAT/NAP 






Cf -a r f 
O Lai L 


10309 


End 


11770 






n 

ul 


5042454 


Score 


248 








10309. .10404, 10622. .10738, 


11281. .11466, 11716 


. .11770 




Ul UCdLI -L . 


(AC007789) putative polyprotein [Oryza 


sativa] 






Can Ktr\ 
OcL] . 1NU . 


50342 


Seq. ID 


OJ991110 


_04.0419 


.C5 


Gene No. 


106893 


Strand 


+ 






Start 


10309 


End 


12864 






Name 


OJ991110 04.0419.C5.o4.gs 


Method 


GENSCAN 






Cf a rt" 


10648 


End 


12864 






ol 


none 


Score 


.47 






Ej AvJIlo 


10648. .10844, 11203 .. 11275, 


11377. .11466, 11823 


. .11988, 






12257. .12864 










JCLj. IN O . 


50342 


Seq. ID 


OJ991110 


_04.0419 


.C5 


Gene No. 


106893 


Strand 


+ 






Start 


10309 


End 


12864 






Name 


OJ991110 04.0419.C5.o5.np 


Method 


AAT/NAP 






Start 


12244 


End 


12852 






GI 


5915839 


Score 


581 






Exons 


12244. .12852 











GI Descrip. CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



Seq. No. 
Gene No. 



50342 
106894 



Seq. ID OJ991110_04.0419.C5 
Strand + 



51876 






1 A 01 *7 
1 3 Z / / 


CjnQ 


J. *± / J I 


Name 


ujyyuiu u<i . U4 iy . bo . oo . gs 


we unoa 


r'TTMOr'ZiM 
bCjNbbHN 


btart 


1 yl Oil 

14^ / / 




1 A £Qfl 

i ^ oy U 


bl 


none 


Score 


ft ft 


Exons 


1 A Oil "\ A £QC\ 






oeq. no. 




Corf T n 

oeq . j. u 


OTQQ1 1 1 fl C\A DA1Q fC, 


bene lno . 


106894 


Strand 


+ ~~ 


Start 


14277 


End 


14737 


Name 


OJ991110 04.0419.C5.o6.np 


Method 


AAT/NAP 




14337 


End 


14737 


bl 


5915840 


Score 


324 


Exons 


14337. .14737 






GI Descrip. 


CYTOCHROME P450 71D11 gi 12367431 (AF000403) putative cytoci 




P450 [Lotus japonicus] 






Seq. No. 


50342 


Seq. ID 


OJyyillu U4.U41y.Co 


Gene No. 


106895 


Strand 




otart 


7077 


End 


10367 


Name 


OJ991110 04.0419.C5.o3.gs 


Method 


Z"' T*i XT O /"« T\ XT 

GEN SCAN 


btart 


7077 


End 


10367 


bl 


none 


Score 


.44 


Exons 


7077.. 7436, 7538. .9011, 9106. 


.10367 




beq. No. 


50342 


Seq. ID 


OJ991110 04. 0419. C5 


Gene No. 


106895 


Strand 




Start 


7077 


End 


lOOD / 


Name 


OJ991110 04.0419.C5.o2.np 


Method 


AAT/NAP 


buart 


7080 


End 


10367 


bl 


6907089 


Score 


5035 


Exons 


7080.. 9011, 9106.. 10367 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


C? « XT _. 

Seq. No. 


50342 


Seq. ID 


OJ991110_04.0419.C5 


Gene No. 


106896 


Strand 




Start 


10898 


End 


14737 


Name 


OJ991110 04.0419.C5.o7.tw 


Method 


TBLASTX: Wheat 


btart 


47 


End 


9333 


bl 


none 


Score 


54 


Exons 


47. .118, 5833. .6123, 5838. .6116, 6309. 


.6431, 6310.. 6435, 




9250. .9333 






beq. No. 


50342 


Seq. ID 


OJ991110_04 .0419.C5 


Gene No. 


106896 


Strand 




Start 


10898 


End 


14737 


Name 


OJ991110 04.0419.C5.o6.tw 


Method 


TBLASTX: Wheat 


btart 


788 


End 


1339 


bl 


none 


Score 


35 


Exons 


788. .823, 948. .995, 986. .1099 


, 1006.. 1098, 1066.. 1305, 




1082. .1339 






Seq. No. 


50342 


Seq. ID 


OJ991110_04.0419.C5 


Gene No. 


106896 


Strand 




Start 


10898 


End 


14737 


Name 


OJ991110 04.0419.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


1347 


End 


4806 


GI 


none 


Score 


233 



51877 




Exons 1347.. 1400, 4348.. 4602, 4372.-4623, 4437.. 4622, 4657.. 4806, 

4668. .4805 



o6<5- NO. 










Seq. ID 


OJ991110_04.0419 




Gene No . 


i n £Q q £ 
iudo y 0 








Strand 






otart 


XUO i70 








End 


14737 




Name 


UUyyXXXU \JH 


■ u h x y • 


J . UJ . 


L W 


Method 


TBLASTX: Wheat 






onii 

ZV / / 








End 


2563 




GI 


none 








Score 


405 




Exons 


2077. .2250, 


2078. 


.2563, 


2272. 


.2532, 2282. .2536 


- 


o6CJ. NO. 










Seq. ID 


OJ991110_04.0419 




bene lno . 


X U DO y O 








Strand 






Q 4- a *-+- 










End 


14737 




Name 


vjuyyxxxu vh 


04 1 Q 
• u h x y . 


V^J . OX . 


4- TaT 
L W 


Method 


TBLASTX: Wheat 




O 4- — —4- 

OLaiL 


0101 

Z 1 Z 1 








End 


3190 




GI 


none 








Score 


219 




Exons 


2727. .3170, 


2728. 


.3183, 


2729. 


.3190, 2729. .3184 




oeq . no . 


ro la o 
DUO** z 








Seq. ID 


OJ991110_04.0419 




Gene No . 


XU Do y D 








Strand 


- 




otart 


1 nQQQ 
XUo y o 








End 


14737 




Name 


riTQQi 1 i n 0 4 
uj y y i .Liu ufi 


04 1 Q 

. Ufi xy . 






Method 


TBLASTX : Soybean 




O 4- -i >~ 4- 

otart 


Z / Do 








End 


3133 




GI 


none 








Score 


118 




Exons 


2768. .2992, 


2999. 


.3133 










beq. NO. 










Seq. ID 


OJ991110 04.0419 


pr 


Gene No . 


XU DO y O 








Strand 


- 




otart 


1 nQQQ 

xuo y o 








End 


14737 




Name 


Pi TQQ1 1 1 O C\A 


04 1 Q 

• uh xy . 


Lj . o*: . 


4-m 

T_m 


Method 


TBLASTX: Maize 




oiart 


ooco 
ZoOO 








End 


3214 




GI 


none 








Score 


392 




Exons 


2858. .3214, 


2893. 


.3204, 


2909. 


.3214 






oeq. NO. 


OuohZ 








Seq. ID 


OJ991110_04.0419 




Gene No . 


XU Do y O 








Strand 






C 4 > -v 4- 


1 HQ QQ 

xuo y o 








End 


14737 




Name 


Pi TQQ1 1 1 fl f\A 

uj y y xxxu Ufi 


04 1 Q 

. Ufi xy . 


. Os3 . 


llll 


Method 


TBLASTX: Maize 




C 4- -i v>f 










End 


3625 




GI 


none 








Score 


363 




Exons 


3241. .3606, 


3242. 


.3625 










oeq. no. 


a o 








Seq. ID 


OJ991110_04 .0419 




Gene No . 


iudo yo 








Strand 






O 4- -> -r 4- 


1 OQ QQ 

xuo y o 








End 


14737 




Name 


r\ tqq 1 1 1 n n >i 

ujyyxiiu uq 


C\A 1 Q 

. U4 xy . 


LO . OZ . 


f ,, 

tw 


Method 


TBLASTX: Wheat 




O 4- — — .J- 

Start 


yo 








End 


3723 




GI 


none 








Score 


493 




Exons 


3298. .3723, 


3299. 


.3718 










Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


OJ991110 04 


.0419. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3377 








End 


3748 




GI 


none 








Score 


279 





51878 




Exons 


3377 . . 3748 , 


3394 


^ c o ~i 

. . 3o3 / 










Seq. No. 


50342 








beq. IU 






Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


ojyyiiiu U4 . 


0419 


.C5.o9. 


tw 


Method 






Start 


4191 








bna 


LZ o 4 O 




GI 


none 








Score 


zoo 




Exons 


4191 . .4259, 


4242 


. .4286, 


12576 




IZO f 1 . . xZoZD f 






12586 . . 1284 6 


, 12627.. 12845 








Seq. No. 


50342 








beq. iu 




• ^ D 


Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


OJ991110_04 . 


0419 


.C5.o3. 


ts 


Method 


mo T ACTV • Qr\t r\-\ Ann 

i dLi/\o 1 a . oOyDean 




Start 


4495 








End 


c. n £ i 




GI 


5666795 








Score 


04 




Exons 


4495 . . 4593, 


4669 


. .4806, 


4861. 


.5061 






GI Descrip. 


4206306 2 . Oe 


-10 


(AF049110) prpol [Zea 


mays J 




Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


1 / n "\ *7 




Name 


OJ991110_04 . 


0419 


.CS.olO 


. tw 


Method 


I dLAoIa : wneat 




Start 


4809 








End 






GI 


none 








Score 


lob 




Exons 


4809 . .4985, 


4861 


. .5121 










Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


1 4 / O 1 




Name 


OJ991110 04 . 


0419 


.C5.o4 . 


tm 


Method 


i tJixAo i a t tYia i z e 




Start 


5314 








End 


jOj / 




GI 


none 








Score 


■JO 




Exons 


5314 . . 5637 , 


5331 


. .5624 










Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


OJ991110_04 . 


0419 


.C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


5451 








End 


5832 




GI • 


none 








Score 


372 




Exons 


5451 . . 5507, 


5452 


. .5832, 


5455. 


.5793, 5553. .5801 




Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


OJ991110 04. 


0419 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6304 








End 


6450 




GI 


none 








Score 


186 




Exons 


6304 . .6450, 


6309 


. . 6443 










Seq. No. 


50342 








Seq. ID 


OJ991110_04.0419 


.C5 


Gene No. 


106896 








Strand 






Start 


10898 








End 


14737 




Name 


OJ991110 04. 


0419 


.C5.o3. 


np 


Method 


AAT/NAP 




Start 


10898 








End 


11021 





51879 



GI 


7523512 




Score 


141 




Pvriri s 

UAV/l 1 O 


10898. .11021 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sat iva ] 




Qprr No 


50342 




Seq. ID 


OJ991110_04.0419. 


C5 


Gene No. 


106896 




Strand 






Start 


10898 




End 


14737 




Name 


OJ991110 04. 0419. C5 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12237 




End 


14735 




GI 


none 




Score 


129 




F.xons 


19944 


12360 


12367. .12825, 12543. .12758, 






14388. .14423, 14469 


. .14624, 


14652. .14735 




Seq. No. 


50342 




Seq. ID 


OJ991110_04.0419. 


C5 


Gene No. 


106896 




Strand 






Start 


10898 




End 


14737 




Name 


OJ991110 04. 0419. C5 


.08 .tw 


Method 


TBLASTX: Wheat 




Start 


12237 




End 


12552 




GI 


none 




Score 


74 




Pynn q 


1 99^7 1 9S49 1 994 "3 


12386, 


12244. .12552, 12418. .1254 9 




O C <^ • Liv • 


50342 




Seq. ID 


OJ991110_04.0419. 


C5 


Gene No. 


106896 




Strand 






Start 


10898 




End 


14737 




Name 


OJ991110 04. 0419. C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12243 




End 


12707 




GI 


none 




Score 


188 






12243. .12422, 12244 


. .12429, 


12382. .12693, 12472 .. 12690, 






1 94RQ 19707 










O C » i^U • 


50342 




Seq. ID 


OJ991110_04.0419. 


C5 


Gene No. 


106896 




Strand 






Start 


10898 




End 


14737 




Name 


OJ991110 04. 0419. C5 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12243 




End 


14735 




GI 


none 




Score 


173 




J__l -iV \ m / 1 1 o 


12243. .12395, 12244 


. .12429, 


12400. .12495, 12472 .. 12825, 






1 9S99 1 98 97 1 971 R 


1 9fi^4 
. • x ^. 0 _> ^ , 


14388. . 14600, 14646. .14735 






50342 




Seq. ID 


OJ991110_04.0419. 


C5 


Gene No. 


106896 




Strand 






Start 


10898 




End 


14737 




Name 


OJ991110 04. 0419. C5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


14361 




End 


14737 




GI 


none 




Score 


186 




F,YonQ 

UAvl 1 0 


14361. .14627, 14417 


. .14623, 


14607. .14735, 14 633 14737, 






14634. .14735 










Qc^ri Mo 

JC^. IN VJ • 


50343 




Seq. ID 


OJ991110_04.0419. 




Gene No. 


106897 




Strand 


+ 




Start 


1 




End 


654 




Name 


OJ991110 04. 0419. C6 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


633 




GI 


5915839 




Score 


609 




Exons 


1. .633 











GI Descrip. CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 
CYP71D10p [Glycine max] 



51880 



Seq. No. 


50343 










Seq. ID 


OJ991110_04.0419 


.C6 


bene ino . 


1 Ofift Q7 
XVJOO y f 










C+- r*a nH 








1 
X 












£^4 
DO 4 




Name 


KJO y y X X X \J 


04 
V 4 


04 1 Q 
■ u 4 x y . 


Pfi n1 
O D . U X 


. gs 


iyicl no a 






jLdit. 














f, R 4 
D 0 4 




pt 


none 










Score 


fid 




Exons 


t D • • OJ ft 
















Seq. No. 


50343 










Seq. ID 


OJ991110 04.0419 


.C6 


P_o -r-\ a M /-s 
belle INU . 












Oil allU. 






O t ax L 


X / JJ 










Lna 


9 9 fil 




Name 


n tqqi i in 


U 4 


04 T Q 
• U 4 X Z7 . 


Pfi r>1 


. ts 


Tuf /^s. 4" 


fpDT 7\CTY • Cr»uViaan 

i DXirio i a . ooyoean 




Q+- -i r f 


i q 

X y 










rLinci 


fi4 1 
D4 X 




PT 
bX 


none 










Score 


X D J 




Exons 


X :7 . . Z X U , 


94 
Z 4 


1 7 
. . X / D , 


9R^ 


RQ4 
. O :? 4 , 


-3T £ R7^ 
jXD. .j/j, 


4 H R fi4 1 
4 U O . * D4 X 




Seq. No. 


50343 










Seq. ID 


OJ991110_04 .0419 


■ C6 


bene lno . 


1 Ofift Qft 










Otianu 






otdrt 


X / jO 










n.nci 


99 £1 
ZZ Dl 




Name 


Pt TQQI 1 1 n 


U4 


C\A 1 Q 
. U4 X J . 


P£ /-v 1 




Method 


TUT flCTY • Mrs -i -7c» 

i dj_i/\o i a : Mai ze 




otart 


z 4 












4 O 0 






none 










Score 


909 
ZUZ 




Exons 


9 4 AQQ 
Z 4 . .400/ 


9 R 
z 0 


9 1 n 


1 77 
Iff. 


A 7 Q 


9 4 c: a q i 
Z40. .4oX, 


iJJ. . 4 O O 




Seq. No. 


50343 










Seq. ID 


OJ991110JD4.0419 


C6 


bC lie LNO . 


X U DO .70 










Qf ranH 

oiianu 








1 7 ^ R 
X / JO 










Cjna 


9 9 fi1 
ZZ D 1 




Name 


Pi TQQI 1 1 n 
yy± X X U 


n 4 

U 4 


n /t i q 

. U 4 X y . 


Pfi r\0 
LD. OZ 


•t-T.T 

. tw 


fuT ^ 


i oXj/\o ia. wneau 




Q-(- a 


Z ft 










Cjiia 


j j j 




PT 
bX 


none 










Score 


97 7 
Z / / 






94 "39 Q 


9 R 
Z O 




£4 

D4 . . 


J JJ 








Seq. No. 


50343 










Seq. ID 


OJ991110_04.0419 


C6 


UCl ie LMvJ ■ 


X VJ DO -70 










Strand 








X / JO 










End 


2261 




Name 


Pi TQQI 1 1 n 

uu yyxxxu 


U4 


n 4 i q 

. U 4 X y . 




. tC 


Method 


TBLASTX: Cress 




Cf -j r-+- 
OUal L 


9S " 
ZO 










End 


570 




PT 

bX 












Score 


135 




Exons 


9R 1 ^9 
Z O . . IjZ, 


j y 


IT'S 
• . X / J , 


4 n 

4 U . . 


9 i n 
z xu , 


247. .546, 253. .570, 405. .569 




Seq. No. 


50343 










Seq. ID 


OJ991110_04.0419 


C6 


P ^ NT /~\ 

bene ino . 


XU DO jo 










Strand 






o tart 


1 TOC 

X / O0 










End 


2261 




Name 


Pi TQQI 1 1 n 

uj y y 1 1 x u 


04 


.0419. 


C6.ol 


.tw 


Method 


TBLASTX: Wheat 






JJO 










End 


623 




PT 
bl 


none 










Score 


311 




Exons 


joo . . o y4 , 


361.. 606, 402. .623 






Seq. No. 


50343 










Seq. ID 


OJ991110_04.0419. 


C6 


Gene No. 


106898 










Strand 






Start 


1735 










End 


2261 




Name 


OJ991110 


04 


.0419. 


C6.o2 


.gs 


Method 


GENSCAN 




Start 


1735 










End 


2261 




GI 


none 










Score 


.66 




Exons 


1735. .2136, 


2145. 


.2261 











51881 




beq . wo . 




oeq. iu 


r\ tQQ1 i i n 


Gene No. 


106899 


Strand 




Start 


2853 * 


. End 


2950 


Name 


OJ991110 04.0419.C7.o2.gs 


Method 


GENSCAN 


Start 


2853 


End 


2950 


GI 


none 


Score 


.41 


Exons 


2853. .2950 







Seq. No. 50345 Seq. ID 

Gene No. 106900 Strand 

Start 4 9 End 

Name OJ991110_04 . 0419 .C8 . ol . gs Method 

Start 4 9 End 

GI none Score 

Exons 49.-939, 1123.. 1746 



OJ991110_04.0419.C8 
+ 

1746 
GENSCAN 
1746 
. 98 



Seq. No. 50345 Seq. ID OJ991110_04 . 04 19 - C8 

Gene No. 106900 Strand + 

.Start 49 End 1746 

Name OJ991110_04 . 0419 . C8 . ol . np Method AAT/NAP 

Start 97 End 1743 

GI 5915840 Score 1039 

Exons 97.. 939, 1123.. 1743 

GI Descrip. CYTOCHROME P450 71D11 gi 1 2367431 (AF000403) putative cytochrome 
P450 [Lotus japonicus] 



Seq. No. 50345 

Gene No. 106901 

Start 4279 

Name OJ991110_04 . 0419.C8 .o2 .gs 

Start 4279 

GI none 
Exons 



6384 
GENSCAN 
6384 
.94 

4279. .4860, 4989. .5201, 5219. .5466, 5652. .6384 



Seq. ID OJ991110_04.0419.C8 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



50345 
106901 
\;-.*427 9 ' 

OJ991110_04.0419.C8.o2.np 
4301 
5915836 



OJ991110 04. 0419. C8 



Seq. ID 
Strand 

End 6384 

Method AAT/NAP 

End 6348 

Score 986 
4301. .4920, 4989. .5217, 5699. .6348 

CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. . 50345 

Gene No. 106902 

Start 8016 

Name OJ991 1 1 0_04 . 04 1 9 . C8 . o3 . 

Start 8016 

GI none 

Exons 8016.. 8474, 9948.. 10068 

Seq. No. 50345 

Gene No. 106903 

Start 11809 

Name OJ991110_04 . 0419.C8 . o2 . 

Start 121 



Seq. ID OJ991110_04.0419.C8 
Strand 

End 10770 

gs Method GENSCAN 

End 10770 

Score . 95 

, 10461. .10628, 10766.. 10770 

Seq. ID OJ991110_04.0419.C8 
Strand 

End 12471 

tm Method TBLASTX : Maize 

End 6276 



51882 



CT 


none 


Score 


OCT 

ZD 1 


Exons 


191 ^Q"7 1 £9 "3Q"3 ROI 


o y ft . . jjz , 






DUjj . . DZj4 






beq. no. 




Seq. ID 


OJ991110_04.0419.C8 


Gene No . 


1 n com 


Strand 




btart 


1 1 DflQ 


End 


12471 


Name 


OJ991110 04.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


148 


End 


12463 


GI 


none 


Score 


148 


Exons 


148. .360, 406. .534, 556. .831, 


1117.. 1692, 1122.. 1262, 




1305. .1751, 4309. .4536, 4310. 


.4522, 4594. .4665, 4607. .4645, 




4741. .4920, 4992. .5213, 5911. 


.6276, 6053.. 6181, 8046.. 8273, 




8131. .8259, 11866. .12072, 12130 12201 , 


12256. . 12456, 










Seq. No. 




Seq. ID 


OJ991110_04 .0419.C8 


Gene No. 




Strand 






11809 


End 


12471 


Name 


OJ991110 04.0419.C8.o2.tc 


Method 


TBLASTX: Cress 


otart 


148 


End 


6264 


C T 


none 


Score 


67 


Exons 


148. .201, 196. .378, 415. .552, 


5911. .6216, 6211. . 6264 


Seq. No. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No. 


106903 


Strand 




Cf a yf 


11809 


End 


12471 


Name 


OJ991110 04.0419.C8.o3.tw 


Method 


TBLASTX: Wheat 


btart 


160 


End 


6216 


CT 


none 


Score 


51 


Exons 


160. .195, 196. .249, 256. .489, 


5929.. 6012, 6019.. 6156, 6163.. 6216 


beq. no. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No . 


106903 


Strand 




C4- -i >- f 


11809 


End 


12471 


Name 


OJ991110 04.0419.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


874 


End 


12463 


C T 


none 


Score 


53 


Exons 


874. .930, 1122. .1430, 1123. .1431, 4612. 


.4662, 4612. .4671, 




4614. .4757, 4741. .4863, 4741. 


.4932, 4832. .4933, 4995. .5078, 




8358.. 8462, 12148 12456, 12148 .. 12207 , 


12171. .12263, 




12256. .12456, 12257.. 12463 






oeq. no. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No . 


106903 


Strand 




Of -i ~»f 

btart 


11809 


End 


12471 


Name 


. OJ991110 04.0419.C8.ol.tm 


Method 


TBLASTX: Maize 


Of -i -v- f 

b tar l 


1122 


End 


12457 


GI 


none 


Score 


561 


Exons 


1122.. 1586, 1123.. 1584, 4439. 


.4528, 4441. .4527, 4549. .4584, 




4594.. 4671, 4594.. 4671, 4605. 


.4862, 4741. .4920, 4744. .4920, 




4981. .5091, 4991.. 5017, 4992. 


.5078, 5049. .5174, 8176. .8265, 




8178. .8264, 8283. .8321, 8286. 


.8321, 8403. .8459, 11977 .. 12063, 




11977. .12063, 12085. .12120, 12130 .. 12456, 12130 .. 12207, 




12168. .12263, 12251 .. 12457 , 12256. .12456 


Seq. No. 


50345 


Seq. ID 


OJ991110_04.0419.C8 



51883 




Gene No. 


106903 


Strand 




Start 


11809 


End 


12471 


Name 


ujyyiixu u h . U4 1 y . to . 01 . ic 


Method 


TBLASTX: Cress 


Start 


1123 


End 


12456 


GI 


none 


Score 


464 


Exons 


1123.. 1668, 1137.. 1226, 1293. 


.1667, 4303.. 4530, 4349.. 4522, 




4594. .4665, 8040. .8267, 8086. 


.8259, 11866. .12066, 12130.. 122 




12259. .12456, 12353.. 12445 






Seq. No. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No. 


106903 


Strand 




Start 


11809 


End 


12471 


Name 


OJ991110 04.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 


o Lai U 


1459 


End 


12117 


GI 


none 


Score 


299 


Exons 


1459.. 1692, 1494. .1721, 1499. 


.1699, 4291. .4527, 4291. .4530, 




4292.. 4531, 4543. .4581, 8028. 


.8273, 8028.. 8267, 8280. .8327, 




8280. .8318, 11822. .12034, 11827. .12063 


,. 11860. .12066, 




11937. .12101, 12079.. 12117 






Seq. No. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No . 


106903 


Strand 




Start 


11809 


End 


12471 


Name 


OJ991110 04.0419.C8.o4.gs 


Method 


GENSCAN 


Start 


11809 


End 


12471 


GI 


none 


Score 


.93 


Exons 


11809. .12471 






Seq. No. 


50345 


Seq. ID 


OJ991110_04.0419.C8 


Gene No. 


106903 


Strand 




Start 


11809 


End 


12471 


Name 


OJ991110 04.0419.C8.o3.np 


Method 


AAT/NAP 


Start 


11830 


End 


12461 


GI 


5915839 


Score 


537 


Exons 


11830. .12461 






GI Descrip. 


CYTOCHROME P450 71D10 gi | 2739000 | gb | AAB94588 | (AF022459) 




CYP71D10p [Glycine max] 






Seq. No.. 


50346 


Seq. ID 


OJ991110_04.0419.C9 


Gene No . 


106904 


Strand 


+ 


Start 


52 


End 


287 


Name 


OJ991110 04.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


52 


End 


287 


GI 


none 


Score 


.47 


Exons 


52. .148, 256. .287 






Seq. No. 


50346 


Seq. ID 


OJ991110_04 .0419. C9 


Gene No. 


106905 


Strand 




Start 


1929 


End 


4622 


Name 


OJ991110 04 .0419.C9. ol.np 


Method 


AAT/NAP 


Start 


962 


End 


3474 


GI 


5915835 


Score 


500 


Exons 


962.. 998, 2575.. 3474 






GI Descrip. 


CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 




P450 [Solanum chacoense]* 






Seq. No. 


50346 


Seq. ID 


OJ991110_04.0419.C9 



51884 




Gene No. 


106905 






Strand 








Start 


1929 






End 


4622 






Name 


OJ991110 04 


.0419 


.C9.o2.gs 


Method 


GENSCAN 






Start 


1929 






End 


4622 






GI 


none 






Score 


.55 






Exons 


1929. .2015, 


2575 


..3530, 3598. 


.3693, 44 


34. .4622 






Seq. No. 


50346 






Seq. ID 


OJ991110 


_04.0419. 


C9 


Gene No. 


106905 






Strand 








Start 


1929 






End 


4622 






Name 


'OJ991110 04 


.0419 


.C9.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


2704 






End 


3399 






GI 


none 






Score 


68 






Exons 


2704. .2922, 


3034 


..3399, 3176. 


.3304 








Seq. No. 


50346 






Seq. ID 


OJ991110 


_04 .0419. 


C9 


Gene No. 


106905 






Strand 








Start 


1929 






End 


4622 






Name 


OJ991110 04 


.0419 


.C9.ol. tm 


Method 


TBLASTX: 


Maize 




Start 


2744 






End 


3390 






GI 


none 






Score 


121 






Exons 


2744. .2914, 


2746 


..2943, 2824. 


.2940, 3034. .3324, 


3164. .3322, 




3334. .3390, 


3335 


. .3358 










Seq. No. 


50346 






Seq. ID 


OJ991110 


04 .0419. 


C9 


Gene No. 


106905 






Strand 








Start 


1929 






End 


4622 






Name 


OJ991110 04 


.0419 


.C9.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


3034 






End 


3384 






GI 


none 






Score 


89 






Exons 


3034. .3339, 


3044 


..3304, 3322. 


.3384 








Seq. No. 


50347 






Seq. ID 


OJ991110 


_04 .0419. 


C10 


Gene No. 


106906 






Strand 








Start 


25 






End 


124 






Name 


OJ991110 04 


.0419 


. C10 . ol . gs 


Method 


GENSCAN 






Start 


25 






End 


124 






GI 


none 






Score 


.86 






Exons 


25. .124 














Seq. No. 


50348 






Seq. ID 


OJ991110 


_04 .0419. 


Cll 


Gene No. 


106907 






Strand 


+ 






Start 


276 






End 


1603 






Name 


OJ991110 04 


.0419 


.Cll.ol.gs 


Method 


GENSCAN 






Start 


276 






End 


1603 






GI 


none 






Score 


.41 






Exons 


276. .308, 728. .8 


51, 1483.. 1603 








Seq. No. 


50348 






Seq. ID 


OJ991110 


_04.0419. 


Cll 


Gene No. 


106908 






Strand 








Start 


793 






End 


2015 






Name 


OJ991110 04 


.0419 


.Cll.ol.np 


Method 


AAT/NAP 






Start 


793 






End 


2015 






GI 


5852181 






Score 


118 






Exons 


793. .1051, 


1844. 


.2015 










GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza sativa] 









51885 



hi 

■s cr. 



Seq. No. 


50349 




Seq. ID 


OJ991110_04.0419.< 


Gene No. 


106909 




Strand 




Start 


1314 




End 


1991 


Name 


OJ991110 04 


0419 C12 ol as 


Method 


GENSCAN 




1314 ~~ 




End 


1976 


GI 


none 




Score 


1 


Fx on s 


1314 1976 










50349 




Seq. ID 


OJ991110 04.0419.1 


Gene No . 


106909 




Strand 




Start 


1314 




End 


1991 


Name 


OJ991110 04 


. 0419. C12.ol. rip 


Method 


AAT/NAP 


Start 


1329 




End 


1991 


GI 


5915839 




Score 


530 


Fvnn ^ 


1329. .1991 








(IT Dp^ptid 


CYTOCHROME 


P450 71D10 gi|2739000|gb|AAB94588| (AF022459) 




CYP71D10p [Glycine max] 






Seq. No. 


50349 




Seq. ID 


OJ991110_04.0419.< 


Gene No. 


106909 




Strand 




Start 


1314 




End 


1991 


Name 


OJ991110 04 


.0419.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


1365 




End 


1961 




none 




Score 


123 


F xnn s 


1365. .1616, 


1417. .1575, 1434. 


.1616, 1629. .1700, 1797. .19 


Seq. No. 


50349 




Seq. ID 


OJ991110_04. 0419.1 


Gene No. 


106909 




Strand 




Start 


1314 




End 


1991 


Name 


OJ991110 04 


.0419.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1365 




End 


1964 


GI 


none 




Score 


115 



Exons 



1365. .1571, 1378. .1563, 1590. .1622, 1629. .1700, 1812. .1964, 
1813. .1962 



'4 Seq. No. 


50349 








Seq. ID 


OJ991110_04.0419.C12 


^£ Gene No. 


106909 








Strand 




[=! Start 


1314 








End 


1991 


IZ Name 


OJ991110 04 


.0419. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 


!f Start 


1365 








End 


1691 


U GI 


none 








Score 


129 


Exons 


1365. .1427, 


1432. 


.1578, 


1434. 


.1616, 1629. .1691 


Seq. No. 


50349 








Seq. ID 


OJ991110_04.0419.C12 


Gene No. 


106909 








Strand 




Start 


1314 








End 


1991 


Name 


OJ991110 04 


.0419. 


C12.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1368 








End 


1961 


GI 


none 








Score 


111 


Exons 


1368. .1565, 


1450. 


.1569, 


1578. 


.1625, 1629. .1706, 1774. .1947, 




1776. .1961 












Seq. No. 


50350 








Seq. ID 


OJ991110_04.0419.C13 


Gene No. 


106910 








Strand 




Start 


1 








End 


583 


Name 


OJ991110 04 


.0419. 


C13.ol 


. np 


Method 


AAT/NAP 


Start 


1 








End 


562 



51886 




GI 


5915835 




Score 


393 


Exons 


1. .562 








GI Descrip. 


CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrom< 




P450 [Solanum chacoense] 


1 






Seq. No. 


50350 




Seq. ID 


OJ991110 04 0419 C13 


Gene No. 


106910 




Qf rand 




Start 


1 




End 


583 


Name 


OJ991110 04 0419 C13 ol 




Method 


GEN SCAN 


Start 


14 ~~ 




End 


583 


GI 


none 




Score 


.98 


Exons 


14. .583 








Seq. No. 


50350 




Seq. ID 


OJ991110 04 0419 C13 


Gene No. 


106911 




Strand 




Start 


5704 




End 


6391 


Name 


OJ991110 04 0419 C13 ol 


, tc 


Method 


TBLASTX : Cress 


Start 


122 ~~ 




End 


469 


GI 


none 




Score 


54 


Exons 


122. .427, 422. .469 








Seq. No. 


50350 

-J \j *j -J \J 




Seq. ID 


OJ991110 04 0419 C13 


Gene No. 


106911 




Sr rand 




Start 


5704 




End 


6391 


Name 


OJ991110 04 0419 C13 ol 


ts 




TBLASTX * Sovbpan 


Start 


122 ~~ 




End 


4 7 0 


GI 


none 




Score 


45 


Exons 


122. .469, 123. .221, 264. 


.470 






Seq. No. 


50350 
■j \j *j -j \j 




Seq. ID 


OJ991110 04 0419 C13 


Gene No. 


106911 




•J C X ClllU 




Start 


5704 




End 


6391 

V J J 1 


Name 


OJ991110 04 0419 C13 ol 


tm 


Mprhnd 


L J— > l_IXii«J 1 /\ • L JQ X 


Start 


125 ~ 




End 


4 82 

*i O Z. 


GI 


none 




Score 


268 


Exons 


125. .469, 126. .482 








Seq. No. 


50350 




iJC^ • 1U 


OJ991110 04 0419 C13 


Gene No. 


106911 




rand 

Jul cii iu 




Start 


5704 




End 


6391 


Name 


OJ991110 04 0419 C13 o2 


tm 




TBLASTX • Maize 


Start 


4411 ~ 




End 


4 6S4 


GI 


none 




Score 


262 


Exons 


4411. .4653, 4412. .4654 








Seq. No. 


JU J JU 






H.TQQ1 1 1 0 04 041 9 PI ^ 


Gene No. 


1UU Jll 




Of- r anH 




Start 


5704 




End 


6391 


Name 


OJ991110 04.0419.C13.o3. 


gs 


Method 


GENSCAN 


Start 


5704 




End 


6391 


GI 


none 




Score 


.55 


Exons 


5704.. 6070, 6357.. 6391 








Seq. No. 


50351 




Seq. ID 


OJ991110_04 .0419.C14 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419.C14.ol. 


gs 


Method 


GENSCAN 



51887 




Start 


431 




End 


1078 


GI 


none 




Score 


. 92 


Exon s 


431 1078 








Sea No 


50351 




Seq. ID 


OJ991110 04 0419 C14 


Gene No . 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419.C14.ol. 


np 


Method 


AAT/NAP 


Start 


446 




End 


1912 


GI 


5915839 




Score 


554 


Exons 


44 6. .1078, I860.. 1912 








GT DescriD 


CYTOCHROME P450 71D10 gi 


.| 2739000 |gb|AAB94588 | (AF022459) 




CYP71D10p [Glycine max] 








Seq. No. 


50351 




Seq. ID 


OJ991110 04. 0419. CI 4 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419.C14.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


447 _ 




End 


1078 


GI 


none 




Score 


135 


Exons 


447. .680, 473. .688, 707. 


.739, 


746. .838, 


884. .1078, 966. .105! 


Seq. No. 


50351 




Seq. ID 


OJ991110 04.0419 C14 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


454 ~ 




End 


808 


GI 


none 




Score 


48 


Exons 


454. 546. 473. .544, 545. 


.733, 


546. .692, 


551. .730, 746. .808 


Seq. No. 


50351 




Sea. ID 


OJ991110 04.0419.C14 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04 . 0419.C14 .ol. 


tc 


Mpt" hod 


TBLASTX • Cress 


Start 


473 ~~ 




End 


1078 


GI 


none 




Score 


91 


Exons 


473. .688, 546. .680, 701. 


.733, 


746. .916, 


747. .818, 965. .1078 




981 . . 1070 








Sea. No. 


50351 




Seq. ID 


OJ991110_04 .0419.C14 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419 C14.ol 


tm 


Method 


TBLASTX: Maize 


Start 


591 ~~ 




End 


1072 


GI 


none 




Score 


101 


Exon s 


591 680 593 679 707 


.736, 


746. .844, 


756. .830, 785. .940, 




884 1072, 894 1064 








Seq. No. 


50351 




Seq. ID 


OJ991110_04 .0419.C14 


Gene No. 


106912 




Strand 




Start 


431 




End 


1912 


Name 


OJ991110 04.0419.C14.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


809 




End 


1072 


GI 


none 




Score 


66 


Exons 


809. .1072, 860. .940, 969 


. .1067 




Seq. No. 


50352 




Seq. ID 


OJ991110_04 .0419.C15 



51888 




Gene No. 


106913 




Strand 


+ 




Start 


635 




End 


1082 




Name 


OJ991110 04.0419.C15.ol 


. as 


Method 


GENSCAN 




Start 


635 




End 


1082 




GI 


none 




Score 


. 95 




Exons 


635.-873, 1065. .1082 










Seq. No. 


50352 




Seq. ID 


OJ991110_04 


.0419. C15 


Gene No. 


106914 




Strand 






Start 


.1749 




End 


1952 




Name 


OJ991110 04.0419.C15.o2, 


. as 


Method 


GENSCAN 




Start 


1749 




End 


1952 




GI 


none 




Score 


.4 




Exons 


1749. .1952 










Seq. No. 


50353 




Seq. ID 


OJ991110 04 


. 0419. C16 


Gene No. 


106915 




Strand 


+ 




Start 


314 




End 


7101 




Name 


OJ991110 04.0419.C16.ol, 


■ gs 


Method 


GENSCAN 




Start 


314 




End 


6926 




GI 


none 




Score 


. 61 




Exons 


314. .325, 2930. .3003, 3048.. 


3726, 3800 


..5407, 5431 


. .5578, 




5610. .5720, 5755. .5996, 


6165 


. . 6926 






Seq. No. 


50353 




Seq. ID 


OJ991110 04 


.0419. C16 


Gene No. 


106915 




Strand 


+ 




Start 


314 




End 


7101 




Name 


OJ991110 04.0419.C16.ol, 


,np 


Method 


AAT/NAP 




Start 


2858 




End 


7101 




GI 


7228457 




Score 


1707 




Exons 


2858. .2908, 4402. .5973, 


6028 


..6924, 7048. .7101 





GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 50353 Seq. ID 

Gene No. 106915 Strand 

Start 314 End 

Name OJ991110_04 . 04 19 . C16 . o4 . tw Method 

Start 3815 End 

GI none Score 

Exons 3815.. 3925, 4493.. 4891 



OJ991110_04.0419.C16 
+ 

7101 

TBLASTX: Wheat 

4891 

53 



Seq. No. 50353 Seq. ID 

Gene No. 106915 Strand 

Start 314 End 

Name OJ991110_04 . 04 19 . C16 . o3 . tm Method 

Start 4490 End 

GI none Score 

Exons 4490.. 4729 



OJ991110_04.0419.C16 
+ 

7101 

TBLASTX: Maize 

4729 

186 



Seq. No. 50353 Seq. ID 

Gene No. 106915 Strand 

Start 314 End 

Name OJ991110_04 . 04 19 . C16 . o3 . tw Method 

Start 5473 End 

GI none Score 



OJ991110_04.0419.C16 
+ 

7101 

TBLASTX: Wheat 

5970 

127 



51889 



Exons 


dA "7 ^ COO 
0 4 1 O . . JDZZ , 


04 O 1 




Dby i . 


.5927, 5693.. 5809, 5917.. 5970 


Seq. No. 


50353 








Seq. ID 


OJ991110JD4.0419 


.C16 


Gene No. 


106915 








Strand 


+ 






O 14 








End 


7101 




Name 


r\ tqqi i i n HA 

ujyyiiiu U4 


n /i i q 
. u 4 1 y 


. LI D . Ol 




Method 


TBLASTX: Wheat 




otart 


ci on 

blZU 








End 


6574 




LI 


none 








Score 


547 




Exons 


ci ori c^cs 

blZU . . DjOj / 


blZU 


C C CO 


C 1 0 Q 

blZo . 


.6574 






Seq. No. 


50353 








Seq. ID 


OJ991110_04.0419 


.C16 


Gene No. 


106915 








Strand 


+ 




Of -a yf 

o tar r 










End 


7101 




Name 


n TQQ1 iin C\ A 

ujyyiiiu U4 


. U4 1 y 


.LID. OZ 


. T_S 


Method 


TBLASTX: Soybean 




CM * v-t- 










End 


6524 




LI 


none 








Score 


107 




Exons 


Dljy . . bOO J , 


Qfk 


. . bDZ4 










Seq. No. 


50353 








Seq. ID 


OJ991110_04 .0419 


.C16 


Gene No. 


106915 








Strand 


+ 




btart 


"3 1 A 








End 


7101 




Name 


A TQQ1 1 1 n C\ A 

ujyyiiiu U4 


C\ A 1 Q 

. U4 1 y 


PIC IS 1 

Lib . Ol 


4-m 

. tm 


Method 


TBLASTX: Maize 




btart 


£ O /I Q 

bZ4 y 








End 


6605 




LI 


none 








Score 


414 




Exons 


DZ4 y . . ODUO , 


CO Q ;1 
bZo4 


c cn /) 










Seq. No. 


50353 








Seq. ID 


OJ991110_04.0419 


.C16 


Gene No. 


106915 








Strand 


+ 




btart 


"5 1 A 
J14 








End 


7101 




Name 


r\ tqqi 1 i n c\A 
ujyyiiiu U4 


O /I 1 Q 

. U4 1 y 


Lib . OZ 


4-m 


Method 


TBLASTX: Maize 




C 4- -a »-4- 


CCT3 








End 


7016 




C T 

LI 


none 








Score 


328 




Exons 


DOjj . . / Ul b, 


cccn 


. by Uj / 


b bbo . 


.7015 






Seq. No. 


50353 








Seq. ID 


OJ991110_04.0419 


.C16 


Gene No. 


106915 








Strand 


+ 




o cart 










End 


7101 




Name 


ATOQ1 1 1 fl C\A 

ujyyiiiu U4 


. U4 1 y 


r*i c aO 
Lib . OZ 


4- T T 


Method 


TBLASTX: Wheat 




btart 


c c an 








End 


7091 




LI 


none 








Score 


433 




Exons 


CCQH "7 fl Q1 

Doyu . . / u y i , 


CCQc; 
boy 0 


7H Qfi 

. / u y u 










Seq. No. 


50353 








Seq. ID 


OJ991110_04.0419 


.C16 


Gene No. 


106915 








Strand 


+ 




o tan 


O 1 4 








End 


7101 




Name 


ATQQ1 1 1 n C\ A 

ujyyiiiu U4 


n yl 1 Q 

. U4 iy , 


Lib . Ol 


. ts 


Method 


TBLASTX : Soybean 




otart: 


CT3Q 
D / JO 








End 


7091 




LI 


none 








Score 


268 




Exons 


/•Ton Tom 

o / Jo . . /uy l , 


C "7 A O 
O /4 J . 


/:noo 
. oyzo 










Seq. No. 


50354 








Seq. ID 


OJ991110_04 .0419 


.C17 


Gene No. 


106916 








Strand 


+ 




Start 


1 








End 


2471 




Name 


OJ991110 04 


.0419, 


C17.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


2045 




GI 


5902445 








Score 


1863 





Exons 1..2045 



51890 



GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50354 

106916 

1 

OJ991110_04.0419.C17 .ol.gs 
75 

none 



Seq. ID OJ991110_04.0419.C17 

Strand + 

End 2471 

Method GEN SCAN 

End 2471 

Score .78 



75. .1698, 1801. .2031, 2164. .2471 



50354 
106917 
6116 

OJ991110_04.0419.C17.o4.np 
6116 
7523517 
6116.. 6415, 6559.. 6660 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ991110_04.0419.C17 

Strand + 

End 6660 

Method AAT/NAP 

End 6660 

Score 230 



beq. no. 


50354 








Seq. ID 


Gene No . 


106918 








Cr rand 


Start 


2665 








FnH 


Name 


OJ991110 04 


.0419. C17. 


o3 


tw 


Method 


btar t 


54 








End 


GI 


none 








Score 


Exons 


54. .278, 97 


..264, 107 


. .280, 


288. .461, 


beq. no. 


50354 








Seq. ID 


Gene No . 


106918 








rand 


Start 


2665 








FnH 

LjLLKJ. 


Name 


OJ991110 04 


.0419.C17. 


o4 


. tw 


Mpf n nH 


Start 


500 








End 


GI 


none 








Score 


Exons 


500. .754, 501. .758 








Seq. No. 


50354 








Seq. ID 


Gene No. 


106918 








Strand 


Start 


2665 








End 


Name 


OJ991110 04 


.0419.C17. 


ol 


. tm 


Method 


Start 


921 








End 


GI 


none 








Score 


Exons 


921. .1226, 


938. .1225 








Seq. No. 


50354 








Seq. ID 


Gene No. 


106918 








Strand 


Start 


2665 








End 


Name 


OJ991110 04 


.0419.C17. 


o2 


.tw 


Method 


Start 


921 








End 


GI 


none 








Score 


Exons 


921. .1304, 


929. .1303 








Seq. No. 


50354 








Seq. ID 


Gene No. 


106918 








Strand 


Start 


2665 








End 


Name 


OJ991110 04 


.0419.C17. 


ol 


.tw 


Method 


Start 


1428 








End 


GI 


none 








Score 



6598 

TBLASTX: Wheat 

461 

200 



6598 

TBLASTX: Wheat 

758 

175 



6598 

TBLASTX: Maize 

1226 

350 



6598 

TBLASTX: Wheat 

1304 

363 



6598 

TBLASTX: Wheat 

2036 

337 



51891 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1428. .1916, 1442. .1528, 1577. .1684, 1905. .2036, 1910. .2035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



50354 

106918 

2665 

OJ991110_04.0419.C17.o2.gs 
2665 
none 



Seq. ID OJ991110JD4 .0419.C17 
Strand 

End 6598 

Method GENSCAN 

End 6598 

Score .79 



2665. .3176, 3281. .3426, 3682. .4102, 4171. .4310, 4380. .4438, 
4545. .4699, 4758. .4886, 4966. .5715, 6501. .6598 



4380.. 4438, 4509. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4693, 



OJ991110 04.0419.C17 



50354 
106918 
2665 

OJ991110_04. 0419.C17.o2.np 
3549 
6721561 
3549. .4310, 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6598 
AAT/NAP 
5728 
1025 
5659. .5728 



50354 Seq. ID 

10691-8 Strand 
2665 End 
OJ991110_04. 0419.C17.o3.np Method 
3668 End 
6721558 Score 
3668.-3869, 4761. .4886, 5587. .5686 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



OJ991110_04.0419.C17 

6598 
AAT/NAP 
5686 
258 



50355 Seq. ID 

106919 Strand 

209 End 
OJ991110_04.0419.C18.ol.gs Method 

209 End 

none Score 

209. .305, 344. .456, 2162. .2265 



50356 
106920 



OJ991110_04.0419.C20.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ991110_04.0419.C18 

2265 
GENSCAN 
2265 
.77 



OJ991110_04.0419.C20 

1782 
AAT/NAP 
1782 
166 



7339715 

1..103, 257. .453, 1727. .1782 

(AP001539) EST AU057816 (S21817 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome IV 
BAC T19F06; unknown protein. (AC002343) [Oryza sativa] 



50356 

106920 

1 



Seq. ID 

Strand 

End 



OJ991110 04.0419.C20 



1782 



51892 



Name 


OJ991110 04.0419.C20.ol.gs 


Method 


GENSCAN 








Start 


395 


End 


817 








GI 


none 


Score 


.76 








Exons 


395.. 565, 670.. 817 












Seq. No. 


50357 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C21 


(aene no . 


x uoy<; 1 


btrano 










Start 


8 


End 


49 








Name 


OJ991110 04.0419.C21.ol.gs 


Method 


GENSCAN 








Start 


8 


End 


4 9 








GI 


none 


Score 


.86 








Exons 


8. .49 












Seq. No. 


50358 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C22 


bene ino . 




Strand 


+ 








Start 


350 


End 


683 








Name 


OJ991110 04.0419.C22.ol.gs 


Method 


GENSCAN 








Start 


350 


End 


683 








GI 


none 


Score 


.87 








Exons 


350. .508, 586. .683 












Seq. No. 


50359 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C23 


Gene No . 


iuo o 


C4- ~- _ _ J 

btrana 


+ 








Start 


7436 


End 


7978 








Name 


OJ991110 04.0419.C23.o3.gs 


. Method 


GENSCAN 








Start 


7436 


End 


7978 








GI 


none 


Score 


.82 








Exons 


7436. .7439, 7530. .7978 












Seq. No. 


50359 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C23 


Gene No . 


i u oyz4 


Strand 










Start 


509 


End 


7252 








Name 


OJ991110 04.0419.C23.ol.gs 


Method 


GENSCAN 








Start 


509 


End 


4219 








GI 


none 


Score 


.86 








Exons 


509. .1168, 1781. .1836, 3630. 


.3786,. 4121. .4219 








Seq. No. 


50359 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C23 


Gene No. 


106924 


Strand 










Start 


509 


End 


7252 








Name 


OJ991110 04.0419.C23.ol.np 


Method 


AAT/NAP 








Start 


527 


End 


7216 








GI 


5915836 


Score 


954 








Exons 


527. .1168, 6326. .7216 












GI Descrip. 


CYTOCHROME P450 71D7 gi 11762144 (U48435) putative 


cytochrome 




P450 [Solanum chacoense] 












Seq. No. 


50359 


Seq. ID 


OJ991110_ 


_04 


.0419. 


C23 


Gene No . 


106924 


Strand 










Start 


509 


End 


7252 








Name 


OJ991110 04.0419.C23.o2.gs 


Method 


GENSCAN 








Start 


6248 


End 


7252 








GI 


none 


Score 


.54 








Exons 


6248. .7252 












Seq. No. 


50359 


Seq. ID 


OJ991110_ 


04 


.0419. 


C23 


Gene No. 


106925 


Strand 











51893 



Start 
Name 
Start 
GI 

Exons 



8087 



End 



17511 



OJ991 110_04 . 04 19 . C23 . o4 . tm Method TBLASTX : Maize 

436 End 1174 

none Score 124 

436.-468, 557. .763, 579. .764, 776. .814, 836. .1006, 837. .917, 
1058. .1174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50359 

106925 

8087 

OJ991110_04 . 01T9 . C2"3*. 06 . tw 

554 

none 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 

Method TBLASTX : Wheat 

End 808 

Score 134 



554. .763, 557. .763, 576. .764, 776. .808 



50359 

106925 

8087 

OJ991110_04. 0419.C23.ol.ts 

557 

none 



Seq. ID OJ991110_04 .0419.C23 
Strand 

End 17511 
Method TBLASTX : Soybean 
End 7129 
Score 139 

557. .766, 576. .761, 782. .805, 836. .1015, 837. .917, 1028. .1174, 
1029. .1169, 6773. .7060, 6786. .6884, 6939. .7028, 7055. .7129, 
7062. .7127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50359 Seq. ID OJ991110_04 . 04 19 . C23 

106925 Strand 

8087 End 17511 

OJ991110_04 .0419.C23.ol.tc Method TBLASTX : Cress 

623 End 7138 

none Score 105 

623. .763, 624. .755, 776. .811, 836. .1174, 837. .908, 6773. .7081, 
6852. .7028, 7070.. 7138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50359 

106925 

8087 



Seq. ID OJ991110_04 .0419.C23 
Strand 

End 17511 



OJ991110 04.0419.C23.o7.tw Method TBLASTX: Wheat 



854 
none 



End 
Score 



6418 
82 



354. .1048, 1061. .1168, 1062. .1175, 6377. .6418 



50359 

106925 

8087 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 



OJ991110 04.0419.C23.o3.tm Method TBLASTX : Mai ze 



6773 
none 

6773. .7129, 6786. .7127 

50359 

106925 

8087 



End 
Score 



7129 
267 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 



OJ991110 04.0419.C23.o8.tw Method TBLASTX : Wheat 



6794 
none 



End 
Score 



7081 
61 



6794. .6877, 6920. .7021, 7028. .7081 



51894 



Seq. No. 50359 

Gene No. . 106925 

Start 8087 

Name OJ991110_04 . 0419 .C23 . o4 . gs 

Start 8087 

GI none 
Exons 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 

Method GENSCAN 

End 17511 

Score .75 



8087. .8268, 10486. . 10621, 12871 .. 12983, 13122 .. 14 663, 
14705. .16634, 16685 .. 168 69, 17330.. 17511 



Seq. No. 50359 
Gene No. 106925 
Start 8087 

Name OJ991110_04 . 0419.C23 .o2 .np 

Start 12853 
GI 130582 
Exons 12853. .16849 

GI Descrip. RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS : PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 Ipir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 

Method AAT/NAP 

End 16849 

Score 2785 



Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 


Gene No. 


106925 




Strand 






Start 


8087 




End 


17511 




Name 


OJ991110 04.0419.C23 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


12858 




End 


13284 




GI 


none 




Score 


138 




Exons 


12858 . . 13103, 12859. 


. 13263, 


12859. .13284, 12860. .13282 




Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 


Gene No. 


106925 




Strand 






Start 


8087 




End 


17511 




Name 


OJ991110 04.0419.C23 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


12859 




End 


13338 




GI 


none 




Score 


78 




Exons 


12859. .13071, 13087. 


.13233, 


13234. .13338 




Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 


Gene No. 


106925 




Strand 






Start 


8087 




End 


17511 




Name 


OJ991110 04.0419.C23 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12862 




End 


13260 




GI 


none 




Score 


59 




Exons 


12862. .12975, 12863. 


.12961, 


12977. .13258, 12988. .13260 




Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 


Gene No. 


106925 




Strand 






Start 


8087 




End 


17511 




Name 


OJ991110 04.0419.C23 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12886 




End 


13321 




GI 


none 




Score 


55 




Exons 


12886. .13086, 12946. 


.13077, 


13010. .13087, 13105. .13308, 






13130. .13321 










Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 


Gene No. 


106925 




Strand 







51895 



Start 
Name 
Start 
GI 

Exons 



8087 End 
OJ991110_04.0419.C23.o2.tm Method 
13340 End 
none Score 

13340. .13651, 13343. .13591, 13345 .. 13650, 13627 .. 13785, 
13694. .13786 



17511 

TBLASTX : Maize 

13786 

212 



Seq. No. 50359 Seq. ID 

Gene No. 106925 Strand 

Start 8087 End 

Name OJ991110JD4 . 0419 . C23 . o2 . tw ./" Method 

Start 13435 End 

GI none Score 

Exons 13435. .13869, 13454 .. 13618, 13585 13740, 13679. . 13813, 
13906. .14058 



OJ991110_04.0419.C23 
17511 

TBLASTX: Wheat 
14058 
56 



Seq. No. 50359 

Gene No. 106925 

Start 8087 

Name OJ991110_04 . 0419 . C23 . o5 

Start 13789 

GI none 

Exons 13789. .14217, 13922.. 14 

Seq. No. 50359 

Gene No. 106925 

Start 8087 

Name OJ991110_04 . 0419 . C23 . o2 

Start 13804 

GI none 

Exons 13804. .14193, 13842.. 14 



Seq. ID OJ991110_04.0419.C23 
Strand 

End 17511 

.tm Method TBLASTX: Maize 

End 14220 

Score 108 
182, 14119.. 14220 

Seq. ID OJ991110_04 .0419.C23 
Strand 

End 17511 

.ts Method TBLASTX: Soybean 

End 14193 

Score 8 9 
099, 13898.. 14173 



Seq. No. 50359 Seq. ID OJ991110_04 . 04 19 . C23 

Gene No. 106925 Strand 

Start 8087 End 17511 

Name OJ991110_04 . 0419 . C23 . ol . gp Method AAT/GAP 

Start 13816 End 14058 

GI 1621494 Score 446 

Exons 13816.. 14058 

GI Descrip. 16214 95/dbj | BAA12903 | 4.0e-35 (D85877) reverse transcriptase 
[Oryza sativa] 



Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


Gene No. 


106925 




Strand 




Start 


8087 




End 


17511 


Name 


OJ991110 04.0419.C23. 


o3. tc 


Method 


TBLASTX: Cress 


Start 


14011 




End 


14217 


GI 


none 




Score 


80 


Exons 


14011. .14217, 14011.. 


14217 







Seq. No. 50359 

Gene No. 106925 

Start 8087 

Name OJ991110_04 . 0419 . C23 . ol . tw 

Start 14059 

GI none 

Exons 14059. .14493, 14059 .. 14493, 14307.. 14495 



Seq. ID OJ991110_04.0419.C23 



Strand 
End 

Method 

End 

Score 



17511 

TBLASTX: Wheat 
14495 
405 



51896 





Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 




Gene No. 


106925 




Strand 








Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


. o3 . ts 


Method 


TBLASTX: Soybean 






Start 


14706 




End 


15158 






GI 


none 




Score 


117 






Exons 


14706. . 14843, 14829. 


. 15158, 


14911. .15129 






Seq^. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 




Gene No . 


106925 




Strand 








Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


.o2. tc 


Method 


TBLASTX: Cress 






Start 


14709 




End 


15140 






GI 


none 




Score 


79 






Exons 


14709. . 14831, 14716. 


.14832, 


14847. . 15140 






Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 




Gene No . 


106925 




Strand 








Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


14769 ~ 




End 


15378 






GI 


none 




Score 


144 




^ rf 


Exons 


14769. .14831, 14928. 


. 15377, 


14968. .15378 




% ^ 


Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 




Gene No. 


106925 




Strand 






f y 


Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


. 06 . tm 


Method 


TBLASTX: Maize 




f Ts 


Start 


14907 




End 


15392 






GI 


none 




Score 


116 




; y 


Exons 


14907. .15392, 14908. 


.15198, 


15039. .15203 






Seq. No. 


50359 




Seq. ID 


OJ991110_04.0419 


.C23 




Gene No. 


106925 




Strand 






S . 3 


Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


. o2 . gp 


Method 


AAT/GAP 






Start 


15105 




End 


15541 




i. "s 


GI 


2428449 




Score 


818 




^ —j 


Exons 


15105. .15541 












GI Descrip. 


4388818/gb|AAD19773| 


3.0e-40 (AC006528) 


putative pol polyprotein 






with a Zn-finger CCHC type 


domain (prosite : QDOC50158 ) and a DDE 






integrase signature motif [Arabidopsis 


thaliana] 






Seq. No. 


50359 




Seq. ID 


OJ991110_04 .0419 


.C23 




Gene No. 


106925 




Strand 








Start 


8087 




End 


17511 






Name 


OJ991110 04.0419.C23 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


16083 




End 


16505 






GI 


none 




Score 


45 






Exons 


16083. .16145, 16093. 


.16128, 


16212. .16274, 16222 .. 16263, 








16266. .16376, 16267. 


.16359, 


16356. .16505, 16363.. 16488 






Seq. No. 


50360 




Seq. ID 


OJ991110_04.0419 


.C24 




Gene No. 


106926 




Strand 


+ 






Start 


1253 




End 


1403 






Name 


OJ991110 04.0419.C24 


.ol.gs 


Method 


GENSCAN 





51897 




start 


1 OC-5 




TP -r^ z~3 


1 / n o 




bl 


none 




Score 


Q/l 




Exons 


lzD J . . It U J 










Seq. No. 


50361 




Seq. ID 


OJ991110J34 .0419 


.C26 


Gene No. 


106927 




Strand 






btart 


i h u y 




t»na 


1 7 Q7 
1 / y l 




Name 


ujyyiiiu U ft . U f± 1 j . D . o X 




fuf £*\ +- W /-J 

neunOQ 






Start 


i / no 




tina. 


1 7 Q7 

i / y / 




GI 


none 




Score 


. O 0 




Exons 


lyina i 'j i ctc i 7 Q7 










Seq. No. 






Con T n 

oeq. iu 


HTQQ1 1 1 fl ClA f)41 Q 




UC11C INU . 


106928 




Strand 


+ ~ 




Start 


1 




End 


4471 




Name 


OJ991110 04 .0419.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


2467 




GI 


7446365 




Score 


103 




Exons 


1..92, 810. .1004, 2444. 


.2467 








GI Descrip. 


protein kinase homolog 


T20D16 


.7 - Arabidopsis thaiiana 





gi I 2642433 I gbl AAB87101.il (AC002391) putative receptor-like 
protein kinase [Arabidopsis thaiiana] 



Seq. No. 


50362 








Seq. ID 


OJ991110 


_04.0419.C28 


Gene No. 


106928 








Strand 


+ 




Start 


1 








End 


4471 




Name 


OJ991110 04 


.0419. 


C28.ol 


.gs 


Method 


GEN SCAN 




Start 


285 








End 


4471 




GI 


none 








Score 


.69 




Exons 


285. .477, 572. .721, 805 


. .1277 


, 1295.. 


1366, 1793 


. .1982, 




2101. .2150, 


2560. 


.2662, 


2738. 


.2818, 3327. .3480, 


3837. .3981, 




4095. .4200, 


4323. 


.4471 










Seq. No. 


50362 








Seq. ID 


OJ991110 


_04.0419.C28 


Gene No. 


106928 








Strand 


+ 




Start 


1 








End 


4471 




Name 


OJ991110 04 


.0419. 


C28.o2 


.np 


Method 


AAT/NAP 




Start 


2547 








End 


4456 




GI 


7296381 








Score 


78 




Exons 


2547. .2706, 


3724. 


.3993, 


4095. 


.4179, 4341. .4456 




GI Descrip. 


(AE003593) 


CG10584 gene 


product [Drosophila melanogaster ] 


Seq. No. . 


50362 








Seq. ID 


OJ991110 


_04 .0419.C28 


Gene No. 


106929 








Strand 






Start 


5070 








End 


5150 




Name 


OJ991110 04 


.0419. 


C28.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1895 








End 


3448 




GI 


none 








Score 


91 




Exons 


1895. .1972, 


2287. 


.2322, 


2438. 


.2485, 2531.. 2656, 


2538. .2663, 




2548. .2664, 


2766. 


.2798, 


2767. 


.2844, 3323.. 3394, 


3398. .3448 


Seq. No. 


50362 








Seq. ID 


OJ991110 


_04.0419.C28 


Gene No. 


106929 








Strand 






Start 


5070 








End 


5150 




Name 


OJ991110 04 


.0419. 


C28.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


2114 








End 


4196 




GI 


none 








Score 


73 





51898 



Exons 



2114. .2176, 2254. 

2426. .2482, 2434. 

2766.. 2822, 2767. 

3325.. 3513, 3838. 
4095. .4196 



,2322, 2255.. 2323, 2260.. 2325, 2417.. 2482, 

,2490, 2556. .2663, 2557. .2664, 2557.. 2664, 

,2865, 3323. .3478, 3324. .3479, 3325.. 3486, 

,3984, 3843. .3983, 3844. .3984, 4091. .4189, 



Seq. No. 50362 Seq. ID 

Gene No. 106929 Strand 

Start 5070 End 

Name OJ991110_04 . 0419 . C28 . o2 .gs Method 

Start 5070 End 

GI none Scofe 

Exons 5070.. 5150 



OJ991110_04.0419.C28 

5150 
GENSCAN 
5150 
.89 



Seq. No. 50363 

Gene No. 106930 

Start 8240 

Name OJ991110_04 . 04 19 . C29 . ol . gp 

Start 8240 

GI 2311182 

Exons 8240.. 8488, 9194.. 9324 



Seq. ID OJ991110_04.0419.C29 

Strand + 

End 10232 

Method AAT/GAP 

End 9324 

Score 631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



50363 

106930 

8240 

OJ991110_04.'0419.C29.ol.np 
9197 
7485349 
9197. .9464, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_ 
+ 

10232 
AAT/NAP 
10232 
524 



04 .0419.C29 



9751, 10025.. 10232 



9519.. 9562, 9660. 
hypothetical protein F10M6.110 - Arabidopsis thaliana 
gi I 2864618 I emb | CAA16965.il (AL021811) putative protein 
[Arabidopsis thaliana] gi | 7270129 | emb | CAB79943. 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



50363 Seq. ID 

106930 Strand 

8240 End 

OJ991110_04.0419.C29.o2.gp Method 

10084 * End 

LIB3434-047-P1-K1-E9 Score 
10084. .10232 

'2864618/emb|CAA16965| 2.0e-55 (AL021811 
[Arabidopsis thaliana] 1 



OJ991110_04.0419.C29 
+ 

10232 
AAT/GAP 
10232 
250 



putative protein 



50363 Seq. ID 

106931 Strand 

766 End 

OJ991110_04 .0419. C2 9.ol. gs Method 

766 End 

none Score 



OJ991110_04.0419.C29 

9517 
GENSCAN 
9428 
.47 



766. .907, 1436. .1604, 1621. .1721, 2299. .2572, 2941. .3039, 
4854. .4888, 5089. .5186, 5229. .5516, 6765. .6888, 8386. .8511, 
8760.. 8917, 9275.. 9428 



50363 

106931 

766 



Seq. ID 

Strand 

End 



OJ991110 04.0419.C29 



9517 



51899 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991110 04.0419.C29.ol.tm Method TBLASTX : Maize 



9191 
none 

9191. .9517, 9193. .9516 

50363 

106931 

766 



End 
Score 



9517 
464 



Seq. ID OJ991110_04.0419.C29 
Strand 

End 9517 



OJ991110 04.0419.C29.ol.ts Method TBLASTX : Soybean 



9218 
none 

9218. .9499, 9277. .9492 

50363 

106932 

10032 



End, 
Score 



9499 
299 



Seq. ID OJ991110_04 .0419.C29 
Strand 

End 10232 



OJ991110 04.0419.C29.o2.tm Method TBLASTX : Mai ze 



10032 
none 

10032. .10232, 10034. .10231 

50364 

106933 

1 



End 
Score 



10232 
318 



Seq. ID OJ991110_04 .0419.C33 
Strand 

End 885 



OJ991110 04.0419.C33.ol.np Method AAT/NAP 



End 
Score 



885 
436 



5915836 
1. .885 

CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 
P450 [Solanum chacoense] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50364 
106933 
1 

OJ991110_04 . 0419 . C33 . ol . gs Method GENSCAN 



Seq. ID OJ991110_04.0419.C33 
Strand 

End 885 



78 

none 
78. .869 



End 
Score 



869 

,92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50364 
106933 
1 

OJ991110 04.0419.C33.ol.ts Method TBLASTX : Soybean 



Seq. ID OJ991110_04.0419.C33 
Strand 

End 885 



150 
none 



End 
Score 



883 
82 



150. .428, 525. .824, 697. .789, 828. .860, 863. .883 



50364 

106933 

1 



Seq. ID OJ991110_04 .0419.C33 
Strand 

End 885 



OJ991110 04.0419.C33.ol.tm Method TBLASTX :Maize 



246 
none 



End 
Score 



884 
101 



246. .449, 246. .452, 522.-689, 522. .824, 547. .813, 834. .860, 
835. .864, 863. .883, 864. .884 



Seq. No. 



50364 



Seq. ID OJ991110J34 .0419.C33 



51900 




Gene No. 


106933 


Strand 






Start 


1 


End 


885 




Name 


OJ991110 04.0419.C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


522 


End 


839 




GI 


none 


Score 


261 




Exons 


522. .839 








Seq. No. 


50365 


Seq. ID 


OJ991110_04.0419. 


C3 


Gene No. 


106934 


Strand 


+ 




Start 


533 


End. 


739 




Name 


OJ991110 04.0419.C34.ol.gs" 


Method 


GENSCAN 




Start 


533 


End 


739 




GI 


none 


Score 


. 67 




Exons 


533. .739 








Seq. No. 


50366 


Seq. ID 


OJ991110_08.0419. 


C2 


Gene No. 


106935 


Strand 


+ 




Start 


1768 


End 


1899 




Name 


OJ991110 08 . 0419.C2 ,ol .gs 


Method 


GENSCAN 




Start 


1768 


End 


1899 




GI 


none 


Score 


.79 




Exons 


1768. .1899 








Seq. No. 


50367 


Seq. ID 


OJ991110 08.0419. 


C3 


Gene No. 


106936 


. Strand 


+ — 




Start 


316 - 


End 


3322 




Name 


OJ991110 08.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


316 


End 


3147 




GI 


3953465 


Score 


153 




Exons 


316. .386, 428. .512, 1062. .1145, 1639.. 


1768, 2017. .2107, 






2884. .2953, 3049. .3147 








GI Descrip. 


(AC002328) F20N2.10 [Arabidopsis thaliana] 




Seq. No. 


50367 


Seq. ID 


OJ991110JD8.0419. 


C3 


Gene No. 


106936 


Strand 


+ 




Start 


316 


End 


3322 




Name 


OJ991110 08.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


374 


End 


3318 




GI 


5004205 


Score 


1232 




Exons 


374. .512, 1062. .1140, 1458.. 


1531, 1639 


. .1702, 1969. .2107 






2878. .2953, 3049. .3145, 3278 


. .3318 






Seq. No. 


50367 


Seq. ID 


OJ991110_08.0419. 


C3 


Gene No. 


106936 


Strand 


+ 




Start 


316 


End 


3322 




Name 


OJ991110 08.0419.C3.ol.gs 


Method 


GENSCAN 




Start 


438 


End 


3322 




GI 


none 


Score 


.93 




Exons 


438. .512, 565. .645, 1062. .1140, 1458.. 


1531, 1639. .1702, 






1969.. 2107, 2878.. 2953, 3049 


..3144, 3278.-3322 




Seq. No. 


50368 


Seq. ID 


OJ991110_08.0419. 


C4 


Gene No. 


106937 


Strand 


+ 




Start 


1 


End 


1991 




Name 


OJ991110 08.0419.C4.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


1991 




GI 


36296 1.R1084 


Score 


955 





51901 



Exons 


1 AQ QTQ QOC 1 1 QC 1 OCO 


1606. .1991 


b-L uescrip. 


'^os^^fi^ 1 no— 97 / hrono "39 p ^ 


ronwO in 
E Z UWZ . 1 U 


LHraoiaopsis tnaiianaj 


Seq. No. 


50368 


Seq. ID 


' OJ991110_08.0419.C4 


Gene No. 


106938 


Of ranH 

o t ranu 




C "1 s yf 

btart 


JDjD 


tna 


4 919 
% £ X c. 


Name 


ATQQ1 1 1 O HQ fl/1 1 Q HA 

ujyyiiiu uo . U4 i y . b4 . oz . gp 


fuf V\ ^4 

Metnoa 


HA J. / onr 


Pi. - ^» 4- 

btart 


JDJD 


Ejna 


fl c. L £ 


bl 


none 


Score 


/ J J 


Exons 


"5^^^ "3Q£c: AC\CiQ A 9 1 0 
jOjO. . jOOJ/ 4UUO. 






beq. wo. 


jUjOo 


Seq. ID 


OJ991110_08.0419.C4 


Gene No. 


106939 


Strand 


+ 


Start 


4354 


End 


6340 


Name 


OJ991110 08.0419.C4 ,o2.np 


Method 


AAT/NAP 


btart 


4354 


End 


6340 


bl 


7340909 


Score 


113 


Exons 


4354. .4404, 5647. .5945, 6273 


. . 6340 




GI Descrip. 


(AP001550) hypothetical protein [Oryza sativa] 


Seq. No. 


50368 


Seq. ID 


OJ991110_08.0419.C4 


Gene No. 


106940 


Strand 




Start 


1166 


End 


6324 


Name 


OJ991110 08.0419.C4.ol.gs 


Method 


GENSCAN 


btart 


1166 


End 


6324 


bl 


none 


Score 


.71 


Exons 


1166. .1188, 1505. .1633, 1993 


..2145, 3637. .3691, 4098. .4210, 




4730. .4956, 6089. .6324 






Seq. No. 


50368 


Seq. ID 


OJ991110_08.0419.C4 


Gene No. 


106940 


Strand 




OA * v~4- 

otart 


1166 


End 


6324 


Name 


OJ991110 08.0419.C4.o2.tm 


Method 


TBLASTX: Maize 


Of - — 4- 

otart 


4120 


End 


4597 


bl 


none 


Score 


68 


Exons 


4120. .4203, 4134. .4217, 4346 


..4546, 4347. .4568, 4361. .4597 


Seq. No. 


50368 


Seq. ID 


OJ991110_08.0419.C4 


Gene No. 


106940 


Strand 




otart 


1166 


End 


6324 


Name 


OJ991110 08.0419.C4.ol.tm 


Method 


TBLASTX: Maize 


b tar t 


4942 


End 


5284 


bl 


none 


Score 


305 


Exons 


4942. .5283, 4980. .5273, 5162 


. .5284 




beq. no. 


50369 


Seq. ID 


OJ991110_08.0419.C5 


bene ino • 


106941 


Strand 




b tart 


1 


End 


1852 


Name 


OJ991110 08.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1852 


GI 


6522938 


Score 


184 


Exons 


1..677, 1832. .1852 






GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 




gil 6523028 | emb | CAB62296 . 1 | (AL13297 6) 


putative protein 




[Arabidopsis thaliana] 






Seq. No. 


50369 


Seq. ID 


OJ991110_08.0419.C5 



51902 





Gene No. 


106941 


Strand 








Start 


1 


End 


1852 






Name 


OJ991110 08 . 0419.C5 ,ol .gs 


Method 


GENSCAN 






Start 


24 ~ 


End 


632 






GI 


none 


Score 


.62 






Exons 


24 . . 632 










Seq. No. 


50370 


Seq. ID 


OJ991110_08 


.0419. C6 




Gene No. 


106942 


Strand 


+ 






Start 


1 


End 


1832 






Name 


OJ991110 08.0419.C6.ol.np 


' Method 


AAT/NAP 






Start 


1 


End 


1832 






GI 


5042463 


Score 


116 






Exons 


1..41, 638. .843, 1506. .1646 


, 1698. .1832 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


50370 


Seq. ID 


OJ991110_08 


.0419. C6 




Gene No. 


106943 


Strand 


+ 






Start 


5247 


End 


10200 






Name 


OJ991110 08.0419.C6.o2.np 


Method 


AAT/NAP 






Start 


5244 ~~ 


End 


10200 






GI 


2443320 


Score 


810 




£3 


Exons 


5244 5908, 10145.. 10200 








GI Descrio. 


(D85597) polyprotein [Oryza 


australiensis] 




fh 


Seq. No. 


50370 


Seq. ID 


OJ991110_08 


.0419. C6 




Gene No. 


106943 


Strand 


+ 




i y 


Start 


5247 


End 


10200 




r ~^ 


Name 


OJ991110 08.0419.C6.o2.gs 


Method 


GENSCAN 




; . 3 


Start 


5247 


End 


10065 




•. ^ 


GI 


none 


Score 


.53 . 




Ifi ■ 

i : z~ 


Exons 


5247. .5512, 5625. .5918, 7980. .8480, 8700. .8786, 9726. .10065 


_, 


Seq. No. 


50370 


Seq. ID 


OJ991110_08 


.0419.C6 




Gene No. 


106944 


Strand 


+ 




- a 
""=! 


Start 


11171 


End 


11953 






Name 


OJ991110 08.0419.C6.o3.gs 


Method 


GENSCAN 






Start 


11171 


End 


11953 - ' 




f 1 


GI 


none 


Score 


.85 




f ^ 


Exons 


11171. .11183, 11712. .11953 










Seq. No. 


50370 


Seq. ID 


OJ991110JD8 


.0419.C6 




Gene No. 


106945 


Strand 








Start 


124 


End 


4579 






Name 


OJ991110 08.0419.C6.ol.gs 


Method 


GENSCAN 






Start 


124 


End 


4579 






GI 


none 


Score 


.6 






Exons 


124. .487, 3792. .3909, 4057. 


.4242, 4525 


. .4579 








50370 


Seq. ID 


OJ991110_08 


.0419.C6 




Gene No. 


106946 


Strand 








Start 


6845 


End 


14653 






Name 


OJ991110 08.0419.C6.o3.np 


Method 


AAT/NAP 






Start 


6845 


End 


14653 






GI 


6063554 


Score 


203 






Exons 


6845. .7016, 8087. .8131, 8216. .8393, 11811 .. 1194 1 , 


14626. .14653 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344) , C71850 (E0464 ) , C98611 (E0464 ) 



51903 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Cpn Mn 


J L* J / \J 


o c: . X U 


O.TQQ1 1 1 n 




i o 6Q4 6 

x u u .7*1 u 


»w> L X CL1 1U 




OL.Cti.L- 


6845 

\J O *i *J 


End 


1 4 65^ 


Name 


OJ991110 08 0419 C6 o4 as 


Method 






14080 ~~ 

X *i L* O \J 


End 


1 4 

i 1 ] j j j 


GI 


none 


Score 


. 63 


Exons 


14080. .14193, 14453. .14535 






Qc*rt Mn 


50371 


Seq. ID 


OJQQ1 1 1 0 


(Ipnp Mn 


106947 


Strand 




Of- a rf 
O L al L 


61 0 

U X \J 


End 


127 0 




O.TQQ1 1 1 D Oft 041 Q pin nl fq 


+■ H nH 




OLai I 


610 ~ 


End 


9^4 


GI 


none 


Score 


277 


Exons 


610. .930, 611. .934 






Cppr Ma 




OCv^ • X LJ 


O.TQQ1 110 

VyU 77111U 




1 06Q4 7 


Of- r a nr ) 
O L 1 dl ILi 






61 0 


Fnd 


1970 


Name 


D.TQQ1 1 1 0 Oft 041 Q PI 0 nl tm 


L1C LliL'^J. 


TRT.A^TY • 1 


O Lai L 


6^*3 ~ 

UJ J 


FnH 


1 970 


(IT 

ox 


ti on o 

I LKJl LKZ 


Score 


201 


Exons 


653.-934, 689. .958, 989. .1270 






Seq. No. 


50372 


Seq. ID 


OJ991110 




1 06Q4ft 


Strand 


+ 


Of o r f 
O Lai L 


1 1 Q4 


End 


4967 


Name 


O.T991 1 1 0 OR 041 Q PI 1 nl n<=i 
\sij ?^xiiu wu.wix_/.\^xx.ux.yo 


Method 


GENSCAN 


O Lai- L 


1 1 Q4 _ 

X X .7 *± 


End 


4967 




none 


Score 


.68 


Exons 


1194. .1283, 3413. .3602, 3752. 


.4008, 4311. .4424, 




4777. .4875, 4953. .4967 






Seq. No. 


50372 


Seq. ID 


OJ991110_ 


Gene No. 


106949 


Strand 




Start 


1032 


End 


1136 


Name 


OJ991110 08.0419.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1032 


End 


1136 


GI 


LIB3477-003-P1-K1-E9 


Score 


145 



Exons 1032.. 1136 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 50372 

Gene No. 106950 

Start 2929 

Name OJ991110_08 . 0419 . Cll . o2 . gp 

Start 2929 

GI uC-osflcyp013a06bl 

Exons 2929.. 3058 

GI Descrip. 1 4 538905/emb | CAB39642 . 1 1 5.0e-36 (AL049482) putative protein 
[Arabidopsis thaliana] ■ 



Seq. ID OJ991110J58. 0419. Cll 
Strand 

End 3058 

Method AAT/GAP 

End 3058 

Score 167 



51904 




Seq. No. 


50373 


Seq. ID 


OJ991110_08. 


0419. 


C12 


Gene No. 


106951 


Strand 








Q+- a v-+- 
OLalL 




Hii 1U 


2231 






Name 


OTQQ1 1 1 H Oft 04 1 Q PI 9 nl rr<3 


l v ltS U i 1UU 


KJ£-i Vi O ^->iiLN 






o car u 


1 6^7 ~ 




99^1 






P T 


none 


Q r* r\ ~r~ a 


17 






Exons 


1 6^7 1 fift^ 90^0 99^1 










Seq. No. 


50374 


Seq. ID 


OJ991110_08. 


0419. 


C13 


Gene No. 


106952 


Strand 


+ 






C f- n >~4- 


94 6 


End 


4450 






Name 


HTQCI1 1 1 H Oft 041Q PI ^ nl rr«5 


Mot' h r\t~\ 








Of »s >~+- 


94 £ 
Z H 0 


FnH 

Hil L\J. 


*i *i ■U \J 






P T 


none 




. 8 






tjXons 


946 467 476 1 4f)9 9Q1 S 


. *J \J / _/ ^ VJ / ■ 


^Q«9 4177 


4 450 




oeq • lnu . 


JU J / i 


Seq. ID 


OJ991110 08 


0419. 


C13 


Gene No. 


106952 


Strand 


+ 






Start 


246 


End 


4450 






Name 


OJ991110 08.0419.C13.ol.np 


Method 


AAT/NAP 






CM i 

otar u 


592 


End 


1360 








4680341 


Score 


247 






Exons 


592. .1360 










GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


50374 


Seq. ID 


OJ991110_08. 


0419. 


C13 


Gene No. 


106953 


Strand 








Of a rf 


3116 


End 


4513 






Name 


OJ991110 08.0419.C13.ol.ts 


Method 


TBLASTX : Soybean 






773 


End 


1255 








none 


Score 


108 






Exons 


773. .913, 983. .1039, 1082. 


.1255 








oeq . lno . 


50374 


Seq. ID 


OJ991110_08. 


0419. 


C13 


Gene No. 


106953 


Strand 








Start 


3116 


End 


4513 






Name 


OJ991110 08.0419.C13.o2.np 


Method 


AAT/NAP 






b tar r 


3116 


End 


4513 






P T 


6721512 


Score 


95 






Li 1 v O 

Lxons 


3116. .3199, 4384. .4513 










yjtL uescrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






oeq . ino . . 


. 50375 


Seq. ID 


OJ991110_08. 


0419. 


C14 




106954 


Strand 


+ 






Start 


1 


End 


4914 






Name 


OJ991110 08.0419.C14.o2.np 


Method 


AAT/NAP 






Q +- -J 

OLail 


1 


End 


4914 








5295955 


Score 


265 






Exons 


1..309, 3502.. 3619, 4363.. 


4914 








GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015 




[Oryza sativa] 










Seq. No. 


50375 


Seq. ID 


OJ991110_08. 


0419. 


C14 


Gene No. 


106954 


Strand 


+ 






Start 


1 


End 


4914 






Name 


OJ991110 08-0419. C14.ol.gs 


Method 


GENSCAN 






Start 


404 


End 


761 







51905 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 
404. .761 

50375 

106955 

1408 



Score 



.63 



Seq. ID OJ991110_08.0419.C14 
Strand 

End 4914 



OJ991110_08.0419.C14.ol.np Method AAT/NAP 
1408 End 4914 

7444451 Score 1654 

1408. .2676,,. 4891. .4914 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 

50375 Seq. ID OJ991110_08 . 0419 . C14 

106955 Strand 

1408 End 4914 

OJ991110_08 . 0419 . C14 . ol . ts Method TBLASTX : Soybean 

1459 End 2030 

none Score 54 

1459. .1680, 1468. .1596, 1679. .1783, 1682. .1774, 1779. .2030, 
1786. .2028 



Seq. No. 50375 Seq. ID OJ991110_08 . 0419 . C14 

Gene No. 106955 Strand 

Start 1408 End 4914 

Name OJ991110_08 . 0419.C14 . o2 . tm Method TBLASTX : Maize 

Start 1465 End 1890 

GI none Score 90 

Exons 1465. .1677, 1483. .1635, 1568. .1651, 1676. .1750, 1779. .1889, 
1786. .1890 



Seq. No. 50375 Seq. ID OJ991110_08 . 0419 . C14 

Gene No. 106955 Strand 

Start 1408 End 4914 

Name OJ991110_08 . 0419 .C14 . ol . tw Method TBLASTX : Wheat 

Start 1821 End 2248 

GI none Score 67 

Exons 1821. .2030, 1822. .2028, 2029. .2247, 2030. .2248 

Seq. No. 50375 Seq. ID OJ991110_08 . 04 19 . C14 

Gene No. 106955 Strand 

Start .. 1408 End 4914 

Name OJ991110__08 . 0419 . C14 . o3 . tm Method TBLASTX : Maize 

Start 1902 End 2137 

GI none Score 66 

Exons 1902. .2021, 1902. .2027, 1930. .2028, 2005.. 2118, 2026.. 2136, 
2033. .2137 



Seq. No. 50375 Seq. ID OJ991110_08 . 04 19 . C14 

Gene No. 106955 Strand 

Start 1408 End 4914 

Name OJ991110_08 . 0419 . C14 . ol . tm Method TBLASTX : Maize 

Start 2246 End 2638 

GI none Score 82 

Exons 2246.-2638, 2469.. 2618 



51906 






Seq. No. 


50375 


Seq. ID 


OJ991110_08.0419.C14 




Gene No * 


±u oyoo 


Strand 






Start 


1408 


End 


4914 




Name 


OJ991110 08.0419.C14 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


2249 


End 


2645 




GI 


none 


Score 


98 




Exons 


2249. .2434, 2426. .2629, 2466. 


.2618, 2547. .2645 




Seq. No. 


50375 


Seq. ID 


OJ991110_08.0419.C14 




Gene No. 


106955 


Strand 






Of -V vf 

otart 


J-flUo 


End 


4914 




Name 


OJ991110 08.0419.C14.o2.ts 


Method 


TBLASTX : Soybean 




Start 


2336 


End 


2644 




GI 


none 


Score 


57 




Exons 


2336. .2518, 2397. .2513, 2458. 


.2520, 2462. .2515, 2540. .2644, 






2552. .2632 








Seq. No. 


50375 


Seq. ID 


OJ991110_08.0419.C14 




Gene No. 


106955 


Strand 


- 




Start 


1408 


End 


4914 




Name 


OJ991110 08.0419.C14.ol.gp 


Method 


AAT/GAP 




Start 


2824 


End 


2932 




GI 


uC-osflcyp088bl2bl 


Score 


152 




Exons 


2824. .2932 






, =% 


GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza sativa genomic 


~~ '■ ? 




DNA, chromosome 8, clone : P0026F07 1 




i y> 


Seq. No. 


50375 


Seq. ID 


OJ991110_08.0419.C14 


f T 


Gene No. 


106955 


Strand 


- 


S . 5 


Start 


1408 


End 


4914 




Name 


OJ991110 08.0419.C14.o2.gs 


Method 


GEN SCAN 




Start 


2898 


End 






GI 


none 


Score 


.95 


s 

C3 


Exons 


2898. .2957, 4706. .4834 






H . H 


Seq. No. 


50375 


Seq. ID 


OJ991110_08.0419.C14 


Li 


Gene No. 


106955 


Strand 






Start 


1408 


End 


4914 




Name 


OJ991110 08.0419.C14 .o2.gp 


Method 


AAT/GAP 


T ^ 

^ a? 


Start 


4056 


End 


4136 


? ^ 


GI 


LIB3434-017-P1-K1-F5 


Score 


88 




Exons 


4056. .4136 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 5 . Oe- 


20 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


50376 


Seq. ID 


OJ991110_08.0419.C15 




Gene No . 


106956 


Strand 


+ 




Start 


524 


End 


793 




Name 


OJ991110 08.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


524 


End 


793 




GI 


none 


Score 


1 




Exons 


524. .793 








Seq. No. 


50376 


Seq. ID 


OJ991110_08.0419.C15 




Gene No. 


106957 


Strand 






Start 


1 


End 


6994 




Name 


OJ991110 08.0419.C15.ol.np 


Method 


AAT/NAP 



51907 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 4122 

7444451 Score 2932 

1..42, 1030. .1384, 1456. .4122 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi I 2586082 | gb | AAB82754 . 1 1 (U72725) 
retrofit [Oryza longistaminata] 



50376 

106957 

1 

OJ991110_08.0419.C15.o2.gs 
1001 
none 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method GENSCAN 

End 6994 

Score .43 



1001. .1983, 3069. .3748, 3809. .4071, 6114. .6234, 6274. .6603, 
6700. .6768, 6812. .6994 



End 

Method 
End 
Score 



50376 
106957 
1 

OJ991110_08.0419.C15.o4 .tm 
1022 
none 

1022.. 1267, 1038.. 1256 

50376 
106957 
1 

OJ991110_08.0419.C15.o3.ts 
1031 
none 

1031.. 1165, 1038.. 1166, 1193.. 1255 



Seq. ID OJ991110_08.0419.C15 
Strand 

6994 

TBLASTX: Maize 
1267 
84 



Seq. ID OJ991110_08.0419.C15 
Strand 

6994 

TBLASTX: Soybean 
1255 
102 



End 

Method 
End 
Score 



50376 

106957 

1 

OJ991110_08.0419.C15.ol.tc 

1925 

none 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Cress 

End 2377 

Score 83 



1925. .2167, 2180. .2377, 2223. .2357 



50376 

106957 

1 

OJ991110_08.0419.C15.o2.tw 
1925 
none 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Wheat 

End 2266 

Score 83 



1925. .2182, 1929. .2069, 2106. .2141, 2177. .2266 



50376 

106957 

1 

OJ991110_08.0419.C15.o2.ts 

1943 

none 

1943.. 2167, 2177.. 2356 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Soybean 

End 2356 

Score 128 



Seq. No. 



50376 



Seq. ID OJ991110_08.0419.C15 



51908 



hi 



Til 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



106957 
1 

OJ991110_08. 

1946 

none 

1946. .2167, 

50376 

106957 

1 

OJ991110_08. 

2379 

none 

2379. .2549, 

50376 

106957 

1 

OJ991110_08. 

2899 

none 

2899. .3021, 

50376 

106957 

1 

OJ991110_08. 

3067 

none 

3067. .3189, 

50376 

106957 

1 

OJ991110_08. 

3638 

none 

3638. .3703, 

50376 

106957 

1 

OJ991110_08. 

3730 

none 

3730. .4083, 



0419.C15.o2.tm 



1950. .2069, 2162. 



0419.C15.ol.ts 



Strand 

End 6994 
Method TBLASTX : Mai ze 
2263 
63 



End 
Score 
,2263 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Soybean 

End 2790 

Score 37 



2405. .2533, 2574. .2789, 2578. .2790 



0419.C15.ol.tw 



3019.. 3213, 3022, 



0419.C15.o3.tm 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Wheat 

End .3213 

Score 146 
.3195 

Seq. ID OJ991110_08.0419.C15 

Strand- 

End 6994 

Method TBLASTX: Maize 

End 3309 

Score 88 



3068. .3205, 3220. .3306, 3235. .3309 



0419.C15.ol.tm 
3640.. 3702, 3694. 

0419.C15.o3.tw 
3731. .3955 



50377 

106958 

212 

OJ991110_08.0419.C16.ol.gs 

212 

none 

212. .304 



Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Mai ze 

End 4044 

Score 43 

.3915, 3695. .3916, 3940.. 4044 

Seq. ID OJ991110_08.0419.C15 
Strand 

End 6994 

Method TBLASTX : Wheat 

End 4083 

Score 71 



Seq. ID OJ991110_08.0419.C16 
Strand + 

304 



End 

Method GEN SCAN 
End 304 



Score 



.87 



Seq. No. 
Gene No. 



50377 
106959 



Seq. ID OJ991110_08.0419.C16 
Strand + 



51909 





Start 


817 






End 


1104 








Name 


OJ991110 08 


.0419.C16.o2 


. as 


Method 


GEN SCAN 








Start 


817 






End 


1104 








GI 


none 






Score 


. 95 








Exons 


817. .1104 
















Seq. No. 


50377 






Seq. ID 


OJ991110_ 


08 


0419. C16 




Gene No. 


106960 






Strand 










Start 


1719 






End 


2240 








Name 


OJ991110_08 


.0419.C16.o3 


. as 

. a- - 


Method 


GEN SCAN 








Start 


1719 " ' 




End 


224 J 0 








GI 


none 






Score 


.77 








Exons 


1719. .1804, 


2010. .2240 














Seq. No. 


50378 






Seq. ID 


OJ991110_ 


_08 


0419. C17 




Gene No. 


106961 






Strand 


+ 








Start 


1 






End 


857 








Name 


OJ991110 08 


.0419.C17.ol 


. qp 

IT 


Method 


AAT/GAP 








Start 


1 






End 


189 








GI 


none 






Score 


378 








Exons 


1. .189 
















Seq. No. 


50378 






Seq. ID 


OJ991110_ 


08 


0419. C17 


; : 
- =• 


Gene No. 


106961 






Strand 


+ 






•~ ^ 
% =F 


Start 


1 






End 


857 








Name 


OJ991110 08 


.0419.C17.ol 


. np 


Method 


AAT/NAP 






{11 


Start 


1 






End 


857 






til 


GI 


6498436 






Score 


100 






f 1! 


Exons 


1.-36, 696. 


.857 












: a 


GI Descrip. 


(AP000815) 


lypothetical 


protein [Oryza 


sativa] 






- ^ 


Seq. No. 


50379 






Seq. ID 


OJ991110_ 


08 


0419. C20 




Gene No. . 


106962 






Strand 


+ 








Start 


1427 






End 


8711 






L J 


Name 


OJ991110 08 


.0419.C20.ol 


. gs 


Method 


GENSCAN ' 






. 1 


Start 


1427 






End 


8711 








GI 


none 






Score 


.52 








Exons 


1427. .1521, 


1716. .1835, 


1861.. 


.2071, 5686. .5960, 


6163. .6338, 






6716. .6741, 


7848. .8092, 


8146. 


.8332, 8614. .8711 







Seq. No. 50380 

Gene No. 106963 

Start 1 

Name OJ991110_08 . 04 19 . C21 . o2 . np 

Start 1 

GI 4544372 

Exons 1..36, 4032.. 5998 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ991110_08.0419.C21 

Strand + 

End 9693 

Method AAT/NAP 

End 5998 

Score 633 



Seq. No. 50380 

Gene No. 106963 

Start 1 

Name OJ991110_08 . 04 19 . C21 . ol . gs 

Start 106 

GI none 
Exons 



Seq. ID OJ991110_08.0419.C21 

Strand + 

End 9693 

Method GENSCAN 

End 6019 

Score .45 



106. .140, 640. .1168, 1205. .2753, 3073. .3272, 3317. .3536, 



51910 



3612. .3884, 3991. .4913, 5163. .5203, 5305. .6019 



Seq. No. 50380 

Gene No. 106963 

Start 1 

Name OJ991110_08 . 04 19 . C21 . ol . np 

Start 2369 

GI 7248394 

Exons 2369.. 3017, 3061.. 3341, 3612, 
GI Descrip. 



OJ991110_08.04X9.C21 
+ 

9693 
AAT/NAP 
4841 
2018 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4841 

(AP001389) ESTs C97394 (C60113) ,.AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50380 



Seq. ID OJ991110_08.0419.C21 
+ 

9693 
AAT/NAP 
9693 
107 



106963 Strand 
1 End 
OJ991110_08 . 04 19 . C21 . o3 . np Method 
3855 End 
6069646 Score 
3855. .3884, 6985. .7343, 9675. .9693 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


50380 


Seq. ID 


OJ991110_ 


08.0419 


.C21 


Gene No. 


106964 


Strand 


+ 






Start 


14912 


End 


18012 






Name 


OJ991110 08.0419.C21.o5.gs 


Method 


GENSCAN 






Start 


14912 


End 


17776 






GI 


none 


Score 


.71 






Exons 


14912. .14959, 15175 .. 15282 , 


15690. .15863, 15906. 


.15997, 






16042. .16335, 17207. .17316, 


17736. .17776 






Seq. No. 


50380 


Seq. ID 


OJ991110_ 


08.0419 


.C21 


Gene No. 


106964 


Strand 


+ 






Start 


14912 


End 


18012 






Name 


OJ991110 08.0419.C21.o5.np 


Method 


AAT/NAP 






Start 


15454 


End 


18012 






GI 


7340881 


Score 


936 






Exons 


15454. .15543, 15690 .. 15813, 


15906. .15997, 16053. 


".16335, 






17771. .17877, 17983.. 18012 










GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


50380 


Seq. ID 


OJ991110_ 


08.0419 


.C21 


Gene No. 


106965 


Strand 








Start 


6178 


End 


8029 






Name 


OJ991110 08.0419.C21.o2.gs 


Method 


GENSCAN 






Start 


6178 


End 


8029 






GI 


none 


Score 


.89 






Exons 


6178. .6204, 6210.. 6389, 7282 


..7455, 7871. .8029 






Seq. No. 


50380 


Seq. ID 


OJ991110_ 


08.0419 


.C21 


Gene No. 


106966 


Strand 









51911 




Start 


9693 




End 


11441 




Name 


OJ991110 08 


-0419.C21.o3.gs 


Method 


GENSCAN 




Start 


9693 ~ 




End 


10552 




GI 


none 




Score 


. 9 




Exons 


9693. . 9801, 


9930.. 10091, 10434.. 10552 






Seq. No. 


50380 




Seq. ID 


OJ991110 08.0419. 


C21 


Gene No. 


106966 




Strand 






Start 


9693 




End 


11441 




Name 


0^991 110 08 


.0419.C21.o4 .np. 


Method 


AAT/NAP 




Start 


9703 




End 


10030 




GI 


5091536 




Score 


65 




Exons 


9703. .9801, 


9930. .10030 








GI Descrip. 


(AC007067) 


T10O24.5 [Arabidopsis thaliana] 




Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106966 




Strand 






Start 


9693 




End 


11441 




Name 


OJ991110 08 


.0419.C21.ol.gp 


Method 


AAT/GAP 




Start 


9957 ~ 




End 


11441 




GI 


2796844 




Score 


275 




Exons 


9957. . 10091 


, 11371. .11441 








Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106967 




Strand 






Start 


13012 




End 


14207 




Name 


OJ991110 08 


.0419.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


959 ~~ 




End 


1327 




GI 


none 




Score 


157 




Exons 


959. . 1084, 


976.. 1083, 1109.. 


1327, 1114 


. .1230 




Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106967 




Strand 






Start 


13012 




End 


14207 




Name 


OJ991110 08 


.0419.C21.o4.ts 


Method 


TBLASTX: Soybean 




Start 


2468 ~ 




End 


2830 




GI 


none 




Score 


193 




Exons 


2468 . .2830 










Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106967 




Strand 






Start 


13012 




End 


14207 




Name 


OJ991110 08 


.0419.C21.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3311 ~ 




End 


3679 




GI 


none 




Score 


144 




Exons 


3311 . . 3529, 


3545. .3679 








Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106967 




Strand 






Start 


13012 




End 


14207 




Name 


OJ991110 08 


.0419.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3473 




End 


3882 




GI 


none 




Score 


609 




Exons 


3473. .3880, 


3481. .3882, 3490 


..3813, 3599.-3829, 3810. .38 


81 


Seq. No. 


50380 




Seq. ID 


OJ991110_08.0419. 


C21 


Gene No. 


106967 




Strand 







51912 





Start 


13012 








End 




Name 


OJ991110 08 


0419 . 


C21 . ol 


. tm 






Start 


3533 ~~ 








End 




GI 


none 








Score 




Exons 


3533. .3793, 


3535. 


. 3795 








Seq. No. 


50380 








Seq. ID 




Gene No. 


106967 








Strand 




Start 


13012 








End 




Name 


OJ991110 08 


0419. 


C21 .ol 


ts 


Mpt hofi 




Start 


3921 ^ 








End 




GI 


none 








Score 




Exons 


3921. .4004, 


4034 . 


.4123, 


4035 


.4277, 4 




Seq. No. 


50380 








Seq. ID 




Gene No. 


106967 








Strand 




Start 


13012 








End 




Name 


OJ991110 08 


0419 . 


C21 . o2 


tw 


Mp t" hnd 




Start 


4050 ~~ 








End 




GI 


none 








Score 




Exons 


4050. . 4412 












Seq. No. 


50380 






• 


Seq. ID 




Gene No. 


106967 








Strand 


~- -~ 


Start 


13012 








End 


tn 


Name 


OJ991110 08 


0419. 


C21 . o4 . 


L.UI 


Mp +■ hoH 

11C L11UU 




Start 


4791 ~~ 








Hi 11 Li 


fU 


GI 


none 










i ~i 

r . = 


Exons 


4791 . . 5144 










. =%' 
i .2 


Seq. No. 


50380 








Seq. ID 


? : 1 

§ ij 


Gene No. 


106967 








Strand 




Start 


13012 








End 


s 


Name 


OJ991110 08 


0419 . 


C21 . o3 . 


tw 


M^t* hnH 

Li" L11UU 


f ^ 


Start 


5567 ~~ 








End 


S.I 


GI 


none 










J . 


Exons 


5567 . . 5707, 


5759. 


. 5983 






~ » 


Seq. No. 


50380 








Seq. ID 




Gene No. 


106967 








Strand 




Start 


13012 








End 




Name 


OJ991110 08 


0419 . 


C21 . o2 . 


ts 






Start 


5759 ~~ 








End 




GI 


none 












Exons 


5759. . 6004, 


5803 . 


. 5889, 


5959. 


. 6000 




Seq. No. 


50380 








Seq. ID 




Gene No. 


106967 








Strand 




Start 


13012 








End 




Name 


O.TQ91 110 08 


04 1 Q 

\J rt X J . 




ftn 
UiLL 






Start 


5777 _ 












GI 


none 








Score 




Exons 


5777. .5854, 


5840. 


.5908, 


5906. 


.6016 




Seq. No. 


50380 








Seq. ID 




Gene No. 


106967 








Strand 




Start 


13012 








End 



14207 

TBLASTX: Maize 

3795 

373 



14207 



4277 
100 



14207 

TBLASTX: Wheat 

4412 

190 



14207 
TBLAS1 
5144 
185 



14207 

TBLASTX: Wheat 

5983 

90 



14207 
TBLAS1 
6004 
249 



14207 
TBLAS1 
6016 
97 



14207 



51913 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991110_08 . 04 19 . C21 . o4 . gs Method GEN SCAN 
13012 End 14207 

none Score .82 

13012. .13130, 13138. .13449, 14138.. 14207 



50381 Seq. ID 

106968 Strand 
1 End 
OJ991110_08 .0419. C22 . ol . np Method 
1 End 
7486827 Score 
1..322, 1590. .1616 

hypothetical protein T10I14.150 - Arabidopsis thaliana 
gi | 2832682 | emb | CAA16782 . 1| (AL021712) hypothetical protein 
[Arabidopsis thaliana] gi I 7269078 | emb | CAB79187 . 1 1 (AL161557) 
hypothetical protein [Arabidopsis thaliana] 



OJ991110_08.0419.C22 
+ 

1616 
AAT/NAP 
1616 
154 



50381 Seq. ID 

106968 Strand 

1 End 
OJ991110_08 .0419. C22 . ol . gs Method 

7 3 End 

none Score 
73. .310, 914. .940 



50382 Seq. ID 

106969 Strand 
1365 End 
OJ991110_08.0419.C23.ol.gp Method 
996 End 
2835_1.R1084 Score 
996. .1472, 2378. .2506, 2719. .2910 
M455201/emb|CAB36524.1| 3.0e-42 (AL035440) 
[Arabidopsis thaliana] ■ 



OJ991110_08.0419.C22 
+ 

1616 
GENSCAN 
940 
.96 



OJ991110 08.0419.C23 



3541 
AAT/GAP 
2910 
1424 



grpE like protein 





Seq. No. 


50382 


Seq. ID 


OJ991110_08.0419.C23 




Gene No. 


106969 


Strand 






Start 


1365 


. End 


3541 


% ~5 


Name 


OJ991110 08.0419.C23.ol.gs 


Method 


GENSCAN 




Start 


1365 


End 


3529 




GI 


none 


Score 


.95 




Exons 


1365.. 1472, 2378. .2506, 2719 


..2886, 3477. .3529 




Seq. No. 


50382 


Seq. ID 


OJ991110_08.0419.C23 




Gene No. 


106969 


Strand 






Start 


1365 


End 


3541 




Name 


OJ991110 08.0419.C23.ol.np 


Method 


AAT/NAP 




Start 


1377 


End 


2886 




GI 


7485329 


Score 


398 




Exons 


1377. .1472, 2378.. 2506, 2719 


. .2886 






GI Descrip. 


hypothetical protein F10M23. 


120 - Arabidopsis thaliana 






gi | 4 455201 | emb | CAB36524 . 1 | (AL035440) 


grpE like protein 






[Arabidopsis thaliana] gi | 7269530 | emb 


CAB79533.il (AL161565) 






grpE like protein [Arabidops 


is thaliana] 




Seq. No. 


50382 


Seq. ID 


OJ991110_08.0419.C23 




Gene No. 


106969 


Strand 





51914 



Start 
Name 
Start 
GI 

Exons 



1365 

OJ991110_08.0419.C23.ol.tm 

1378 

none 

1378. .1473, 1404. .1490, 1434. 
2375. .2509, 2698. .2883, 2714. 
2718. .2894, 3403. .3522, 3404, 



End 3541 
Method TBLASTX : Mai ze 
End 3532 
Score 99 

.1493, 2370. .2507, 2371. .2517, 
.2884, 2717. .2884, 2718. .2885, 
.3532, 3408.. 3521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50382 

106969 

1365 

OJ991110_08 . 0419 .C23 . ol . tc 

2378 

none 

2378. .2509, 2379. .2507, 2695. 
2803. .2883, 2804. .2884 

50382 

106969 

1365 

OJ991110_08.0419.C23.o2.gp 

3237 

3760430 

3237. .3541 



OJ991110_08.0419.C23 
3541 

TBLASTX: Cress 

2884 

87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2790, 2698. .2799, 2714. .2815, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991110_08.0419.C23 

3541 
AAT/GAP 
3541 
258 



*_ Seq. No. 50383 Seq. ID 

U~= Gene No. 106970 Strand 

fU Start 185 End 

H Name OJ991110_08 . 0419.C24 .ol .gp Method 

j7§ Start 185 End 

"? GI none Score 

=3 Exons 185.. 427 



OJ991110_08 .0419.C24 
427 

AAT/GAP 

427 

443 



Seq. No. 50383 Seq. ID 

Gene No. 106970 Strand 

Start 185 End 

Name OJ991110_08 . 04 19 . C24 . ol . gs Method 

Start 191 End 

GI none Score 

Exons 191.. 334 



OJ991110_08.0419.C24 
427 

GENSCAN 

334 

.68 



Seq. No. 50384 Seq. ID 

Gene No. 106971 Strand 

Start 1 End 

Name OJ991110_08 . 0419.C26. ol .np Method 

Start 1 End 

GI 6522933 Score 

Exons 1..52, 114.. 664 
GI Descrip. (AL132978) putative protein 

Seq. No. 50384 Seq. ID 

Gene No. 106971 Strand 

Start 1 End 

Name - OJ991110_08 . 04 19 . C26 . ol . gs Method 

Start 14 End 

GI none Score 

Exons 14.. 697 



OJ991110_08.0419.C26 
+ 

697 

AAT/NAP 

664 

368 



[Arabidopsis thaliana] 



OJ991110_08.0419.C26 
+ 

697 

GENSCAN 

697 

1 



51915 



Seq. No. 50385 

Gene No. . 106972 

Start 194 

Name OJ991110_08 . 0419.C29.ol .gp 

Start 194 

GI LIB34 32-059-P1-K1-D8 

Exons 194.. 654 

GI Descrip. 1 5734 616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, . clone : P0538C01 ■ 



Seq. ID OJ991110_08.0419.C29 
Strand 

End 654 

Method AAT/GAP 

End 654 

Score 714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50386 

106973 

1182 

OJ991110_08.0419.C30.ol.np 

1182 

7228457 



Seq. ID OJ991110_08.0419.C30 

Strand + 

End 7337 

Method AAT/NAP 

End 7337 

Score 9207 



1182. .1548, 1613. .3548, 3612. .4446, 4569. .5720, 5787. .7337 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 







JUjOD 








Seq. ID 


OJ991110_08.0419, 


.C30 


- ST 


bene lno . 


x u d y i *± 








Strand 








Start 


7970 








End 


11206 




r n 


Name 


OJ991110 08 


.0419. 


C30.O6 


.tw 


Method 


TBLASTX: Wheat 








1 ft *3Q 








End 


2231 




z ~? 




none 








Score 


58 






Exons 


lojy . . loo o, 






J. J 1 U . 


.1990, 1958. .2197, 1974..2231 




Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419. 


,C30 




Gene No. 


106974 








Strand 








Start 


7970 








End 


11206 






Name 


OJ991110 08 


.0419. 


C30.O5 


. tm 


Method 


TBLASTX: Maize 






Start 


1844 








End 


2129 




. 5 

- 


GI . 


none 








Score 


193 






Exons 


1844. .2128, 


1881. 


.2129 












Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419. 


.C30 


: : 
^ =r 


Gene No. 


106974 








Strand 






IssJ 


Start 


7970 








End 


11206 






Name 


OJ991110 08 


.0419. 


C30.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


2969 








End 


3455 






GI 


none 








Score 


413 






Exons 


2969. .3142, 


2970. 


.3455, 


3164. 


.3451 








Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419. 


,C30 




Gene No. 


106974 








Strand 








Start 


7970 








End 


11206 






Name 


OJ991110 08 


.0419. 


C30.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


3620 








End 


4082 






GI 


none 








Score 


588 






Exons 


3620. .4081, 


3621. 


.4082 












Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419. 


C30 




Gene No. 


106974 








Strand 








Start 


7970 








End 


11206 





51916 



Name 

Start 

GI 

Exons 



OJ991110_08.0419.C30.o3.ts Method 

3660 End 

none Score 
3660. .3884, 3891. .4025 



TBLASTX: Soybean 

4025 

117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50386 Seq. ID 

106974 Strand 

7970 End 
OJ991110_08 .0419. C30 . ol . tm Method 

3750 End 

none Score 

3750. .4106, 3785. .4096, 3837. .4106 

50386 Seq. ID 

106974 Strand 

7970 End 
OJ991110_08 .0419. C30 . o3 . tm Method 

4133 End 

none Score 

4133. .4498, 4134. .4517 

50386 Seq. ID 

106974 Strand 

7970 End 
OJ991110_08.0419.C30.o2.tw Method 

4191 End 

none Score 

4191. .4610, 4196. .4615 

50386 Seq. ID 

106974 Strand 

7970 End 
OJ991110_08 .0419. C30 . ol . ts Method 

4269 End 

none Score 

4269. .4640, 4286.-4429 



50386 
106974 
7970 

OJ991110_08.0419.C30.o5.tw 
5241 
none 
5241 
5561 



OJ991110__08.0419.C30 
11206 

TBLASTX: Maize 

4106 

392 



OJ991110_08.0419.C30 
11206 

TBLASTX: Maize 

4517 

360 



OJ991110_08.0419.C30 
11206 

TBLASTX: Wheat 

4615 

488 



OJ991110_08.0419.C30 
11206 

TBLASTX : Soybean 

4640 

271 



OJ991110 08.0419.C30 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5489, 5265.. 5489, 5330.. 5503, 5550.. 5699, 5559.-5696, 
5698 



11206 

TBLASTX: Wheat 

5699 

234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



50386 

106974 

7970 

OJ991110_08.0419.C30.o2.ts 

5388 

5666795 



Seq. ID OJ991110_08.0419.C30 
Strand 

End 11206 

Method TBLASTX : Soybean 

End 5954 

Score 68 



5388. .5486, 5562. .5699, 5754. .5954 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



50386 
106974 



Seq. ID OJ991110_08.0419.C30 
Strand 



51917 






i y / u 








_na 


1 i o a c 
llZUb 


Name 


/"^ TQQ1 1 1 fl A Q 

ojyyiiiu Uo 


A A 1 Q 

. U4 iy 


. L JU . Oo 


. tw 


Metnod 


TBLAb i a : wneat 


btart 


o /UZ 








End 


C A T A 
DU14 




none 








Score 


1 QO 

i yz 


Exons 


CTno CQ7Q 

0 / UZ . .Do / 0 , 


J / 13 




O / 04 . 


. DU14 




Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




otart 


/ y / u 








LflU 


1 1 one 

i izub 


Name 


r\ TO Q 1 1 1 A AO 


A A T Q 

. U4 1 y 


. UoU . Oz 


. tm 


4>U A< J 

Metnod 


l b_Ab 1 a : Ma i z e 


Start 


com 
bZU / 








bna 


booU 




none 








Score 


o C O 

obZ 


Exons 


com ccon 
bZU / . . bo JU , 


bZob 










Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




O +- v+- 

otari 


/ y / u 








LriQ 


i i one 
i izu b 


Name 


r\ tqqi 1 1 n no 


A / 1 Q 

. U4 1 y 


port ^ ^ 
. LJU . 04 


. tw 


Method 


i oLiAb i a : wneat 


otart 


£ "3 A A 
b J4 4 








bno 


b / Zo 


GI 


none 








Score 


J / 0 


Exons 


a A A C A C\f\ 

oJ44 . . b4 UU/ 




. . b / Z 0 , 


a a a a 
b4 4 o . 


CkA 

. Dby4 




Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




otart 


/ y / u 








End 


11206 


Name 


/^\ tqqi i 1 r\ no 

ojyyiiiu Uo 


A vl 1 G 

. U4 iy 


. LoU . O / 


. tw 


Method 


TBLASTX: Wheat 


otart 


b / Zb 








End 


7328 




none 








Score 


265 


Exons 


an o a "7 a i a 
O / ZD . . /U JLU, 


D / Jl 


. . /uuy, 


"7 O A O 

/ ZUZ . 


.7324, 7203.. 7328 


Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




otart 


/ y / u 








End 


11206 


Name 


AT001 1 T A AO 

ujyyiiiu Uo 


. U4 ly 


. CoU . 04 


. tm 


Method 


TBLASTX: Maize 


otart 


/ 1 y / 








End 


7367 




none 








Score 


197 


Exons 


"7 1 Q*7 T3C1 

/ ± y / . . / Jo / / 


/ zuz 


. . /ODD 








Seq. No. 


50386 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




otart 


/ y / u 








End 


11206 


Name 


a TOfll 1 1 A AO 

Ojyyiiiu Uo 


nyi 1 A 

.0419, 


/-i O A O 

. CoU . OZ 


.gs 


Method 


GEN SCAN 


Start 


O Q *7 A 

/ y /U 








End 


11206 




none 








Score 


.9 


Exons 


O QT A 1 1 OA/; 

/y /u . . lizuo 












oeq. wo. 


R AOQ C 

jUjoo 








Seq. ID 


OJ991110_08.0419.C30 


Gene No. 


106974 








Strand 




Start 


7970 








End 


11206 


Name 


OJ991110 08 


.0419, 


,C30.o2 


.np 


Method 


AAT/NAP 


Start 


7973 








End 


11206 


GI 


6907089 








Score 


4128 


Exons 


7973. .9851, 


9945. 


. .11206 









GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 

Seq. No. 50387 Seq. ID OJ991110J38 . 04 19 . C31 

Gene No. 106975 Strand 



51918 



Start 


696 




End 


2707 


Name 


OJ991110 08.0419 C31 


. ol.gs 


Method 


GENSCAN 


Start 


696 ~~ 




End 


2382 


GI 


none 




Score 


.49 


Exons 


696. .734, 983. . 1072, 


1074.. 1274, 2227. 


.2382 


Secr - No . 


50387 




Seq. ID 


OJ991110 08.0419 


Gene No. 


106975 




Strand 




Start 


696 




End 


2707 


Name 


OJ991110 08.0419.C31. 


. ol .np 


Method 


AAT/NAP 


Start 


1008 




End 


2707' - 


GI 


7452062 




Score 


147 


Exons 


1008. .1269, 2435. .2509, 2667. 


.2707 




GI Descrip. 


hypothetical protein 


YUP8H12R.36 - Arabidopsis thaliana 



gi|3152596|gb|AAC17077.1| (AC002986) YUP8H12R.36 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



==J Seq. No. 



50388 

106976 

972 

OJ991110_08.0419.C32.ol.np 
972 

7452062 



Seq. ID OJ991110_08.0419.C32 
Strand 

End 4 912 

Method AAT/NAP 

End 4 912 

Score 180 



972. .1092, 1165. .1280,. 2332. .2376, 4539. .4577, 4806. .4912 
hypothetical protein YUP8H12R.36 - Arabidopsis thaliana 
gi|3152596|gb|AAC17077.1| (AC002986) YUP8H12R.36 [Arabidopsis 
thaliana] 



50388 



Seq. ID OJ991110_08.0419.C32 



.J Gene No. 


106976 






Strand 






,1 Start 


972 






End 


4912 




= Name 


OJ991110 08. 


0419.C32.ol 


.gs 


Method 


GENSCAN 




y Start 


1024 






End 


4871 




L GI 


none 






Score 


.68 




■3 Exons 


1024. .1092, 


1165. .1215, 


2329 


..2376, 2507. .2587, 


4539. .4577, 


3 

"4 


4806. .4871 












~ K Seq. No. 


50389 






Seq. ID 


OJ991110 


_08.0419.C33 


z Gene No. 


106977 






Strand 






3 Start 


644 






End 


1990 




3 Name 


OJ991110 08. 


0419.C33.ol 


.gs 


Method 


GENSCAN 




Start 


644 






End 


1987 




GI 


none 






Score 


.6 




Exons 


644. .718, 1200. .1323, 1663.. 


1783, 1858 


. .1987 




Seq. No. 


50389 






Seq. ID 


OJ991110 


_08.0419.C33 


Gene No. 


106977 






Strand 






Start 


644 






End 


1990 




Name 


OJ991110 08. 


0419.C33.o2 


.tm 


Method 


TBLASTX:: 


Maize 


Start 


1194 






End 


1330 




GI 


none 






Score 


156 




Exons 


1194. .1325, 


1201. .1323, 


1208 


. .1330 






Seq. No. 


50389 






Seq. ID 


OJ991110 


_08.0419.C33 


Gene No. 


106977 






Strand 






Start 


644 






End 


1990 




Name 


OJ991110 08. 


0419.C33.ol 


.np 


Method 


AAT/NAP 





51919 



Start 1198 End 1987 

GI 7452062 Score 213 

Exons 1198.. 1377, 1635.. 1761, 1825.. 1987 

GI Descrip. hypothetical protein YUP8H12R.36 - Arabidopsis thaliana 

gil 3152596|gb|AAC17077.1| (AC002986) YUP8H12R.36 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
O GI Descrip. 



50389 

106977 

644 

OJ991110_08.0419.C33.ol.tm 

1676 

none 



Seq. ID OJ991110_08.0419.C33 
Strand 

End 1990 

Method TBLASTX : Maize 

End 1990 

Score 70 



1676. .1768, 1700. .1768, 1811. .1972, 1858. .1989, 1859. .1990 



Seq. ID OJ991110_08.0419.C34 
Strand 

End 5457 

Method AAT/NAP 

End 331 

Score 107 



50390 
106978 
1 

OJ991110_08.0419.C34.ol.np 
1 

7452062 
1..24, 158. .331 

hypothetical protein YUP8H12R.36 - Arabidopsis thaliana 
gi|3152596|gb|AAC17077.1| (AC002986) YUP8H12R.36 [Arabidopsis 
thaliana] 



s'jf Seq. No. 50390 

U Gene No. 106978 

LJ Start 1 

,3 Name OJ991110_08 . 0419 . C34 . ol . gs 

=f| Start 170 

H ^ GI none 

s Exons 



Seq. ID OJ991110_08.0419.C34 
Strand 

End 5457 

Method GENSCAN 

End 5457 

Score .56 



170. .311, 3000. .3085, 4303. .4347, 4489. .4512, 4789. .4864, 
5069. .5457 



Seq. No. 50391 

Gene No. 106979 

Start 315 

Name OJ991110_08.0419.C35.ol.gs 

Start 315 

GI none 

Exons 315.. 603 



Seq. ID OJ991110__08.0419.C35 

Strand + 

End 603 

Method GENSCAN 

End 603 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



50392 
106980 
44 

OJ991110_08.0419.C36.ol.np. 
44 

4406770 



Seq. ID OJ991110_08.0419.C36 
Strand + 

7407 
AAT/NAP 
4101 
903 



End 

Method 
End 
Score 

44. .277, 348. .680, 796. .859, 1700. .1752, 2024. .2085, 2762. .2830, 
2963. .3148, 4017. .4101 

(AC006836) unknown protein [Arabidopsis thaliana] 



50392 

106980 

44 

OJ991110_08.0419.C36.ol.gp 



Seq. ID OJ991110_08.0419.C36 

Strand + 

End 7407 

Method AAT/GAP 



51920 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88 End 541 

58415_1.R1084 Score 699 

88. .277, 348. .541 

•4406770/gb|AAD20081| 3.0e-17 (AC006836) unknown protein 
[Arabidopsis thaliana] ' 



50392 Seq. ID 

106980 Strand 

44 End 

OJ991110_08 .0419.C36.ol.gs Method 

176 End 

none Score 



OJ991110_08.0419.C36 
+ 

7407 
GENS CAN 
7407 
.79 



176. .277, 348. .680, 796. .859, 1700. .1752, 2024. .2079, 

2762. .2830, 2963. .3148, 4017. .4077, 5023. .5120, 5250. .5437, 

5449. .5676, 6446. .6499, 7105. .7157, 7327. .7407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50392 Seq. ID 

106980 Strand 

44 End 

OJ991110_08.0419.C36.ol.ts Method 

235 End 

none Score 



OJ991110_08.0419.C36 
+ 

7407 

TBLASTX: Soybean 

4077 

41 

560. .685, 561. .683, 



235. .267, 245.-265, 374. .577, 378. .57 
793. .864, 79S..863, 1696. .1749, 2763. .2828, 2763. .2831, 
2963. .3142, 2964. .3149, 4015. .4077 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50392 

106980 

44 

OJ991110_08.0419.C36.ol.tc 

238 

none 



Seq. ID OJ991110_08.0419.C36 

Strand + 

End 7 4 07 

Method TBLASTX : Cress 

End 4130 

Score 39 



238. .276, 245.-265, 384. .578, 395.-577, 560. .685, 567. .683, 
784. .861, 793.-864, 1696. .1755, 2771. .2824, 2772. .2825, 
2773. .2844, 2963. .3022, 2964. .3029, 3054. .3149, 3056. .3133, 
4014. .4097, 4014. .4130, 4015. .4098 



Seq. No. 50392 Seq. ID OJ991110_08 . 0419 .C36 

Gene No. 106980 Strand + 

Start 44 End 7407 

Name OJ991110_08 . 0419 . C36 . ol . tm Method TBLASTX : Mai ze 

Start 238 End 4116 

GI none Score 43 

Exons 238. .285, 245. .265, 380. .577, 381. .578, 557. .685, 561. .683, 

793. .861, 798. .860, 1696. .1755, 1698. .1754, 2721. .2825, 
2760. .2828, 2761. .2826, 2956. .3144, 2958. .3137, 2960. .3145, 
2964. .3149, 4014. .4085, 4014. .4100, 4015. .4116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50392 

106981 

8677 

OJ991110_08 .0419 . C36 . o2 . tm 

8677 

none 



Seq. ID OJ991110_08.0419.C36 
Strand 

End 9135 

Method TBLASTX : Mai ze 

End 9135 

Score 70 



8677. .8868, 8677. .8856, 8863. .9135 



Seq. No. 



50393 



Seq. ID OJ991110_08.0419.C37 



51921 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



106982 
1 

OJ991110_08.0419.C37.ol.np 
1 

6850833 

1..40, 163. .243, 320. .435, 



527 



Strand 
End 

Method 
End 
Score 
733, 



+ 

1369 
AAT/NAP 
1369 
115 
1345. .1369 



(AL132962) putative protein [Arabidopsis thaliana] 



50393 

106982 

1 

OJ991110_08.0419.C37.ol.gs 

130 

none 

130. .231, 311. .435, 527. .718 



Seq. ID OJ991110_08.0419.C37 

Strand + 

End 1369 

Method GENSCAN 

End 718 

Score .67 



50394 Seq. ID OJ991110_08 . 04 19 . C4 1 

106983 Strand + 

1 End 955 

OJ991110_08 .0419.C41.ol.np Method AAT/NAP 

1 End 955 

7228448 Score 66 

1..156, 838. .955 

(AP001366) ESTs AU068685 (C30691 ) ,AU068684 (C30691) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAC F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50394 

106983 

1 

OJ991110_08.0419.C41.ol.gs 
46 

none 
46. .891 

50395 



Seq. ID OJ991110_08.0419.C41 

Strand + 

End 955 

Method GENSCAN 

End 8 91 

Score .47 



Seq. ID OJ990530 35. 0421. C7 



106984 Strand 
374 End 2206 

OJ990530_35 . 0421 . C7 . ol . np Method AAT/NAP 

374 End 2206 

6069646 Score 77 

374. .544, 2177. .2206 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



50395 Seq. ID 

106984 Strand 

374 End 

OJ990530_35 . 0421 . C7 . ol . gs Method 

391 End 

none Score 
391. .574 



OJ990530_35.0421.C7 

2206 
GENSCAN 
574 
.59 



51922 



Seq. No. 


50396 






Seq. ID 


Gene No. 


106985 






Strand 


Start 


1094 






End 


Name 


OJ99053G 35 


. 0421 


pQ o1 a«! 


Mat* h nH 


Start 


1094 ~~ 






End 


GI 


none 






Score 


Exons 


1094 . . 1385 








Seq. No. 


50396 






Seq. ID 


Gene No. 


106985 






Strand 


Start 


1094 






End 


Naine 


OJ990530 35 


, 0421 


C9 ol t<5 


M^t" h ort 


Start 


1121 ~~ 






End 


GI 


none 






Score 


Exons 


1121. . 1333/ 


1147 


. . 1329, 1389 


. . 1412 


Seq. No. 


50396 






Seq. ID 


Gene No. 


106985 






Strand 


Start 


1094 






End 


Name 


OJ990530 35 


0421 


C9 ol an 


Mf-^t" hoH 


Start 


1129 _ 






End 


GI 


none 






Score 


Exons 


1129. . 1406 








Seq. No. 


50397 






Seq. ID 


Gene No. 


106986 






Strand 


Start 


100 






End 


Name 


OJ990530 35. 


0421 


pi fl o1 o«? 




•j Lai u 


100 






FnH 

D11U 




none 








Exons 


100. .190, 1032.. 


1070. 1184 


1441. 1489 


Seq. No. 


50397 






Seq. ID 


Gene No. 


106986 






Strand 


Start 


100 






End 


Name 


OJ990530 35. 


0421 


PI 0 ol an 


Mpt" hoH 

11C 


Start 


Ill 




Fnd 

J_il 1*^1 


GI 


none 








Exons 


777. .1070, 1184. 


.1390, 1489. 


. 1668 


Sprr No 


50397 






O C ^ . X 


Gene No. 


106986 






Strand 


Start . . 


100 






End 


Name 


OJ990530 35. 


0421 


. C10 . ol . tm 


Mpt hod 


Start 


1189 








(IT 


none 






Score 


F! von 


1189. .1383, 


1190 


* • X <*J Q *"t , x x w 






1488. .1664, 


1489 


1680 1490 


1666 15' 


JC^i IN \J . 


50398 






osq . iu 


Gene No. 


106987 






Strand 


Start 


610 






End 


Name 


OJ990530 35. 


0421 


.Cll .ol ,gs 


Method 


Start 


610 






End 


GI 


none 






Score 


Exons 


610. .820 









OJ990530_35.0421.C9 
+ 

1412 
GENS CAN 
1385 
.41 



OJ990530_35.0421.C9 
+ 

1412 

TBLASTX : Soybean 

1412 

211 



OJ990530_35.0421.C9 
+ 

1412 
AAT/GAP 
1406 
465 



OJ990530 35. 0421. C10 



1786 
GEN SCAN 
1786 
.83 



OJ990530 35. 0421. C10 



1786 
AAT/GAP 
1668 
1248 



OJ990530_35. 0421. C10 
1786 

TBLASTX: Maize 

1680 

138 

^8. .1392, 1488. .1550, 
)A . .1677 

OJ990530_35.0421.C11 
+ 

820 

GENSCAN 

820 

.57 



51923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50399 

106988 

169 

OJ990530_35.0421.C12.ol.np 
169 

7431376 



Seq. ID OJ990530_35.0421.C12 

Strand + 

End 2304 

Method AAT/NAP 

End 1898 

Score 899 



169. .312, 340. .489, 652.-789, 999. .1155, 1301. .1605, 1761. .1898 
hypothetical protein F17M5.120 - Arabidopsis thaliana 
gi I 44 90303 | emb | CAB38794.il (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270284 | emb | CAB80053 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



beq. no. 


ou oy y 




Seq. ID 


OJ990530_35.0421 


n 9 
. \^ J. t- 


Gene No . 


iu oy o o 




Strand 


+ 




btart 


1 £Q 




End 


2304 




Name 


ujyyuoju jo . u^zi.Lii .01 . 


gs 


Method 


GENSCAN 




otart 


one: 




End 


2264 




GI 


none 




Score 


.69 




Exons 


205. .489, 652. .780, 961. 


.1155, 


1301. .1605, 2150. .2264 




beq. no. 






Seq. ID 


OJ990530_35.0421 


. C12 


Gene No . 


iu oy o o 




Strand 


+ 




btarr 


i oy 




End 


2304 




Name 


riTQQOQ^n *5 Gi A/191 PI 9 


LIU 


Method 


TBLASTX: Maize 




btart 






End 


2304 






none 




Score 


134 




Exons 


205. .339, 216. .284, 235. 


.339, 


349. .510, 


361. .498, 646.. 


714, 




681. .713, 708. .761, 709. 


.762, 


711. .758, 


2260. .2304 




beq. No. 


oujy y 




Seq. ID 


OJ990530_35.0421 


.C12 


Gene No . 


luoyy o 




Strand 


+ 




b tar u 


±oy 




End 


2304 




Name 


ujyyujju . U4^i . . oz . 


ts 


Method 


TBLASTX: Soybean 




otart 






End 


783 




GI 


none 




Score 


87 




Exons 


205. .339, 349. .540, 349. 


.486, 


646. .783, 


684. .773 




Seq. No. 


ouoy y 




Seq. ID 


OJ990530_35.0421 


.C12 


Gene No . 


luoyoo 




Strand 


+ 




Start 


169 




End 


2304 




Name 


OJ990530 35.0421.C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


205 




End 


1832 




GI 


none 




Score 


107 




Exons 


205. .339, 349. .540, 652. 


.747, 


982. .1110, 1001. .1114, 1300.. 




1301.. 1549, 1758.. 1787, 


1788. . 


1832 






Seq. No. 


50399 




Seq. ID 


OJ990530_35.0421 


.C12 


Gene No. 


106988 




Strand 


+ 




Start 


169 




End 


2304 




Name 


OJ990530 35.0421.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1301 




End 


1531 




GI 


none 




Score 


187 




Exons 


1301.. 1531, 1306.. 1509 










Seq. No. 


50399 




Seq. ID 


OJ990530_35.0421 


.C12 


Gene No. 


106988 




Strand 


+ 




Start 


169 




End 


2304 





51924 



Name 

Start 

GI 

Exons 



OJ990530_35 . 04 2 1 . C12 . o2 . tm Method TBLASTX : Mai ze 
1499 End 1931 

none Score 62 

1499. .1549, 1504. .1533, 1537. .1605, 1545. .1619, 1548. .1619, 
1763. .1906, 1764. .1931, 1764. .1907 



Seq. No. 50400 Seq. ID 

Gene No. 106989 Strand 

Start 1 End 

Name OJ990530_35 . 0421 . C13 . ol . np Method 

Start 1 End 

GI 7431376 Score 

Exons 1..358, 447.. 584 

GI Descrip. hypothetical protein F17M5.120 - Arabidopsis thaliana 
gi|4490303|emb|CAB38794.1| (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270284 | emb | CAB80053 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



OJ990530_35.0421.C13 
+ 

584 

AAT/NAP 

584 

515 





Seq. No. 


50400 






Seq. ID 


OJ990530_35.0421 


.C13 




Gene No. 


106990 






Strand 


+ 






Start 


542 






End 


764 






Name 


OJ990530 


_35.0421.C13.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


31 






End 


334 




~ ST 


GI 


none 






Score 


260 






Exons 


31. .333, 


56. .334 










in 


Seq. No. 


50400 






Seq. ID 


OJ990530_35.0421 


.C13 


l i H 

r S2T 


Gene No. 


106990 






Strand 


+ 




l3 


Start 


542 






End 


764 






Name 


OJ990530 


35.0421.C13.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


52 






End 


518 




r : : I 


GI 


none 






Score 


332 






Exons 


52. .318, 


56. .316, 440.. 


472, 44 


[4. .473, 


474. .518 




i3 


Seq. No. 


50400 






Seq. ID 


OJ990530_35.0421 


.C13 




Gene No. 


106990 






Strand 


+ 






Start 


542 






End 


764 






Name 


OJ990530 


35.0421.C13.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


251 






End 


740 




^ -5 


GI 


none 






Score 


167 




\ I 


Exons 


251. .370, 


255.-356, 260 


. .358, 


446. .592, 447. .608, ■ 663. . 


740 



Seq. No. 50400 Seq. ID 

Gene No. 106990 Strand 

Start 542 End 

Name OJ990530_35 . 0421 . C13 . ol . gp Method 

Start 542 End 

GI 427687 Score 

Exons S42..764 



OJ990530_35.0421.C13 
+ 

764 

AAT/GAP 

764 

418 



Seq. No. 50401 

Gene No. 106991 

Start 186 

Name OJ990530_35 . 0421 . C19 . ol . gs 

Start 186 

GI none 

Exons 186. .292, 447.. 471, 967. .1202 



Seq. ID OJ990530_35.0421.C19 

Strand + 

End 1202 

Method GENSCAN 

End 1202 

Score .57 



51925 




Seq. No. 


50401 




Seq. ID 


OJ990530_35. 


0421 


.C19 


Gene No. 


106991 




Strand 


+ 






Start 


186 




End 


1202 






Name 


OJ990530 35.0421.C19.ol. 


OD 


Method 


AAT/GAP 






Start 


246 ~ 




End 


829 






GI 


none 




Score 


885 






Exons 


246. .292, 410. .829 












Seq. No. 


50401 




Seq. ID 


OJ990530_35. 


0421 


.C19 


Gene No. 


106992 




Strand 


+ 






Start 


2295 




End 


2508 






Name 


OJ990530 35.0421.C19.o2. 


QV 


Method 


AAT/GAP 






Start 


2295 ~ 




End 


2508 






GI 


3107396 




Score 


417 






Exons 


2295 . .2508 












Seq. No. 


50401 




Seq. ID 


OJ990530_35. 


0421 


.C19 


Gene No. 


106993 




Strand 








Start 


1954 




End 


2940 






Name 


OJ990530 35.0421.C19.o2. 


as 


Method 


GENSCAN 






Start 


1954 ~~ 




End 


2940 






GI 


none 




Score 


.84 






Exons 


1954. .2121, 2196. .2323, 


2531 . . 


2590, 2685. .2849, 2874. .2940 


Seq. No. 


50402 




Seq. ID 


OJ990530_35. 


0421 


.C26 




106994 




Strand 








Start 


495 




End 


962 






Name 


OJ990530 35.0421.C26.ol. 


as 


Method 


GENSCAN 






Start 


4 95 ~ 




End 


962 






GI 


none 




Score 


. 44 






Exons 


495. .640, 797. .962 












Seq. No. 


50403 




Seq. ID 


OJ990530_35. 


0421 


.C27 


Gene No. 


106995 




Strand 








Start 


130 




End 


1226 






Name 


OJ990530 35.0421.C27.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


802 






GI 


none 




Score 


115 






Exons 


1..132, 2. .133, 131. .172, 175. 


.282, 185. .280, 689.. 


760, 






690. .761, 691. .762, 695. 


.802 










Seq. No. 


50403 




Seq. ID 


OJ990530_35. 


0421 


.C27 


Gene No . 


106995 




Strand 








Start 


130 




End 


1226 






Name 


OJ990530 35.0421.C27.ol. 


gs 


Method 


GENSCAN 






Start 


130 




End 


1158 






GI 


none 




Score 


.7 






F.xon *i 

J_J 4^ \»/ 11^ 


130.. 279, 691.. 874, 1043 


. .1158 








Seq. No. 


50403 




Seq. ID 


OJ990530_35. 


0421 


.C27 


Gene No. 


106995 




Strand 








Start 


130 




End 


1226 






Name 


OJ990530 35.0421.C27.ol. 


gp 


Method 


AAT/GAP 






Start 


147 




End 


1226 






GI 


none 




Score 


942 







Exons 147.. 279, 691.. 904, 1043.. 1226 

51926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50404 Seq. ID OJ990530_35 . 0421 . C28 

106996 Strand 

1 End 1229 

OJ990530_35 . 0421 . C28 . ol . gp Method AAT/GAP 

1 End 1229 

841_1.R1084 Score 879 

1..158, 267. .453, 788. .833, 1031. .1078, 1184. .1229 

'4105639/gb IAAD02489.il 0.0e+00 (AF049356) phytoene desaturase 

precursor [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
12 Name 
:-j Start 

JJj Exons 

Seq. No. 
{.J Gene No. 
^3 Start 
=r= Name 
H y Start 

Exons 



50404 

106996 

1 

OJ990530_35 . 0421 . C28 . ol . np 
1 

4105639 



Seq. ID OJ990530_35.0421.C28 



Strand 
End 

Method 

End 

Score 



1229 
AAT/NAP 
1229 
679 



1..158, 267. .453, 788. .833, 1031. .1078, 1184. .1229 
(AF049356) phytoene desaturase precursor [Oryza sativa] 

Seq. ID OJ990530_35.0421.C28 



50404 

106996 Strand 
1 End 
OJ990530_35 . 0421 . C28 . ol . tm Method 
1 End 
none Score 

1..159, 2. .160, 6. .161, 266. .304, 295. .318 



1229 

TBLASTX: Maize 
318 
145 



50404 
106996 
1 

OJ990530_35.0421.C28.ol.tc 
2 

none 

2. .160, 6. .161, 7. .168, 266. 
304. .456, 375. .461, 788. .835, 1027. .1086, 1030. .1086, 
1178. .1228, 1183. .1227 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530 35.0421.C28 



1229 

TBLASTX: Cress 

1228 

213 



,304, 267. .302, 293.-454, 295. .456, 



Seq. No. 50404 Seq. ID 

Gene No. 106996 Strand 

Start 1 End 

Name OJ990530_35 . 04 21 . C28 . ol . ts Method 

Start 2 End 

GI none Score 
Exons 



OJ990530_35.0421.C28 
1229 

TBLASTX : Soybean 

1228 

129 



2. .160, 8. .157, 12. .161, 257. .295, 264. .296, 266. .304, 290. .454, 
295.-456, 295. .456, 297. .461, 784. .819, 788. .835, 1026. .1070, 
1027.. 1080, 1030. .1086, 1178. .1228, 1183. .1227 



Seq. No. 50404 

Gene No. 106996 

Start 1 

Name OJ990530_35 . 0421 . C28 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ990530_35.0421.C28 



Strand 
End 

Method 

End 

Score 



1229 

TBLASTX: Wheat 

837 

168 



2. .154, 2. .160, 6. .161, 257. .295, 266. .304, 267. .296, 290. .454, 
295. .462, 295. .456, 786. .836, 787. .834, 787. .837 



51927 



Seq. No. 


50404 


Seq. ID 


OJ990530_35. 


Gene No. 


106996 


Strand 






i 

X 


End 


1 

X «7 


Name 


\J\J J^U J JU JJ. Ul 1 1 • O . Ul . LJ J 


Mot" HaH 


\JulNO L^rtlN 


C -4- r +- 
O 1- CLL L 


ft 9 ~~ 


Hi 1 1L1 


ft ^ 


OX 




Score 


. o *± 


Exons 


ft? 1 Sft ?0Q dS^ 7ftft ft^^ 

Oc • • X JOf JU_7.. t iJJ, f O O . . O J J 






Cnrr M/-s 


50405 


Seq. ID 


uu^^u jju jj • 


Gphp No - 


106997 


Strand 




Start 


1 


End 


922 


Name 


OJ990530 35.0421.C29.ol.gp 


Method 


AAT/GAP 


O LaL L 


1 


End 


814 




841 1.R1084 


Score 


739 


Exons 


1..75, 223. .311, 426.-557, 632. .814 






f 4105639/gb|AAD02489.1| 0.0e+00 (AF049356) phytoene 




precursor [Oryza sativa] 1 






OC^i IN LJ • 


50405 


Seq. ID 


OJ990530_35. 


Gene No. 


106997 


Strand 




Start 


1 


End 


922 


Name 


OJ990530 35.0421.C29.ol.np 


Method 


AAT/NAP 


OlaiL 


1 


End 


799 


ox 


4105639 


Score 


582 


Exons 


1.-75, 223. .311, 426. .557, 632 


!. .799 




(~2. T nDCpri 
ox UcbLIip • 


(AF04 9356) phytoene desaturase precursor [Oryza sat 


O "Lj • LNLJ • 


50405 


Seq. ID 


OJ990530_35. 




106997 


Strand 




Start 


1 


End 


922 


Name 


OJ990530 35.0421.C29.ol.tm 


Method 


TBLASTX : Maiz 


O Lai L 


226 


End 


922 


CI 
ox 


none 


Score 


138 




226. .297, 227. .313, 228. .314, 


421. .537, 


425. .508, 5 




521. .586, 522. .581, 628. .717, 


629. .718, 


630.. 719, 7 




722. .847, 738. .785, 771. .851, 


776. .922, 


778. .849 


Seq. No. 


50405 


Seq. ID 


OJ990530_35. 


Gene No. 


106997 


Strand 




o iai l 


1 


End 


922 


Mama 


OJ990530 35.0421.C29.ol.gs 


Method 


GEN SCAN 


Of n r +- 
ij Lai L 


426 


End 


834 


OX 


none 


Score 


.6 


Exon s 


426.-557, 753. .834 






dorr Mr* 


50406 


Seq. ID 


OJ990530_35. 


UCllC LNL> • 


106998 


Strand 


+ 


Start 


462 


End 


717 


Name 


OJ990530 35.0421.C30.ol.np 


Method 


AAT/NAP 


o Lax L 


462 


End 


717 


ol 


5669167 


Score 


114 


Exons 


462.-527, 605. .717 






GI Descrip. 


(AF156691) plasma membrane proton ATPase [Nicotiana 




plumbaginif olia] 






Seq. No. 


50406 


Seq. ID 


OJ990530_35. 


Gene No. 


106998 


Strand 


+ 



.563, 
,787, 



0421. C30 



51928 







Hi 1 


717 


Name 




l*JC LI1UU 


\J Ej IN O v->.fiLN 






EjIIU 


J6 / 


C T 

bl 


none 


Score 


.DO 


Exons 


A City ^97 






oeq. wo. 


jU4v / 




OlTQQOS^O 0421 C33 


bene ino . 


106999 


Strand 


+ . _ 


Otai l 


262 


End 


1011 


Name 


OJ990530 35.0421.C33.ol.np 


Method 


AAT/NAP 


Start 


262 


End 


1011 




7489783 


Score 


401 


T V /*\ T"\ 


262. .406, 500. .571, 654. .728, 


811. .882, 


970. .1011 


bi uesciip. 


leucine-rich repeat transmembrane protein kinase 1 - maize 




(fragment ) gi I 3360289 | gb| AAC27894 . 1 1 (AF023164 ) leucine-rich 




repeat transmembrane protein 


kinase 1 [Zea mays] 


beq. NO. 


OU4 u / 


Seq. ID 


OJ990530_35.0421.C33 


bene lno . 


lUby yy 


Strand 


+ 


Start 


n r o 

262 


End 


1011 


Name 


OJ990o30 jo . U4^1 . boo . ol . gp 


Method 


AAT/GAP 




275 


End 


1011 


bl 


49249 1.R1084 


Score 


675 


Exons 


275. .406, 500. .571, 654. .728, 


811. .882, 


970. .1011 


GI Descrip. 


oooUzoy l.ue izo ^Acu^oxDftj 


leucine-rich repeat transmembrane 




protein kinase 1 [Zea mays] ' 






Seq. No. 


5040 / 


Seq. ID 


OJ990530_35.0421.C33 


Gene No. 


1U / UUU 


Strand 




o tar c 


OCT 

zoo 


End 


1011 


Name 


OJ990530 35.0421.C33.ol.gs 


Method 


GENS CAN 


OLait 


253 


End 


561 


bl 


none 


Score 


.63 


Exons 


zoo..ool, 445. .obi 






beq. no. 


50407 


Seq. ID 


OJ990530_35.0421.C33 


Gene No . 


107000 


Strand 




Start 


253 


End 


1011 


Name 


OJ990530 35.0421.C33.ol.tm 


Method 


TBLASTX: Maize 


Q+- a -r -H 

otari 


274 


End 


1011 


b-L 


none 


Score 


101 


Exons 


274. .345, 275. .343, 276.-344, 


315. .401, 


350. .406, 351. .383, 




501. .584, 502. .570, 504. .611, 


654. .728, 


65S..729, 791. .880, 




810. .881, 811. .882, 812. .883, 


958. .1011 


, 971.. 1009 


Seq. No. 


50408 


Seq. ID 


OJ990530_35.0421.C35 


Gene No. 


107001 


Strand 


+ 


OLalL 


183 


End 


482 


Name 


OJ990530 35.0421.C35.ol.gs 


Method 


GENSCAN 


O X- —.4- 


183 


End 


482 


GI 


none 


Score 


. 61 


Exons 


183. .482 






Seq. No. 


50408 


Seq. ID 


OJ990530_35.0421.C35 


Gene No. 


107002 


Strand 




Start 


1148 


End 


1376 


Name 


OJ990530 35.0421.C35.ol.np 


Method 


AAT/NAP 



51929 



Start 1142 End 1376 

GI 7433702 Score 168 

Exons 1142.. 1376 

GI Descrip. serine O-acetyltransf erase (EC 2.3.1.30) - spinach 

gi 1 1657233 | dbj | BAA13634.il (D88529) serine acetyltransf erase 
[Spinacia oleracea] gi 1 1657235 | dbj | BAA13635 . 1 1 (D88530) serine 
acetyltransferase [Spinacia oleracea] 





Seq. No. 


50408. 


Seq. ID 


OJ990530 35.0421.C35 




Gene No. 


107002 ■ 


•Strand 






Start 


1148 


End 


1376 




Name 


OJ990530 35.0421.C35.o2.gs 


Method 


GENSCAN 




Start 


1148 


End 


1313 




GI 


none 


Score 


.53 




Exons 


1148. .1313 








Seq. No. 


50409 


Seq. ID 


OJ990530_35.0421.C40 




Gene No. 


107003 


Strand 






Start 


1 


End 


1523 




Name 


OJ990530 35.0421.C40.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1523 




GI 


7452422 


Score 


823 




Exons 


1..1048, 1485. .1523 








GI Descrip. 


hypothetical protein F10M10 


.80 - Arabidopsis thaliana 






gi | 4455176 | emb | CAB36708 . 1 | 


(AL035521) 


hypothetical protein 


r n 


\*- ' . 


[Arabidopsis thaliana] gi | 7270381 | emb | CAB80148 . 1 | (AL161585) 


=: : - 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50409 


Seq. ID 


OJ990530_35.0421.C40 




Gene No . 


107003 


Strand 




- ""3 


Start 


1 


End 


1523 


Tsar 


Name 


OJ990530 35.0421.C40.ol.gs 


Method 


GENSCAN 




Start 


524 


End 


1014 




GI 


none 


Score 


.56 


= = 


Exons 


524. .718, 754. .1014 






z . 

s* 


Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421.C46 




Gene No. 


.107004 


Strand 




%3 


Start 


1 


End 


723 


L _i 


Name 


OJ990530 35.0421.C46.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


723 




GI 


5669167 


Score 


644 




Exons 


1..333, 409. .554, 656. .723 








GI Descrip. 


(AF156691) plasma membrane 


proton ATPase [Nicotiana 






plumbaginif olia] 








Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421.C46 




Gene No. 


107004 


Strand 






Start 


1 


End 


723 




Name 


OJ990530 35.0421.C46.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


721 




GI 


none 


Score 


92 




Exons 


2. .85, 3. .86, 68. .124, 137. 


.343, 156.. 


173, 252.. 344, 392.. 520, 






407. .523, 408. .524, 650. .721 






Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421.C46 




Gene No. 


107004 


Strand 





51930 




Start 


1 


T-l _ _J 

End 


TOO 




Name 


OJ990530 35.0421.C46.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


721 




GI 


none 


Score 


101 




Exons 


2. .124, 3. .95, 137. .343, 156. 


.353, 407 


..538, 408. .524, 


650. 




663. .719 








Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421 


.C46 


Gene No. 


107004 


Strand 






Start 


1 


hna 


TOO 




Name 


OJ990530 35.0421.C46.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


721 




GI 


none 


Score 


101 




Exons 


2. .124, 3. .92, 137. .343, 156. 


.176, 252 


..353, 407. .523, 


408. 




650. .721 








Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421 


.C46 


Gene No. 


107004 


Strand 






o tar z 


i 


bna 


TOT 




Name 


OJ990530 35.0421.C46.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


716 




GI 


none 


Score 


95 




Exons 


2. .124, 3. .92, 137. .343, 149. 


.217, 252 


..353, 392. .520, 


406. 




407. .523, 408. .542, 636. .716, 


650. .709 






Seq. No. 


50410 


Seq. ID 


OJ990530_35.0421 


.C46 


Gene No . 


1U /UU4 


Strand 






Start 


1 


End 


723 




Name 


OJ990530 35.0421.C46.ol.gs 


Method 


GEN SCAN 




Start 


11 


End 


526 




GI 


none 


Score 


.99 




Exons 


11. .333, 409. .526 








Seq. No. 


50411 


Seq. ID 


OJ990530_35.0421 


.C49 


Gene No. 


107005 


Strand 


+ 




o tar l 


8432 


End 


1UU4 t> 




Name- ' w 


OJ990530 35.0421.C49.o3.np 


Method 


AAT/NAP 




Start 


8432 


End 


10046 




GI 


6907086 


Score 


1012 




Exons 


8432.. 9201, 9262..9488, 9707. 


.10046 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50411 


Seq. ID 


OJ990530_35.0421 


.C49 


Gene No. 


107006 


Strand 






Of 3 -r-4- 


327 


End 


5074 




Name 


OJ990530 35.0421.C49.ol.np 


Method 


AAT/NAP 




Start 


327 


End 


4903 




GI 


4680179 


Score 


4619 




Exons 


327. .3744, 3847. .4903 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


50411 


Seq. ID 


OJ990530_35.0421 


.C49 


Gene No. 


107006 


Strand 






Start 


327 


End 


5074 




Name 


OJ990530 35.0421.C49.ol.gs 


Method 


GENSCAN 




Start 


356 


End 


5074 




GI 


none 


Score 


.99 





51931 




Exons 


356.. 5074 






Seq. No. 


50411 


Seq. ID 


OJ990530_35.Q421 


Gene No. 


107007 


Strand 




Start 


5392 


End 


6315 


Name 


OJ990530 35.0421.C49.o5.tw 


Method 


TBLASTX: Wheat 


Start 


371 


End 


703 


GI 


none 


Score 


114 


Exons 


371. .703, 392. .541, 423. .608, 


596. .664 


, 598. .696 



Seq. No. 50411 Seq. ID 

Gene No. 107007 Strand 

Start 5392 End 

Name OJ990530__35 . 0421 . C49 . 08 . tm Method 

Start 386 End 

GI none Score 

Exons 386.. 544, 388.. 549, 389.. 547 



OJ990530_35.0421.C49 
6315 

TBLASTX: Maize 

549 

85 



Seq. No. 50411 Seq. ID 

Gene No. 107007 Strand 

Start 5392 End 

Name OJ990530_35 . 0421 . C4 9 . ol . tm Method 

Start 554 End 

f 3 GI none Score 

L ^ Exons 



OJ990530_35.0421.C49 
6315 

TBLASTX: Maize 

1147 

64 



554. .649, 554. .991, 564. .773, 722. .871, 849. .992, 910. .993, 
989. .1147, 996. .1142, 998. .1144 



ifel Seq. No. 

C3 Gene No. 

Ly Start 

. i Name 

If, Start 

= tf GI 

H Exons 



50411 Seq. ID 

107007 Strand 

5392 End 
OJ990530_35.0421.C49.ol.tw Method 

704 End 

none Score 

704. .1330, 828. .1235 



OJ990530_35.0421.C49 
6315 

TBLASTX: Wheat 

1330 

255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50411 Seq. ID 

107007 Strand 

5392 End 

OJ990530_35 . 0421 . C4 9 . o4 . tm Method 

1199 End 

none Score 



OJ990530_35.0421.C49 
6315 

TBLASTX: Maize 

1491 

97 



1199. .1489, 1202. .1417, 1299. .1478, 1339.. 1491 



Seq. No. 50411 Seq. ID 

Gene No. 107007 Strand 

Start 5392 End 

Name OJ990530_35 . 0421 . C4 9 . o2 . ts Method 

Start 1289 End 

GI none Score 

Exons 1289.. 1417, 1289.. 1537, 1299.. 1544 



OJ990530_35.0421.C49 
6315 

TBLASTX : Soybean 

1544 

82 



Seq. No. 50411 Seq. ID 

Gene No. 107007 Strand 

Start 5392 End 

Name OJ990530_35 . 0421 . C4 9 . ol . tc Method 

Start 1313 End 

GI none Score 



OJ990530_35.0421.C4 9 
6315 

TBLASTX: Cress 

1630 

99 



51932 




Exons 


1313. .1456, 


1329 


. .1454, 


1457. 


.1630, 1511.. 1609 




Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No . 


1U / UU / 








Strand 






Start 


5392 








bna 


DjI 0 




Name 


OJ990530 35 


.0421 


.C49.o3 


,tw 


Method 


i nJ_i>\o i a . wnea u 




Start 


1337 








bna 


1 0 Dl 




GI 


none 








Score 


0 £*7 
ZD/ 




Exons 


1337. .1861, 


1341 


. .1709 










Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No . 


IV / u u / 








C-t- >- ^ r\ /"I 

ourana 






Start 


5392 








bna 






Name 


OJ990530 35 


.0421 


.C49.o2 


.tm 


Method 


1 r3Li>\o I A . LYia 1 z e 




Start 


1899 








bna 


ZZj / 




GI 


none 








Score 


00 Q 

zz :? 




Exons 


1899. .2180, 


1904 


. .2257, 


1956. 


oocc 






Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No . 


1U /UU / 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


.C49.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1904 








End 


2330 




GI 


none 








Score 


70 




Exons 


1904. .2329, 


1906 


. .2043, 


1919. 


.2272, 1941.. 2330 




Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No . 


1U /UU / 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


.C49.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


2078 








End 


2323 




GI 


none 








Score 


212 




Exons 


2078. .2323 














Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No . 


1U /UU / 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


.C49.o3, 


. tm 


Method 


TBLASTX: Maize 




Start 


2294 








End 


2794 




GI 


none 








Score 


70 




Exons 


2294. .2629, 


2316 


. .2585, 


2615. 


.2794 






Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C4 9 


Gene No. 


±U / UU / 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


.C49.o6, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2336 








End 


2632 




GI 


none 








Score 


154 




Exons 


2336. .2632, 


2373, 


. .2588 










Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421, 


,C49.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


2345 








End 


2740 




GI 


none 








Score 


133 




Exons 


2345. .2704, 


2373. 


. .2588, 


2628. 


.2723, 2708. .2740, 2708.. 2740 



51933 





5041 1 

JU4 11 








Con T P) 


n.TQQ05"}0 ^5 0491 




Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 ' 




Name 


OJ990530 35 


.0421 


.C49.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


2681 








End 


3164 




GI 


none 








Score 


162 




Exons 


2681. .3163, 


2693 


. .3136, 


2709. 


.3164 






Cfarr Mo 


50411 








OcLji 1U 


O,7QQ05'}0 *35 0491 


P4 Q 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


C49.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


2864 








End 


3151 




GI 


none 








Score 


180 




Exons 


2864. .3151, 


2865 


.3050 










O C ^ • LN W * 


JU111 








Seq. ID 


OJ990530_35.0421 


CA Q 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421 


C49.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


3311 








End 


3710 




GI 


none 








Score 


78 




Exons 


3311. .3475, 


3360, 


'.3479, 


3488. 


.3709, 3555.. 3710 




Cpn Mn 


50411 








Seq. ID 


OJ990530_35.0421 


• ^fi ¥ 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421. 


C49.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


3390 








End 


3716 




GI 


none 








Score 


46 




Exons 


3390. .3473, 


3392. 


.3715, 


3575. 


.3709, 3603.. 3716 






5041 1 








Seq. ID 


OJ990530_35.0421 


CA Q 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421. 


C49.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


4025 








End 


4426 




GI 


none 








Score 


241 




Exons 


4025. .4426 














Can Mn 


5041 1 








Seq. ID 


OJ990530_35.0421 




Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421. 


C49.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


4307 








End 


4672 




GI 


none 








Score 


59 




Exons 


4307. .4672, 


4566. 


.4667 










Seq. No. 


50411 








Seq. ID 


OJ990530_35.0421 


.C49 


Gene No. 


107007 








Strand 






Start 


5392 








End 


6315 




Name 


OJ990530 35 


.0421. 


C49.o2 


.gs 


Method 


GEN SCAN 




Start 


5392 








End 


6315 




GI 


none 








Score 


.98 





Exons 



5392. .6315 



51934 





S04 1 1 








0491 

• \J 1 £. X 


P4 9 


Gene No. 


107007 


Strand 










Start 


5392 


End 


6315 








IN dilltr 


O.TQQOS^O 0491 P4Q n9 nn 


Mot* Vi nH 


AAT /MAP 








OtalL 


j j .? j 




6176 

O X / D 








ux 


60097Q4 




1 9 Q4 










S^QS 6176 

*J <^ -7 *J . . U X / u 












f^T Dp Qpr "i n 


f AF1 4 98 1 unknown rOr\/7a 


+" 1 U3 1 










Seq. No. 


50412 


Seq. ID 


OJ990530_ 


35 


0421 


.C50 


Gene No. 


107008 


Strand 


+ 








O Lai U 


4408 


End 


4 857 








Name 


n.TQQO-S^O 0491 PSO nl rrn 




AAT /GAP 








O L. di. u 


440ft ~~ 


FnH 


4 ft c i7 

1 O «J f 








\D X 


none 




884 










440ft 4ft c >7 














S04 1 9 




n.TQQOS'-iO 

\ju y ^ \j .j 




04 91 

\J *i C. X 


pso 


Gene No. 


107009 


Strand 


+ 








Start 


13588 


End 


16529 








Name 


OJ990530 35.0421.C50.ol.np 


Method 


AAT /NAP 








O Lai i_ 


13588 


End 


14274 










6997193 


Score 


936 








Exons 


13588. .14274 














(AC022355) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


50412 


Seq. ID 


OJ990530_ 


35 


0421 


.C50 


Gene No. 


107009 


Strand 


+ 








OL.Cti.l_ 


13588 


End 


16529 








Name 


OJ990530 35.0421.C50.o4.gs 


Method 


GENSCAN 








O Cell. L. 


13588 


End 


16529 








\J X 


none 


Score 


.58 








IT von c: 


13588. .14253, 15649.. 15697 


, 16216. .16327, 16427. 


.16529 






50412 


Seq. ID 


OJ990530_ 


35 


0421 


PRO 


Gene No. 


107010 


Strand 


+ 








Start 


29530 


End 


30081 








in diue 


OJ990530 35.0421.C50.o2.np 


Method 


AAT /NAP 








OLdi L 


29530 


End 


30081 








O X 


6907088 


Score 


544 










29530. .29667, 29843.. 30081 














(AP001129) hypothetical protein [Oryza 


sativa] 










50412 


Seq. ID 


OJ990530_ 


35. 


0421 


PRO 


Gene No. 


107011 


Strand 


+ 








Start 


30223 


End 


30551 








Ma mo 

IN Cll LIC 


OJ990530 35.0421.C50.o3.np 


Method 


AAT /NAP 










30223 


End 


30551 








VjX 


6069659 


Score 


85 








Exons 


30223. .30346, 30497.. 30551 












oi uesenp. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


50412 


Seq. ID 


OJ990530_ 


35. 


0421 


.C50 


Gene No. 


107012 


Strand 










Start 


456 


End 


4552 








Name 


OJ990530 35.0421.C50.ol.gs 


Method 


GENSCAN 








Start 


456 


End 


4552 









51935 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 65 

456. .719, 1383. .1503, 2060. .2229, 3186. .3296, 4325. .4552 



50412 

107013 

5702 

OJ990530_35.0421.C50.o2.gs 

5702 

none 



Seq. ID OJ990530_35.0421.C50 
Strand 

End 9377 

Method GENSCAN 

End 9316 

Score . 63 



5702. .5904, 8617. .8716, 8817. .8894, 9011. .9316 



50412 Seq. ID 

107013 Strand 

5702 End 
OJ990530_35.0421.C50.o2.gp Method 

9011 End 

3768067 Score 
9011. .9377 



OJ990530_35.0421.C50 

9377 
AAT/GAP 
9377 
675 



Seq. No. 50412 Seq. ID 

Gene No. 107014 Strand 

Start 10511 End 

Name OJ990530_35 . 0421 . C50 . o3 . gs Method 

Start 10511 End 

GI none Score 

Exons . 10511.. 10753 



OJ990530_35.0421.C50 

10753 
GENSCAN 
10753 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



50412 Seq. ID 

107015 Strand 

18428 End 

OJ990530_35.0421.C50.o2.tm Method 

13591 End 

none Score 



OJ990530_35.0421.C50 
20342 

TBLASTX: Maize 

13760 

126 



13591. .13665, 13626 .. 13739, 1362 6 .. 13760, 13627.. 1375* 



50412 

107015 

18428 

OJ990530_35.0421.C50.ol.tm 

13827 

none 



Seq. ID OJ990530_35.0421.C50- 
Strand 

End 20342 

Method TBLASTX : Mai ze 

End 14097 

Score 78 



13827. .13877, 13827 13940, 13828 .. 13938 , 13936 .. 14097, 
13938. .14069, 13939.. 14097 



50412 Seq. ID 

107015 Strand 

18428 End 

OJ990530_35.0421.C50.o5.gs Method 

18428 End 

none Score 



OJ990530_35.0421.C50 

20342 
GENSCAN 
20342 
.41 



18428. .18576, 19658 .. 19816, 20135.. 20342 



50413 

107016 

1 

OJ990530_35 . 0421 . C51 . ol . np 
1 



Seq. ID OJ990530_35.0421.C51 

Strand + 

End 914 

Method AAT/NAP 

End 914 



51936 



GI 6983857 Score 740 

Exons 1..316, 487.. 914 

GI Descrip. (AP001168) hypothetical protein [Oryza sativa] 



fit 



\ y 



Seq. No. 


50413 


Seq. ID 


OJ990530 35.0421.C51 


Gene No. 


107016 


Strand 


+ 


Start 


1 


End 


914 


Name 


OJ990530 35.0421.C51.ol.gs 


Method 


GEN SCAN 


Start 


49 


End 


336 


GI 


none 


Score 


.73 


Exons 


49. .336 






Seq. No. 


50414 


Seq. ID 


OJ990530 35.0421.C52 


Gene No . 


107017 


Strand 


+ 


Start 


2724 


End 


3399 


Name 


OJ990530 35.0421.C52.ol.gs 


Method 


GENS CAN 


Start 


2724 


End 


3399 


GI 


none 


Score 


.5 


Exons 


2724. .2900, 2981. .3075, 3306. 


.3399 




Seq. No. 


50415 


Seq. ID 


OJ990530_35.0421.C53 


Gene No. 


107018 


Strand 


+ 


Start 


88 


End 


5089 


Name 


OJ990530 35.0421.C53.ol.np . 


Method 


AAT/NAP 


Start 


88 


End 


5083 


GI 


2147484 


Score 


2605 


Exons 


88. .181, 561. .801, 1392. .1509 


, 2122. .2310, 2404. .2862, 




2995. .3096, 3241. .3441, 3557. 


.3731, 3869. .4140, 4509. .4604, 




4709. .5083 






GI Descrip. 


homeotic protein - Phalaenopsis sp gi | 


1173622 (U34743) homeobox 




protein [Phalaenopsis sp. 'hybrid SM9108'] 


Seq. No. 


50415 


Seq. ID 


OJ990530_35.0421.C53 


Gene No . 


107018 


Strand 


+ 


Start 


88 


End 


5089 


Name 


OJ990530 35.0421.C53.ol.gs 


Method 


GENSCAN 


Start 


527 


End 


508 9 . 


GI 


none 


Score 


.85 


Exons 


527. .801, 1392. .1509, 2122. .2310, 2404 


..2862, 2995.. 3096, 




3241. .3546, 3557.. 3731, 3869. 


.4140, 4509. .4604, 4709. .5089 


Seq. No. 


50415 


Seq. ID 


OJ990530_35.0421.C53 


Gene No. 


107018 


Strand 


+ 


Start 


88 


End 


5089 


Name 


OJ990530 35.0421.C53.ol.gp 


Method 


AAT/GAP 


Start 


2417 


End 


2842 


GI 


5004265 


Score 


820 


Exons 


2417. .2842 






Seq. No. 


50415 


Seq. ID 


OJ990530_35 . 0421 . C53 


Gene No. 


107019 


Strand 


+ 


Start 


5063 


End 


5645 


Name 


OJ990530 35.0421.C53.o2.gp 


Method 


AAT/GAP 


Start 


5063 


End 


5645 


GI 


33381 1.R1084 


Score 


772 


Exons 


5063.. 5135, 5243.. 5645 






GI Descrip. 


, 5852170/emb|AL1172 65.1 IOST17804 1. Oe- 


50 Oryza sativa 



51937 




indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Sea No 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Gene No 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


.0421. 


C53.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


728 








End 


5073 


GI 


none 








Score 


53 


Exons 


728. .760, 749. .802, 1375. .1515, 1394.. 


1510, 2113.. 2313, 




2127. .2321, 


2388.. 


.2447, 


2401 . 


.2454, 2584. .2679, 2713. .2886, 




2748 . .2858, 


2985. 


. 3095, 


2995. 


.3099, 3240. .3446, 3241. .3447, 




3548 . . 3727, 


3554 . 


.3688, 


3628 . 


.3723, 3862. .4140, 3867. .4145, 




4506. .4580, 


4508. 


.4603, 


4508 . 


.4576, 4708. .4878, 4714. .4788, 




4748 . .4891, 


4943. 


. 5068, 


4954 . 


.5073 




Seq. No. 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Gene No . 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


0421. 


C53.o3. 


. ts 


Method 


TBLASTX: Soybean 


Start 


1432 ~ 








End 


2472 


GI 


none 








Score 


129 


Exons 


1432 . . 1515, 


2113. 


. 2313, 


2116 . 


.2193, 2127. .2294, 2383. .2472, 




2403. .2453 












Seq. No. 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Gene No . 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


0421. 


C53.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1432 








End 


2472 


GI 


none 








Score 


137 


Exons 


1432 . . 1515, 


2113. 


. 2313, 


2116. 


.2193, 2127. .2321, 2401. .2472, 




2403 . . 2453 












Seq. No. 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Gene No. 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


0421 . 


C53.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2590 ~~ 








End 


3935 


GI 


none 








Score 


119 


Exons 


2590 2679. 


2635 . 


.2679, 


2725 . 


.2859, 2754. .2858, 2985. .3095, 




2994 . . 3095, 


2995 . 


. 3099, 


2995. 


.3099, 3175. .3210, 3240. .3446, 




3241 3444 


3548 . 


3730 


3625 . 


.3735, 3862. .3933, 3867. .3935 


Sea. No 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Genp No 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


0421. 


C53.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3237 








End 


3414 


GI 


none 








Score 


64 


Exons 


3237. .3317, 


3240. 


.3356, 


3247. 


.3360, 3358. .3414 


Seq. No. 


50415 








Seq. ID 


OJ990530_35.0421.C53 


Gene No. 


107020 








Strand 




Start 


6143 








End 


12481 


Name 


OJ990530 35. 


0421. 


C53.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3415 








End 


5062 


GI 


none 








Score 


59 



51938 



Exons 



3415. .3447, 3536. .3688, 3548. .3730, 3625. .3747, 3852. .4151, 

3862. .4140, 4506. .4583, 4507. .4602, 4508. .4603, 4708. .4878, 

4714. .4812, 4748. .4891, 4850. .4888, 4937. .5059, 4943. .5062, 
4954. .5061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50415 

107020 

6143 

OJ990530_35. 

3979 

none 

3979. .4140, 
4714. .4764, 



0421.C53.o6.ts 



3981. 
4714. 



.4151, 
.4779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530__35.0421.C53 
12481 

TBLASTX : Soybean 

4779 

215 



4506. .4580, 4507. .4587, 4508. .4591, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50415 

107020 

6143 

OJ990530_35.0421.C53.o4 .ts 

4781 

none 



Seq. ID OJ990530_35.0421.C53 
Strand 
End 

Method 
End 
Score 



12481 

TBLASTX : Soybean 

5080 

177 



4781. .4888, 4783.-4878, 4943. .5080, 4957. .5079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50415 

107020 

6143 

OJ990530_35, 

5245 

none 

5245. .5316, 
5383. .5457, 



0421.C53.o7.tm 



5254. 
5471. 



,5316, 
,5521, 



5255. 
5636. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5320, 
.5653 



OJ990530_35.0421.C53 
12481 

TBLASTX: Maize 
5653 
118 

5373.. 5456, 5376.. 5456, 



Seq. No. 50415 
Gene No. 107020 
Start 6143 

Name OJ990530_35 . 0421 . C53 . o2 . gs 

Start 6143 
GI none 
Exons 6143.. 6192, 6427. 

8021.. 8097, 8189. 

10190. .10336, 10447 

12369. .12481 



6628, 
8336, 



6728. 
8421. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6887, 6969 
.8567, 9578 



OJ990530 35.0421.C53 



12481 
GEN SCAN 
12481 
.57 

7096, 
9674, 



7481. 
9768. 



,7552, 
,9859, 



,10581, 10661. . 10724, 11365 .. 11505 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50415 

107020 

6143 

OJ990530_35. 

6416 

none 

6416. .6631, 
6726. .6881 



0421.C53.o3.tm 



64S3..6629, 6454. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6630, 



OJ990530 35.0421.C53 



12481 

TBLASTX: Maize 
6887 
216 

6695. . 6856, 6726. . 6887, 



Seq. No. 50415 Seq. ID 

Gene No. 107020 Strand 

Start 6143 End 

Name OJ990530_35 . 0421 . C53 . o5 . ts Method 

Start 6524 End 

GI none Score 



OJ990530_35.0421.C53 
12481 

TBLASTX : Soybean 

6836 

106 



51939 






Exons 


fiS94 fifi^l 

OJ<£ft. . UOJl , 






67 99 


.6823, 6725.. 6835, 


6796 6836 

\J 1 £.\J , « U O J U 




OcCJ . 1NO * 


SOd 1 S 








Seq. ID 


OJ990530 


0491 

J J . U4l1 . tJJ 




bene ino . 


1 07090 








Strand 










CI j'S 
D14 J 








End 


12481 






Name 




0491 




f-rn 
LIU 


Method 


TBLASTX : 


Lid J. 




OtdiL 


6Q7 S ~ 

D .7 1 J 








End 


9638 






GI 


none 








Score 


155 






Exons 


6975. .7097, 


6976. 


.7098, 


6976. 


.7113, 7242.. 7307, 


7481. .7552, 






/ lOc • . / J J J , 


748Q 


7 SS4 


8003 


.8107, 8009.. 8086, 


8019 8111 

U *J X y • 1 U i. X J. f 






ft 1 ft 


ftl ftl 
0 ± 0 J. • 


ft "3^6 


ft 1 ft ft 


.8337, 8410. .8541, 


84 1 6 ft SfiR 






ft 4 9 1 ft S70 

O 4 ^ J. . • O J / U , 


R494 


ft S70 
• O J / u , 


ft 4 

O *i O J . 


.8578, 8651. .8749, 


R6S6 87S1 






Rfifin ft7s? 


ft71 ft 


* 0 / j j , 


ft Qft7 


.9064, 9038.. 9127, 


9048 9128 






.7 ^ j u . • ^ jw j / 


Q9S7 


Q^04 


QR7R 


.9637, 9579.. 9638 






JCtj. INvJ . 


S04 1 S 








Seq. ID 


OJ990530 


35 0421 CS3 




Gene No. 


107020 








Strand 








Start 


6143 








End 


12481 






Name 


d.tqqos^o 

WU_7.7VJJVJ JJ 


0491 


TS^ n9 




Method 


TBLASTX: 


juyjjccn.1 




jLdl L 


ftl Qfi ~~ 

O i J D 








End 


8751 








none 








Score 


99 








qi qc fl^^^ 

O X D ■ • 0 JJJf 


8206. 


.8331, 


ft *}Q7 


.8570, 8421. .8570, 


ft SI ft S7 ft 






ft 6^4 fi74fi 
OuJfii . 0 / ft O , 


8656. 


.8751 










J 

3 


oeq . lno . 


S04 1 ^ 








Seq. ID 


OJ990530 


0491 rs? 

JJ . U *i ^ J. ■ ^ J J 




uene ino . 


1 0709(1 








Strand 








Start 


6143 








End 


12481 






Name 


OJ990530 35 


.0421.C53.o6. 


tm 


Method 


TBLASTX: 


Maize 


-J: 




9638 








End 


10593 




HI 




none 








Score 


53 






Exons 


9638. .9676, 


9639. 


.9680, 


9768. 


.9860, 9772. .9864, 


Q779 QRSR 


u 




9803. .9859, 


10182 


. .10388 


, 10220. .10336, 


10444. . 


J. VJ J _? J , 






10529. .10582 












_£ 




50416 








Seq. ID 


OJ990530 


3S 0491 P c i4 




Gene No. 


107021 








Strand 








Start 


. 1 








End 


1812 




3 


IN dint: 


OJ990530 35 


.0421. 


654. ol. 


np 


Method 


AAT/NAP 






OLdl L 


1 








End 


1812 




3 




6983857 








Score 


1400 








1..388, 429 


. .892, 


1062. . 


1620, 


1683. .1812 






Ho OPT"! T~"\ 


(AP001168) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


50416 








Seq. ID 


OJ990530 


_35.0421.C54 




Gene No. 


107021 








Strand 








O L. Ct J. L. 


1 








End 


1812 






Name 


OJ990530 35 


.0421. 


C54.ol. 


gs 


Method 


GENSCAN 






Q4- -a r-4- 

OLail 


260 








End 


452 








none 








Score 


.46 






Exons 


260. .452 
















Seq. No. 


50416 








Seq. ID 


OJ990530 


_35.0421.C54 




Gene No. 


107021 








Strand 








Start 


1 








End 


1812 






Name 


OJ990530 35 


.0421. 


C54.o2. 


gs 


Method 


GENSCAN 






Start 


914 








End 


1573 






GI 


none 








Score 


.53 





51940 



Exons 



914. .1573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50417 Seq. ID OJ990530_35 . 0421 . C55 

107022 Strand + 

1 End 8411 

OJ990530_35 .0421. C55 . ol . np Method AAT/NAP 

1 End 680 

6069646 Score 109 

1..78, 558. .680 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



50417 

107022 

1 

OJ990530_35.0421.C55.o2.np 
1 

4678197 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..54, 2332. .2715, 2743. .3683, 3972..573S 

(AC007134) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990530_35.0421.C55 
+ 

8411 
AAT/NAP 
5735 
1821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50417 Seq. ID 

107022 Strand 

1 End 

OJ990530_35 . 0421 . C55 . o2 . gs Method 

3900 End 

none Score 



OJ990530_35.0421.C55 
+ 

8411 
GENSCAN 
8407 
. 66 



3900. .4472, 4524. .4614, 7172. .7365, 7502. .7657, 8033. .8407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50417 Seq. ID OJ990530_35 . 0421 . C55 

107022 Strand + 

1 End 8411 

OJ990530_35 . 0421 . C55 . o3 . np Method AAT/NAP 
6543 End 8411 

5803254 Score 725 

6543. .7365, 7502. .7657, 8033. .8411 
(AP000399) ESTs C97429 (C60159) , D22427 (C11106 ) , 
AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50417 Seq. ID 

107023 Strand 

11989 End 

OJ990530_35 . 0421 . C55 . ol . gp Method 

11989 End 

431814 Score 



OJ990530_35.0421.C55 
+ 

12888 
AAT/GAP 
12888 
761 



11989. .12079, 12212. .12367, .12.718. .12888 
5803254/dbj IBAA83564.il 3 . Oe-1'6 "(AP000399 ) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15 683 (C1084; 
correspond to a region of the predicted gene; hypothetical 
protein [Oryza sativa] 



Seq. No. 



50417 



Seq. ID OJ990530_35.0421.C55 



51941 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



107024 
1588 

OJ990530_35, 

1588 

none 

1588. .2045, 

50417 

107025 

8748 

OJ990530_35. 

2613 

none 

2613. .2684, 

50417 

107025 

8748 

OJ990530_35. 

2967 

none 

2967. .3035, 

50417 

107025 

8748 

OJ990530_35. 

2976 

none 

2976. .3362, 

50417 

107025 

8748 

OJ990530_35. 

3141 

none 

3141. .3602, 

50417 

107025 

8748 

OJ990530_35. 

3156 

none 

3156. .3605, 

50417 

107025 

8748 

OJ990530_35. 
4202 
5509260 
4202. .4480, 



50417 



0421.C55.ol.gs 
3217. .3415 

0421.C55.o4.tm 



Strand 
End 

Method 

End 

Score 



3415 
GENSCAN 
3415 
.66 



Seq. ID OJ990530_35.0421.C55 
Strand 

End 16407 

Method TBLASTX : Maize 

End 2957 

Score 90 

2633. .2677, 2715. .2951, 2751. .2957, 2833. .2952 



Seq. ID OJ990530_35.0421.C55 
Strand 

End 16407 

Method TBLASTX: Maize 

End 3641 

Score 68 

.3266, 3113.. 3349, 3371.. 3631 



0421.C55.o2. tm 



3045. .3641, 3069. 



0421.C55.o2. tw 



2993.. 3358, 3377, 



0421.C55.o3.ts 



3215. .3442 



0421.C55.o2.tc 



3158. .3355 



0421.C55.o2.ts 



4203.. 4682, 4526. 



Seq. ID OJ990530_35.0421.C55 
Strand 

End 16407 

Method TBLASTX : Wheat 

End 3584 

Score 284 

.3454, 3378. .3467, 3462. .3584 

Seq. ID OJ990530_35. 0421.C55 
Strand 

End 16407 

Method TBLASTX : Soybean 

End 3602 

Score 288 



Seq. ID OJ990530_35.0421.C55 
Strand 

End 16407 

Method TBLASTX : Cres s 

End 3605 

Score 294 



Seq. ID OJ990530_35.0421.C55 
Strand 

End 16407 

Method TBLASTX : Soybean 

End 4 687 

Score 400 
.4687 



Seq. ID OJ990530 35.0421.C55 



51942 




Gene No. 


107025 








Strand 




91-^ rt- 

O Lai L 


8748 








HiilLl 


1 6407 

X \J t L» f 


IN Q1LIC 


o.tqqo530 ^5 


0421 


P55 nl 


1- r 

• L L- 


1 1G L 1 i vJ Ll 


1 D linu 1 /v • i_ c o o 


O LCLX U 


4 317 ~~ 








FnH 


4 586 

1 J o \J 


r t 

o X 


1 IL/i 1C 








OLUlC 


30Q 




4317 4586 


4331 
i j ji 


4567 


4338 


4 577 




Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




t_) LO. J- L 


8748 








End 


16407 


IN CULLC 


OJQQ0S30 35 


04 91 


T55 r>1 


f w 

• L W 


Method 


TBLASTX: Wheat 


qt- art 

u Lai L 


4367 _ 

*i .J U f 








End 


4913 


CT 


11LJ11C 








Score 


299 




4367 4480 


4368 


4719 

. . t f X £- , 


4 596 


.4657, 4704. .4913, 4772. .4876 


Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




O Lai L 


8748 








End 


16407 


Name 


d.tqqo530 35 


0491 


P55 n3 

• ^JJ . U J 


f m 
. LiU 


Method 


TBLASTX: Maize 


Cfarr 
j Lai L 


4 367 ~~ 

*a J U / 








End 


4799 












Score 


345 


Cj AUi ID 


4367 4459 


4368 


4799 


4 596 


.4687 




Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




OLdi. L 


8748 








End 


16407 


Name 


r>.TQQ0530 35 


04 91 


T5 ^ r>3 


. LC 


Method 


TBLASTX: Cress 


Of art 
OLdl L 


4770 _ 








End 


5009 




none 








Score 


185 


Exons 


4770 500Q 












Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




O Lai L 


8748 
otto 








End 


16407 


Mamo 


o.tqqo530 35 


0491 


P55 n3 

. \* J J . U J 


L W 


Method 


TBLASTX: Wheat 


O Lai. L, 


4 Q93 ~~ 








End 


5309 


rir 


I KJIlc: 








Score 


105 




4Q93 504? 


5064 

J \J o t 


5309 
■ ■ j j u y f 


5090 

J \J J U • 


.5194, S263..5298 


Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




Start 


8748 








End 


16407 


Name 


n.TQQ0530 35 


0491 

> \J t X 


T5 5 ol 

■CJJiUl 


LIU 


Method 


TBLASTX: Maize 


Qfarl- 


5055 _ 








End 


5717 


ox 


n on ^ 








Score 


313 


Exons 


5055 5405 

JUJJ . • J *± U J , 


51 53 

J -L J J 


54 04 

. • J H U t r 


54 81 


.5717, 5492.. 5560 


Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 




O Udl L 


874 8 

O / 4 O 








End 


16407 


Name 


HTQQOR^O 

ujyyuoju jo 


0 4 91 
U H Z x 


LO j . Ol . 


IS 


Method 


TBLASTX : Soybean 


Start 


5073 








End 


5753 


GI 


none 








Score 


389 


Exons 


5073. .5408, 


5102 


.5560, 


5257. 


.5547, 5487. .5753, 5631. .5747 


Seq. No. 


50417 








Seq. ID 


OJ990530_35.0421.C55 


Gene No. 


107025 








Strand 





51943 



Start 


8748 


End 


16407 


Name 


OJ990530 35.0421.C55.o5.tm 


Method 


TBLASTX: Maize 


Start 


6978 


End 


12426 


GI 


none 


Score 


135 


Exons 


6978.. 7199, 6979.. 7218, 7246.. 7356, 7291.. 7350, 7502.. 7660, 




7514. .7558, 7600. .7659, 11693 .. 11932 , 


11960. .12082, 




12203. .12385, 12221 .. 12268 , 


12306. .12422, 12310. .12426 


Seq. No. 


50417 


Seq. ID 


OJ990530_35.0421.C55 


Gene No . 


107025 


Strand 




Start 


8748 


End 


16407 


Name 


OJ990530 35.0421.C55.o3.gs 


Method 


GENSCAN 


Start 


8748 


End 


16407 


GI 


none 


Score 


.59 


Exons 


8748. .8833, 9367. .9758, 12884 .. 13064 , 


13118. .13199, 




13509. .13578, 14 991 .. 15078 , 


15227. .15452, 15931 .. 16188 , 




16195. .16407 






Seq. No. 


50417 


Seq. ID 


OJ990530_35.0421.C55 


Gene No . 


107025 


Strand 




Start 


8748 


End 


16407 


Name 


OJ990530 35.0421.C55.o2.gp 


Method 


AAT/GAP 


Start 


13196 


End 


13344 


GI 


uC-osflcyp08 9a06al 


Score 


271 


Exons 


13196. .13344 






GI Descrip. 


'5803254/dbj | BAA83564.il 3. 


Oe-16 (AP000399) ESTs 




C97429(C60159) ,D22427 (C11106) , AU078031 (E31854) , D15683 (C108 4) 




correspond to a region of the predicted gene; hypothetical 




protein [Oryza sativa] 1 






Seq. No. 


50418 


Seq. ID 


OJ990530_35.0421.C56 


Gene No. 


107026 


Strand 


+ 


Start 


10972 


End 


12331 


Name 


OJ990530 35.0421.C56.o3.np 


Method 


AAT/NAP 


Start 


10922 


End 


12114 


GI 


4115337 


Score 


1869 


Exons 


10922. .12114 






GI Descrip. 


(L81141) ubiquitin [Pisum sativum] 




Seq. No. 


50418 


Seq. ID 


OJ990530_35.0421.C56 


Gene No. 


107026 


Strand 


+ 


Start 


10972 


End 


12331 


Name 


OJ990530 35.0421.C56.ol.gp 


Method 


AAT/GAP 


Start 


10961 


End 


12331 


GI 


294 6.R1084 


Score 


2391 


Exons 


10961. .12331 






GI Descrip. 


'541546/pirl IS40611 2.0e-55 


ubiquitin precursor - Volvox cart 




>gi 395295 emb CAA52290 (X74214) polyubiquitin [Volvox 




carteri] 1 






kj C . Ll \J ■ 


50418 


Seq. ID 


OJ990530_35.0421.C56 


Gene No. 


107026 


Strand 


+ 


Start 


10972 


End 


12331 


Name 


OJ990530 35.0421.C56.o3.gs 


Method 


GENSCAN 


Start 


10972 


End 


12117 


GI 


none 


Score 


.96 


Exons 


10972. .12117 







51944 



Seq. No. 50418 

Gene No. 107027 

Start 13684 

Name OJ990530_35. 0421 ,C56.o4 .gs 

Start 13684 

GI none 

Exons 13684. .14308, 14468.. 15522 



Seq. ID OJ990530_35.0421.C56 

Strand + 

End 15522 

Method GEN SCAN 

End 15522 

Score . 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50418 

107028 

17821 

OJ990530_35.0421.C56.o5.gs 

17821 

none 



Seq. ID OJ990530_35.0421.C56 

Strand + 

End 20041 

Method GENSCAN 

End 20041 

Score .87 



17821. .17835, 18172 .. 18339, 18428 .. 18616, 18839 .. 19007, 
19629. .20041 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50418 

107028 

17821 

OJ990530_35.0421.C56.o5.np 

18115 

3608150 



Seq. ID OJ990530_35.0421.C56 

Strand + 

End 20041 

Method AAT/NAP 

End 20041 

Score 388 



18115. .18339, 18428. .18616, 18839 .. 19007 , 19629.. 20041 
(AC005314) putative peroxidase [Arabidopsis thaliana] 



50418 
107028 
17821 

OJ990530_35.0421.C56.o4 .np 
18569 
1890319 

18569. .18616, 18839 .. 19007, 19629.. 20038 

(Y11792) peroxidase ATP27a [Arabidopsis thaliana] 



Seq. ID OJ990530_35.0421.C56 

Strand + 

End 20041 

Method AAT/NAP 

End 20038 

Score 297 



Seq. No. 


50418 




Seq. ID 


OJ990530_35.0421 


Gene No. 


107029 




Strand 


+ 


Start 


22942 




End 


23610 


Name 


OJ990530 35.0421.C56.o6 


.np 


Method 


AAT/NAP 


Start 


22913 




End 


23607 


GI 


4508081 




Score 


219 


Exons 


22913. .23607 








GI Descrip. 


(AC005882) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


50418 




Seq. ID 


OJ990530_35.0421 


Gene No. 


107029 




Strand 


+ 


Start 


22942 




End 


23610 


Name 


OJ990530 35.0421.C56.o6 


. gs 


Method 


GENSCAN 


Start 


22942 




End 


23610 


GI 


none 




Score 


1 


Exons 


22942. .23610 








Seq. No. 


50418 




Seq. ID 


OJ990530_35.0421 


Gene No. 


107030 




Strand 




Start 


1 




End 


1205 


Name 


OJ990530 35.0421.C56.ol 


. np 


Method 


AAT/NAP 



51945 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1205 
1104 



6907086 
1..383, 443. .1205 

(AP001129) hypothetical protein [Oryza sativa] 



50418 

107031 

1916 

OJ990530_35.0421.C56.o2.np 

1916 

4680186 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 5216 

Method AAT/NAP 

End 5216 

Score 191 



1916. .2326, 2824. .2910, 5184. .5216 

(AF111709) unknown [Oryza sativa subsp. indica] 



50418 

107032 

5118 

OJ990530_35.0421.C56.o2.tw 

5097 

none 

5097. .5372 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 9572 

Method TBLASTX : Wheat 

End 5372 

Score 332 



Seq. No. 

3 Gene No. 

g Start 

I Name 

;: Start 

U GI 

3 Exons 



50418 

107032 

5118 

OJ990530_35.0421.C56.o5.tm 

5097 

none 

5097. .5372 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 9572 

Method TBLASTX : Mai ze 

End 5372 

Score 331 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50418 

107032 

5118 

OJ990530_35.0421.C56.o2.gs 

5118 

none 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 9572 

Method GENSCAN 

End 9572 

Score .47 



5118. .5870, 7623. .7819, 7934. .8277, 8630. .8918, 9080. .9190, 
9530. .9572 



9572 

TBLASTX: Cress 

5372 

340 



=? 

ST 


Seq. No. 


50418 








Seq. ID 




Gene No. 


107032 








Strand 




Start 


5118 








End 




Name 


OJ990530 35. 


0421 


.C56.o3 


.tc 


Method 




Start 


5118 








End 




GI 


none 








Score 




Exons 


5118. .5372 












Seq. No. 


50418 








Seq. ID 




Gene No. 


107032 








Strand 




Start 


5118 








End 




Name 


OJ990530 35. 


0421 


.C56.o2 


.ts 


Method 




Start 


5118 








End 




GI 


none 








Score 




Exons 


5118. .5372, 


5125 


. .5217 








Seq. No. 


50418 








Seq. ID 




Gene No. 


107032 








Strand 



9572 

TBLASTX : Soybean 

5372 

88 



51946 




Start 


5118 








FnH 9S7? 


IN CLULG 






■ J U ■ \J*J 




Mpt-hnH TRT.A^TX * Prpcjc; 




7 Sfil ~" 

» J D J 








PnH fl?4fi 


ox 


none 








^pnrp 7 "3 




7563 7820. 


7584 


. .7793, 


7711 . 


7821 8031 8246 


Seq. No. 


50418 








Seq. ID OJ990530 35.0421.C56 


Gene No. 


107032 








Strand - ~~ 


Start 


5118 








End 9572 


Name 


OJ990530 35 


0421 


.C56.o5 


ts 


Method TBLASTX : Soybean 


Start 


7581 








End 8276 


GI 


none 








Score 75 


Exons 


7581. .7670, 


7710 


. .7910, 


7711. 


.7863, 8025. .8111, 8133. .8276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50418 

107032 

5118 

OJ990530_35.0421.C56.o3.tm 

7605 

none 

7605. .7661, 7704. .7766, 
8028. .8312, 8627. .8806, 
8808. .8894, 8809. .8883, 



7788. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7847, 



OJ990530 35.0421.C56 



8629. .8805, 
8835. .8894 



9572 

TBLASTX: Maize 
8894 
313 

8027. .8203, 8028. .8345, 
8629. .8820, 8803. .8871, 



Seq. No. 50418 
Gene No. 107033 
Start 10933 

Name OJ990530_35.0421.C56.ol.tc 
Start 10933 
GI none 

Exons 10933. .12081, 10950 .. 11396, 

10951. .11439, 10972. .12081, 
11090. .11431, 11200. .12111, 
11655. .11852, 11658. .12110 



Seq. .ID 
Strand 
End 

Method 
End 
Score 



OJ990530 35.0421.C56 



12125 

TBLASTX: Cress 
12114 
1849 

10951. .12114, 10951. .11664, 
10972. .11892, 10972. .11883, 
11217. .12107, 11430. .12107, 



vj Seq. No. 50418 
il Gene No. 107033 
r I Start 10933 

It Name OJ990530_35 . 0421 .C56 . ol . tw 

P Start 10951 

□ GI none 

Exons 10951. .11199, 10952 .. 11026, 

10971. . 11396, 10971. .11396, 
11199. .11852, 11200. .11886, 
11428. .12000, 11430. .12104, 
11658. .12110, 11863. .12108, 
12050. .12109, 12050. .12103, 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 12125 

Method TBLASTX : Wheat 

End 12125 

Score 59 
10953. .11201, 10969. .11658, 
11090. .11419, 11090. .11416, 
11323. .11880, 11428. .12081, 
11445. .11657, 11655. .12080, 
11886. .12125, 11901. .12080, 
12050. .12109, 12055. .12114 



Seq. No. 50418 

Gene No. 107033 

Start 10933 

Name OJ990530_35.0421.C56.ol.ts 

Start 10954 

GI none 

Exons 10954. .11277, 10959 11396, 10963 
10971. .11396, 10971. .11198, 10971 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 12125 
Method TBLASTX : Soybean 
End 12125 
Score 1839 

12081, 10971. 
11396, 10972. 



11090. .11416, 11098. .11433, 11102 .. 11401, 11189. 



,11396, 
,11883, 
,11431, 



51947 




11201. .11431, 
11326. .12000, 
11445. .11852, 
11898. .12080, 



11202. .12125, 
11326. .11661, 
11594. .11878, 
12068. .12118 



11267. .11533, 
11427. .12116, 
11644. .12108, 




11323. .12111, 
11442. .11852, 
11807. .11896, 



Seq. No. 50418 
Gene No. 107033 
Start 10933 

Name OJ990530 35 . 0421 .C56 . ol . tm 

Start 10959 
GI none 
Exons 10959. 

10972. 

11326. 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 12125 

Method TBLASTX : Maize 









End 


12125 










Score 


1297 




11084, 


10971. 


.11390, 


10971. . 


11390, 10971. 


.11312, 


11766, 


11090. 


.11758, 


11109. . 


11390, 11110. 


.11994, 


11988, 


11338. 


.12081, 


11349. . 


12125, 11350. 


.12111, 


11768, 


11565. 


.11846, 


11898. . 


11996 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50418 
107034 
12215 
OJ990530 
12215' 
none 
12215. 
14464. 
15034. 



35.0421.C56.o4.tw 



12271, 
14562, 
15150 



13807. 
14602. 



14031, 
14709, 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 15524 

Method TBLASTX : Wheat 

End 15210 

Score 56 
13966. .14298, 14085 .. 14297, 
14805. .15209, 14 8 45 .. 15210, 



Seq. No. 


50418 




Gene No. 


107034 




Start 


12215 




Name 


OJ990530 35.0421.C56 


.06. ts 


Start 


13819 




GI 


none 




Exons 


13819. .13938, 13860. 


.13958, 




14161. .14304, 14839. 


.15009, 


Seq. No. 


50418 




Gene No. 


107034 




Start 


12215 




Name 


OJ990530 35.0421.C56 


.o2 . tm 


Start 


13822 




GI 


none 




Exons 


13822. .14031, 13828. 


.14019, 




13975. .14310, 14085. 


.14309, 




14479. .14718, 14809. 


.15276, 




14845. .15102, 14845. 


.15477 


Seq. No. 


50418 




Gene No. 


107034 




Start 


12215 




Name 


OJ990530 35.0421.C56 


. o4 . tc 


Start 


13879 




GI 


none 




Exons 


13879. .14031, 13890. 


.14018, 




14950. .15342 




Seq. No. 


50418 




Gene No. 


107034 





Seq. ID 

Strand 

End 

Method 

End 

Score 

13864 

14929 



.14241, 
.15069 



OJ990530_35.0421.C56 
15524 

TBLASTX : Soybean 

15069 

67 

13867. .13995, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13839. .14030, 
14131. .14301, 
14814 . .15383, 



OJ990530 35.0421.C56 



15524 

TBLASTX: Maize 
15477 
182 

13918. .14106, 
14476. . 14718, 
14839. .15078, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990530_35.0421.C56 
15524 

TBLASTX: Cress 

15342 

136 



OJ990530 35.0421.C56 



5194 



8 



Start 12215 

Name OJ990530_35 . 0421 .C56 . o3 . ts 

Start 15070 

GI none 

Exons 15070. .15519, 15093.. 15524 

Seq. No. 50418 

Gene No. 107035 

Start 18193 

Name OJ990530_35 . 0421 . C56 . o2 . tc 

Start 18193 

GI none 

Exons 18193. . 18345, 18225 18344 , 
18845. .18937, 18923 .. 19033, 
19676. .20041 



End 15524 

Method TBLASTX : Soybean 

End 15524 

Score 301 



Seq. ID OJ990530_35.0421.C56 
Strand 

End 20053 
Method TBLASTX : Cress 
End 20053 
Score 141 

18619, 
20053, 



18416. .18457, 18473 
19600. . 19815, 19601 



Seq. No. 50418 

Gene No. 107035 

Start 18193 

Name OJ990530_35 . 0421 . C56 . o3 . tw 

Start 18201 

GI none 

Exons 18201. . 18335, 18202 .. 18345, 
18494. .18610 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990530_35.0421.C56 
20053 

TBLASTX: Wheat 

18610 

135 



18416. .18610, 18475. .18588, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name, 

Start 

GI 

Exons 



50418 

107035 

18193 

OJ990530_35 . 042 1 . C56 . o4 . tm 

18202 

none 



Seq. ID OJ990530_35.0421.C56 
Strand 
End 

Method 
End 
Score 



20053 

TBLASTX: Maize 

18628 

150 



18202. .18345, 18210 18335, 18416. . 18628, 18427. .18588 



50418 
107035 
18193 

OJ990530_35.0421.C56.o4 .ts 
18202 
none 

18202. .18345, 18312 .. 18344 , 18473 .. 18610, 18475 
18476. .18610, 18838. .18942, 18839 .. 18 928 , 19601 
19629. .19721, 19762 .. 19827, 197 69 19909, 19918 
19925. .20038 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990530 35.0421.C56 



20053 

TBLASTX: Soybean 
20038 
138 

,18591, 
,19747, 
.20037, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



50418 
107035 
18193 

OJ990530_35.0421.C56.o6.tm 
18844 



none 
18844. . 
19703. . 
19930. . 

50419 

107036 

1 



Seq. ID OJ990530_35.0421.C56 
Strand 

20053 

TBLASTX: Maize 
20041 
113 

19693, 
19909, 

20034, 19931. .20038, 19964.. 20041 



End 

Method 

End 

Score 



,18927, 18845. .18961, 19594 .. 19716, 19601, 
,19756, 19706. .19756, 19763 .. 19906, 19763, 



Seq. ID 

Strand 

End 



OJ990530 35.0421.C57 



3883 



51949 




Name OJ990530_35 . 0421 .C57 . o3 . np Method AAT/NAP 

Start 1 End 3781 

GI 7489454 Score 41 

Exons 1..95, 3200.. 3252, 3625.. 3781 

GI Descrip. bacterial blight-resistance protein Xal - rice 

gi I 2943742 | dbj IBAA25068.il (AB002266) XA1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

C3 Seq. No. 

L i Gene No. 

fx Start 

l]l Name 

t y Start 

^ GI 

Lj Exons 

?: r g Seq. No. 

H ^ Gene No. 

= a Start 

Q Name 

Start 

U GI 

[ ^ Exons 

^3 Seq. No. 
Q Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50419 

107036 

1 

OJ990530_35, 

1320 

none 

1320. .3427, 

50419 

107037 

5775 

OJ990530_35. 

1323 

none 

1323. .1637, 

50419 

107037 

5775 

OJ990530_35, 

1326 

none 

1326. .1625, 

50419 

107037 

5775 

OJ990530_35. 

1347 

none 

1347. .1634, 

50419 

107037 

5775 

OJ990530_35. 

1407 

none 

1407. .1640, 
1695. .1808, 

50419 

107037 

5775 

OJ990530_35. 

1694 

none 

1694. .2212, 
2214. .2384, 



0421.C57.ol.gs 
3583.. 3883 

0421.C57.ol.ts 
1438. .1542 

0421.C57.o4.tm 
1330. .1605 

0421.C57.ol.tc 
1435. .1548 

0421.C57.ol.tw 



1407. .1667, 1670. 
1699. .1809 



0421.C57.ol.tm 



1698. .1832, 1698. 
2227. .2382 



Seq. ID OJ990530_35.0421.C57 
Strand 

End 3883 

Method GENSCAN 

End 3883 

Score .93 



Seq. ID OJ990530_35.0421.C57 
Strand 

End 6897 

Method TBLASTX : Soybean 

End 1637 

Score 62 



Seq. ID OJ990530_35.0421.C57 
Strand 

End - 6897 

Method TBLASTX: Maize 

End 1625 

Score 102 



Seq. ID OJ990530_35.0421.C57 
Strand 

End 6897 

Method TBLASTX: Cress 

End 1634 

Score 72 



Seq. ID OJ990530_35.0421.C57 
Strand 

End 6897 

Method TBLASTX : Wheat 

End 1809 

Score 277 

.1801, 1676. .1798, 1677. .1808, 



Seq. ID OJ990530_35.0421.C57 
Strand 

End 6897 

Method TBLASTX : Mai ze 

End 2384 

Score 168 

.2228, 1699. .2106, 1869. .2219, 



51950 






Seq. No. 


50419 






Seq. ID 


OJ990530_35.0421. 


C57 




Gene No. 


107037 






Strand 








Start 


5775 






End 


6897 






Name 


OJ990530 35. 


0421 .C57 .o2 


. ts 


Mpt hod 


TBLASTX : Sovbean 






Start 


1698 ~~ 






End 


2075 






GI 


none 






Score 


221 






Exons 


1698. .2075 














Seq. No. 


50419 






Seq. ID 


OJ990530_35.0421. 


C57 




Gene No. 


107037 






Strand 








Start 


5775 






End 


6897 






Name 


OJ990530 35. 


0421.C57.o2 


• tm 


Method 


TBLASTX: Maize 






Start 


2386 ~~ 






End 


2670 






GI 


none 






Score 


264 






Exons 


2386. .2670, 


2390. .2668, 


2391 . 


.2669 








Seq. No. 


50419 






Seq. ID 


OJ990530_35.0421. 


C57 




Gene No. 


107037 






Strand 








Start 


5775 






End 


6897 






Name 


OJ990530 35. 


0421 C57 ol 




Method 


AAT/GAP 






Start 


5775 ~~ 






End 


6897 






GI 


969005 






Score 


401 






Exons 


5775. . 6082, 


6853. . 6897 












Seq. No. 


50419 






Seq. ID 


OJ990530_35.0421. 


C57 


SJ 


Gene No. 


107037 






Strand 








Start 


5775 






End 


6897 




ril 


Name 


OJ990530 35. 


0421.C57 ,o3 


. tm 


Method 


TBLASTX: Maize 




IJ 


Start 


5785 ~ 






End 


6896 




: , 5 
: 1 x 


GI 


none 






Score 


175 




■= ^5" 


Exons 


5785. .5967, 


5790. .5969, 


5799. 


.5972, 5976. .6083, 5976. .6083, 


^ J 
? : 3 
* iff" 




5977 . . 6084, 


5998 . . 6087, 


5999. 


.6091, 6849. .6896, 6851. .6895 




Seq. No. 


50420 






Seq. ID 


OJ990530_35.0421. 


C58 


~ CJ. 


Gene No. 


107038 






Strand 






L. 3 

-■•-6 


Start 


1338 






End 


2000 




Li 


Name 


OJ990530 35. 


0421.C58.ol 


.np 


Method 


AAT/NAP 






Start 


1338 






End 


2000 






GI 


4680492 






Score 


670 




f 1 


Exons 


1338. .2000 












r ^ 


GI Descrip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 






Seq. No. 


50421 






Seq. ID 


OJ990530_35.0421. 


C59 




Gene No. 


107039 






Strand 


+ 






Start 


3274 






End 


4383 






Name 


OJ990530 35. 


0421.C59.ol 


.gs 


Method 


GEN SCAN 






Start 


3274 






End 


4383 






GI 


none 






Score 


.53 






Exons 


3274. .3276, 


3953. .4051, 


4195. 


.4383 








Seq. No. 


50421 






Seq. ID 


OJ990530_35.0421. 


C59 




Gene No. 


107040 






Strand 


+ 






Start 


12752 






End 


16858 






Name 


OJ990530 35. 


0421.C59.o4, 


.np 


Method 


AAT/NAP 






Start 


12664 






End 


13968 






GI 


5777617 






Score 


86 






Exons 


12664. . 12683 


, 13830.. 13968 









51951 




GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No. 


107040 


Strand 


+ 




Start 


12752 


End 


16858 




Name 


OJ990530 35.0421.C59.o3.gs 


Method 


GENSCAN 




Start 


12752 ~ 


End 


16845 




GI 


none 


Score 


.85 




Exons 


12752 .. 13017, 13231 . . 13381, 


14143. .14314, 14377. .14592, 






14889. . 14 915, 14 997 .. 15055, 


15310. ."15493, 16268. .16521, 






16747. .16845 








Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No. 


107040 


Strand 


+ 




Start 


12752 


End 


16858 




Name 


OJ990530 35.0421.C59.o7.np 


Method 


AAT/NAP 




Start 


14767 "~ 


End 


16858 




GI 


7487370 


Score 


345 




Exons 


147 67. .14851, 15417. .15546, 


16246. .16521, 16747. .16858 




GI Descrip. 


hypothetical protein T23J7. 


190 - Arabidopsis thaliana 






gi |4741203| emb | CAB41869 . 1 | 


(AL049746) 


putative protein 






[Arabidopsis thaliana] 








Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No. 


107040 


Strand 


+ 




Start 


12752 


End 


16858 




Name 


OJ990530 35.0421.C59.o6.np 


Method 


AAT/NAP 




Start 


15964 


End 


16858 




GI 


6983864 


Score 


75 




Exons 


15964. .16070, 16834.. 16858 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 




Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No . 


107041 


Strand 






Start 


6343 


End 


11740 




Name 


OJ990530 35.0421.C59.o2.gs 


Method 


GENSCAN 




Start 


6343 


End 


11740 




GI 


none 


Score 


.52 




Exons 


6343. .6450, 6741. .6904, 6955. .7329, 7816. .11740 




Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No . 


107042 


Strand 






Start 


15050 


End 


16857 




Name 


OJ990530 35.0421.C59.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9899 


End 


10276 




GI 


none 


Score 


72 




Exons 


9899. .10276, 9921. .10139, 10127. .10171 


, 10227. .10256 




Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 


Gene No. 


107042 


Strand 






Start 


15050 


End 


16857 




Name 


OJ990530 35.0421.C59.o3.tm 


Method 


TBLASTX: Maize 




Start 


9989 


End 


10309 




GI 


none 


Score 


102 




Exons 


9989.. 10309, 10014.. 10307 








Seq. No. 


50421 


Seq. ID 


OJ990530_35.0421. 


C59 



51952 



Gene No. 


107042 




Strand 




Start 


15050 




End 


16857 


Name 


O.T990530 35 0421 P59 


r>2 tm 


Method 


TBLASTX: Maize 


o Lai u 


X VJ 1 <£. / 




End 


10771 


\j x 






Score 


75 




10427 10507 10428 


10508 


104 99. . 1057 9, 10500. .10562, 




10589 10771 10626 


. 10769 






O C VJ • Vt \J ■ 


50421 




Seq. ID 


OJ990530 35 0421 


Gene No. 


107042 




Strand 




Start 


15050 




End 


16857 


Name 


OJ990530 35 0421 C59 


. o5 .np 


Method 


AAT/NAP 


0 L.ai l, 


15050 ~ 




End 


16358 


(IT 
ox 


5777617 




Score 


80 


P von «? 


15050 15148 16300 


.16358 








(AJ245900) CAA30375 


1 protein [Oryza 


sativa] 


Seq. No. 


50421 




Seq. ID 


OJ990530_35.0421 


Gene No. 


107042 




Strand 




Start 


15050 




End 


16857 


Name 


OJ990530 35.0421.C59 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


15759 




End 


16827 


GI 


none 




Score 


112 


Exons 


15759. .15857, 15760. 


.15864, 


15761. .15 


865, 16264. .16341, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



16266. .16343, 1634 9 .. 16528 , 
16726. .16827, 1674 6. .16781, 

50421 

107042 

15050 

OJ990530_35.0421.C59.o2.ts 

16375 

none 

16375. .16521, 16377 .. 16529, 
16744. .16857, 16746.. 16856 

50421 

107042 

15050 

OJ990530_35.0421.C59.ol.tc 

16396 

none 

16396, .16521, 16398 .. 16529, 

50422 

107043 

1 

OJ990530_35.0421.C60.ol.np 
1 

7487370 
1. .405 

hypothetical protein T23J7, 
gi I 4741203 I embiCAB41869.il 
[Arabidopsis thaliana] 



16353. .16529, 
16776. .16826 



16354. .16521, 



Seq. ID OJ990530_35.0421.C59 
Strand 

End 16857 

Method TBLASTX : Soybean 

End 16857 

Score 22 6 
16398. .16529, 1674 3 .. 16853, 



Seq. ID OJ990530_35.0421.C59 
Strand 

End 16857 

Method TBLASTX : Cress 

End 16857 

Score 227 
1674 4. .16857, 1674 6. .16853 

Seq. ID OJ990530_35.0421.C60 

Strand + 

End 411 

Method AAT/NAP 

End 405 

Score 34 6 

190 - Arabidopsis thaliana 
(AL049746) putative protein 



Seq. No. 
Gene No. 



50422 
107043 



Seq. ID OJ990530_35.0421.C60 
Strand + 



51953 



Start 


1 






End 


411 




Name 


OJ990530 


35.0421.C60.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


97 






End 


411 




GI 


none 






Score 


205 




Exons 


97. .273, 


127. .246, 132. 


.257, 


259. .411, 


261. .410, 271. .411 


Seq. No. 


50422 






Seq. ID 


OJ990530_35.0421 


.C60 


Gene No. 


107043 






Strand 


+ 




Start 


1 






End 


411 




Name 


OJ990530 


35.0421.C60.ol 


. as 


Method 


GEN SCAN 




Start 


121 






End 


408 




GI 


none 






• Score 


.69 




Exons 


121. .408 












Seq. No. 


50422 






Seq. ID 


OJ990530_35.0421, 


.C60 


Gene No. 


107043 






Strand 


+ 




Start 


1 






End 


411 




Name 


OJ990530 


35.0421.C60.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


126 






End 


357 




GI 


none 






Score 


199 




Exons 


126. .338, 


126. .356, 127, 


. . 357, 


127 . . 357 






Seq. No. 


50422 






Seq. ID 


OJ990530_35.0421, 


.C60 


Gene No. 


107043 






Strand 


+ 




•Start • 


1 






End 


411 




Name 


OJ990530 


35.0421.C60.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


147 






End 


408 




GI 


none 






Score 


379 




Exons 


147. .404, 


148. .405, 148, 


. .408 








Seq. No. 


50423 






Seq. ID 


OJ990530_35.0421, 


.C61 


Gene No. 


107044 






Strand 


+ 




Start 


487 






End 


778 




Name 


OJ990530 


35.0421.C61.ol. 


. as 


Method 


GENSCAN 




Start 


487 






End 


546 




GI 


none 






Score 


.94 




Exons 


487. . 546 












Seq. No. 


50423 






Seq. ID 


OJ990530_35.0421. 


,C61 


Gene No. 


107044 






Strand 


+ 




Start 


487 






End 


778 




Name 


OJ990530 


35.0421.C61.ol. 


.np 


Method 


AAT/NAP 




Start 


487 






End 


778 




GI 


2498930 






Score 


150 




Exons 


487. .546, 


714. .778 











GI Descrip. DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 50424 Seq. ID 

Gene No. 107045 Strand 

Start 220 End 

Name OJ990530_30 . 04 1 9 . C4 . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 486 



OJ990530_30.0419.C4 
+ 

486 

GENSCAN 

486 

.5 



Seq. No. 



50424 



Seq. ID OJ990530_30.0419.C4 



51954 



Gene No. 107045 Strand + 

Start 220 End 486 

Name OJ990530_30 . 04 19 . C4 . ol . gp Method AAT/GAP 

Start 376 End 486 

GI 2443028 Score 201 

Exons 376.. 486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50425 Seq. ID OJ990430_29 . 0419 . CI 

107046 Strand + 

1 End 2215 

OJ9904 30_2 9 . 04 1 9 . CI . ol . np Method AAT/NAP 

1 End 2215 

7485343 Score 538 

1..271, 301. .1631, 1686. .1868, 2060. .2215 

hypothetical protein F10M23.350 - Arabidopsis thaliana 

gi I 4455224 | emb | CAB36547 . 1 1 (AL035440) putative protein 

[Arabidopsis thaliana] gi | 7269554 | emb | CAB79556 . 1 | (AL161566) 

putative protein [Arabidopsis thaliana] 



■ Seq. No. 

Gene No. 

Start 
f =~ Name 
'i Start 
W GI 
V a - Exons 



50426 

107047 

4083 

OJ990430_29. 

4083 

none 

4083. .4227, 
6181. .6434, 



0419.C2.o2.gs 



4290. 
6702. 



.4505, 
.6800, 



4802. 
6920. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4828, 



OJ990430 
+ 

8145 
GEN SCAN 
8145 
.75' " 
4910. .4968, 



29. 0419. C2 



.6997, 7258. .7532, 



5223. .5406, 
7959. .8145 



s.5 Seq. No. 

^1 Gene No. 

^ Start 

I y Name 

= Start 

Q GI 

Exons 

; 7 GI Descrip. 



Seq. ID OJ990430_29.0419.C2 
Strand + 
End 8145 
Method AAT/NAP 
End 7533 
Score 878 

4680. .4764, 5330. .5459, 6159. .6434, 6702. .6997, 7258. .7533 
hypothetical protein T23J7.190 - Arabidopsis thaliana 
gi | 4741203|emb|CAB41869.1| (AL049746) putative protein 
[Arabidopsis thaliana] 



50426 

107047 

4083 

OJ9904 30_29.0419.C2.o3.np 

4680 

7487370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50426 Seq. ID 

107048 Strand 
8511 End 
OJ9904 30_2 9 . 04 1 9 . C2 . ol . gp Method 
8511 End 
7406_1.R1084 Score 
8511. .8675 

, 1122315/emb|CAA63901| 7.0e-10 
[Pennisetum glaucum] ' 

50426 

107049 Strand 
9632 End 
OJ9904 30_2 9 . 04 1 9 . C2 . o5 . tm Method 
34 0 End 
none Score 



OJ990430_29.0419.C2 
+ 

8675 
AAT/GAP 
8675 
207 



(X94191) heat shock protein 17.0 



Seq. ID OJ990430_29.0419.C2 
+ 

10535 

TBLASTX: Maize 
684 
68 



340. .420, 341. .421, 412. .492, 413. .475, 502. .684, 539. .682 



51955 



Seq. No. 50426 
Gene No. 107049 
Start 9632 

Name OJ990430_29 . 0419.C2 . o4 . tm 

Start 5672 
GI none 

Exons 5672.. 5770, 5673.. 5777, 5674. 

6262.. 6441, 6266.. 6442, 6267, 
6731. .6781 



Seq. ID OJ990430_29.0419.C2 

Strand + 

End 10535 

Method TBLASTX: Maize 

End 6782 

Score 112 

.5778, 6177. .6254, 6179. .6256, 
.6434, 6681. .6782, 6701. .6736, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50426 

107049 

9632 

OJ990430_29. 

6288 

none 

6288. .6434, 
6899. .6934, 



0419.C2.o2.ts 



6290.. 6442, 6311. 
6915. .6935 



Seq. ID OJ990430_29.0419.C2 

Strand + 

End 10535 

Method TBLASTX : Soybean 

End 6935 

Score 217 

.6442, 6699. .6908, 6701. .6907, 



Seq. No, 

Gene No. 

Start 

Name 
^ Start 
3 GI 
R Exons 



50426 

107049 

9632 

OJ990430_29. 
6309 
none 
6309. 
7225. 
7399. 



.6434, 
,7401, 
,7539 



0419.C2.ol.tc 



6311.. 6442, 6311. 
72S5..7374, 7260. 



Seq. ID OJ990430_29.0419.C2 

Strand + 

End 10535 

Method TBLASTX: Cress 

End 7539 

Score 218 

.6442, 6699. .6911, 6701. .6895, 
.7385, 7387..7S39, 7389.-7538, 





Seq. No. 


50426 








Seq. ID 


OJ990430_29.0419.C2 


1 


Gene No. 


107049 








Strand 


+ 




Start 


9632 








End 


10535 




Name 


OJ990430 29. 


0419.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6783 








End 


6970 




GI 


none 








Score 


210 


. i 


Exons 


6783. .6908, 


6783. 


.6923, 


6899. 


.6970, 6915. .6968, 6917. .6970 




Seq. No. 


50426 








Seq. ID 


OJ990430 29. 0419. C2 




Gene No. 


107049 








Strand 


+ 




Start 


9632 








End 


10535 




Name 


OJ990430 29. 


0419. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7254 








End 


7485 




GI 


none 








Score 


199 




Exons 


7254. .7466, 


7254. 


.7484, 


7255. 


.7485, 7255. .7485 




Seq. No. 


50426 








Seq. ID 


OJ990430_29.0419.C2 




Gene No. 


107049 








Strand 


+ 




Start 


9632 








End 


10535 




Name 


OJ990430 29. 


0419. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7275 








End 


7536 




GI 


none 








Score 


379 




Exons 


7275. .7532, 


7276. 


.7533, 


7276. 


.7536 






Seq. No. 


50426 








Seq. ID 


OJ990430_29.0419.C2 




Gene No. 


107049 








Strand 


+ 




Start 


9632 








End 


10535 




Name 


OJ990430 29. 


0419. 


C2.o4. 


np 


Method 


AAT/NAP 



51956 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9116 End 10535 

7228442 Score 2380 

9116. .10535 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



50426 Seq. ID 

107049 Strand 

9632 End 

OJ990430_29.0419.C2.o3.gs Method 

9632 End 

none Score 
9632. .10528 



OJ990430_29.0419.C2 
+ 

10535 
GENSCAN 
10528 
.6 



f |i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



50426 

107049 

9632 

OJ990430_29.0419.C2.o2.tm 

10130 

none 



Seq. ID OJ990430_29.0419.C2 



Strand 
End 

Method 

End 

Score 



+ 

10535 

TBLASTX: Maize 

10531 

90 



10130. .10258, 10138. .10236, 10292 .. 10531, 10309.. 10530 



50426 Seq. ID 

107049 Strand 
9632 End 
OJ9904 30_2 9 . 04 1 9 . C2 . o2 . gp Method 
10173 End 
5701669 Score 
10173. .10535 

5441880/dbj |BAA82378.1| 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990430_29.0419.C2 
+ 

10535 
AAT/GAP 
10535 
702 



50427 Seq. ID 

107050 Strand 
1 End 
OJ990430_29.0419.C3.ol.np Method 
1 End 
7228442 Score 
1. .729 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ990430_29.0419.C3 
+ 

729 

AAT/NAP 

729 

1262 



50427 

107050 

1 

OJ990430_29.0419.C3.ol.tw 
2 

none 

2. .76, 70. .189, 74. .250, 74, 

50428 

107051 

1 

OJ990430_29.0419.C7.ol.np 



Seq. ID OJ990430_29.0419.C3 
Strand + 

729 

TBLASTX: Wheat 
250 
61 



End 

Method 
End 
Score 
,220 



Seq. ID OJ990430_29.0419.C7 
Strand 

End 4 97 

Method AAT/NAP 



51957 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



497 
224 



7485343 
1. .497 

hypothetical protein F10M23.350 - Arabidopsis thaliana 
gi I 4455224 | emb | CAB36547.il (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269554 | emb | CAB79556 . 1 | (AL161566) 
putative protein [Arabidopsis thaliana] 



50428 Seq. ID 

107051 Strand 

1 End 

OJ990430_29 . 0419 . C7 . ol . gs Method 

35 End 

none Score 
35. .491 



OJ990430_29.0419.C7 
497 

GENSCAN 
491 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50429 Seq. ID 

107052 Strand 
9211 End 
OJ9904 30_2 9 . 04 1 9 . C8 . ol . gp Method 
9211 End 
uC-osroM202020b06al Score 
9211.. 9255, 9402.. 9784 

M680178/gb|AF111709. 1 IAF111709 1.0e-108 Oryza sativa subsp.. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990430_29.0419.C8 
+ 

9784 
AAT/GAP 
9784 
613 



50429 Seq. ID 

107052 Strand 
9211 End 
OJ990430_29 . 04 1 9 . C8 . o2 . gp Method 
9215 End 
uC-osroM202020b06al Score 
9215.. 9255, 9402.. 9784 

, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990430_29.0419.C8 
+ 

9784 
AAT/GAP 
9784 
615 



50429 Seq. ID 

107053 Strand 

12432 End 

OJ990430_29.0419.C8 .o3.gs Method 

12432 End 

none Score 
12432. .14072 



OJ990430_29.0419.C8 
+ 

14826 
GENSCAN 
14072 
.78 



Seq. No. 50429 Seq. ID 

Gene No. 107053 Strand 

Start 12432 End 

Name OJ990430_29 . 04 19 . C8 . o3 . gp Method 

Start 12606 End 

GI none Score 

Exons 12606. .13128 



OJ990430_29.0419.C8 
+ 

14826 
AAT/GAP 
13128 
982 



Seq. No. 
Gene No. 
Start 



50429 

107053 

12432 



Seq. ID OJ990430_29.0419.C8 
Strand + 
End 14826 



51958 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990430_29 . 04 19 . C8 . o2 . np Method AAT/NAP 

12969 End 14826 

6862923 Score 665 

12969. .14062, 14745. .14826 

(AC018907) unknown protein [Arabidopsis thaliana] 



50429 Seq. ID 

107054 Strand 

1 End 

OJ990430_29.0419.C8.ol.np Method 

1 End 

7485343 Score 



OJ990430_29.0419.C8 

1959 
AAT/NAP 
1718 
867 



1..70, 188. .384, 461. .1153, 1185. .1718 

hypothetical protein F10M23.350 - Arabidopsis thaliana 
gi| 4455224 | emb | CAB36547.il (AL035440) putative protein 
[Arabidopsis thaliana] gi | 7269554 | emb | CAB79556 . 1 | (AL161566) 
putative protein [Arabidopsis thaliana] 



50429 Seq. ID 

107054 Strand 

1 End 

OJ9904 30_29.0419.C8.ol.gs Method 

205 End 

none Score 

205. .473, 650. .1765, . 1893. .1959 



50429 

107055 

13780 

OJ990430_2 9.0419.C8.ol.tm 
2911 



OJ990430_29.0419.C8 

1959 
GEN SCAN 
1959 
.56 



OJ990430 29. 0419. C8 



14308 

TBLASTX: Maize 

14051 

155 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
2911. .3078, 2921. .3079, 3583. .3879, 3615. .3779, 3775. .3930, 
3907. .4182, 3972. .4181, 10715 11002 , 10716 11030, 
11187. .11354, 11291. .11374, 11357 .. 1144 0, 11358 11480, 
11505. .11777, 11507. .11773, 12990 1304 6, 13037 13189, 
13071. .13196, 13232. .13285, 13329 13454 , 13530 13748 , 
13553. .13747, 1377 9 .. 14051, 13781 13804 , 13868. .14050 



3 Seq. No. 


50429 




Seq. ID 


OJ990430_29.0419.C8 


3 Gene No. 


107055 




Strand 




Start 


13780 




End 


14308 


Name 


OJ990430 29 


.0419.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


2911 




End 


13190 


GI 


■ none 




Score 


143 


Exons 


2911. .3081, 


2915.. 3118, 10727 


. .11014, 


10737. .11030, 13071. 


Seq. No. 


50429 




Seq. ID 


OJ990430_29.0419.C8 


Gene No. 


107055 




Strand 




Start 


13780 




End 


14308 


Name 


OJ990430 29 


.0419.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


2915 




End 


13190 


GI 


none 




Score 


152 


Exons 


2915. .3118, 


2923.. 3120, 10674 


. .11006, 


10736. .11005, 




13010. .1318 


9, 13011.. 13190 






Seq. No. 


50429 




Seq. ID 


OJ990430_29.0419.C8 



51959 



C2. ar\ a KT /~\ 

bene lno • 


i mns ^ 


Strand 








End 


14308 


Name 


OJ990430 29.0419.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3583 


End 


14045 






Score 


215 


Exons 


^SR^ ?879 ^fifi4 ?77Q ^907 


..4203, 3963. .4205, 11127.. 




11187 1 1 ll^Sfl 114R0 


11505. .11771, 11507. .11779, 




1 1^4S4 1^449 1^74ft 


13521. .13748, 13541. .13750, 




1 ^77Q 1 404S 1^781 14041 

1J f / ^ • > 11U4 J; X J / U X . • X *i VJ H X , 


13800. .14042 


oeq . tMu . 


J U fl £. J 


Seq. ID 


OJ990430_29.0419 






Strand 




Start 


13780 


End 


14308 


Name 


OJ990430 29.0419.C8.ol.tc 


Method 


TBLASTX: Cress 




?R1 4 


End 


14045 


O J. 




Score 


87 


LAUllO 


"}fl14 ^ft7Q ^Q07 4176 ^Qfifi 

JOli . . JO i J; J7U' • ill/U/ JJOU 


..4145, 11384. .11449, 11388 




11R01 117fiS 1 1 SO? 11774 
lijui • ■ xx / o j , iij^L • .xx / f *i f 


13674. .13748, 1367 9 .. 1374 4 , 




1^77S 14011 1^776 1 404S 


13848. .14042 


OCtJt LN (J . 


S04 9Q 


Seq. ID 


OJ990430_29.0419 


bene lno . 




Strand 




Start 


13780 


End 


14308 


Name 


OJ990430_29.0419-C8.ol.tw 


Method 


TBLASTX: Wheat 


O Lai L 


JO X ft 


End 


14045 


bl 


none 


Score 


83 


Exons 


OOxfi. . jOOZ, j^ID. .flUOU/ flU^j 


..4176, 11388. .11465, 11511 




1 1 SI Q 11 1 1 fifl4 1 1 770 

11J17. . 11D J3; 11004 • .XX / ' U , 


11685. .11771, 13674. .13748, 




1^7flR 1*^04^ 1 "^QRQ 1 404R 
lJ / Oj. . 1 jj40/ .XftUflO 






Ijc^. IN O • 




Seq. ID 


OJ990430_29.0419 


VJCL 1C IN (J • 


107055 


Strand 




Start 


13780 


End 


14308 


Name 


OJ990430 29.0419.C8.o4.gp 


Method 


AAT/GAP 


O LCli U 


13780 


End 


14308 


\J X 


uC-osflcypll5h04al 


Score 


1054 


Exons 


13780. .14308 






fZT riDCPr"i n 

\J 1 UCOUll^i 


'4680338/gb|AAD27629.1|AF128457 3 2.0e- 


-22 (AF128457) 




hypothetical protein [Oryza 


sativa subsp. indica] ' 


O C ^ • IN U . 


50430 


Seq. ID 


OJ990430_29.0419 


Gene No. 


107056 


Strand 


+ 


Start 


132 


End 


2613 




OJ990430 29.0419.C9.ol.np 


Method 


AAT/NAP 




132 


End 


2565 


bi. 


4680501 


Score 


386 


Exons 


132. .153, 1567. .2565 








(AF119222) hypothetical protein [Oryza 


sativa] 


oeq . LMO . 


50430 


Seq. ID 


OJ990430_29.0419 


Gene No. 


107056 


Strand 


+ 


Start 


132 


End 


2613 


Name 


OJ990430 29.0419.C9.ol.gs 


Method 


GENSCAN 


Start 


1492 


End 


2613 


GI 


none 


Score 


.89 


Exons 


1492. .2613 







,11480, 



11666, 



51960 



Seq. No. 


50430 


Seq. ID 


OJ990430_29.0419.C9 


Gene No. 


107057 


Strand 


+ 


J Lai U 


3340 


End 


5581 




OJ990430 29 0419 C9 o2 1-m 


Method 


TBLASTX: Maize 


J Lai L 


1531 ~~ 

X J J X 


End 


2541 


Vjl 


none 


Score 


135 


DAUIIO 


1531 1674 1560 1673 2008 


2265, 2013. .2279, 2299. .2541 


Seq. No. 


' 50430 


Seq. ID 


OJ990430_29.0419.C9 


Gene No. 


107057 


u Ll ul ILL 


+ 




3340 


End 


5581 


in ciiut; 


OJ990430 29 0419 P9 o2 fq 


Method 


TBLASTX: Soybean 




2008 ~~ 


End 


2511 




none 


Score 


209 




2008 2265 2052 2279 2299 


2511 




Seq. No. 


50430 


Seq. ID 


OJ990430_29.0419.C9 


Gene No. 


107057 


Oil CL11LI 


X 


iD Lai L 


3340 
j j *i \j 


End 


5581 


LN aiiic 


OJ990430 29 0419 C9 o2 tr 

WO J J \J *i JVJ £.^.Vj*±X^.L>J.L>i..LL. 


Method 


TBLASTX: Cress 


OLal L 


91 88 ~~ 


End 


2511 


\j x 


n on ^ 

1 J.L'l 1C 


Score 


67 


Hi AUllO 


2188 2265 2299 2511 2373 


2498 




Seq. No. 


50430 


Seq. ID 


OJ990430_29.0419.C9 


Gene No. 


107057 


Strand 


+ 


o i_ a. -L L 


3340 


End 


5581 


in aiLitJ 


0.79904^0 99 041 Q T9 o1 rrn 


Method 


AAT/GAP 


O Lai L 


"3^40 ~~ 

JJ4U 


End 


3591 




48797 ^4 


Score 


436 




3340 3S91 






iJC^i IN L* ■ 


50430 


Seq. ID 


OJ990430_29.0419.C9 


Gene No 


107057 


Strand 


+ 


o Lai L 


3340 


End 


5581 


Name 


OJ990430 29.0419.C9.o2.np 


Method 


AAT/NAP 


Start 


3388 


End 


, 5581 


GI 


4835793 


Score 


524 


uAvllO 


3388. .3545, 3633. .3735, 4256.. 


4713, 5558. .5581 


T Dei qpri n 
OX UCOLJ ^~tr * 


(AC007296) Similar to gb|U90212 DNA binding protein ACBF from 




Nicotiana tabacum and contains 


3 PF| 00076 RNA recognition mot 




domains. ESTs gb|T44278, gb|R65195, gb|N65904, gb|H37499, 




gb|R90487, gb|N95952, gb|T4427 






OCVji LN \J • 


50430 


Seq. ID 


OJ990430_29.0419.C9 


Genp No 


107057 


Strand 


+ 


Start 


3340 


End 


5581 


Name 


OJ990430 29.0419.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


3648 


End 


4692 


GI 


none 


Score 


121 


Exons 


3648. .3734, 3649.-3735, 4305.. 


4385, 4425. .4691, 4426. .4692, 




4427. .4690, 4515. .4661 







Seq. No. 50430 

Gene No. 107057 

Start 3340 

Name OJ990430 29 . 0419 . C9 . ol . ts 



Seq. ID OJ990430_29.0419.C9 

Strand + 

End 5581 

Method TBLASTX : Soybean 



51961 



Start 
GI 

Exons 



3648 End 4697 

none Score 120 

3648. .3734, 3649. .3735, 4304. .4384, 4305. .4385, 4422. .4697, 

4430.. 4687, 4503.. 4646 



Seq. No. 50430 

Gene No. 107057 

Start 3340 

Name OJ990430_29. 0419.C9.ol. tm 

Start 3648 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C9 

Strand + 

End 5581 

Method TBLASTX: Maize 

End 4700 

Score 120 



3648. .3701, 3649. .3735, 3661. .3738, 4238. .4306, 4250. .4303, 
4255. .4305, 4299. .4337, 4302. .4394, 4304. .4390, 4388. .4426, 
4423. .4698, 4424. .4699, 4424. .4699, 4425. .4700, 4527. .4646 



Seq. No. 50430 

Gene No. 107057 

Start 3340 

Name 0 J9904 30_2 9 . 04 1 9 . C9 . ol . tw 

Start 4443 

GI none 

Exons 4443.. 4643, 4451.. 4639 

Seq. No. 50431 

C3 Gene No. 107058 

%J Start 358 

f ft Name OJ990430_29. 0419. C10. ol .ts 

f{i Start 349 

1![ GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_29.0419.C9 
+ 

5581 

TBLASTX: Wheat 

4643 

208 



OJ990430_29. 0419. C10 
+ 

6603 

TBLASTX : Soybean 

841 

68 



349. .411, 490. 
725. .829 



606, 491. .622, 494. .622, 721. .822, 725. .841, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990430_29. 0419. C10 
Strand 
End 

Method 
End 
Score 

356. .406, 357. .407, 358. .411, 358. .411, 490. .621, 491. .622, 
702. .809, 712. .825, 719. .829, 724. .822, 728. .829, 912. .1001, 
915. .1001, 996. .1088, 1002. .1070, 1015. .1071 



50431 

107058 

358 

OJ990430_29. 0419. C10. ol.tm 

356 

none 



+ 

6603 

TBLASTX: Maize 

1088 

65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430_29. 0419. C10 
+ 

6603 
AAT/GAP 
7 92 
395 



50431 Seq. ID 

107058 Strand 
358 End 
OJ990430_29.0419.C10.ol.gp Method 
358 End 
30207JL.R1084 Score 
358. .408, 491. .621, 727. .792 

, 4835793/gb|AAD30259.1|AC007296_20 6.0e-57 (AC007296) Similar to 
gb_U90212 DNA binding protein ACBF from Nicotiana tabacum and 
contains 3 PF_00076 RNA recognition motif domains. ESTs 
gb_T44278, gb_R65195, gb_N65904, gb_H37499, gb_R90487, 
gb_N95952, gb_T4427' 



Seq. No. 
Gene No. 



50431 
107058 



Seq. ID OJ990430_29. 0419. C10 
Strand + 



51962 



Start 
Name 
Start 
GI 

Exons 



358 End 
OJ990430_2 9 . 04 1 9 . CIO . ol . gs Method 

359 End 
none Score 



6603 
GENSCAN 
6530 
.66 



359. .408, 491. .621, 727. .1108, 2285. .2435, 3338. .3459, 
3556. .3665, 3819. .3844, 3975. .4162, 5369. .5470, 5641. .5691, 
6172.. 6262, 6376.. 6530 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50431 Seq. ID 

107058 Strand 
358 End 
OJ990430_29.0419.C10.ol.np Method 
363 End 
7485342 Score 
363. .408, 491. .621, 727. .844, 951. .1144 
hypothetical protein F10M23.340 - Arabidopsis thaliana 
gi|4455223|emb|CAB36546.1| (AL035440) putative DNA binding 
protein [Arabidopsis thaliana] gi | 7269553 | emb | CAB79555 . 1 | 
(AL161566) putative DNA binding protein [Arabidopsis thaliana] 



OJ990430_29. 0419. C10 
+ 

6603 
AAT/NAP 
1144 
325 



Seq. No. 

Gene No. 

Start 

Name 
-f Start 
^ GI 
In Exons 
? I \ 

fj Seq. No. 

Gene No. 
^ Start 
=« s Name 
fU Start 
= GI 
==3 Exons 



50431 Seq. ID 

107058 Strand 

358 End 

OJ990430_29. 0419. C10. ol.tc Method 

364 End 

none Score 



OJ990430_29. 0419. C10 
+ 

6603 

TBLASTX: Cress 

843 

53 



364. .411, 490. .621, 491. .622, 724. .822, 725.-829, 814. .843 



50431 Seq. ID 

107058 Strand 

358 End 
OJ990430_29.0419.C10.o2.gp Method 

1348 End 

4714370 Score 
1348. .1543 



OJ990430_29. 0419. C10 
+ 

6603 
AAT/GAP 
1543 
365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50431 

107058 

358 

OJ990430_2 9.0419.C10.o2.np 
2141 
7485341 
2141. .2496, 



Seq. ID OJ990430_29. 0419. C10 
Strand + 
End 6603 
Method AAT/NAP 
End 4752 
Score 115 
4752 

hypothetical protein F10M23.330 - Arabidopsis thaliana 
gi I 4455222 | emb | CAB36545.il (AL035440) hypothetical protein 
[Arabidopsis thaliana] gi | 7269552 | emb | CAB7 9554 . 1 1 (AL161566) 
hypothetical protein [Arabidopsis thaliana] 



3338. .3459, 4706. 



50431 

107058 

358 

OJ9904 30_29.0419.C10.o2, 

6153 

none 

6153. .6263, 
6373. .6603 



tm 



6156.. 6266, 6160. 



Seq. ID OJ990430_29. 0419. C10 

Strand + 

End 6603 

Method TBLASTX : Maize 

End 6603 

Score 84 

.6264, 6362.. 6580, 6365.. 6559, 



51963 



Seq. No. 


50432 




Seq. ID 


OJ990430 


Gene No. 


107059 




Strand 


+ 


Start 


444 




End 


732 


Name 


OJ990430 29. 0419.C13.ol 


. OS 


Method 


GEN SCAN 


Start 


444 ~ 


End 


732 


GI 


none 




Score 


. 87 


Exons 


444 . .732 








Seq. No. 


50432 




Seq. ID 


OJ990430 


Gene No. 


107060 




Strand 




Start 


1 




End 


744 


Name 


OJ990430 29. 0419.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


744 


GI 


6006359 




Score 


57 


Exons 


1. . 31, 583. . 744 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sat iva ] 


Seq. No. 


50433 




Seq. ID 


OJ990430 


Gene No. 


107061 




Strand 


+ 


Start 


1 




End 


1114 


Name 


OJ990430 29.0419.C14 .o2 


np 


Method 


AAT/NAP 


Start 


1 




End 


1114 


GI 


5441880 




Score 


629 



Exons 1..63, 409. .482, 519. .542, 633. .764, 880. .1114 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 

Seq. No. 50433 Seq. ID OJ990430_29 . 04 19 . C14 

Gene No. 107061 Strand + 

Start 1 End 1114 

Name OJ990430_29. 0419.C14 .ol .np Method AAT/NAP 

Start 1 End 452 

GI 7228442 Score 430 

Exons 1. .4 52 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


50433 






Seq. ID 


OJ990430_ 


_29.0419.C14 


Gene No. 


107061 






Strand 


+ 




Start 


1 






End 


1114 




Name 


OJ990430 


_29.0419.C14.ol 


.gs 


Method 


GENSCAN 




Start 


65 






End 


1082 




GI 


none 






Score 


.5 




Exons 


65. .142, 


165.. 439, 505. 


.542, 


633. .764, 


828. .875, 


880. .1082 


Seq. No. 


50434 






Seq. ID 


OJ990430_ 


29.0419.C15 


Gene No. 


107062 






Strand 


+ 




Start 


1 






End 


69 




Name 


OJ990430 


_29.0419.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


69 




GI 


7228442 






Score 


101 





Exons 1 . . 69 x 

GI Descrip. (AP001366) EST C28952 (C6294 5) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



51964 





Seq. No. 


50434 






Seq. ID 


OJ990430 




Gene No. 


107063 






. Strand 


+ 




Start 


1 






End 


323 




Name 


OJ990430 29. 


0419.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


1 






End 


323 




GI 


LIB3431-045- 


P1-N1-A10 




Score 


638 




Exons 


1. .323 












GI Descrip. 


'5441876/dbj 


|AP000367.1|AP000367 0.0e+00 Oryza 






DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


50434 






Seq. ID 


OJ990430 




Gene No. 


107064 






Strand 


+ 




Start 


1165 






End 


1589 




Name 


OJ990430 29. 


0419.C15.o3. 


gp 


Method 


AAT/GAP 




Start 


1165 






End 


1589 




GI 


3768383 






Score 


400 




Exons 


1165. .1376, 


1562. .1589 










Seq. No. 


50434 






Seq. ID 


OJ990430 




Gene No. 


107065 






Strand 






Start 


1 






End 


686 




Name 


OJ990430 29. 


0419.C15.o2. 


np 


Method 


AAT/NAP 


- :- 


Start 


1 






End 


686 




GI 


6721543 






Score 


102 


'sJ 


Exons 


1..46, 558.. 


686 








f il 

fy 


\J -1_ _/ O « 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


41=5. 

: : 


Seq. No. 


50434 






Seq. ID 


OJ990430 




Gene No. 


107065 






Strand 






Start 


1 






End 


686 




Name 


OJ990430 29. 


0419.C15.o2. 


gp 


Method 


AAT/GAP 


fy 


Start 


266 






End 


672 




GI 


7406 1.R1084 






Score 


661 



Exons 

GI Descrip. 



%J Seq. No. 
[3 Gene No. 
□ Start 

Name 

Start 

GI 

Exons 



266. .672 

' 1122315 /emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



50435 Seq. ID 

107066 Strand 

2257 End 
OJ990430_29.0419.C16.ol.gp Method 

2167 End 

3768383 Score 
2167. .2335 



OJ990430_29.0419.C16 
+ 

8580 
AAT/GAP 
2335 
277 



Seq. No. 50435 Seq. ID 

Gene No. 107066 Strand 

Start 2257 End 

Name OJ990430_2 9 . 04 19 . CI 6 . ol . np Method 

Start 224 9 End 

GI 7487825 Score 

Exons 2249.. 2380, 7973.. 8128 

GI Descrip. hypothetical protein T8O5.110 - Arabidopsis thaliana 

gi I 2894568 | emb | CAA17157.il (AL021890) putative protein 
[Arabidopsis thaliana] gi | 7269035 | emb | CAB7 914 5 . 1 1 (AL161556) 
putative protein [Arabidopsis thaliana] 



OJ990430_29.0419.C16 
+ 

8580 
AAT/NAP 
8128 
53 



51965 




Seq. No. 


50435 




Seq. ID 


OJ990430_29. 


0419. 


C16 


UC11C V*\J . 


107066 




Strand 


+ 






Start 


2257 




End 


8580 






IN CL1UG 


OJ990430 29 0419 C16 o2 












Start 


2257 _ 




End 


2880 






GI 


none 




Score 


. 97 






DAU11D 


2257 2880 












Seq. No. 


50435 




Seq. ID 


OJ990430_29. 


0419. 


C16 




107066 




Strand 


+ 






o L. a ±. L. 


2257 




End 


8580 






IN O.IUC. 


OJ990430 29 0419 C16 o3 




Method 


GENSCAN 








4634 ~~ 




End 


6633 








none 




Score 


.87 






F" von ^ 


4634 4729 4734 5177 


6336. 


.6523, 6603.. 6633 






Seq. No. 


50435 




Seq. ID 


OJ990430_29. 


0419. 


C16 




107066 




Strand 


+ 








2257 




End 


8580 






IN CXULti 


O.T9Q0430 ?9 041 9 PI 6 o2 


■ yp 


Method 


AAT/GAP 






O Lai l_ 


4 93S ~~ 
*i ^ j >j 




End 


7653 






GI 


none 




Score 


820 






IT von ^ 


493^ ^177 747S 76S3 












Seq. No. 


50435 




Seq. ID 


OJ990430_29. 


0419. 


C16 


ociic; inw . 


i 07066 




Strand 


+ 






O UCt J. u 


2257 




End 


8580 






Name 


O.T990430 29 04T9 fl 6 o4 


O" Q 


Method 


GENSCAN 






Start 


7579 _ 




End 


8580 






GI 


none 




Score 


.92 






uAUll O 


7579 8580 












Seq. No. 


50435 




Seq. ID 


OJ990430_29. 


0419. 


C16 


Gene No . 


107066 




Strand 


+ 






Start 


2257 




End 


8580 






Name 


OJ990430 29.0419.C16.o3 


gp 


Method 


AAT/GAP 






Start 


7982 




End 


8545 






GI 


9093 1.R1084 




Score 


1079 






V von q 


7982. .8545 














M388818/gb|AAD19773| 3 


0e-40 


(AC006528) putative pol 






polyprotein with a Zn-finger CCHC type 


domain 








(prosite:QDOC50158) and 


a DDE 


integrase signature motif 






[Arabidopsis thaliana] 1 












Seq. No. 


50436 




Seq. ID 


OJ990430_29. 


0419. 


C17 


(Ilfanp Mo 


107067 




Strand 


+ 






O LCll L 


363 




End 


932 






IN CllU C 


OJ990430 29.0419.C17.ol 


gp 


Method 


AAT/GAP 






Start 


363 




End 


932 






GI 


none 




Score 


733 






Exons 


363. .491, 588. .932 












Seq. No. 


50437 




Seq. ID 


OJ990430__29. 


0419. 


C18 


Gene No. 


107068 




Strand 








Start 


485 




End 


2432 






Name 


OJ990430 29.0419.C18.ol 


gs 


Method 


GENSCAN 







51966 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



485 End 2432 

none Score .52 

485. .621, 1101. .1140, 2227. .2432 



50438 
107069 
2164 

OJ990430_29.0419.C19.ol.gs 
2164 
none 



End 

Method 
End 
Score 

2164. .2269, 2694. .2753, 2919. .2940, 3052. .3124, 3203. .3319, 
3937. .4078, 4468. .4540, 4746. .4806 



Seq. ID OJ990430_29.0419.C19 
Strand + 

4806 
GEN SCAN 
4806 
.46 



Seq. ID OJ990430_29.0419.C19 
Strand 

End 2686 

Method AAT/NAP 

End 2686 

Score 237 



50438 
107070 
1 ' 

OJ990430_29.0419.C19.ol.np 
1 

7485249 

1..55, 611. .813, 1152. .1353, 2663.-2686 

hypothetical protein A_IG002P16 . 22 - Arabidopsis thaliana 
gi|2191173|gb|AAB61059.1| (AF007270) contains similarity to DNA 
polymerase III, alpha chain (SP:P47277) [Arabidopsis thaliana] 





Seq. No. 


50438 


Seq. ID 


OJ990430_29.0419.C19 




Gene No . 


107070 


Strand 




Cn 


Start 


1 


End 


2686 


= : a 


Name 


OJ990430 29.0419.C19.ol.tm 


Method 


TBLASTX: Maize 


11 


Start 


585 


End 


1355 




GI 


none 


Score 


104 




Exons 


585. .839, 586. .816, 1151. .1189, 1199. 


.1354, 1218. .1355 


i LI 


Seq. No. 


50438 


Seq. ID 


OJ990430_29.0419.C19 




Gene No. 


107070 


Strand 






Start 


1 


End 


2686 


■ IjS 


Name 


OJ990430 29.0419.C19.ol.gp 


Method 


AAT/GAP 




Start 


604 


End 


1267 




GI 


60242 1.R1084 


Score 


556 


% Ji 


Exons 


604. .813, 1152. .1267 






r ^ 


GI Descrip. 


'2191173 6.0e-34 (AF007270) 


contains 


similarity to DNA 


□ 




polymerase III, alpha chain 


(SP:P47277) [Arabidopsis thaliai 




Seq. No. 


50438 


Seq. ID 


OJ990430_29.0419.C19 




Gene No. 


107070 


Strand 






Start 


1 


End 


2686 




Name 


OJ990430 29.0419.C19.o2.gp 


Method 


AAT/GAP 




Start 


1302 


End 


2289 




GI 


71733 1.R1084 


Score 


747 




Exons 


1302. .1573, 2175. .2289 








GI Descrip. 


'3057120 3.0e-53 (AF023159) 


starch synthase DULL1 [Zea mays 




Seq. No. 


50439 


Seq. ID 


OJ990430 29.0419.C20 




Gene No. 


107071 


Strand 


+ 




Start 


2507 


End 


4892 




Name 


OJ990430 29.0419.C20.ol.np 


Method 


AAT/NAP 




Start 


2507 


End 


4892 




GI 


228403 


Score 


814 



51967 



Exons 2507.. 2643, 3615.. 3739, 3830. .3876, 3977.. 4054, 4147.. 4271, 

4389. .4455, 4540. .4602, 4730. .4892 

GI Descrip. glycolate oxidase [Lens culinaris] 

Seq. No. 50439 Seq. ID OJ990430_29 . 04 19 . C20 

Gene No. 107071 Strand + 

Start 2507 End 4 8 92 

Name OJ990430_29 . 04 19 . C20 . ol . gp Method AAT/GAP 

Start 3703 End 4618 

GI LIB3433-023-P1-K1-H7 Score 653 

Exons 3703. .3739, 3830. .3876, 3977. .4054, 4147. .4271, 4389. .4455, 
4540. .4618 

GI Descrip. ' 228403/prf | | 1803516A 2.0e-59 glycolate oxidase [Lens 
culinaris] ' 



Seq. No. 50439 Seq. ID 

Gene No. 107072 Strand 

Start 889 End 

Name OJ990430_29 . 04 19 . C20 . ol . gs Method 

Start 889 End 

GI none Score 

Exons 889.. 929, 1915.. 2207, 2915.. 2989, 3592 
4400. .4483, 4756.-4785 



OJ990430_29.0419.C20 

4816 
GEN SCAN 
4785 
.63 

..3818, 4132. .4308, 



~;Z Seq. No. 50439 

li Gene No. 107072 

E n Start 889 

fll Name OJ990430_29 . 0419 . C20 . ol . tm 

[3 Start 2504 

= : s GI none 

*S Exons 2504.. 2644, 2515.. 2643, 3615. 

li 3973.. 4059, 3975.. 4055, 3976. 

f LP 4147. .4272, 4148. .4276, 4386. 

s 4537.. 4599, 4537.. 4599, 4538. 

n 4729.. 4803 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3740, 3616 
.4056, 3977 
.4454, 4386 
.4603, 4727 



OJ990430 29.0419.C20 



4816 

TBLASTX: Maize 
4804 
227 

3741, 3831. .3881, 
4060, 4143. .4274, 
4454, 4387. .4455, 
4804, 4727.. 4801, 



5 T Seq. No. 
f Z Gene No. 
U Start 
Name 
Start 
GI 

Exons 



SIS. 

U 



50439 
107072 
889 

OJ990430_29.0419.C20.ol.tc 
2513 



OJ990430 29.0419.C20 



none 
2513. 
3618. 
4368. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2644, 2513. .2632, 2515. .2643, 3615. .3734, 3616. .3741, 
3740, 3976. .4062, 3977. .4060, 4143. .4274, 4147. .4272, 
4451, 4387. .4455, 4387. .4461, 4537. .4599, 4537. .4584, 



4816 

TBLASTX: Cress 

4816 

200 



4544. .4603, 4727. .4816, 4729. .4803 



Seq. No. 50439 
Gene No. 107072 
Start 889 

Name OJ990430_29 . 0419 .C20 . ol . ts 

Start 2513 
GI none 

Exons 2513.. 2644, 2515.. 2643, 2564. 

3616. .3741, 3801. .3875, 3976. 
4147. .4272, 4149. .4280, 4386. 
4388. .4462, 4537. .4599, 4727. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 29.0419.C20 



4816 

TBLASTX : Soybean 
4816 
205 

2644, 3615. .3728, 3615. .3740, 
4062, 3977. .4060, 4146. .4274, 
4454, 4387. .4455, 4387. .4461, 
4816, 4729. .4803 



51968 



Seq. No. 50440 
Gene No. 107073 
Start 1 

Name OJ990430_29 . 0419 .C21 . ol .np 

Start 1 

GI 7431421 

Exons 1..239, 335.. 531 

GI Descrip. (S) -2-hydroxy-acid oxidase 
gi 1 1063400 | emb | CAA63482.il 
[Lycopersicon esculentum] 



Seq. ID OJ990430_29.0419.C21 

Strand + 

End 8886 

Method AAT/NAP 

End 531 

Score 317 

(EC 1.1.3.15) - tomato (fragment) 
(X92888) glycolate oxidase 



Seq. No. 50440 

Gene No. 107073 

Start 1 

Name OJ990430_29 . 04 19 . C21 . ol . gs 

Start 102 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

102. .233, 335.-475, 1197. .1316, 1475. .1581, 1764. .1913, 
2248.-2427, 3424. .3490, 3578. .3640, 4197. .4313, 4403. .4519, 
5561. .5671, 5961.-6054, 6148. .6257, 7524. .7550, 7867. .8054, 
8670. .8886 



OJ990430_29.0419.C21 
+ 

8886 
GENSCAN 
8886 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430_29.0419.C21 
+ 



50440 Seq. 1 

107073 Stranc 
1 End 8886 

OJ990430_2 9 . 04 19 . C2 1 . o2 . np Method AAT/NAP 
2291 End 4590 

7431423 Score 1067 

2291. .2427, 2637. .2761, 2849. .2895, 2976. .3053, 3139. .3263, 
3424. .3490, 3578. .3640, 3786. .3855, 3943. .4043, 4209. .4313, 
4403. .4590 

probable (S) -2-hydroxy-acid oxidase (EC 1.1.3.15), peroxisomal 
Arabidopsis thaliana (fragment) gi | 2832641 | emb | CAA16716 . 1 | 
(AL021710) glycolate oxidase - like protein [Arabidopsis 
thaliana] gi | 7268629 | emb | CAB78838 . 1 | (AL161548) glycolate 
oxidase-like protein [Arabidopsis thaliana] 



50440 Seq. ID 

107073 Strand 
1 End 
OJ990430_29.0419.C21.o2.gp Method 
5605 End 
327_1.R1084 Score 
5605. .5671, 5961. .6054, 6148. .6257, 7867. .8392 
1 6094345/sp|O04433|SR14_ORYSA 4.0e-47 SIGNAL RECOGNITION 
PARTICLE 14 KD PROTEIN (SRP14) >gi_2208 962_emb_CAA71204_ 
(Y10118) signal recognition particle subunit 14 [Oryza sativa] 1 



OJ990430_29.0419.C21 
+ 

8886 
AAT/GAP 
8392 
1488 



Seq. No. 50440 Seq. ID 

Gene No. 107073 Strand 

Start 1 End 

Name 0 J9 90 4 3 0_2 9 . 0 4 1 9 . C2 1 . o3 . np Method 

Start 5958 End 

GI 6094345 Score 

Exons 5958.. 6054, 6148.. 6257, 7867.. 8055 
GI Descrip. 



OJ990430_29.0419.C21 
+ 

8886 
AAT/NAP 
8055 
599 



SIGNAL RECOGNITION PARTICLE 14 KD PROTEIN (SRP14) 



51969 



gi 1 2208962 I emb | CAA71204 | (Y10118) signal recognition particle 
subunit 14 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50440 

107074 

9301 

OJ990430_29.0419.C21.o5.np 

9298 

1346121 



OJ990430_29.0419.C21 
+ 

11389 
AAT/NAP 
11389 
1182 



Seq. ID 
Strand 
End 

Method 
End 
Score 

•9298. .9861, 10926 11044, 11152. .11389 

AMINOMETHYLTRANSFERASE PRECURSOR (GLYCINE CLEAVAGE SYSTEM T 
PROTEIN) gi| 542104 |pir| IS40217 T protein - Flaveria pringlei 
gi 1 1362139 | pir | IS56660 aminomethyltransf erase (EC 2.1.2.10) 
precursor - Flaveria pringlei gi | 438005 | emb | CAA81077 . 1 | (Z25858) 
T protein [Flaveria pringlei] 

50440 Seq. ID OJ9904 30_2 9 . 04 19 . C21 

107074 Strand + 

9301 End 11389 

0 J9904 3 0_2 9 . 0 4 1 9 . C2 1 . o2 . gs Method GENSCAN 

9301 End 11242 

none Score .89 

9301. .9861, 10926. .11044, 11152. .11242 



OJ990430_29.0419.C21 
+ 

11389 
AAT/GAP 
11389 
310 



t . 5 



50440 Seq. ID 

107074 Strand 
9301 End 
0 J9904 30_2 9 . 04 1 9 . C21 . o3 . gp Method 
11217 End 
12492_1.R1084 Score 
11217. .11389 

'1707878/sp|P54260|GCST_SOLTU 2.0e-76 AMINOMETHYLTRANSFERASE 
PRECURSOR (GLYCINE CLEAVAGE SYSTEM T PROTEIN) 

>gi_2129976_pir S59948 aminomethyltransf erase (EC 2.1.2.10) 

precursor - potato >gi_438254_emb_CAA81081_ (Z25862) T-protein 
[Solanum tuberosum] ' 



¥ Sb Seq. No. 50440 
U Gene No. 107075 
C3 Start 4446 

[1 Name OJ990430_29 . 0419 . C21 . o2 . ts 

Start 132 
GI none 

Exons 132. .242, 134. .238, 334. .492, 

2298. .2429, 2304. .2429, 2632. 
2975.. 3055, 2976.. 3056, 3136. 
3141. .3266, 3413. .3490, 3569. 
3945. .4046, 4206. .4316, 4208. 
4403. .4561 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 29.0419.C21 



11389 

TBLASTX : Soybean 
4582 
161 

335. .484, 2297. .2428, 2297. .2428, 
.2763, 2670.. 2762, 2850.. 2888, 
.3261, 3139.. 3264, 3141.. 3272, 
.3640, 3783. .3857, 3938. .4045, 
.4312, 4402. .4560, 4403. .4582, 



Seq. No. 50440 

Gene No. 107075 

Start 4446 

Name OJ990430_29 . 04 19 . C21 . o3 . tc 

Start 132 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C21 
Strand 
End 

Method 
End 
Score 



11389 

TBLASTX: Cress 

4289 

118 



132. .215, 134. .211, 2297. .2428, 2297. .2410, 2299. .2427, 



51970 



2632. .2763, 2638. .2757, 2670. .2762, 2856. .2894, 2975. .3055, 

2976. .3056, 2976. .3056, 2977. .3057, 3132. .3266, 3139. .3264, 

3141. .3266, 3413. .3490, 3569. .3649, 3783. .3857, 3783. .3854, 

3938. .4045, 3942. .4046, 4206. .4289, 4208. .4285 



Seq. No. 50440 

Gene No. 107075 

Start 4446 

Name OJ990430_29 . 04 19 . C21 . o3 . tm 

Start 132 

GI none 
Exons 



OJ990430 29.0419.C21 



Seq. ID 
Strand 
End 

Method 
End 
Score 

132. .242, 134. .238, 162. .242, 335. .484, 335. .454, 3422. .3490, 
3423. .3482, 3566. .3649, 3568. .3651, 3569. .3640, 3783. .3857, 
3783. .3857, 3785. .3859, 3938. .4045, 3945. .4046, 4095. .4130, 
4206. .4316, 4208. .4312, 4403. .4573, 4403. .4570, 4498. .4575 



11389 

TBLASTX: Maize 

4575 

178 



Seq. No. 


50440 




Seq. ID 


OJ990430_29.0419.C21 


Gene No . 


107075 




Strand 




Start 


4446 




End 


11389 


Name 


OJ990430 29.0419.C21.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


216 




End 


4588 


GI 


none 




Score 


40 


Exons 


216. .242, 334. .507, 335. 


.484 


, 4290. .4316, 4402. .4587, 4403. 


Seq. No. 


50440 




Seq. ID 


OJ990430_29.0419.C21 


Gene No m 


107075 




Strand 




Start 


4446 




End 


11389 


Name 


OJ990430 29.0419.C21.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


724 




End 


9780 


GI 


none 




Score 


59 


Exons 


724. .789, 9424. .9780, 9429.. 


9779 




Seq. No. 


50440 




Seq. ID 


OJ990430_29.0419.C21 


Gene No . 


107075 




Strand 




Start 


4446 




End 


11389 


Name 


OJ990430 29.0419.C21.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2285 




End 


3266 


GI 


none 




Score 


205 


Exons 


2285.. 2428, 2285.. 2428, 


2629 


..2745, 2632. .2763, 2636. .2746, 




2664. .2762, 2847. .2894, 


2975 


..3058, 2976. .3056, 2979. .3065, 




2980.. 3066, 3133.. 3264, 


3139 


..3261, 3144. .3266 


Seq. No. 


50440 




Seq. ID 


OJ990430_29.0419.C21 


Gene No. 


107075 




Strand 




Start 


4446 




End 


11389 


Name 


OJ990430 29.0419.C21.ol. 


gp 


Method 


AAT/GAP 


Start 


4446 




End 


4883 


GI 


51286 1.R1084 




Score 


806 


Exons 


4446. .4883 








GI Descrip. 


, 5670155/gb|AF161269.1 IAF161269 4.0e-6S 


) Oryza sativa subsp. 




japonica BAC clone 34K24 


, complete sequence' 


Seq. No. 


50440 




Seq. ID 


OJ990430_29.0419.C21 


Gene No. 


107075 




Strand 




Start 


4446 




End 


11389 


Name 


OJ990430 29.0419.C21.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5891 




End 


7938 



,4588 



51971 



GI 


none 








Exons 


5891. .6049, 


5907. 


.6053, 


6147. 


Seq. No. 


50440 








Gene No . 


107075 








Start 


4446 








Name 


OJ990430 29. 


0419. 


C21 .o4 


. tm 


Start 


5959 








GI 


none 








Exons 


5959. .6054, 


5961. 


.6053, 


5962. 




6164. .6259, 


7866. 


.7931, 


7867. 




8036. .8077, 


8137. 


.8169, 


8170. 


Seq. No. 


50440 








Gene No. 


107075 








Start 


4446 








Name 


OJ990430 29. 


0419. 


C21.o3 


.ts 


Start 


5960 








GI 


none 








Exons 


5960. . 6043, 


5960. 


. 6052, 


5961. 




7876. .7938 








Seq. No. 


50440 








Gene No. 


107075 








Start ■ 


4446 








Name 


OJ990430 29. 


0419. 


C21.ol 


tm 


Start 


9299 








GI 


none 








Exons 


9299. .9325, 


9424. 


.9861, 


9429. 



Score 



130 



Seq. ID OJ990430_29.0419.C21 
Strand 

End 11389 

Method TBLASTX : Mai ze 

End 8241 

Score 150 



Seq. ID OJ990430_29.0419.C21 
Strand 

End 11389 

Method TBLASTX : Soybean 

End 7 938 

Score 67 



Seq. ID OJ990430_29.0419.C21 
Strand 

End 11389 ' 

Method TBLASTX: Maize 

End 11389 

Score 710 



10923. .11060, 10923. .11048, 11152 .. 11388 , 11152 .. 11388 , 
11153. .11389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50440 

107075 

4446 

OJ990430_2 9.0419.C21.ol.ts 

9424 

none 



Seq. ID OJ990430_29.0419.C21 
Strand 

End 11389 

Method TBLASTX : Soybean 

End 11389 

Score 674 



9424.. 9861, 9429.. 9860, 10923 .. 11060, 10923 .. 1 1051 , 
11153. .11389, 11155. .11388 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



50440 

107075 

4446 

OJ990430_29.0419.C21.ol.tc 

10926 

none 



Seq. ID OJ990430_29.0419.C21 
Strand 

End 11389 

Method TBLASTX : Cress 

End 11389 

Score 172 



10926. .11060, 10926. .11048, 11009. . 11071, 11153 .. 11389, 
11153. .11356, 11155.. 11388 



Seq. No. 50441 

Gene No. 107076 

Start 427 

Name OJ9904 30_2 9 . 04 19 . C22 . ol . gs 

Start 427 

GI none 

Exons 427.. 503, 519.. 564 



Seq. ID OJ990430_29.0419.C22 

Strand + 

End 564 

Method GENSCAN 

End 564 

Score .59 



51972 




Seq. No. 


50441 




Seq. ID 


OJ990430_ 


_29 


0419 


.C22 


Gene No. 


107077 




Strand 


+ 








Start 


519 




End 


630 








Name 


OJ990430 29 


.0419.C22.ol.np 


Mpfhnrl 


AAT/NAP 








Start 


519 ~ 




End 


630 








GI 


5852084 




Score 


84 








Exons 


519. . 630 














GI DescriD. 


(AL117264 ) 


zwh0007 1 TOrvza 


»J Q < L V CI J 










Seq. No. 


50441 




Seq. ID 


OJ990430_ 


_29. 


0419 


.C22 


Gene No. 


107078 




Strand 










Start 


1007 




End 


4413 








Name 


OJ990430 29 


.0419.C22.o2.gs 


Method 


GENSCAN 








Start 


1007 




End 


4413 








GI 


none 




Score 


.55 








Exons 


1007. .1149, 


3878.. 4055, 4333 


. .4413 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50442 

107079 

6530 

OJ990430_29.0419.C23.o2.gs 

6530 

none 

6530. .6743, 7076. .7152, 7256. 
10798. .11010 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_ 
+ 

11010 
GENSCAN 
11010 
.57 



29.0419.C23 



50442 
107080 
6882 

OJ990430_29.0419.C23.ol.tm 
6767 



.7376, 8895. .9059, 9333. .9631,. 



OJ990430 29.0419.C23 



none 
6767. 
7016. 
7263. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6787, 6788.-6844, 6953. .7015, 6968. .7015, 6969. .7061, 
7129, 7021. .7137, 7022. .7138, 7024 . .7140, 7035. .7148, 
7406, 7263. .7400, 7283. .7402, 7973. .8026, 7974. .8033, 



9616 

TBLASTX: Maize 

9547 

59 



8105. .8173, 8113. .8172, 9464. .9547 



Seq. No. 
W Gene No. 



C3 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



50442 Seq. ID OJ9904 30_29 ..04 19 . C23 

107080 Strand 

6882 End 9616 

OJ990430_29.0419.C23.ol.gp Method AAT/GAP 

6882 End 9616 

22176_1.R1084 Score 1363 

6882. .7136, 7282. .7400, 7974. .8026, 8116. .8171, 9238. .9285, 

9392. .9616 

, 4581162/gb|AAD24645.1|AC006220_l 5.0e-53 (AC006220) putative 
symbiosis-related protein [Arabidopsis thaliana] ' 



Seq. No. 50442 

Gene No. 107080 

Start 6882 

Name OJ990430_29.0419.C23.ol. ts 

Start 7001 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C23 
Strand 
End 

Method 
End 
Score 



9616 

TBLASTX : Soybean 

8173 

89 



7001.. 7129, 7045. .7137, 7050.. 7130, 7263.. 7406, 7263.. 7373, 
7283. .7402, 7286. .7420, 7973. .8026, 7974. .8033, 8105. .8173, 



51973 



8113. .8172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50442 

107080 

6882 

OJ990430_29.0419.C23.ol.np 

7042 

4581162 



Seq. ID OJ990430_29.0419.C23 
Strand 

End 9616 

Method AAT/NAP 

End 9274 

Score 403 



7042. .7136, 7282. .7400, 7974. .8026, 8116. .8171, 9238.-9274 
(AC006220) putative microtubule-associated protein [Arabidopsis 
thaliana] 



Seq. No. 50442 

Gene No. 107080 

Start 6882 

Name OJ990430_29 . 04 19 . C23 . ol . tw 

Start 7059 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C23 
Strand 

End 9616 

Method TBLASTX : Wheat 

End 9273 

Score 135 



Seq. No. 

Gene No. 
f% Start 

Name 
!!! Start 

r ~ 

ail GI 

FLJ Exons 



,i Seq. No. 

2f z Gene No. 

Iy Start 

= Name 

C3 Start 
GI 

Lj T Exons 

'I GI Descrip. 

[3 Seq. No. 
£3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7059. .7178, 7060. .7137, 7283. .7402, 7284. .7406, 7973. .8026, 
7974. .8033, 8105. .8173, 8109. .8171, 8113. .8172, 9232. .9273 



50442 

107080 

6882 

OJ990430_29.0419.C23.ol.tc 

7072 

none 



Seq. ID OJ990430_29.0419.C23 
Strand 

End 9616 

Method TBLASTX : Cress 

End 8163 

Score 96 



7072. .7137, 7262. .7408, 7263. .7418, 7283. .7402, 7972. .8025, 
7973. .8026, 8105. .8149, 8113. .8163 



50443 
107081 
1 

OJ990430_29.0419.C24.ol.np 
1 

2293360 
1. .295, 995. .1360 

(D87670) polyphenol oxidase [Malus domestical 



Seq. ID OJ990430_29.0419.C24 

Strand + 

End 5330 

Method AAT/NAP 

End 1360 

Score 232 



50443 
107081 
1 

OJ990430_29.0419.C24.o2.np 
1 

7209776 

1..295, 995. .1360, 2558.-2594 

(AB038994) polyphenol oxidase I [Ipomoea batatas] 



Seq. ID OJ990430_29.0419.C24 

Strand + 

End 5330 

Method AAT/NAP 

End 2594 

Score 214 



50443 

107081 

1 

OJ990430_29.0419.C24.ol.gs 

110 

none 



Seq. ID OJ990430_29.0419.C24 

Strand + 

End 5330 

Method GENSCAN 

End 5330 

Score .61 - 



110. .294, 544. .628, 995. .1136, 1176. .1336, 1375. .1476, 
2105.. 2227, 5214.. 5330 



51974 



Seq. ID OJ990430_29.0419.C24 
Strand + 
End. 12108 
Method GEN SCAN 
End 12108 
Score .66 

6161. .6789, 7481. .7723, 8893. .10039, 10258 .. 10888, 10963 .. 11150 , 
11226... 11415, 11483. .11587, 11660.. 12108 



Seq. No. 50443 

Gene No. 107082 

Start 6161 

Name OJ990430_29 . 0419.C24 . o2 . gs 

Start 6161 

GI none 
Exons 



Seq. No. 50443 Seq. ID 

Gene No. 107082 Strand'" 

Start 6161 End 

Name OJ9904 30_29 . 0419 . C24 . ol . gp Method 

Start 7768 End 

GI 5816559 Score 

Exons 7768.. 8075 

GI Descrip. 4680178/gb | AF111709. 1 | AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 



OJ990430_29.0419.C24 

12108 
AAT/GAP 
8075 
498 



Sea No 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No 


107082 


Strand 


+ 


Start 


6161 


End 


12108 


Name 


OJ990430 29.0419.C24.o3.np 


Method 


AAT/NAP 


Start 


9155 


End 


12105 


GI 


6691716 


Score 


2361 


F.v on s 


9155. .10025, 10223. .10415, 


10497. .10788, 10956 .. 11150, 




11226. .11337, 11483. .11587, 


11660. .12105 


W -1- -I- -1- ■ 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 |dbj | BAA89397.il 


(AP000570) 


hypothetical protein 




• [Oryza sativa] 






Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107083 


Strand 


+ 


Start 


18643 


End 


18950 


Name 


OJ990430 29.0419.C24.o2.gp 


Method 


AAT/GAP 


Start 


18643 


End 


18950 


GI 


5816559 


Score 


502 


Exons 


18643. .18950 






GI Descrip. 


4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 


Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107084 


Strand 


+ 


Start 


19206 


End 


20030 


Name 


OJ990430 29.0419.C24.o4.gs 


Method 


GENSCAN 


Start 


19206 


End 


20030 


GI 


none 


Score 


. 66 


Exons 


19206. .19359, 194 69 .. 19827, 


19866. .20030 


Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107085 


Strand 


+ 


Start 


27547 


End 


29849 


Name 


OJ990430 29.0419.C24.o6.gs 


Method 


GENSCAN 


Start 


27547 


End 


29849 


GI 


none 


Score 


.9 



51975 



Exons 


27547. .28151, 28 633 .. 28898 , 


29017. .29849 








Seq. No. 


50443 


Seq. ID 


OJ990430_ 


29. 


0419 


.C24 


Gene No. 


107085 


Strand 


+ 








Start 


27547 


End 


29849 








Name 


OJ990430 29.0419.C24.o5.np 


Method 


AAT/NAP 








Start 


27790 


End 


29846 








GI 


4158170 


Score 


1103 








Exons 


27790. .28151, 28633 28894 , 


29004. .29846 








GI Descrip. 


(AJ006097) catechol oxidase 


[Ipomoea 


batatas] 








Seq. No. 


50443 


Seq. ID 


OJ990430 


29. 


0419 


.C24 


Gene No. 


107085 


Strand 


+ 








Start 


27547 


End 


29849 








Name 


OJ990430 29.0419.C24.o6.np 


Method 


AAT/NAP 








Start 


29637 


End 


29849 








GI 


5823368 


Score 


101 








Exons 


29637. .29849 












GI Descrip. 


(AF176652) polyphenol oxidase [Vitis 


vinifera] 








Seq. No. 


50443 


Seq. ID 


OJ990430_ 


29. 


0419 


.C24 


Gene No. 


107086 


. Strand 










Start 


12425 


End 


18515 








Name 


OJ990430 29.0419.C24.o3.gs 


Method 


GENSCAN 








Start 


12425 


End 


18515 








GI 


none 


Score 


.59 








Exons 


12425. .12807, 12852 15165, 


15231. .15504, 15601. 


.16003, 





16084. .17721, 17813. .18515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



50443 
107086 
12425 
OJ990430 
12461 
5922631 
12461. .14987, 
17446. .17655, 



-_29.0419.C24.o4.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
16642 
18391 



OJ990430 29.0419.C24 



18515 
AAT/NAP 
18515 
6578 

16835. 



,17400, 



15593. .16515, 16642 .. 16792, 
17894. .18132, 18391. .18515 
(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145J ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



50443 

107087 

20972 

OJ990430_29.0419.C24.o5.gs 

20972 

none 

20972. .21081, 22317 .. 224 14 , 
26321. .26494, 26506. .26589 

50443 

107088 

30534 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 26589 

Method GENSCAN 

End 26589 

Score . 4 
23576. .23662, 2607 9 .. 2 6242, 



Seq. ID 

Strand 

End 



OJ990430 29.0419.C24 



37721 



51976 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990430_29.0419.C24.o7.gs 
30534 



none 



Method 

End 

Score 



GENSCAN 

37721 

.78 



30534. .30666, 30746 .. 30869, 30957 .. 31068 , 31162 .. 31293, 

31400. .31582, 31822 .. 31950, 32089 .. 32205, 32613 .. 32715, 

33099. .33208, 33808 .. 33983, 34553 .. 34823, 34 995 .. 35209, 

35512. .36983, 37135 .. 37198 , 37619. .37721 



50443 

107088 

30534 

OJ9904 30_29.0419.C24.o7.np 

30537 

7489826 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37721 

Method AAT/NAP 

End 36315 

Score 3459 



30537. .30666, 3074 6 .. 30869, 30957 .. 31068 , 31162 31293, 
31400. .31582, 31822 .. 31950, 32089 .. 32259, 32613 .. 32715 , 
33099. .33208, 33629 .. 33736, 33808 .. 33983, 34 553 .. 34 823, 
34995. .35209, 35512.. 36315 

starch synthase DULL1 - maize gi | 3057120 | gb | AAC14014 . 1 | 
(AF023159) starch synthase DULL1 [Zea mays] 



Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107088 


Strand 




Start 


30534 


End 


37721 


Name 


OJ990430 29.0419.C24.o8.np 


Method 


AAT/NAP 


Start 


31738 


End 


36304 


GI 


7489826 


Score 


2575 


Exons 


31738. .31950, 32089 32259, 


32613. .32715, 33099 .. 33208 , 




33629. .33736, 33808 .. 33983, 


34553. . 34£ 


323, 34995. .35209, 




35512. .36304 






GI Descrip. 


starch synthase DULL1 - maize gi | 3057120 | gb | AAC14 014 . 1 1 




(AF023159) starch synthase 


DULL1 [Zea 


mays] 


Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107088 


Strand 




Start 


30534 


End 


37721 


Name 


OJ990430 29.0419.C24.o3.gp 


Method 


AAT/GAP 


Start 


35018 


End 


35863 


GI 


3762097 


Score 


1036 


Exons 


35018. .35209, 35512. .35863 






GI Descrip. 


3057120 3.0e-53 (AF023159) 


starch synthase DULL1 [Zea mays] 


Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107088 


Strand 




Start 


30534 


End 


37721 


Name 


OJ990430 29.0419.C24.o4.gp 


Method 


AAT/GAP 


Start 


36058 


End 


36292 


GI 


LIB3431-061-P1-K1-G12 


Score 


428 


Exons 


36058. .36292 






GI Descrip. 


•3057120 2.0e-22 (AF023159) 


starch synthase DULL1 [Zea mays] 


Seq. No. 


50443 


Seq. ID 


OJ990430_29.0419.C24 


Gene No. 


107088 


Strand 




Start 


30534 


End 


37721 


Name 


OJ990430 29.0419.C24.o5.gp 


Method 


AAT/GAP 


Start 


36802 


End 


37180 


GI 


1631927 


Score 


542 



51977 



Exons 36802. .37044, 37135.. 37180 

Seq. No. . 50443 Seq. ID 

Gene No. 107089 Strand 

Start 37743 End 

Name OJ990430_29.0419.C24 .o3.tm Method 

Start 52 End 

GI none Score 
Exons 



OJ990430_29.0419.C24 
37953 

TBLASTX: Maize 

29309 

74 



52. .105, 53. .106, 100. .150, 114. .149, 152. .226, 153. .227, 
154. .228,,. 154. .267, 167. .250, 235. .294, 236. .295, 19160 194 62, 
19190. .19456, 19212. .19463, 19462 19518 , 28 97 6 .. 2924 8 , 
29001. .29246, 29247.. 29309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



419.C24.o2.ts 



50443 
107089 
37743 

OJ990430_29.0 
53 

none 

53. .106, 103. .150, 
1202. .1282, 1326. .1 
7484. .7597, 7611. .7 
19241. .19399, 19474 
19771. .19830, 19857 
28631. .28837, 28684 
28992. .29153, 29030 
29562. .29600, 29718 

50443 

107089 Strand 

37743 End 
OJ990430_29.0419.C24 .ol2.tm Method 

4 69 End 

none Score 

469. .690, 756. .935, 847. .939 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 
Method TBLASTX : Soybean 
End 29834 
Score 4 9 
111. .149, 150. .227, 152. .226, 236. .295, 
361, 6656. .6793, 6661. .6780, 7479. .7601, 
688, 19203. .19445, 19203 .. 1 9370, 
..19599, 19606. . 19632, 1 9654 . . 197 64 , 
..20015, 28018. .28155, 28023 .. 28142 , 
..28785, 28935. .28949, 28 992 .. 2924 6, 
..29188, 29265. .29408, 2 94 72 .. 29525 , 
. .29834 

Seq. ID OJ990430_29.0419.C24 



37953 

TBLASTX: Maize 

939 

77 



OJ990430 29.0419.C24 



50443 Seq. ID 

107089 Strand 
37743 End 
OJ990430_29 . 04 1 9 . C24 . oil . tm Method 
5214 End 
none Score 
5214. .5303, 5217. .5315, 19881 .. 19976, 1988 6 .. 19987 , 
19887. .20015, 29652 .. 29858 , 29705.. 29827 



37953 

TBLASTX: Maize 
29858 
111 



Seq. No. 50443 

Gene No. 107089 

Start 37743 

Name OJ990430_29 . 04 19 . C24 . olO . tm 

Start 7485 

GI none 

Exons 7485.. 7601, 7486.. 7632, 7487. 
28687. .28776 



OJ990430_29.0419.C24 
37953 

TBLASTX: Maize 

28843 

131 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7585, 7611. .7688, 28 637 .. 2884 3, 



Seq. No. 
Gene No. 
Start 



50443 

107089 

37743 



Seq. ID 

Strand 

End 



OJ990430 29.0419.C24 



37953 



51978 






Name 


OJ990430 29.0419.C24 


.ol0. tw 


Method 


TBLASTX: Wheat 






Start 


9275 




End 


9565 






GI 


none 




Score 


219 






Exons 


9275. .9565 












Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




Gene No. 


107089 




Strand 








Q 4- y*+- 

OtaiL 


-3774 -5 




End 


37953 






Name 


OJ990430 29.0419.C24 


,o5. tw 


Method 


TBLASTX: Wheat 






Start 


12437 




End 


13050 






GI 


none 




Score 


35 






Exons 


12437. .12574, 12560. 


.12718, 


12773. . 12829, 1278 9. .12827, 








12811. .13050, 12812. 


.12889, 


12941. . 13030 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




bene wo . 


1U / U o y 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


.o9. tm 


Method 


TBLASTX: Maize 






Start 


12476 




End 


12709 






GI 


none 




Score 


101 






Exons 


12476. .12577, 12477. 


.12578, 


12557. . 12709 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




Gene No. 


107089 




Strand 








otari. 


O 1 1 HO 




End 


37953 




t 57 
^ St 


Name 


* OJ990430 29.0419.C24 


,ol6. tm 


Method 


TBLASTX: Maize 




i) a 


Start 


12820 




End 


13093 




rll 


GI 


none 




Score 


56 






Exons 


12820. .12906, 12916. 


.12999, 


12929. .13003, 1298 6 .. 13093, 




=5. 




12994. .13092 










Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




f ^ f \ a NT /"\ 

bene ino ■ 


i m nfl q 
iu / uoy 




Strand 






s 


Start 


37743 




End 


37953 




f 1 


Name 


OJ990430 29.0419.C24 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


13165 




End 


13552 




= ;Hs 


GI 


none 




Score 


112 




* n 

i Jjj 


Exons 


13165. .13356, 13165. 


.13551, 


13241. .13552 




o 


Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




Gene No. 


107089 




Strand 








o nar l 


J / / 4 J 




End 


37953 






Name 


OJ990430 29.0419.C24 


. o2.tm 


Method 


TBLASTX: Maize 






Start 


13195 




End 


13558 






GI 


none 




Score 


67 






Exons 


13195. .13242, 13196. 


.13243, 


13214. .13537, 13234 .. 13557 , 








13247. .13558 












Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 




bene wo . 


iu / Uo y 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


.oll.tw 


Method 


TBLASTX: Wheat 






Start 


13555 




End 


13854 






GI 


none 




Score 


130 






Exons 


13555. .13695, 13720. 


.13854 










Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419. 


C24 



51979 



Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. ol 4 . tm 


Method 


TBLASTX: Maize 


Start 


13786 ~ 




End 


14040 


GI 


none 




Score 


193 


Exons 


13786. .14040 








Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


13870 ~~ 




End 


14292 


GI 


none 




Score 


273 


Exons 


13870. .14292, 13880. 


. 14284 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. o5 . ts 


Method 


TBLASTX: Soybean 


Start 


13913 ~ 




End 


14301 


GI 


none 




Score 


155 


Exons 


13913 . . 14293, 13915 . 


. 14301 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. 08 . tw 


Method 


TBLASTX: Wheat 


Start 


14296 — 




End 


14578 


GI 


none 




Score 


70 


Exons 


14296. . 14577, 14308 . 


.14442, 


14501. .14578 


Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


14416 ~~ 




End 


14860 


GI 


none 




Score 


89 


Exons 


14416.. 14442, 14440. 


14583, 


14453. .14584, 14599 .. 14835 , 




14605. . 14859, 14606. 


. 14860 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


. o4 . t s 


Method 


TBLASTX : Soybean 


Start 


14527 ~ 




End 


14928 


GI 


none 




Score 


43 


Exons 


14527 . . 14928, 14561 . 


. 14731, 


14768. .14911 


Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


Gene No. 


107089 




Strand 




Start 


37743 




End 


37953 


Name 


OJ990430 29.0419.C24 


,ol .tw 


Method 


TBLASTX: Wheat 


Start 


14582 




End 


15006 


GI 


none 




Score 


288 


Exons 


14582. .14962, 14587. 


.15006 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 



- 51980 




ucne lno • 


1 n7Hff Q 




Cf ranr l 
OLLaUU 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


.o9.tw 


Method 


TBLASTX : 


Wheat 




Start 


15007 




End 


15201 






GI 


none 




Score 


141 






Exons 


15007. .15201, 15008. 


.15196 










Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419 


.C24 


Cl. d y\ £± NT /-\ 
belle LNO . 


1U / U O _/ 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


15091 




End 


15446 






GI 


none 




Score 


73 






Exons 


15091. .15204, 15101. 


.15205, 


15213. .15446, 15214 


. .15405 




Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419 


C24 


OfcillC LNU • 


i mnfiQ 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


15251 




End 


15611 






GI 


none 




Score 


256 






Exons 


15251. .15604, 15252. 


.15611, 


15253. .15597 






Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419 


C24 


uene lno . 


1 01 Oft Q 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


. 06 . tw 


Method 


TBLASTX: 


Wheat 




Start 


15796 




End 


16252 






GI 


none 




Score 


148 






Exons 


15796. .16032, 15798. 


.16028, 


16094 . . 1615 


39, 16094 


. .16252 




Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419 


C24 




-L U / VJ O " 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


. o7 . tw 


Method 


TBLASTX: 


Wheat 




Start 


16829 




End 


17231 






GI 


none 




Score 


114 






Exons 


16829. .17230, 16962. 


.17231 










Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419 


C24 


Gene No. 


107089 




Strand 








Start 


37743 




End 


37953 






Name 


OJ9904.30 29.0419.C24 


.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


22831 




End 


33203 






GI 


none 




Score 


72 






Exons 


22831. .22878, 22835. 


.22876, 


30527. .30658, 30528 


. .30659, 






30534. .30668, 30535. 


.30669, 


30739. .30870, 30745 


. .30870, 






^n*747 ^nfion ^m^Q 




30955. .31068, 30956 








31159. .31293, 31163. 


.31294, 


31212. .31301, 31388 


. .31591, 






31398. .31583, 31519. 


.31584, 


31806. .31943, 31814 


. .31951, 






31814. .31942, 31816. 


.31950, 


32080. .32259, 32087 


. .32260, 






32087. .32269, 32608. 


.32715, 


32612. .32713, 32613 


. .32714, 






33098. .33202, 33099. 


.33203 










Seq. No. 


50443 




Seq. ID 


OJ990430 


_29.0419. 


C24 


Gene No. 


107089 




Strand 








Start 


37743 




End 


37953 







51981 




Name OJ9904 30_2 9 . 04 1 9 . C2 4 . ol . t s Method TBLASTX : Soybean 



Start 


22831 








End 


32165 




GI 


none 








Score 72 






Exons 


22831. 


.22878, 


22835. 


.22876, 


30527. 


.30658, 


30528. 


.30659, 




30534. 


.30668, 


30535. 


.30669, 


30739. 


.30870, 


30745. 


.30870, 




30747. 


.30890, 


30759. 


.30923, 


30955. 


.31068, 


30956. 


.31063, 




31159. 


.31293, 


31163. 


.31294, 


31163. 


.31294, 


31212. 


.31301, 




31388. 


.31591, 


31398. 


.31583, 


31519. 


.31584, 


31806. 


.31943, 




31814. 


.31951, 


31814. 


.31942, 


31816. 


.31950, 


32080. 


.32163, 




32087. 


.32164, 


32087. 


.32164, 


32088. 


.32165 







Seq. No. 50443 

Gene No. 107089 

Start 37743 

Name OJ990430_29 . 0419 . C24 . o2 . 

Start 22831 

GI none 

Exons 22831. .22878, 30531.. 306 
30748. .30828, 30752.. 308 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

tc Method TBLASTX : Cress 

End 30828 

Score 101 
65, 30541. .30669, 3054 3 .. 30665, 





Q&ri Mo 


S044 ^ 




Seq. ID 


OJ990430_29.0419 






Gene No. 


107089 




Strand 








Start 


37743 




End 


37953 . 




,£ 23, 


Name 


OJ990430 29.0419.C24 


. ol . tc 


Method 


TBLASTX: Cress 






Start ' 


30953 




End 


31459 






GI 


none 




Score 


115 






Exons 


30953. .31069, 30955. 


.31068, 


31159. .312 


93, 31163. .31294, 








31388. .31459, 31398. 


.31457 








r "n 


Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


-C24 


% V 


Gene No. 


107089 




Strand 






X ST 

? : : 


Start 


37743 




End 


37953 




: if 


Name 


OJ990430 29.0419.C24 


. o!3 . tm 


Method 


TBLASTX: Maize 






Start 


33633 




End 


33986 




i ™ 


GI 


none 




Score 


74 






Exons 


33633. .33737, 33634. 


.33741, 


33636.-33737, 33647 .. 3374 5, 








33794. .33868, 33795. 


.33860, 


33805. .33873, 33808 .. 33867 , 




: ^ 




33869. .33967, 33870. 


.33986, 


33873.-33977, 33874.. 33984 






Seq. No. 


50443 




Seq. ID 


OJ990430_29.0419 


.C24 




Gene No. 


107089 




Strand 








Start 


37743 




End 


37953 






Name 


OJ990430 29.0419.C24 


,o3. ts 


Method 


TBLASTX : Soybean 






Start 


33644 




End 


33965 






GI 


none 




Score 


117 






Exons 


33644. .33745, 33645. 


.33764, 


33805. .339 


63, 33806. .33958, 








33846. .33965 











Seq. No. 50443 

Gene No. 107089 

Start 37743 

Name OJ990430_29. 0419.C24 .06. 

Start 34551 

GI none 

Exons 34551. .34775, 34552.-347 
35582. .35701 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

tm Method TBLASTX : Maize 

End 35701 

Score 282 
67, 34994. .35200, 35034 .. 35192, 



51982 



Seq. No. 50443 

Gene No. 107089 

Start 37743 

Name OJ990430_29. 0419.C24 .o7 . tm 

Start 35844 

GI none 

Exons 35844. .36086, 35884 .. 36090, 35903 36097 , 35904 .. 36086, 
35905. .36090 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

Method TBLASTX : Mai ze 

End 36097 

Score 233 



Seq. No. 50443 

Gene No. 107089 

Start 37743 

Name OJ990430_29 . 04 19 . C24 . 08 . tm 

Start 36098 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

Method TBLASTX : Mai ze 

End 36295 

Score 179 



36098. .36295, 36102 .. 36251, 36104.. 36295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

f «s Exons 

th 

m Seq. No. 
f i Gene No. 
r"| Start 

Name 
w Start 

ry gi 

~ Exons 

12 GI Descrip. 

S3. 



50443 

107089 

37743 

OJ990430_29.0419.C24.ol5.tm 

36634 

none 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

Method TBLASTX: Maize 

End 36963 

Score 35 



36634. .36654, 36661 36705, 36670 36780, 36677 .. 36853, 
36804. .36878, 36809 36958 , 36811 36963, -36821 .. 36958 , 
36892. .36963 



50443 
107089 
37743 

OJ990430_29.0419.C24 .o6.gp 
37743 

LIB347 9-005-Q6-K1-D11 
37743. .37953 

'4388818^0^0197731 3.0e-40 (AC006528) putative pol 
polyprotein with a Zn-finger CCHC type domain 
(prosite:QDOC50158) and a DDE integrase signature motif 
[Arabidopsis thaliana] ' 



Seq. ID OJ990430_29.0419.C24 
Strand 

End 37953 

Method AAT/GAP 

End 37953 

Score 38 6 



Seq. No. 


50444 


Seq. ID 


OJ990430_29 


.0419. C26 


Gene No. 


107090 


Strand 


+ 




Start 


375 


End 


791 




Name 


OJ990430 29.0419.C26.ol.gs 


Method 


GEN SCAN 




Start 


375 


End 


791 




GI 


none 


Score 


.75 




Exons 


375. .489, 769. .791 








Seq. No. 


50444 


Seq. ID 


OJ990430_29 


.0419. C26 


Gene No. 


107091 


Strand 


+ 




Start 


2372 


End 


2890 




Name 


OJ990430 29.0419.C26.ol.gp 


Method 


AAT/GAP 




Start 


2372 


End 


2890 




GI 


uC-osflcyp083g04al 


Score 


1006 




Exons 


2372.. 2890 








GI Descrip. 


•3057120 3.0e-53 (AF023159) 


starch synthase DULL1 


[Zea mays] 


Seq. No. 


50444 


Seq. ID 


OJ990430_29 


.0419.C26 



51983 



Gene No. 


107092 




Strand 






Start 


1193 




End 


1606 




Name 


OJ990430 29 


.0419 C26.o2.as 


Method 


GEN SCAN 




Start 


1193 ~~ 




End 


1606 




GI 


none 




Score 


1 




Exons 


1193. . 1606 










Seq. No. 


50444 




Seq. ID 


OJ990430_29.0419 


.C26 


Gene No. 


107093 




Strand 






Start 


2631 




End 


3071 




Name 


OJ990430 29 


. 0419.C26.o3.gs 


Method 


GENSCAN 




Start 


2631 ~ 




End 


3071 




GI 


none 




Score 


1 




UAU Ilk} 


2631 3071 










Seer. No. 


50445 




Seq. ID 


OJ990430 29.0419 


.C27 


Gene No. 


107094 




Strand 






Start 


1 




End 


1221 




Name 


OJ990430 29 


.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1221 




GI 


7363292 




Score 


132 




Exons 


1..27, 139. 


.227, 317. .426, 


1183. .1221 






GI Descrip. 


(AP001552) 


ESTs D15336(C0474) ,C98053 (C0474) correspond 


to a 



region of the predicted gene.; Similar to Arabidopsis thaliana 
DNA chromosome 4, ESSA I contig fragment No. 9; hypothetical 
protein. (Z97344) [Oryza sativa] 



Seq. No. 50445 

Gene No. 107094 

Start 1 

Name OJ9904 30_29 . 0419. C27 . ol . tm 

Start 138 

GI none 
Exons 



Seq. ID OJ990430_29.0419.C27 
Strand 
End 

Method 
End 
Score 



1221 

TBLASTX: Maize 

446 

133 



138. .215, 139. .216, 319. .438, 328. .438, 329. .442, 330. .446 



Seq. No. 50445 Seq. ID 

Gene. No. 107094 Strand 

Start 1 End 

Name OJ9904 30_2 9.0419. C27 . ol . gs Method 

Start 139 End 

GI none Score 

Exons 139.. 214, 328.. 434 



OJ990430_29.0419.C27 

1221 
GENSCAN 
434 
.59 



Seq. No. 50446 Seq. ID 

Gene No. 107095 Strand 

Start 1518 End 

Name OJ9904 30_29 . 04 19 . C28 . ol . gp Method 

Start 1518 End 

GI none Score 

Exons 1518.. 1861 



OJ990430_29.0419.C28 
+ 

1861 
AAT/GAP 
1861 
680 



Seq. No. 50447 Seq. ID 

Gene No. 107096 Strand 

Start 1 End 

Name OJ990430_29 . 0419.C29.ol.np Method 

Start 1 End 

GI 6006900 Score 



OJ990430_29.0419.C29 

3026 
AAT/NAP 
3026 
372 



51984 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
« Start 
U GI 
\J Exons 

£n 

ry Seq. No. 

Gene No. 

Start 
^ Name 
Q Start 

ry gi 

Exons 
^ GI Descrip. 



Q Seq. No. 
?j Gene No. 
li Start 

Name 

Start 

GI 

Exons 



1..234, 623. .1266, 2912. .3026 

(AC008153) unknown protein [Arabidopsis thaliana] 



50447 
107096 
1 

OJ990430_29.0419.C29.ol.tw 
1 

none 

1..276, 2. .277, 3. .278 

50447 
107096 
1 

OJ990430_29.0419.C29.o2.tm 
2 

none 

2. .277, 3. .200, 288. .530, 290. .559, 291. .554, 293. .559 



Seq. ID OJ990430_29.0419.C29 
Strand 

End 3026 

Method TBLASTX : Wheat 

End 278 

Score 261 



Seq. ID OJ990430_29.0419.C29 
Strand 

End 3026 

Method TBLASTX : Mai ze 

End 559 

Score 235 



50447 

107096 

1 

OJ990430_29.0419.C29.ol.gs 
71 

none 

71. .1411, 1491. .1616 



Seq. ID OJ990430_29.0419.C29 
Strand 

End 3026 

Method GEN SCAN 

.End 1616 

Score .52 



Seq. ID OJ990430_29.0419.C29 
Strand 

3026 
AAT/GAP 
589 
814 



50447 
107096 
1 

OJ990430_29.0419.C29.ol.gp 
165 

LIB3432-019-P1-K1-E9 
165. .589 

M680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



End 

Method 

End 

Score 



50447 

107096 

1 

OJ990430_29.0419.C29.ol.tm 

560 

none 



Seq. ID OJ990430_29.0419.C29 
Strand 

End 3026 

Method TBLASTX : Mai ze 

End 1619 

Score 174 



560. .709, 561. .710, 698. .1414, 702. .800, 710. .802, 712. .888, 
857. .955, 934. .1320, 990. .1370, 1013. .1414, 1477. .1617, 
1485. .1619, 1489. .1617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50447 

107096 

1 

OJ990430_29.0419.C29.o2.tc 

698 

none 



Seq. ID OJ990430_29.0419.C29 
Strand 

End 3026 

Method TBLASTX : Cres s 

End 8 98 

Score 7 6 



698. .877, 702. .803, 703. .822, 724. .897, 860. .898 

50447 Seq. ID OJ9904 30_29 . 04 19 . C29 



51985 



Gene No. 


107096 


Strand 






Start 


1 


End 


3026 




Name 




Mp1~ hnH 


TBLASTX: Soybean 


Start 


715 ~ 


End 


1036 




GI 


none 


Score 


85 




P von ^ 


715 834 722 1036 








Seq. No. 


50447 


Seq. ID 


OJ990430_29. 


0419. C29 


Gene No. 


107096 


Strand 






Start 


1 


End 


3026 




Name 


OJ990430 29.0419.C29.ol.tc 


Method 


TBLASTX: Cress 




908 


End 


1228 




ox 


none 


Score 


45 






908.. 1228, 914.. 955, 1055.. 1225 








50448 


Seq. ID 


OJ990430_29. 


0419. C31 


Gene No. 


107097 


Strand 


+ 




Start 


505 


End 


10901 




Name 


OJ990430 29.0419.C31.ol.gs 


Method 


GENSCAN 




Start 


505 


End 


8095 




o x 


none 


Score 


.75 




P YOPI Q 


505.. 651, 1673.. 1750, 3343.. 


4303, 5222 


..5912, 6016. 


.6166, 




6625.-6699, 7549.. 7669, 7911 


. .8095 






O C ^ . LN ^ ■ 


50448 


Seq. ID 


OJ990430_29. 


0419. C31 


VwJ 1 1 LlU i 


107097 


Strand 


+ 




Start 


505 


End 


10901 




Name 


OJ990430 29.0419.C31.ol.np 


Method 


AAT/NAP 






611 


End 


10901 




O J. 


73648 


Score 


70 




Fvnn q 


611. .713, 3327. .3421, 3663.. 


4288, 10730.. 10901 




OX L/COOJ — L ^/ ■ 


immediate-early protein IE180 - suid herpesvirus 1 


(strain 




Indiana- Funkhauser) 








Seq. No. 


50449 


Seq. ID 


OJ990430_29. 


0419. C32 


Gene No. 


107098 


Strand 


+ 




Start 


10 


End 


1477 




Name 


OJ990430 29.0419.C32.ol.np 


Method 


AAT/NAP 




Start 


10 


End 


1477 




GI 


3914374 


Score 


854 




Exons 


10. .110, 271. .462, 550. .699, 


804. .902, 


1019. .1111, 


1206. .1477 



GI Descrip. 



1-ACYL-SN-GLYCER0L-3-PH0SPHATE ACYLTRANS FERASE { 1-AG.P 
ACYLTRANSFERASE) (1-AGPAT) (LYSOPHOSPHATIDIC ACID 
ACYLTRANSFERASE) (LPAAT) gi | 1098 605 | gb | AAC4 91 1 9 . 1 | (U29657) 
lysophosphatidic acid acyltransf erase [Cocos nucifera] 
gi 1 1586836 Iprf | I2204401A l-acyl-sn-glycerol-3-phosphate 
acyltransf erase [Cocos nucifera] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



50449 Seq. ID 

107098 Strand 

10 End 

OJ9904 30_2 9 . 04 19 . C32 . ol . gs Method 

145 End 

none Score 



OJ990430_29.0419.C32 
+ 

1477 
GENSCAN 
1472 
. 99 



145. .462, 550. .699, 804. .902, 1019. .1111, 1206. .1472 

50450 Seq. ID OJ990430_29 . 0419 . C33 



51986 




Gene No. 


107099 


Strand 




Start 


482 


End 


1085 


Name 


OJ990430 29.0419.C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


482 ~~ 


End 


1085 


GI 


none 


Score 


161 


Exons 


482. .703, 504. .701, 794. .934, 


803. . 946, 


1004 . . 1066, 1005. . 108 




1006. . 1074 






Seq. No. 


50451 


Seq. ID 


OJ990430 29.0419.C34 


Gene No. 


107100 


Strand 




Start 


173 


End 


1711 


Name 


OJ990430 29.0419.C34.ol.gp 


Method 


AAT/GAP 


Start 


173 


End 


1661 


GI 


uC-osflM202016g08bl 


Score 


891 


Exons 


173. .220, 249. .600, 1551. .1661 




GI Descrip. 


'3057120 3.0e-53 (AF023159) starch synthase DULL1 [Zea mays] 1 


Seq. No. 


50451 


Seq. ID 


OJ990430_29.0419.C34 


Gene No. 


107100 


Strand 




Start 


173 


End 


1711 


Name 


OJ990430 29.0419.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


248 


End 


1710 


GI 


none 


Score 


400 


Exons 


248. .601, 248. .601, 249. .602, 


250. . 609, 


250. .609, 1578. .1709, 




1578.. 1709, 1579.. 1710, 1600. 


1710 




Seq. No. 


50451 


Seq. ID 


OJ990430_29.0419.C34 


Gene No. 


107100 


Strand 




Start 


173 


End 


1711 


Name 


OJ990430 29.0419.C34.ol.tw 


Method 


TBLASTX: Wheat 


Start 


248 


End 


489 


GI 


none 


Score 


281 


Exons 


248. .487, 248. .487, 249. .488, 


250. .489, 


250. .489 


Seq. No. 


50451 


Seq. ID 


OJ990430_29.0419.C34 


Gene No. 


107100 


Strand 




Start 


173 


End 


1711 


Name 


OJ990430 29.0419.C34.ol.gs 


Method 


GENSCAN 


Start 


250 


End 


600 


GI 


none 


Score 


.66 


Exons 


250. .600 






Seq. No. 


50451 


Seq. ID 


OJ990430_29.0419.C34 


Gene No. 


107100 


Strand 




Start 


173 


End 


1711 


Name 


OJ990430 29.0419.C34.ol.np 


Method 


AAT/NAP 


Start 


264 


End 


1711 


GI 


7485343 


Score 


138 


Exons 


264. .602, 1565. .1711 






GT Dp^rri n 


hypothetical protein F10M23.350 - Arabidopsis thaliana 




gi I 4455224 lemb ICAB36547.il (AL035440) putative protein 




[Arabidopsis thaliana] gi | 7269554 | emb | CAB79556 . 1 | (AL161566) 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


50452 


Seq. ID 


OJ990430_29.0419.C35 


Gene No. 


107101 


Strand 




Start 


1 


End 


643 



51987 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



y| Seq. No. 

Z. Gene No. 

i Start 

£ Name 

3 Start 

y gi 

Exons 

^ Seq. No. 

~4 Gene No. 

4 Start 
3 Name 
^ Start 

i gi 

^ Exons 



OJ9904 30_29 . 0419. C35 . ol . np Method AAT/NAP 
1 End 64 3 

2498930 Score 757 

1..416, 584. .643 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT I ON 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



50453 
107102 
1 

OJ9904 30_23 . 04 19 . C5 . ol . np 
1 

2125972 
1. .748 

nupC protein - Escherichia coli gi | 443793 | emb | CAA52821 . 1 
(X74825) NupC [Escherichia coli] 



Seq. ID OJ990430_23.0419.C5 

Strand + 

End 748 

Method AAT/NAP 

End 74 8 

Score 74 9 



50454 
107103 
1 

OJ990430_23.0419.C7.ol.np 
1 

2498930 
1..24, 520. .579, 747. .798 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT ION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990430_23.0419.C7 

Strand + 

End 7 98 

Method AAT/NAP 

End 7 98 

Score 88 



50454 

107103 

1 

OJ990430_23.0419.C7.ol.gs 

276 

none 

276. .415, 520. .579 

50455 

107104 

240 

OJ990430_10.0421.C7.ol.gs 

240 

none 

240. .671 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_23.0419.C7 
+ 

798 

GENSCAN 

579 

.57 



OJ990430 10. 0421. C7 



671 

GENSCAN 

671 

.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



50456 Seq. ID 

107105 Strand 
1 End 
OJ990630_13.0421.C5.ol.np Method 
1 End 
4378066 Score 
1..58, 147. .825, 1198. .2075 
(AF098806) polyprotein [Sorghum bicolor] 

gi I 4 680208 | gb | AAD27571 . 1 1 AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ990630_13.0421.C5 
+ 

2159 
AAT/NAP 
2075 
952 



50456 

107105 

1 



Seq. ID OJ990630_13.0421.C5 
Strand + 
End 2159 



51988 





Name 


OJ990630 13.0421.C5.ol.gs 


Method 


GEN SCAN 






Start 


325 ~ 


End 


710 






GI 


none 


Score 


. 6 






Exons 


325. .710 










Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 




Gene No. 


107105 


Strand 


+ 






Start 


1 


End 


2159 






Name 


OJ990630 13.0421.C5.o2.gs 


Method 


GENSCAN 






Start 


1369 


End 


2159 






GI 


none 


Score 


. 92 






Exons 


1369. .1484, 1768. .1991, 2062., 


.2159 








Seq. No. 


50456 


Seq. ID 


OJ990630 13.0421. 


C5 




Gene No. 


107106 


Strand 


+ 






Start 


12796 


End 


14363 






Name 


OJ990630 13.0421.C5.o3.np 


Method 


AAT/NAP 






Start 


12796 


End 


14363 






GI 


4417306 


Score 


152 






Exons 


12796. .12819, 13949. .14363 










GI Descrip. 


(AC006446) putative Athila retroelement 0RF1 protein 








[Arabidopsis thaliana] 










Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 




Gene No. 


107107 


Strand 








Start 


3035 


End 


8632 






Name 


OJ990630 13.0421.C5.o6.ts 


Method 


TBLASTX: Soybean 




: = 


Start 


318 


End 


8242 






GI 


none 


Score 


86 




J 


Exons 


318. .536, 7906. .8241, 7964. .8242 






Ji 


Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 


y 


Gene No. 


107107 


Strand 








Start 


3035 


End 


8632 






Name 


OJ990630 13.0421.C5.o4.tw 


Method 


TBLASTX: Wheat 






Start 


348 


End 


8256 






GI 


none 


Score 


78 




= 


Exons 


348. .479, 486. .677, 546. .686, 


8125. .8256 






Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 




Gene No. 


107107 


Strand 








Start 


3035 


End 


8632 






Name 


OJ990630 13.0421.C5.ol.tc 


Method 


TBLASTX: Cress 






Start 


677 


End 


960 






GI 


none 


Score 


170 






Exons 


677. .874, 678. .920, 877. .951, 


889. .960 








Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 




Gene No. 


107107 


Strand 








Start 


3035 


End 


8632 






Name 


OJ990630 13.0421.C5.ol.ts 


Method 


TBLASTX : Soybean 






Start 


677 


End 


1039 






GI 


none 


Score 


176 






Exons 


677. .874, 678. .908, 877. .1023, 


889. .1032, 890. .1030, 941 






Seq. No. 


50456 


Seq. ID 


OJ990630_13.0421. 


C5 




Gene No. 


107107 


Strand 







51989 




Start 


3035 








End 


8632 




OJ990630 13 


. 0421 . 


C5 . o7 . 


L O 


Method 


TBLASTX : Soybean 


O Lai L 


1339 ~ 








End 


7470 


O X 


none 








Score 


82 


LiAUllu 


1339 1485, 


1610 . 


. 1690, 


7101 . 


.7235, 7294. .7470 




50456 








Seq. ID 


OJ990630_13.0421.C5 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 


Name 


OJ990630 13 


. 0421 . 


C5 .o2 . 


tm 


Method 


TBLASTX: Maize 




1467 ~~ 








End 


7260 


ox 


none 








Score 


192 




1467 1613 


1488 . 


. 1610, 


14 93 . 


.1621, 1505. .1612, 1595. .1768, 




7047 . . 7256, 


7075. 


. 7260 








Qpn Mo 


50456 








Seq. ID 


OJ990630_13.0421.C5 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 


Name 


OJ990630 13 


. 0421 . 


C5 . o2 . 


tw 


Method 


TBLASTX: Wheat 


OLdi L 


1 S^Q ~~ 








End 


7307 


(IT 


none 








Score 


77 




1 S?9 1 fil ^ 

X J J • . 11)1 


5615 . 


. 5677, 


5637 


.5681, 5745. .5783, 5755. .5781, 




7048 7287 


7054 . 


. 7230, 


7065 . 


.7292, 7068.. 7307 


Seq. No. 


50456 








Seq.' ID 


OJ990630_13.0421.C5 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 




OJ990630 13 


. 0421 . 


C5 ol 


L W 


Method 


TBLASTX: Wheat 


u Lai. L 


1640 — 

X U *1 w 








End 


5744 


ox 


none 








Score 


414 


TTyAn e 

DAUllO 


1640 2026 


1642 . 


1809 


1843 

lOI J • 


.2025, 5433.. 5588, 5682. .5744 




S04 56 








Seq. ID 


OJ990630_13.0421.C5 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 


Name 


OJ990630 13 


0421 


C5 ol 


LI LI 


Method 


TBLASTX: Maize 


O Lai L 


1769 _ 








End 


5738 


Ox 


nunc 








Score 


226 


nn <? 

uAvl 1 O 


1769 2026 


1777 . 


. 1878 , 


1853 . 


.1996, 5277.. 5738, 5278. .5589, 




5486 5737 












9*=>o Mn 


50456 








Seq. ID 


OJ990630_13-0421.es 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 


Name 


OJ990630 13 


. \J 1 C. x * 


PR n? 


L O 


Method 


TBLASTX : Soybean 




1 94 Q _ 

X Z? 1 Z7 








End 


5591 


ox 


nui i" 








Score 


95 


DAUllO 


1949 9096 






^ 1 9? 
ji&ti 


.5271, 5124.. 5309, 5295. .5591, 




5296 5556 

y \j » • *j %j +j \j 












Seq. No. 


50456 








Seq. ID 


OJ990630_13.0421.C5 


Gene No. 


107107 








Strand 




Start 


3035 








End 


8632 


Name 


OJ990630 13 


.0421. 


C5.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


2902 








End 


3139 


GI 


none 








Score 


42 


Exons 


2902. .3123, 


2921. 


.2947, 


3023. 


.3139 





51990 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50456 

107107 

3035 

OJ990630_13 . 0421 . C5 . o3 . gs 

3035 

none 

3035.. 3676, 3926.. 4054, 4321. 
6688. .6808, 7134. .7267, 8025. 

50456 

107107 

3035 

OJ990630_13 . 0421 .C5 . o4 . ts 

3446 

none 

3446. .3841, 3546. .3740 



Seq. ID OJ990630_13.0421.C5 
Strand 

End 8632 

Method GENSCAN 

End 8632 

Score .55 

.4628, 5384. .5819, 6180. .6241, 
.8178, 8387. .8632 

Seq. ID OJ990630_13.0421.C5 
Strand 

End 8632 

Method TBLASTX : Soybean 

End 3841 

Score 7 9 



Seq. No. 50456 

Gene No. 107107 

Start 3035 

Name OJ990630_13 . 04 21 . C5 . o3 . tm 

Start 3695 

GI none 

Exons 3695.. 4021 



Seq. ID OJ990630_13.0421.C5 
Strand 

End 8 632 

Method TBLASTX : Mai ze 

End • 4 021 

Score 191 



Pre Seq. No. 

l\] Gene No. 

;y Start 

Name 

id Start 

f7; Exons 

: " GI Descrip. 



50456 

107107 

3035 

OJ990630_13.0421.C5.o2.np 

3997 

7248394 

3997. .4378, 4814. .5778, 7072. 



Seq. ID OJ990630_13.0421.C5 
Strand 

End 8632 

Method AAT/NAP 

End 8401 

Score 3079 

.7168, 7440. .7719, 7759. .8401 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



:~ Seq. No. 50456 Seq. ID 

\i Gene No. 107107 Strand 

C3 Start 3035 End 

Name OJ990630JL3 . 0421 . C5 . o3 . tw Method 

Start 4426 End 

GI none Score 

Exons 4426.. 4788 



OJ990630_13.0421.C5 
8632 

TBLASTX: Wheat 

4788 

188 



Seq. No. 50456 

Gene No. 107107 

Start 3035 

Name OJ990630_13 . 0421 . C5 . o3 . ts 

Start 4561 

GI none 
Exons 



Seq. ID OJ990630_13.0421.C5 
Strand 

End 8632 

Method TBLASTX : Soybean 

End 4973 

Score 64 



4561. .4791, 4565. .4660, 4718. .4801, 4839. .4910, 4866. .4919, 
4890.. 4973, 4916.. 4972 



Seq. No. 



50457 



Seq. ID OJ990630 13. 0421. C6 



51991 



-a. 
s ! 
- 57 



Gene No. 


107108 








Strand 


+ 


Start 


1 








End 


9686 


Name 


OJ990630 13 


.0421 


.C6.ol. 


np 


Method 


AAT/NAP 




1 








End 


3983 


GI 


6691191 








Score 


2712 


Pynn c 


1.-2469, 3474. .3983 








1— ' \^ O 4 1_ k_y ■ 


(AC007534 ) 


F7F22 


.15 [Arabidopsis thaliana] 


Seq. No. 


50457 








Seq. ID 


OJ990630 


Gene No. 


107108 








Strand 


+ 


Start 


1 








End 


9686 


Name 


OJ990630 13 


.0421 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


8 








End 


309 


GI 


none 








Score 


.83 


Rvnn 


8 . . 46, 118 . 


. 309 










Qpn No 


50457 








Seq. ID 


OJ990630 


Gene No. 


107108 








Strand 


+ 


Start 


1 








End 


9686 


Name 


OJ990630 13 


. 0421 


.C6.o3. 


gs 


Method 


GENSCAN 


Start 


3824 








End 


8929 




none 








Score 


.53 


R von <i 


3824. 3885, 


4048 


. .4120, 


4175 


..4197, 4378. .4606, 




5405 5498. 


7129 


. .7233, 


7811 


..8110, 8785. .8929 




50457 








Seq. ID. 


OJ990630 


Gene No. 


107108 








Strand 


+ 


Start 


1 








End 


9686 


Name 


OJ990630 13 


.0421 


.C6.o2. 


np 


Method 


AAT/NAP 




7837 








End 


9243 


VJ J. 


5852181 








Score 


88 


DAU11D 


7837. .7971, 


9222 


. .9243 








O X L/C O Ul -J-^ • 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 




Seq. No. 


50457 








Seq. ID 


OJ990630 


Gene No. 


107108 








Strand 


+ 


Start 


1 








End 


9686 


Name 


OJ990630 13 


.0421 


.C6.o3. 


np 


Method 


AAT/NAP 


Start 


8128 






End 


9686 


GI 


103076 








Score 


139 


Exons 


8128. .8195, 


9202 


. .9375, 


9614 


. .9686 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



13. 0421. C6 



4840. .5089, 



13. 0421. C6 



Bkm-like sex-determining region hypothetical protein CS314 
fruit fly (Drosophila melanogaster ) (fragment) 



50457 Seq. ID 

107109 Strand 

12240 End 

OJ990630_13.0421.C6.o4.np Method 

12240 End 

7340905 Score 
12240. .12340, 12811.. 12927 

(AP001550) hypothetical protein [Oryza sativa] 



OJ990630_13. 0421. C6 
+ 

12927 
AAT/NAP 
12927 
136 



50457 Seq. ID 

107110 Strand 

10257 End 

OJ990630 13.0421.C6.ol.ts Method 



OJ990630_13.0421.C6 
13245 

TBLASTX : Soybean 



51992 




Start 


235 




End 


660 




GI 


none 




Score 


404 




Exons 


235. .660, 261. .434, 331 


. .615, 


533. . 655 






Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


235 




End 


639 




GI 


none 




Score 


394 




Exons 


235. .639, 238. .609 










Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


496 




End 


885 




GI 


none 




Score 


213 




Exons 


496. .885 










Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


736 




End 


1167 




GI 


none 




Score 


507 




Exons 


736. .1167, 738. .1064, 757. .1143 






Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


925 




End 


1449 




GI 


none 




Score 


258 




Exons 


925. .1314, 1046. .1084, 


1113. . 


1313, 1306. .1449 




Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


1027 




End 


1362 




GI 


none 




Score 


65 




Exons 


1027.. 1092, 1093.. 1362, 


1110. 


.1361 






Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1167 




End 


1473 




GI 


none 




Score 


362 




Exons 


1167. .1358, 1171. .1473, 


1172. 


.1441, 1419. .1463 




Seq. No. 


50457 




Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


107110 




Strand 






Start 


10257 




End 


13245 




Name 


OJ990630 13.0421.C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1486 




End 


1956 





51993 



GI 


none 








Score 


178 




Exons 


1486. .1686, 


1488 


. .1670, 


1678. 


.1746, 1753. .1956 




Seq. No. 


50457 








Seq. ID 


OJ990630_13.0421 


.C6 


Gene No. 


1U / X 1U 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


1495 








End 


1670 




GI 


none 








Score 


188 




Exons 


1495. .1632, 


1495 


. .1608, 


1506. 


.1613, 1638. .1670 




Seq. No. 


50457 








Seq. ID 


OJ990630_13.0421 


.C6 


bene no. 


1U / -LIU 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.ol. 


tc 


Method 


TBLASTX : Cress 




Start 


1669 








End 


2052 




GI 


none 








Score 


51 




Exons 


1669. .1746, 


1750 


. .2052, 


1839. 


.1991 






Seq. No. 


50457 








Seq. ID 


OJ990630JL3.0421 


.C6 


Gene No. 


i mi 1 n 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2073 








End 


2427 




GI 


none 








Score 


81 




Exons 


2073. .2114, 


2074 


. .2115, 


2112. 


.2282, 2113. .2427, 2328. .2426 


Seq. No. 


50457 








Seq. ID 


OJ990630_13.0421 


.C6 


Gene No . 


1U / 11U 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2074 








End 


3533 




GI 


none 








Score 


313 




Exons 


2074. .2472, 


2077 


. .2283, 


2079. 


.2285, 2334. .2432, 3468.-3533 


Seq. No. 


50457 








Seq. ID 


OJ990630_13.0421 


.C6 


bene no . 


IU / 11U 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3467 








End 


3890 




GI 


none 








Score 


259 




Exons 


3467. .3790, 


3468 


. .3707, 


3694. 


.3777, 3801. .3890 




Seq. No. 


50457 








Seq. ID 


OJ990630_13.0421 


.C6 


bene No . 


1U / 110 








Strand 






Start 


10257 








End 


13245 




Name 


OJ990630 13. 


0421 


.C6.o4. 


gs 


Method 


GENSCAN 




Start 


10257 








End 


13245 




GI 


none 








Score 


.88 




Exons 


10257. .10456 


, 11448. .11570, 13046. .13114, 13176. .13245 




Seq. No. 


50458 








Seq. ID 


OJ990630_13.0421 


.C7 


Gene No. 


107111 








Strand 


+ 




Start 


1 








End 


5468 




Name 


OJ990630 13. 


0421 


.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


3504 




GI 


6056428 








Score 


91 





51994 




Exons 1..30, 1043.. 1208, 3473.. 3504 

GI Descrip. (AC009525) Very similar to cellulose synthase catalytic subunit 
[Arabidopsis thaliana] 





Seq. No. 


50458 


Seq. ID 


OJ990630_ 


13. 


0421. C7 




fipnp No 


107111 


Strand 


+ 








Start 


1 


End 


5468 








Name 


OJ990630 13. 0421 .C7 .o2 . gs 


Method 


GEN SCAN 








Start 


1993 ~ 


End 


4165 








GI 


none 


Score 


.81 








Exons 


1993. .2177, 2402. .2464, 2546 


..2662, 2954. .3131, 


3692. .3843 






4009. .4165 












Seq. No. 


50458 


Seq. ID 


OJ990630_ 


_13. 


0421. C7 






107111 


Strand 


+ 








Start 


1 


End 


5468 








Name 


OJ990630 13. 0421. C7 .o2.no 


Method 


AAT/NAP 








Start 


1993 ~ 


End 


4193 








GI 


6630741 


Score 


489 










1993 2177. 2402 2464. 2546 


..2662, 2954. .3153, 


3401. .3495 






3692 3843, 4009 4193 












GI Descrip. 


(AL132958) putative protein 


[Arabidopsis thaliana] 




3 


Sea No 


50458 


Seq. ID 


OJ990630_ 


JL3. 


0421. C7 






107111 


Strand 


+ 






3 


Start 


1 


End 


5468 






q 


Name 


OJ990630 13.0421.C7.o3.np 


Method 


AAT/NAP 






y 


Start 


2032 


End 


5468 








GI 


5777632 


Score 


298 






si 


Exons 


2032.. 2177, 2546.. 2662, 2954 


..3191, 3337. .3495, 


3692. .3843 






4009. .4099, 5423. .5468 










ft 


GI Descrio 


(AJ245900) CAA303720.1 protein [Oryza 


sativa] 








Sea No 


50458 


Seq. ID 


OJ990630_ 


_13. 


0421. C7 




Qp-np NT/-) 


107112 


Strand 


+ 








Start 


11359 


End 


11654 








Name 


OJ990630 13.0421.C7;ol.gp 


Method 


AAT/GAP 








Start 


11359 


End 


11654 






at 
J 


GI 


none 


Score 


572 








Exons 


11359. .11654 










J 


Spa No 


50458 


Seq. ID 


OJ990630_ 


_13. 


0421. C7 






107113 


Strand 


+ 








Start 


16721 


End 


22291 








Name 


OJ990630 13-0421. C7.o8.np 


Method 


AAT/NAP 








u Lax L 


16358 


End 


20378 








GI 


5902445 


Score 


1539 








Exons 


16358. .18122, 20328.. 20378 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


50458 


Seq. ID 


OJ990630_ 


JL3. 


0421. C7 




Gene No. 


107113 


Strand 


+ 








Start 


16721 


End 


22291 








Name 


OJ990630 13.0421.C7.o4.gs 


Method 


GENSCAN 








Start 


16721 


End 


22291 








GI 


none 


Score 


.46 








Exons 


16721. .16826, 17120. .17367, 


17653. .17877, 17917. 


.18 


136, 



51995 



20271. .20387, 20583 .. 20723, 22080.. 22291 



Seq. No. 


50458 


Gene No . 


107114 


Start 


23843 


Name 


OJ990630 13. 0421. C7. 


Start 


23843 ~ 


GI 


6742729 


Exons 


23843. .24131, 31383. 


GI Descrip. 


(AF121139) RIM2 prpt 


Seq. No. 


50458 


Gene No . 


107114 


Start 


23843 


Name 


OJ990630 13. 0421. C7. 


Start 


25612 ~ 


GI 


none 


Exons 


25612 . . 25804, 25844 . 


Seq. No. 


50458 


Gene No . 


107114 


Start 


23843 


Name 


OJ990630 13 . 0421 . C7 . 


Start 


28759 ~~ 


GI 


none 


Exons 


28759. .28820, 29399. 




31383. . 31621, 32341. 


Seq. No. 


50458 


Gene No. 


107115 


Start 


980 


Name 


OJ990630 13. 0421. C7. 


Start 


980 


GI 


none 


Exons 


980. .1180, 1315. .135 



Seq. ID OJ990630_13.0421.C7 

Strand + 

End 33944 

Method AAT/NAP 

End 33944 

Score 2621 



Seq. ID OJ990630_13.0421.C7 

Strand + 

End 33944 

Method GENSCAN 

End 28414 

Score . 68 



Seq. ID OJ990630_13.0421.C7 

Strand + 

End 33944 

Method GENSCAN 

End 32953 

Score .53 



Seq. ID OJ990630_13.0421.C7 
Strand 

End 1353 

Method GENSCAN 

End 1353 

Score . 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



50458 

107116 

3518 

OJ990630_13 . 0421 . C7 . o4 .np 

3518 

7267363 



Seq. ID OJ990630_13.0421.C7 
Strand 

End 7831 

Method AAT/NAP 

End 7831 

Score 225 



3518. .3557, 5528.-5876, 5903. .5977, 7776. .7831 

(AL161506) putative athila transposon protein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



50458 
107117 
9826 

OJ990630_13.0421.C7.o6.np 
9826 
6498436 

9826.-9944, 10209 .. 10538, 12742. .12775 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ990630_13.0421.C7 
Strand 

End 14118 

Method AAT/NAP 

End 12775 

Score 652 



50458 
107117 



Seq. ID OJ990630_13.0421.C7 
Strand 



51996 



Start - ■ 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9826 End 14118 

OJ990630_13.0421.C7 .o7.np Method AAT/NAP 

11672 End 14118 

6056194 Score 533 

11672. .12814, 14049. .14118 

(AC009400) unknown protein [Arabidopsis thaliana] 



50458 

107117 

9826 

OJ990 630_13 . 042 1 . C7 . o2 . gp 
11985 

uC-osroM202036g05bl 
11985. .12470 

'2618699 2.0e-15 (AC002510) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_13.0421.C7 

14118 
AAT/GAP 
12470 
923 



unknown protein [Arabidopsis 



Seq. No. 50458 Seq. ID OJ990630_13 . 042 1 . C7 

Gene No. 107118 Strand 

Start 18757 End 18905 

Name OJ990630_13 . 0421 . C7 . o3 . gp Method AAT/GAP 

Start 18757 End 18905 

GI uC-osflcyp001c04b2 Score 226 

Exons ^ 18757.. 18905 

GI Descrip. ' 6041757/gb | AC011806 . 1 | AC011806 2.0e-34 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



Seq. No. 50458 Seq. ID 

Gene No. 107119 Strand 

Start 33886 End 

Name OJ990630_13 . 0421 . C7 . o4 . ts Method 

Start 1999 End 

GI none Score 
Exons 



OJ990630_13.0421.C7 
35721 

TBLASTX : Soybean 

3844 

167 



1999. .2178, 2043. .2177, 2505. .2663, 2532. .2663, 2546. .2686, 
2925. .3053, 2930. .3052, 3123. .3203, 3123. .3203, 3330. .3488, 
3340. .3495, 3691. .3843, 3692. .3844 



U Seq. No. 50458 

[3 Gene No. 107119 

R Start 33886 

Name OJ990630_13 . 0421 . C7 . o4 . tm 

Start 2951 

GI none 

Exons 2951.. 3061, 2952.. 3086, 3105, 
3339.. 3488, 3340.. 3495, 3346. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 13. 0421. C7 



35721 

TBLASTX: Maize 
3747 
157 

3203, 3117. .3197, 3335.-3454, 
3495, 3691. .3747, 3692. .3745 



Seq. No. 50458 Seq. ID 

Gene No. 107119 Strand 

Start 33886 End 

Name OJ990630_13 . 0421 . C7 . olO . tw Method 

Start 5533 End 

GI none Score 

Exons 5533.. 5787 



OJ990630_13.0421.C7 
35721 

TBLASTX: Wheat 

5787 

197 



Seq. No. 
Gene No. 



50458 
107119 



Seq. ID 
Strand 



OJ990630 13. 0421. C7 



51997 



# • 



Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. CI, 


. o5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


5533 




End 


16708 




GI 


none 




Score 


70 




Exons 


5533. .5787, 5594. .5695, 16574. .16708 






Seq. No. 


50458 




Seq. ID 


OJ990630 


_13.0421 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13.0421'.C7. 


. o3 . tc 


Method 


TBLASTX: 


Cress 


Start 


11702 




End 


12079 




GI 


none 




Score 


113 




Exons 


11702. .11935, 11936. 


. . 12079 








Seq. No. 


50458 




Seq. ID 


OJ990630 


_13.0421 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630_13 . 0421 ,C7 , 


■ol2. tw 


Method 


TBLASTX: 


Wheat 


Start 


11718 




End 


11863 




GI 


none 




Score 


64 




Exons 


11718 .. 11783, 11720, 


, . 11863, 


11729. .11863 




Seq. No. 


50458 




Seq. ID 


OJ990630 


13.0421 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. CI. 


, ol . tm 


Method 


TBLASTX: 


Maize 


Start 


11732 




End 


13755 




GI 


none 




Score 


81 




Exons 


11732. .12145, 11733. 


, .11789, 


11735. .12142, 11892 


. . 12149, 




12147. .12605, 12149. 


.12496, 


12206. . 12607, 12250 


. . 12540, 




12408. .12608, 12618, 


, .12716, 


12629. . 12817, 12645 


. .12818, 




13603. .13755, 13608. 


.13754 









Seq. No. 50458 

Gene No. 107119 

Start 33886 

Name OJ990630_13 . 0421 . C7 . 06 . tw 

Start 11864 

GI none 

Exons 11864. .12127, 11864 .. 12127 , 
11896. .12132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_13.0421.C7 
35721 

TBLASTX: Wheat 

12132 

182 



11889. .12128, 11895. .12131, 



Seq. No. 50458 Seq. ID 

Gene No. 107119 Strand 

Start 33886 End 

Name OJ990630_13 . 0421 . C7 . o2 . ts Method 

Start 11936 End 

GI none Score 

Exons 11936. .12145, 12251.. 12607 



OJ990630_13.0421.C7 
35721 

TBLASTX : Soybean 

12607 

228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50458 

107119 

33886 

OJ990630 

12251 

none 



13.0421.C7.ol.tc 



Seq. ID OJ990630_13.0421.C7 
Strand 
End 

Method 
End 
Score 



35721 

TBLASTX: Cress 

12790 

74 



12251. . 12595, 1248 6 .. 12572, 12647 .. 12703, 12692.. 12790 



51998 



# • 



Seq. No. 


50458 




Seq. ID 


OJ990630 13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


16373 




End 


16759 




GI 


none 




Score 


395 




Exons 


16373. .16759, 16399 


. . 16758 








Seq. No. 


50458 




Seq. ID 


OJ990630 13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


16483 




End 


16789 




GI 


none 




Score 


360 




Exons 


16483. .16761, 16484 


. .16789 








Seq. No. 


50458 




Seq. ID 


OJ990630_13.0421 


,C7 


Gene No . 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16874 




End 


17270 




GI 


none 




Score 


119 




Exons 


16874 . ..17014, 16987 


. .17007, 


17011. .17127, 17017. . 17121, 






17125. .17268, 17130 


. .17270 








Seq. No. 


50458 




Seq/- ID 


OJ990630_13.0421 


.C7 


Gene No . 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13.0421'.C7 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


17010 




End 


17418 




GI 


none 




Score 


97 




Exons 


17010. .17108, 17011 


. .17127, 


17124. .17225, 17125 .. 17247, 






17266. .17355, 17275 


. .17346, 


17347. .17394, 17392. .17418 




Seq. No. 


50458 




Seq. ID 


OJ990630JL3.0421 


. C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


17334 




End 


17541 




GI 


none 




Score 


190 




Exons 


17334 . .17537, 17335 


. .17541 








Seq. No. 


50458 




Seq. ID 


OJ990630_13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


17539 




End 


17913 




GI 


none 




Score 


79 




Exons 


17539. .17637, 17674 


. .17913 








Seq. No. 


50458 




Seq. ID 


OJ990630_13.0421 


.C7 


Gene No. 


107119 




Strand 






Start 


33886 




End 


35721 




Name 


OJ990630 13. 0421. C7 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17542 




End 


17955 




GI 


none 




Score 


96 





51999 



Exons 



• 



17542. .17643, 17547 17 636, 17686 17955, 17691 17762, 
17805. .17915 



Seq. No. 50458 Seq. ID OJ990630_13 . 0421 . C7 

Gene No. 107119 Strand 

Start 33886 End 35721 

Name OJ990630_13 . 0421 . C7 . o9 . tw Method TBLASTX: Wheat 

Start 19983 End 20239 

GI none Score 73 

Exons 19983. .20054, 20014 20052, 20047 .. 20238 , 20054.. 20239 



Seq. No. 50458 

Gene No. 107119 

Start 33886 

Name OJ990630JL3 . 0421 . C7 . o3 . 

Start 23444 

GI none 

Exons 23444. .23740, 23605.. 23 
23822. .23947, 23930.. 23 

Seq. No. 50458 

Gene No. 107119 

Start 33886 

Name OJ990630_13 . 0421 . C7 . ol . 

Start 23654 

GI none 

Exons 23654. .23728, 23729.. 23 



Seq. ID OJ990630_13.0421.C7 
Strand 

End 35721 
tw Method TBLASTX : Wheat 

End 24067 

Score 188 
736, 23726. .23785, 23803 23880, 
992, 23939.. 24067 

Seq. ID OJ990630_13.0421.C7 
Strand 

End 35721 • 

ts Method TBLASTX : Soybean 

End 24082 

Score 95 
791, 23819. .24082, 23840.. 24064 



Seq. No. 50458 Seq. ID 

Gene No. 107119 Strand 

Start 33886 End 

Name OJ990630_13 . 042 1 . C7 . o2 . tc Method 

Start 23822 End 

GI none Score 

Exons 23822. .24124 



OJ990630_13.0421.C7 
35721 

TBLASTX: Cress 

24124 

245 



Seq.' No. 50458 Seq. ID 

Gene No. 107119 Strand 

Start 33886 End 

Name OJ990630_13 . 0421 . C7 . o5 . tm Method 

Start 23924 End 

GI none Score 

Exons 23924. .24127, 23959.. 24126 



OJ990630_13.0421.C7 
35721 

TBLASTX: Maize 

24127 

245 



Seq. No. 50458 

Gene No. 107119 

Start 33886 

Name OJ990630_13 . 0421 . C7 . 08 . tw 

Start 24068 

GI none 

Exons 24068. .24109, 31362 .. 31460, 
31461. .31499, 31472 .. 31621, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31373 

31479 



OJ990630 13. 0421. C7 



35721 

TBLASTX: Wheat 
31637 
64 

31462, 31373. .31459, 
31637 



Seq. No. 50458 

Gene No. 107119 

Start 33886 

Name OJ990630 13 . 0421 . C7 . o7 . tm 



Seq. ID OJ990630_13.0421.C7 
Strand 

End 35721 

Method TBLASTX : Mai ze 



52000 



